
Figure S1B. Locations, structures and scores of predicted mammalian miRNA
target sites.

miRNA: mir-1b
Human predicted target: ENSG00000074696
Mouse predicted target: ENSMUSG00000033629
Rat predicted target: ENSRNOG00000012607
Hs Gene description: BUTYRATE-INDUCED TRANSCRIPT 1.
[Source:RefSeq;Acc:NM_016395] NM_016395
mir-1b ENSG00000074696 3932 nt UTR 3 hits 105 1495 1588
----1------------------------------------------------------1---1----------
--------------------------------------------------------------------------
----------
>ENSG00000074696 hs-mir-1b    105    112
UGGAAUGUAAAGAAGUAUGUAU&AAUUCUCAGUGAGGCUAUCUUCCUUUUCCCCAGUAACAUUCCU
.((((((((((((((...((..&.............))...)))).))).........))))))). -15.40
>ENSG00000074696 hs-mir-1b   1495   1502
UGGAAUGUAAAGAAGUAUGUAU&GUUGGCCAUUGUAAAAAACAUCAGUUUCCUCUCAUACAUUCCAA
(((((((((.(((.........&.............................)))..))))))))). -17.00
>ENSG00000074696 hs-mir-1b   1588   1595
UGGAAUGUAAAGAAGUAUGUAU&AAGGAGUGAUAGCUCUUUCUGUUCUGCCAUUCCCAACAUUCCU
.(((((((...(((....(((.&........................)))..)))...))))))). -14.90
mir-1b ENSMUSG00000033629 3468 nt UTR 2 hits 122 1072
----1-------------------------------------1-------------------------------
-----------------------------------------------------------------
>ENSMUSG00000033629 hs-mir-1b    122    129
UGGAAUGUAAAGAAGUAUGUAU&GUUUUUUAAAGUAAGGCUGUCUCUCUUUCCCAGUAACAUUCCU
.((((((((((((((...((..&...............))...)).))))).......))))))). -15.61
>ENSMUSG00000033629 hs-mir-1b   1072   1079
UGGAAUGUAAAGAAGUAUGUAU&UGGCUACUGUUCAAGACAGCUUCAGUCUCUCUACCACAUUCCAU
(((((((((..(((((.(((..&...............))))))))..).........)))))))). -17.20
mir-1b ENSRNOG00000012607 2000 nt UTR 2 hits 126 1276
-----1---------------------------------------------1----------------------
------
>ENSRNOG00000012607 hs-mir-1b    126    133
UGGAAUGUAAAGAAGUAUGUAU&UGUUUUUUAAAGUAAGGCUGUCUCUUUCCCCAGUAACAUUCCU
.((((((((((((..((.((..&................))))..)))))........))))))). -16.00
>ENSRNOG00000012607 hs-mir-1b   1276   1283
UGGAAUGUAAAGAAGUAUGUAU&UAGGGCCACCACAAGAGGUCUUGAGUCUCUUCACCACAUUCCAU
((((((((...((((.......&............................))))...)))))))). -17.60

miRNA: mir-1b
Human predicted target: ENSG00000144233
Mouse predicted target: ENSMUSG00000041915
Rat predicted target: ENSRNOG00000016250
mir-1b ENSG00000144233 5464 nt UTR 2 hits 2393 4295



