Supplementary Note

Sequences inserted into the luciferase reporter vectors. Hexamer seed matches are shown in red. Linker sequences are italicized. In the mutant versions of each reporter for miR-1 downregulated genes, all CATTCC’s were changed to AAGTAC, except in the case of POGK, in which the first, fourth, and fifth occurrences of CATTCC were changed. Reporter plasmids for miR-1 downregulated genes were constructed in pIS1, which encodes Renilla luciferase expressed from a TK-derived promoter. In the mutant version of each reporter for the miR-124 downregulated genes, all GTGCCT’s were changed to GTCGGT, except for the first occurrence in IQGAP1, where GTGCCTT was changed to GTGCGCC. Reporter plasmids for miR-124 downregulated genes were constructed in pIS2, which encodes Renilla luciferase expressed from an SV40-derived promoter. Plasmid names are shown in square brackets below. Potential basepairing interactions with the wild type seed regions, predicted using RNAfold, are also shown. 
>ADAR [pIS54]
CACAACGAGCTCTTGATTTGTCTGAACTGTGGCTACTGTGCATTCCTTGAATAATCACTTGTAAAAATTGTCAGTGCTTGAAGCTGTTTCCTTTACTCACATTGAAGGGACTTCGTTGGTTTTTTGGAGTCTTGGTTGTGACTCCAAGAGCAGAGTGAGGAAGACCCCCAAGCATAGACTCGGGTACTGTGATGATGGCTGCAGTCCAGTTTTATGATTCTGCTTTTATGTGTCCCTTGATAACAGTGACTTAACAATATACATTCCTCATAAATAAATCTAGAGTTGTG
      GCUACUGUGCAUUCC
      ||| || ||||||||

AAUGUAUGAAGAAAUGUAAGGU

  ACAGUGACUUAACAAUAUACAUUCC
  |||   ||||       ||||||||

AAUGUA--UGAAGAA----AUGUAAGGU

>C20orf139 [pIS47]
CACAACGAGCTCTGTCTGCACTGCTGGTATGGGGTTAGGCCAGGTAGGACATTCCAGAGGGGCTTCTGAAAACCAAGAGTCCCTGGGGAAAGGGAACAGAGTAAGGCAGGCCTTGTTCTCACTGCCCTCTAAGGGAACTTGGTCACTCGGCACTTTTAAGCCTCAGTTTCTCCAGTTCAATAATAAGGACAAGAGCTTTTCCCATGCATTCTCTTTCCCCGGGAAAGTTGACTGAGGTGACCAGTAATAGAATTGAAAAGGGAGAGTGTCTTCAGTGCAATGTGGCATCCTGGATTGGGTCTTGGAACAAAAACAGGACATTAGTGGGAAAATTGGAAATCTGAAAAAAGTCTGAATTTTAGTTAATATACCAATTTCAGTCTCTTGGTTTTGACAGATGTACCATGGTGATGTAAGATGTTGACCTTGGGGTAGGCTGGGTGAAGGGTATACAGGAACTCTTTGTACTATCTCTGCAACTTCTCTGTAAATCTAGTATCATTCCAAAATAAAAGTTCTAGAGTTGTG
              ACAUUCCA

              ||||||||

AAUGUAUGAAGAAAUGUAAGGU

 UGCA-ACUUCUCUGUAAAUCUAGUAUCAUUCCA

 |||| ||||||               |||||||

AAUGUAUGAAGAAAU------------GUAAGGU

>FLJ10983 [pIS57]
CACAACGAGCTCATTTATGTGTTTTACAAAGACCTACATTCCTCATTGTTTCATGTTTGACCTTTAAGGTGAAAAAAGAAAATGGCCAAACCCAACAAACTAACATTCCTACTAAAAAGTTCTAGAGTTGTG
 UACAAAGACC--UACAUUCC
 ||||        ||||||||

AAUGUAUGAAGAAAUGUAAGGU

  ACAAACUA----ACAUUCC
  ||| |||     |||||||

AAUGUAUGAAGAAAUGUAAGGU

>KIF2 [pIS50]
CACAACGAGCTCTGACCCTAAATTTCTGAAGCACAGCCAAGAAAAATTACATTCCTTGTCATTGTAAATTACCTTTGTGTGTACATTTTTACTGTATTTGAGACATTTTTTGTGTGTGACTAGTTAATTTTGCAGGATGTGCCATATCATTGAACGGAACTAAAGTCTGTGACAGTGGATATAGCTGCTGGACCATTCCATCTTATATGTTCTAGAGTTGTG
      AUUUCUGAAGCACAGCCAAGAAAAAUUACAUUCC
      ||||||                   |||||||||

