
 

 

 

 

 

 

 

 

 

 

Supplementary Figure 1. Tissue-specific expression of miR-1 and miR-124 in human 

tissues. A) Northern blot of a human total RNA tissue panel. B) Molecular abundance of 

upregulated miRNAs and corresponding U6 snRNA in tissue types, based on quantitation 

of signals from the Northern blot in A).  Standard curves were linear; microRNA and U6 

snRNA abundance is reported per 30 pg of total RNA because this amount was calculated 

to be the average yield per cell when extracting total RNA from HeLa cells.  
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