--------------------------------------------------------------------------
---------------------1----------------------------------------------------
-----------------------1-----------------------------------------------
>ENSG00000144233 hs-mir-1b   2393   2400
UGGAAUGUAAAGAAGUAUGUAU&AGUGGUUUUUGGAGUGAAGAAGCCUUACUCCCUGCACAUUCCC
.(((((((..((.((((.((..&.....................))..))))..))..))))))). -17.20
>ENSG00000144233 hs-mir-1b   4295   4302
UGGAAUGUAAAGAAGUAUGUAU&UCGUUUCUUCAAGAGAAAUUAAUGUUCUAGAGAUUACAUUCCAU
((((((((((((((........&........................)))).....)))))))))). -17.30
mir-1b ENSMUSG00000041915 5013 nt UTR 2 hits 1178 2285
-----------------------------------------------1--------------------------
-----------------1--------------------------------------------------------
-----------------------------------------------------
>ENSMUSG00000041915 hs-mir-1b   1178   1185
UGGAAUGUAAAGAAGUAUGUAU&GUCCAAACUGUUCGUGUUGCUCAUUUAAACUCUUGACAUUCCC
.(((((((.(((.(((......&............................)))))).))))))). -17.50
>ENSMUSG00000041915 hs-mir-1b   2285   2292
UGGAAUGUAAAGAAGUAUGUAU&UCAGUGGUUUCAGAGUGAAGUCGCCUUACUCCUGCACAUUCCC
.(((((((..((.((((.((..&......................))..)))).))..))))))). -18.60
mir-1b ENSRNOG00000016250 4098 nt UTR 2 hits 1351 3879
------------------------------------------------------1-------------------
--------------------------------------------------------------------------
-------1--------
>ENSRNOG00000016250 hs-mir-1b   1351   1358
UGGAAUGUAAAGAAGUAUGUAU&CCAAACUGUUCGUGUUGCUCAUUUAAAAACUCUUGACAUUCCC
.(((((((.(((.(((......&............................)))))).))))))). -17.50
>ENSRNOG00000016250 hs-mir-1b   3879   3886
UGGAAUGUAAAGAAGUAUGUAU&CCAAACUGUUCGUGUUGCUCAUUUAAAAACUCUUGACAUUCCC
.(((((((.(((.(((......&............................)))))).))))))). -17.50

miRNA: mir-1b
Human predicted target: ENSG00000160211
Mouse predicted target: ENSMUSG00000031400
Rat predicted target: ENSRNOG00000020508
Hs Gene description: GLUCOSE-6-PHOSPHATE 1-DEHYDROGENASE (EC 1.1.1.49)
(G6PD). [Source:SWISSPROT;Acc:P11413] NM_000402
mir-1b ENSG00000160211 2609 nt UTR 3 hits 97 165 433
---1--1----------1--------------------------------------------------------
-------------------------------
>ENSG00000160211 hs-mir-1b     97    104
UGGAAUGUAAAGAAGUAUGUAU&GUCGGGAGGACUCCGGGACCAUUGACCUCAGCUGCACAUUCCU
.(((((((..((..........&...............................))..))))))). -14.90
>ENSG00000160211 hs-mir-1b    165    172
UGGAAUGUAAAGAAGUAUGUAU&CCGCCCCUCGCUGCUGCUACUACCCGAGCCCAGCUACAUUCCU
.((((((((.((.((((.(((.&...........))))))).)).............)))))))). -15.84
>ENSG00000160211 hs-mir-1b    433    440
UGGAAUGUAAAGAAGUAUGUAU&CCUGUGGCCUUGCCCGCCAGCCUCAGUGCCACUUGACAUUCCU



.(((((((.(((..((((....&.........................))))..))).))))))). -18.60
mir-1b ENSMUSG00000031400 2721 nt UTR 2 hits 210 527
--------1------------1----------------------------------------------------
-----------------------------------
>ENSMUSG00000031400 hs-mir-1b    210    217
UGGAAUGUAAAGAAGUAUGUAU&UGCUGCUGCCACUGCCACCACCAGUAAACCCAGCUACAUUCCU
.((((((((.............&..................................)))))))). -14.90
>ENSMUSG00000031400 hs-mir-1b    527    534
UGGAAUGUAAAGAAGUAUGUAU&CCUGCCCAUGGCCACACUAGCCUCAGUGCUACUAGACAUUCCU
.(((((((..((.(((((....&.........................))))).))..))))))). -20.00
mir-1b ENSRNOG00000020508 2000 nt UTR 2 hits 214 535
--------1------------1----------------------------------------------------
------
>ENSRNOG00000020508 hs-mir-1b    214    221
UGGAAUGUAAAGAAGUAUGUAU&UGCUGCUGCCACUGCCACUACCACUAAGCCCAGCUACAUUCCU
.((((((((.............&..................................)))))))). -14.90
>ENSRNOG00000020508 hs-mir-1b    535    542
UGGAAUGUAAAGAAGUAUGUAU&CCUGCCCAUAGCCACACUAGCCUUAGUGCUACUUGACAUUCCU
.(((((((.(((.(((((....&.........................))))).))).))))))). -20.90