AAUGUAUGAAGA-------------------AAUGUAAGGU

  AUAUAGCUGCUGGACCAUUCCA

  ||||| || ||  | |||||||

AAUGUAU-GAAGAAAU-GUAAGGU

>NETO2 [pIS56]
CACAACGAGCTCAATATTTTGATGCCACAATAAACTTGATTTTTCTTTACATTCCTTTTATTTTTCCTTTCTCTAAATTTAATTTGTTTTATAAGCCTATCGTTTTACCATTTCATTTTCTTACATAAGTACAAGTGGTTAATGTACCACATACTTCAGTATAGGCATTTGTTCTTGAGTGTGTCAAAATACAGCTAGTTACTGTGCCAATTAAGACCCAGTTGTATTTCACCCATCTGTTTCTTCTTGGCTAATCTCTGTACTTCTGCCTTTTAATTACTGGGCCCTTATTCCTTATTTTCTGTGAGAAATAATAGATGATATGATTTATTACCTTTCAATTATATTTTTCTCAGTTATACTAGAAAATTTCATAATCCTGGGATATATGTACCATTGTCAGCTATGACTAAAAATTTGAAAAAGATAAAAATTTCTAGCAAGCCTTTGAAGTTTACCAAGTATAGTCACATTCAGTGACAGCCCATTCATTCCAGTAAAGAATCTCTAGAGTTGTG
       UUUCUUUACAUUCC
       ||||||||||||||

AAUGUAUGAAGAAAUGUAAGGU

  ACAGCCCAUU---CAUUCCA

  |||          |||||||

AAUGUAUGAAGAAAUGUAAGGU

>POGK [pIS55]
CACAACGAGCTCTCATTGAATTTTTACACTATAGTAATTTGCATTCCCACATAAGTTTGAGTGTTACGAAAACATTCCTTTAAAGGGATCTGTGCTACACAAAATATGCCAGGACCTCACAGACAAAGCCATTGCTAGAAATGTCATTCCAATGATCAGATCTGGAAACAGGCTGCCATAACCACTTTTCCTTCTTGTAGACTCAGCTCACCTGTATATTTAAACTGTTCTTGGCATCTTGAAACACCTATTTCTACTCAGGTACTCATTGTCCTGTTACTGATTCACCTTTCTGATCCTTTTCAACCAGTTTTCCCCCAAGGGGGGAAATTTTACTTAACCTCTAGTATTTGAACAACTCAATATTTGAATTGTTGCCCCATTTGCTTTTACCTGTACTGTATTCTTGGTCATCTCAAATGGCGTCTAAACCCAGCTACTTTGCATTCCAGAAGTTTCCATTCCCTCCAATTCCATCTAGAGTTGTG
 UACACUAUAGUAAUUUGCAUUCC
 |||| |||     ||||||||||

AAUGU-AUGAAG--AAAUGUAAGGU

  ACAUAAGUUUGAGUGUUACGAAAACAUUCC
  |||||  |||             |||||||

AAUGUAUGAAGAAA-----------UGUAAGGU

     UGCUAGAAAUGUCAUUCCA

     ||||        |||||||

AAUGUAUGAAGAAAU--GUAAGGU

      GCUACUUUGCAUUCCA

      ||| ||||||||||||

AAUGUAUGAAGAAAUGUAAGGU

  GC-UACUUUGCAUUCCAGAAGUUUCCAUUCC
  || ||||||            ||| ||||||

AAUGUAUGAAG------------AAAUGUAAGGU

>SERP1 [pIS53]
CACAACGAGCTCTCATAGCAGGTGCCTTATTCTTTGCTTTTAGTCAAACCATTCCATATCAGAATTTTCCTTGGTTTACTATAGATATTTGGCTTTAAGTTGTTGTTTGTGTTTTTTAATGTACAATGTTCTGATAAATTTGACTGTTAAATTGCTATAGCTAGCAATCATTTTACATATGTAAAATTGCATTCCCTTTGTATTTCTCTAGAGTTGTG
 UGCCUUAUUCUUUGCUUUUAGUCAAACCAUUCCA

