Supplementary Table 3. Hexamers significantly enriched (p-val < 0.05) in the 3’ UTRs of the downregulated sets. P-values were calculated by computing a z-score based on the count of a word within the miR-1 and miR-124 downregulated UTRs versus the count of the same word in the sequences of UTRs of all LocusLink genes represented on the microarray. A Bonferroni correction was applied.

   miR-1 downregulated

	hexamer
	p-value

	cattcc
	5.20E-55

	acattc
	2.60E-25

	attcca
	2.30E-19

	attcct
	8.40E-08

	tcattc
	7.80E-05

	ttccat
	0.002

	tatttt
	0.002

	tttaaa
	0.009

	ttttta
	0.009


miR-124 downregulated 

	hexamer
	p-value

	gtgcct
	1.60E-80

	tgcctt
	3.30E-48

	agtgcc
	8.50E-20

	gcctta
	2.90E-17

	tgtgcc
	4.90E-13

	gccttt
	1.30E-10

	aagtgc
	2.80E-10

	atgtgc
	0.0001

	ccttac
	0.003















































































































































































































































































































































































































































































































































































































































































































