miRNA: mir-1b
Human predicted target: ENSG00000166068
Mouse predicted target: ENSMUSG00000027351
Rat predicted target: ENSRNOG00000005209
Hs Gene description: NM_152594
mir-1b ENSG00000166068 4376 nt UTR 2 hits 604 1440
------------------------1--------------------------------1----------------
--------------------------------------------------------------------------
----------------------------
>ENSG00000166068 hs-mir-1b    604    611
UGGAAUGUAAAGAAGUAUGUAU&CUGAAGUAGAUAUAUAUAUAUAUAUAUCUACUGUCACAUUCCAU
((((((((..((.(((((((((&...................))))))).)).))...)))))))). -20.00
>ENSG00000166068 hs-mir-1b   1440   1447
UGGAAUGUAAAGAAGUAUGUAU&AUUAAAACUCUAACCAAGGAAAGGGUUCUUUAAGAACAUUCCC
.(((((((((((((.(......&.......................).))))))....))))))). -16.40
mir-1b ENSMUSG00000027351 2000 nt UTR 2 hits 584 1214
-----------------------1------------------------1-------------------------
------
>ENSMUSG00000027351 hs-mir-1b    584    591
UGGAAUGUAAAGAAGUAUGUAU&CUAGUUCUGAGGUAGAUGUGCACAUAUCUGCCACCACAUUCCAU
((((((((..(((.((.(((((&.................))))).)).)))......)))))))). -18.80
>ENSMUSG00000027351 hs-mir-1b   1214   1221
UGGAAUGUAAAGAAGUAUGUAU&UCAAUCCACCAUUGUGAAUGGAAAUCUUAUACACCACAUUCCU
.(((((((......(((((...&...........................)))))...))))))). -14.50
mir-1b ENSRNOG00000005209 2003 nt UTR 2 hits 587 1222
-----------------------1------------------------1-------------------------
-------



>ENSRNOG00000005209 hs-mir-1b    587    594
UGGAAUGUAAAGAAGUAUGUAU&CUAGCUCUGAGGUAGAUGUGCACACAUCUGCCACCACAUUCCAU
((((((((..(((.((.(((((&.................))))).)).)))......)))))))). -20.20
>ENSRNOG00000005209 hs-mir-1b   1222   1229
UGGAAUGUAAAGAAGUAUGUAU&UCAAUCCACCAUUGUGAAUGGAAAUCUCGUAUAUCACAUUCCU
.(((((((...((.(((((...&...........................))))).))))))))). -16.40