 |||    |||||||             |||||||

AAUGUAUGAAGAAAU-------------GUAAGGU

 UACAUAUGUAAAAAAUUGCAUUCC
 |||||||        |||||||||

AAUGUAUGAAGA----AAUGUAAGGU

>TIP120A [pIS58]
CACAACGAGCTCCTTAGAAATTCTTAAAACCAGATTTTTCTTTCATTCCGTTTGGATGTCTACATTCCTTATCATCTAGAGTTGTG
       UUUCUUU-CAUUCCG

       ||||||| |||||||

AAUGUAUGAAGAAAUGUAAGGU

       UUUCUUUCAUUCCGUUUGGAUGUCUACAUUCC
       ||||||                  ||||||||

AAUGUAUGAAGAA------------------AUGUAAGGU

>IQGAP [pAG17]
ATATGAGCTCCCGACTAGTGGATGGGAGAGTCCCATTGCTAAAATTCAGCTACTCAGATAAATTCAGAATGGGTCAAGGCACCTGCCTGTTTTTGTTGGTGCACAGAGATTGACTTGATTCAGAGAGACAATTCACTCCATCCCTATGGCAGAGGAATGGGTTAGCCCTAATGTAGAATGTCATTGTTTTTAAAACTGTTTTATATCTTAAGAGTGCCTTATTAAAGTATAGATGTATGTCTTAAAATGTGGGTGATAGGAATTTTAAAGATTTATATAATGCATCAAAAGCCTTAGAATAAGAAAAGCTTTTTTTAAATTGCTTTATCTGTATATCTGAACTCTTGAAACTTATAGCTAAAACACTAGGATTTATCTGCAGTGTTGCAGGGAGATAATTCTGCCTTAAATTGTCTAAAACAAAAACAAAACCAGCCAACCTATGTTACACGTGAGATTAAAACCAATTTTTTCCCCATTTTTTCTCCTTTTTTCTCTTGCTGCCCACATTGTGCCTTTATTTTATGAGCCCCAGTTTTCTGGGCTTAGTTTAAAAAAAAAATCAAGTCTAAACATTGCATTTAGAAAGCTTTTGTTCTTGGATAAAAAGTCATACACTTTAAAAAAAAAAAAAAAACTTTTTCCAGGAAAATATATTGAAATCATGCTGCTGAGCCTCTATTTTCTTTCTTTGATGTTTTGATTCAGTATTCTTTTATCATAAATTTTTAGCATTTAAAAATTCACTGATGTACATTAAGCCAATAAACTGCTTTAATGAATAACAAACTATGTAGTGTGTCCCTATTATAAATGCATTGGTCTAGAATAT
        ACUGUUUUAUAUCUUAAGAGUGCCUUA

        |||||              ||||||||

ACCGUAAGUGGCG--------------CACGGAAU

      UUGCUGCCCACAUUGUGCCUU

      |  ||||       |||||||

ACCGUAAGUGGCG-------CACGGAAU

>RELA [pAG23]
ATATGAGCTCTCTCTCTCTTTTTGGAGGTGCTTAAGCAGAAGCATTAACTTCTCTGGAAAGGGGGGAGCTGGGGAAACTCAAACTTTTCCCCTGTCCTGATGGTCAGCTCCCTTCTCTGTAGGGAACTCTGGGGTCCCCCATCCCCATCCTCCAGCTTCTGGTACTCTCCTAGAGACAGAAGCAGGCTGGAGGTAAGGCCTTTGAGCCCACAAAGCCTTATCAAGTGTCTTCCATCATGGATTCATTACAGCTTAATCAAAATAACGCCCCAGATACCAGCCCCTGTATGGCACTGGCATTGTCCCTGTGCCTAACACCAGCGTTTGAGGGGCTGGCCTTCCTGCCCTACAGAGGTCTCTGCCGGCTCTTTCCTTGCTCAACCATGGCTGAAGGAAACCAGTGCAACAGCACTGGCTCTCTCCAGGATCCAGAAGGGGTTTGGTCTGGGACTTCCTTGCTCTCCCTCTTCTCAAGTGCCTTAATAGTAGGGTAAGTTGTTAAGAGTGGGGGAGAGCAACTAGTATAT
 GGCAUUGUCCCUGUGCCU
 ||||||  || |||||||

ACCGUAAGUGGCGCACGGAAU

 GGACUUCCUUGCUCUCCCUCUUCUCAAGUGCCUUA

 ||  ||| ||||               ||||||||

ACCGUAAGUGGCG---------------CACGGAAU














































































































































































































































































































































































































































































































































































































































































































































