Supplementary Table 1. Genes downregulated by miR-1 at a p-val<0.001 at both 12 and 24 hr. The fold decreases at 12 hr and 24 hr and the p-values for these changes are noted. Heart rank: rank for heart as calculated in Figure 1. Hexamers: number of matches to CAUUCC within the annotated 3' UTR. NA means that either tissue expression information or an annotated Unigene UTR was not available for that gene.

	Gene Symbol
	12 hr

P-value
	12 hr Change
	24 hr

P-value
	24 hr Change
	Transcript
	Heart Rank
	Hexamers

	PTK9
	6.70E-23
	-3.8
	2.20E-13
	-4.9
	NM_002822
	43
	2

	KIS
	7.80E-15
	-2.7
	1.70E-18
	-3.4
	NM_175866
	NA
	0

	ARF4
	9.40E-14
	-2.5
	1.00E-16
	-3
	NM_001660
	NA
	2

	MGC26690
	1.60E-13
	-2.8
	3.40E-25
	-4.9
	NM_152450
	NA
	0

	SFRS9
	6.70E-13
	-2.4
	1.00E-14
	-2.9
	NM_003769
	45
	1

	ADAR
	3.60E-12
	-2.4
	4.50E-17
	-2.8
	NM_001111
	46
	4

	MTX1
	4.30E-12
	-2.8
	5.50E-14
	-3.1
	NM_002455
	45
	1

	KIAA1160
	6.90E-12
	-2.5
	1.10E-13
	-3
	NM_020701
	NA
	0

	ACPL2
	1.10E-11
	-2.3
	4.60E-18
	-3.2
	NM_152282
	NA
	2

	GNPDA2
	7.70E-11
	-2.1
	3.40E-13
	-2.4
	NM_138335
	NA
	1

	NETO2
	2.80E-10
	-2.4
	6.10E-14
	-2.6
	NM_018092
	NA
	2

	MMD
	1.80E-09
	-2.4
	2.40E-13
	-2.6
	NM_012329
	32
	3

	PTMAP7
	3.90E-09
	-2.2
	2.10E-19
	-3.7
	NM_016171
	NA
	NA

	RAB11FIP2
	4.00E-09
	-1.9
	5.60E-08
	-2.1
	NM_014904
	37
	1

	UST
	7.20E-09
	-2.4
	1.90E-12
	-2.5
	NM_005715
	38
	3

	FLJ20273
	8.40E-09
	-2.1
	3.90E-19
	-3.4
	NM_019027
	24
	2

	HPS4
	1.20E-08
	-1.9
	3.50E-07
	-1.7
	NM_152840
	43
	3

	LASP1
	1.40E-08
	-2.2
	3.10E-17
	-3.1
	NM_006148
	43
	3

	TIMP3
	2.20E-08
	-2.1
	3.80E-12
	-3.2
	NM_000362
	15
	2

	SERP1
	5.00E-08
	-2.2
	3.10E-14
	-2.4
	NM_014445
	46
	5

	ANKIB1
	5.50E-08
	-1.9
	3.60E-08
	-1.9
	NA
	NA
	

	TH1L
	9.70E-08
	-1.8
	7.20E-10
	-2.1
	NM_016397
	46
	1

	KIF2
	1.30E-07
	-2.1
	1.50E-10
	-2.2
	NM_004520
	43
	2

	INPP5F
	1.70E-07
	-2
	1.90E-09
	-2
	NM_014937
	30
	2

	ARHGEF18
	1.70E-07
	-2.1
	6.40E-10
	-2
	NM_015318
	45
	3

	SLC16A9
	2.20E-07
	-1.8
	2.80E-09
	-2.5
	XM_166145
	NA
	1

	DDX5
	3.30E-07
	-1.7
	1.50E-04
	-1.5
	NM_004396
	32
	1

	CAP1
	3.80E-07
	-2.1
	2.80E-11
	-2.8
	NM_006367
	46
	3

	RABGAP1L
	6.20E-07
	-2
	1.10E-04
	-1.7
	NM_014857
	40
	5

	C20orf9
	6.50E-07
	-1.9
	2.70E-16
	-2.8
	NM_016004
	40
	1

	IHPK2