miRNA: mir-1b
Human predicted target: ENSG00000176697
Mouse predicted target: ENSMUSG00000048482
Rat predicted target: ENSRNOG00000005051
Hs Gene description: BRAIN-DERIVED NEUROTROPHIC FACTOR PRECURSOR (BDNF).
[Source:SWISSPROT;Acc:P23560] NM_170733
mir-1b ENSG00000176697 2498 nt UTR 3 hits 220 390 1322
--------1------1------------------------------------1---------------------
--------------------------
>ENSG00000176697 hs-mir-1b    220    227
UGGAAUGUAAAGAAGUAUGUAU&ACAGUCAUUUGCGCACAACUUAAAAAGUCUGCAUUACAUUCCU
.(((((((((((..((.((((.&.........)))).))..)).............))))))))). -16.51
>ENSG00000176697 hs-mir-1b    390    397
UGGAAUGUAAAGAAGUAUGUAU&AAACACACACACACACAACAAAAAUUUGAACCAAAACAUUCCGU
((((((((..............&...................................)))))))). -14.00
>ENSG00000176697 hs-mir-1b   1322   1329
UGGAAUGUAAAGAAGUAUGUAU&CAAGGUCUAGGUGGAGGUGGGGCAUGGUAUUUGAGACAUUCCAA
((((((((.(((.(.(((((..&.....................))))).).)))...)))))))). -20.00
mir-1b ENSMUSG00000048482 4854 nt UTR 2 hits 213 1306
--------1-------------------------------------------1---------------------
--------------------------------------------------------------------------
-----------------------------------------------
>ENSMUSG00000048482 hs-mir-1b    213    220
UGGAAUGUAAAGAAGUAUGUAU&ACAGUCAUUUGCGCACAACUUUAAAAGUCUGCAUUACAUUCCU
.(((((((((((..((.((((.&.........)))).))..)).............))))))))). -16.51
>ENSMUSG00000048482 hs-mir-1b   1306   1313
UGGAAUGUAAAGAAGUAUGUAU&AAGGUCUAGGAUGGAGGUGGGGAAUGGUACUUGAGACAUUCCU
.(((((((....((((((....&..........................))))))...))))))). -18.70
mir-1b ENSRNOG00000005051 2266 nt UTR 2 hits 217 1298
--------1------------------------------------------1----------------------
-----------------
>ENSRNOG00000005051 hs-mir-1b    217    224
UGGAAUGUAAAGAAGUAUGUAU&ACAGUCAUUUGCGCACAACUUUAAAAGUCUGCAUUACAUUCCU
.(((((((((((..((.((((.&.........)))).))..)).............))))))))). -16.51
>ENSRNOG00000005051 hs-mir-1b   1298   1305
UGGAAUGUAAAGAAGUAUGUAU&UGAGGUCUAGAUGGAGGUGGGGAAUGGUACUUGAGACAUUCCU
.(((((((....((((((....&..........................))))))...))))))). -18.70

miRNA: let-7a



Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
let-7a ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-let-7a   1056   1063
UGAGGUAGUAGGUUGUAUAGUU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCGG
(((((((((((((.((...(((&..)))..))...))))..................))))))))). -20.86
>ENSG00000022567 hs-let-7a   5277   5284
UGAGGUAGUAGGUUGUAUAGUU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCU
.(((((((..((((.(((.(((&..............)))....))).))))......))))))). -20.20
let-7a ENSMUSG00000036649 2000 nt UTR 2 hits 896 952
-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-let-7a    896    903
UGAGGUAGUAGGUUGUAUAGUU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCGA
(((((((((..((.(((.....&.........................))).))...))))))))). -21.90
>ENSMUSG00000036649 hs-let-7a    952    959
UGAGGUAGUAGGUUGUAUAGUU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.(((((((..((((.(......&.........................).))))....))))))). -19.50
let-7a ENSRNOG00000007818 2000 nt UTR 2 hits 892 948
-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-let-7a    892    899
UGAGGUAGUAGGUUGUAUAGUU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCGA
(((((((((...((((((((..&........................))).))))).))))))))). -22.70
>ENSRNOG00000007818 hs-let-7a    948    955
UGAGGUAGUAGGUUGUAUAGUU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.((((((((.((((((...(((&.........)))...))).........)))...).))))))). -17.70

miRNA: let-7a
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
let-7a ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------
>ENSG00000082153 hs-let-7a     84     91
UGAGGUAGUAGGUUGUAUAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.....&..........................)))).))).))))))). -20.70
>ENSG00000082153 hs-let-7a    251    258
UGAGGUAGUAGGUUGUAUAGUU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC



.(((((((.((((.........&..............................)))).))))))). -17.90
let-7a ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-let-7a     84     91
UGAGGUAGUAGGUUGUAUAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.....&..........................)))).))).))))))). -20.70
>ENSMUSG00000026033 hs-let-7a    252    259
UGAGGUAGUAGGUUGUAUAGUU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.(((((((.((((.........&..............................)))).))))))). -20.50
let-7a ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-let-7a    760    767
UGAGGUAGUAGGUUGUAUAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.....&..........................)))).))).))))))). -20.70
>ENSRNOG00000013977 hs-let-7a    920    927
UGAGGUAGUAGGUUGUAUAGUU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((.((((((..((((.&.................)))).....)))...)))))))))). -19.80

miRNA: let-7a
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960
Rat predicted target: ENSRNOG00000009663
Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
let-7a ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-let-7a    911    918
UGAGGUAGUAGGUUGUAUAGUU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCU
.(((((((((((((.(.(((..&............)))....).))))))........))))))). -19.90
>ENSG00000100823 hs-let-7a   1250   1257
UGAGGUAGUAGGUUGUAUAGUU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.((((((((.((..........&................................)))))))))). -18.70
let-7a ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-let-7a    308    315
UGAGGUAGUAGGUUGUAUAGUU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((..(((..(...(((&.........................))).)..))))))))))). -20.90
>ENSMUSG00000035960 hs-let-7a    884    891
UGAGGUAGUAGGUUGUAUAGUU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCU
.(((((((.(((..((..((((&......................))))))..)))..))))))). -21.10
let-7a ENSRNOG00000009663 2102 nt UTR 2 hits 246 734



---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-let-7a    246    253
UGAGGUAGUAGGUUGUAUAGUU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((..(((..(...(((&.........................))).)..))))))))))). -20.90
>ENSRNOG00000009663 hs-let-7a    734    741
UGAGGUAGUAGGUUGUAUAGUU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCU
.(((((((.(((.....(((((&......................)))))...)))..))))))). -21.30

miRNA: let-7a
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
let-7a ENSG00000119906 2862 nt UTR 2 hits 1326 1560
-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-let-7a   1326   1333
UGAGGUAGUAGGUUGUAUAGUU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCU
.(((((((.(((((((......&...........................))))))).))))))). -22.20
>ENSG00000119906 hs-let-7a   1560   1567
UGAGGUAGUAGGUUGUAUAGUU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCU
.(((((((((....(.(((((.&.......................))))))....))))))))). -19.70
let-7a ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542
----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-let-7a   1314   1321
UGAGGUAGUAGGUUGUAUAGUU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCU
.(((((((.(((..((.(((((&.......................))))))).))).))))))). -20.70
>ENSMUSG00000036097 hs-let-7a   1542   1549
UGAGGUAGUAGGUUGUAUAGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((....(.(((((.&.......................))))))....))))))))). -19.70
let-7a ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424
-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-let-7a   1194   1201
UGAGGUAGUAGGUUGUAUAGUU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCU
.(((((((.((((((.......&............................)))))).))))))). -20.50
>ENSRNOG00000014489 hs-let-7a   1424   1431
UGAGGUAGUAGGUUGUAUAGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((....(.(((((.&.......................))))))....))))))))). -19.70