	7.70E-07
	-1.9
	8.80E-05
	-1.9
	NM_016291
	42
	1

	SDC4
	8.50E-07
	-1.8
	4.70E-07
	-1.8
	NM_002999
	31
	1

	H3F3B
	9.00E-07
	-2
	6.40E-12
	-2.5
	NM_005324
	44
	1

	LIN7C
	1.20E-06
	-1.7
	9.20E-13
	-2.3
	NM_018362
	43
	2

	RABL2A
	1.30E-06
	-1.8
	8.60E-09
	-1.9
	NM_013412
	39
	1

	FLJ21415
	1.40E-06
	-2.4
	1.20E-05
	-2.7
	NM_024738
	35
	1

	KIAA1340
	2.60E-06
	-1.9
	4.80E-09
	-2.1
	XM_044836
	NA
	2

	CHST11
	2.70E-06
	-1.9
	2.40E-08
	-2
	NM_018413
	9
	1

	TAGLN2
	2.70E-06
	-2.3
	1.50E-18
	-3.3
	NM_003564
	34
	4

	RNF138
	4.30E-06
	-2
	1.70E-08
	-2.1
	NM_016271
	42
	2

	C20orf139
	5.30E-06
	-1.8
	6.00E-08
	-2.1
	NM_080725
	NA
	2

	PDCD4
	5.90E-06
	-1.7
	7.80E-08
	-2.1
	NM_145341
	36
	1

	PIP3AP
	1.10E-05
	-1.6
	2.20E-09
	-1.9
	NM_019061
	44
	2

	PREX1
	1.30E-05
	-1.8
	1.10E-08
	-2.3
	NM_020820
	NA
	1

	TPM4
	1.30E-05
	-1.6
	2.20E-12
	-2.3
	NM_003290
	NA
	2

	NP
	1.60E-05
	-2
	2.10E-12
	-3.1
	NM_000270
	22
	2

	TDP1
	1.70E-05
	-1.6
	3.20E-07
	-1.9
	NM_018319
	35
	1

	ANKRD29
	2.00E-05
	-2.2
	1.10E-10
	-2.6
	NM_173505
	NA
	2

	TIP120A
	2.40E-05
	-1.9
	9.70E-10
	-2.5
	NM_018448
	NA
	2

	SLC25A30
	2.90E-05
	-1.6
	3.20E-08
	-1.9
	NA
	NA
	

	SERPINB5
	2.90E-05
	-1.7
	1.90E-08
	-2.2
	NM_002639
	5
	1

	CDW92
	2.90E-05
	-2.3
	1.20E-20
	-3.7
	NM_080546
	35
	3

	LRRC8
	2.90E-05
	-1.7
	3.20E-07
	-1.8
	XM_026998
	NA
	1

	KIAA1194
	3.20E-05
	-1.6
	1.10E-07
	-2
	NM_015455
	NA
	1

	GCH1
	3.50E-05
	-1.9
	5.10E-08
	-2.1
	NM_000161
	17
	2

	KIAA1295
	3.60E-05
	-1.7
	2.50E-08
	-2.2
	NA
	NA
	

	HIST1H3I
	4.00E-05
	-1.8
	1.10E-06
	-2.2
	NM_003533
	NA
	0

	LOC63929
	4.40E-05
	-1.7
	2.20E-12
	-2.6
	NM_022098
	4
	2

	MGC27345
	5.00E-05
	-1.7
	4.90E-05
	-1.7
	NA
	NA
	

	CHSY1
	5.20E-05
	-1.6
	9.40E-09
	-2
	NM_014918
	38
	2

	TRAPPC3
	6.40E-05
	-1.6
	1.50E-06
	-2
	NM_014408
	41
	3

	PGM2
	6.50E-05
	-2
	1.00E-07
	-2.9
	NM_018290
	24
	2

	EML4
	6.60E-05
	-1.6
	7.00E-10
	-2
	NM_019063
	45
	3

	CT120
	6.90E-05
	-2
	2.30E-07
	-2.4
	NM_024792
	15
	3

	CTEN
	7.40E-05
	-1.6
	4.40E-04
	-1.5
	NM_032865
	19
	1

	KIAA1598
	7.80E-05
	-1.7
	2.20E-04
	-1.5
	NM_018330
	43
	1

	MXD4
	8.20E-05
	-1.6
	4.30E-08
	-2.2
	NM_006454
	34
	1

	BLCAP
	1.00E-04
	-1.7
	5.40E-08
	-1.9
	NM_006698
	19
	1

	POGK
	1.10E-04
	-1.9
	2.00E-06
	-2.3
	NM_017542
	NA
	5

	AXL
	1.10E-04
	-1.5