miRNA: let-7a
Human predicted target: ENSG00000131242



Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
let-7a ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-let-7a    344    351
UGAGGUAGUAGGUUGUAUAGUU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCU
.(((((((((..(((..((((.&...................))))..)))..))...))))))). -17.70
>ENSG00000131242 hs-let-7a    704    711
UGAGGUAGUAGGUUGUAUAGUU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.(((((((..((((((((....&............))))).............)))..))))))). -18.61
let-7a ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-let-7a    311    318
UGAGGUAGUAGGUUGUAUAGUU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCU
.(((((((((..(..(.((((.&....................)))))..)..))...))))))). -16.70
>ENSMUSG00000017639 hs-let-7a    636    643
UGAGGUAGUAGGUUGUAUAGUU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.((((((((((((.........&.............................))))).))))))). -18.90
let-7a ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-let-7a    331    338
UGAGGUAGUAGGUUGUAUAGUU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCU
.(((((((...((..(.((((.&....................)))))..))......))))))). -19.80
>ENSRNOG00000014135 hs-let-7a    660    667
UGAGGUAGUAGGUUGUAUAGUU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.((((((((((((.((((((..&......)))))).................))))).))))))). -21.67

miRNA: let-7a
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
let-7a ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------
>ENSG00000135912 hs-let-7a     45     52
UGAGGUAGUAGGUUGUAUAGUU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCAC
(((((((((.((.(((...(((&.....................)))....))))).))))))))). -21.30
>ENSG00000135912 hs-let-7a    983    990



UGAGGUAGUAGGUUGUAUAGUU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((..((((((((((..&...................))))))..))))....))))))). -20.90
let-7a ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-let-7a    617    624
UGAGGUAGUAGGUUGUAUAGUU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCAA
(((((((((..((((((.((..&..............)).))).)))..........))))))))). -19.80
>ENSMUSG00000033257 hs-let-7a   1137   1144
UGAGGUAGUAGGUUGUAUAGUU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCAA
(((((((((.(..(((.(((((&.........))))).............)))..).))))))))). -21.84
>ENSMUSG00000033257 hs-let-7a   1899   1906
UGAGGUAGUAGGUUGUAUAGUU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.(((((((...((..(..(((.&.......................)))..)..))..))))))). -19.70
let-7a ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581
-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-let-7a    883    890
UGAGGUAGUAGGUUGUAUAGUU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCAA
(((((((((.(..(((.(((((&.........))))).............)))..).))))))))). -21.84
>ENSRNOG00000017129 hs-let-7a   1581   1588
UGAGGUAGUAGGUUGUAUAGUU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.(((((((..(((((...(((.&.......................))))))))....))))))). -20.00

miRNA: let-7a
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
let-7a ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-let-7a    528    535
UGAGGUAGUAGGUUGUAUAGUU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((...(((&.................)))...)))....)))).))))))). -22.20
>ENSG00000140548 hs-let-7a   1859   1866
UGAGGUAGUAGGUUGUAUAGUU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCU
.(((((((((((((((.((((.&.......)))).))))............)))...)))))))). -21.30
let-7a ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-let-7a    519    526
UGAGGUAGUAGGUUGUAUAGUU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((...(((&.................)))...)))....)))).))))))). -22.20
>ENSMUSG00000048897 hs-let-7a   1756   1763
UGAGGUAGUAGGUUGUAUAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.(((((((((((((((.((((.&.......)))).))))...........)))....)))))))). -21.00
let-7a ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696



---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-let-7a    550    557
UGAGGUAGUAGGUUGUAUAGUU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((...(((&.................)))...)))....)))).))))))). -22.20
>ENSRNOG00000014278 hs-let-7a   1647   1654
UGAGGUAGUAGGUUGUAUAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.(((((((((((((((.((((.&.......)))).))))...........)))....)))))))). -21.00
>ENSRNOG00000014278 hs-let-7a   2696   2703
UGAGGUAGUAGGUUGUAUAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.(((((((((((((((.((((.&.......)))).))))...........)))....)))))))). -21.00