	4.10E-13
	-2.4
	NM_021913
	35
	1

	LOC126731
	1.20E-04
	-1.6
	1.70E-07
	-1.8
	NM_145257
	NA
	2

	POM121
	1.30E-04
	-1.7
	5.60E-05
	-1.7
	NM_172020
	NA
	1

	PLEKHB2
	1.40E-04
	-1.6
	1.80E-08
	-2
	NM_017958
	36
	2

	LASS2
	1.80E-04
	-1.5
	6.70E-06
	-1.7
	NM_022075
	42
	1

	FBLN2
	1.90E-04
	-1.9
	2.40E-12
	-2.6
	NM_001998
	6
	1

	ARCN1
	2.00E-04
	-1.6
	1.60E-06
	-1.8
	NM_001655
	43
	3

	XPO6
	2.10E-04
	-1.8
	5.80E-06
	-2.1
	AB002368
	NA
	2

	RABL2B
	2.10E-04
	-1.7
	1.00E-08
	-2
	NM_007081
	39
	1

	CLG
	2.30E-04
	-1.5
	2.00E-05
	-1.7
	XM_290828
	NA
	0

	TRIM2
	2.30E-04
	-1.7
	2.70E-04
	-1.5
	NM_015271
	30
	2

	SH2D4A
	2.60E-04
	-1.5
	2.90E-07
	-2
	NM_022071
	NA
	0

	HIST1H3B
	2.70E-04
	-1.7
	2.80E-06
	-1.9
	NM_003537
	NA
	0

	PFTK1
	2.80E-04
	-1.6
	3.10E-09
	-2
	NM_012395
	23
	4

	PARG1
	3.20E-04
	-1.5
	7.50E-05
	-1.7
	NM_004815
	12
	2

	OSBPL7
	3.30E-04
	-1.6
	7.50E-07
	-1.8
	NM_017731
	NA
	1

	ARF3
	3.70E-04
	-1.6
	3.50E-11
	-2.9
	NM_001659
	NA
	5

	LZTFL1
	4.20E-04
	-1.6
	1.60E-04
	-1.7
	NM_020347
	33
	3

	DHX15
	4.60E-04
	-1.5
	1.00E-07
	-1.9
	NM_001358
	23
	1

	EPB41L4B
	5.00E-04
	-1.5
	3.90E-08
	-2.1
	NM_019114
	23
	0

	POLR2K
	5.30E-04
	-1.8
	3.90E-06
	-2.3
	NM_005034
	25
	1

	CLCN3
	6.40E-04
	-1.5
	1.40E-07
	-1.8
	NM_001829
	10
	1

	OAT
	7.40E-04
	-1.4
	6.50E-12
	-2.4
	NM_000274
	43
	2

	C2orf3
	7.60E-04
	-1.5
	1.60E-09
	-2.1
	NM_003203
	31
	0

	FLJ20519
	8.40E-04
	-1.6
	9.60E-07
	-1.9
	NM_017860
	4
	1

	ZNF264
	9.50E-04
	-2
	3.20E-04
	-1.8
	NA
	NA
	

	TM4SF7
	1.00E-03
	-1.5
	5.20E-08
	-1.9
	NM_003271
	NA
	1















































































































































































































































































































































































































































































































































































































































































































