miRNA: let-7a
Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
let-7a ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-let-7a    388    395
UGAGGUAGUAGGUUGUAUAGUU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCAA
(((((((((...((((((((((&......)))))).............)))).....))))))))). -22.21
>ENSG00000148200 hs-let-7a   1359   1366
UGAGGUAGUAGGUUGUAUAGUU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCAG
((((((((((((((.(......&........................).)))))...))))))))). -20.50
>ENSG00000148200 hs-let-7a   1387   1394
UGAGGUAGUAGGUUGUAUAGUU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCU
.((((((((((((..(.(((..&....................))))..))....)))))))))). -23.00
let-7a ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310
----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-let-7a    101    108
UGAGGUAGUAGGUUGUAUAGUU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.((((((((..(((.(((((((&......................))))))).))).)))))))). -26.60
>ENSMUSG00000026752 hs-let-7a    371    378
UGAGGUAGUAGGUUGUAUAGUU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAA
(((((((((.(.((((...(((&..................)))....))))...).))))))))). -21.00
>ENSMUSG00000026752 hs-let-7a    794    801
UGAGGUAGUAGGUUGUAUAGUU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCU
.(((((((((((((...(((..&...)))....))))))...................))))))). -19.30



>ENSMUSG00000026752 hs-let-7a   1228   1235
UGAGGUAGUAGGUUGUAUAGUU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCAU
((((((((((((((.....(((&)))......)))))....................))))))))). -19.95
>ENSMUSG00000026752 hs-let-7a   3827   3834
UGAGGUAGUAGGUUGUAUAGUU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCU
.((((((((.............&..................................)))))))). -17.40
>ENSMUSG00000026752 hs-let-7a   4135   4142
UGAGGUAGUAGGUUGUAUAGUU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAG
((((((((...(.(((((....&......................))))).)......)))))))). -19.50
>ENSMUSG00000026752 hs-let-7a   4145   4152
UGAGGUAGUAGGUUGUAUAGUU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC
.(((((((((((((((((....&............)))))..........))))...)))))))). -21.70
>ENSMUSG00000026752 hs-let-7a   4310   4317
UGAGGUAGUAGGUUGUAUAGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((.((((&........)))).))))).............))))))))))). -24.61
let-7a ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-let-7a    374    381
UGAGGUAGUAGGUUGUAUAGUU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAG
(((((((((.(.((((((((((&......)))))).............))))...).))))))))). -22.41
>ENSRNOG00000013232 hs-let-7a    774    781
UGAGGUAGUAGGUUGUAUAGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.((((((((((((.((......&..)).))))).........................))))))). -18.61
>ENSRNOG00000013232 hs-let-7a   1223   1230
UGAGGUAGUAGGUUGUAUAGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((((.(......&........................).)))))...))))))))). -20.20
>ENSRNOG00000013232 hs-let-7a   2875   2882
UGAGGUAGUAGGUUGUAUAGUU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCU
.((((((((.............&..................................)))))))). -17.40
>ENSRNOG00000013232 hs-let-7a   3184   3191
UGAGGUAGUAGGUUGUAUAGUU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCAG
((((((((...((..(..((((&............))))...)..))...........)))))))). -18.94
>ENSRNOG00000013232 hs-let-7a   3194   3201
UGAGGUAGUAGGUUGUAUAGUU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.((((((((((((.((......&.......................))..))))...)))))))). -20.70
>ENSRNOG00000013232 hs-let-7a   3359   3366
UGAGGUAGUAGGUUGUAUAGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((.((((&........)))).))))).............))))))))))). -24.61
>ENSRNOG00000013232 hs-let-7a   3736   3743
UGAGGUAGUAGGUUGUAUAGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.((((((((((((.((......&..)).))))).........................))))))). -18.61
>ENSRNOG00000013232 hs-let-7a   4193   4200
UGAGGUAGUAGGUUGUAUAGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((((.(......&........................).)))))...))))))))). -20.20



miRNA: let-7a
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]
let-7a ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-let-7a    604    611
UGAGGUAGUAGGUUGUAUAGUU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((((..........&...............................))))))))))). -19.50
>ENSG00000163935 hs-let-7a    944    951
UGAGGUAGUAGGUUGUAUAGUU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCU
.(((((((((..(....(((..&.....................))).....)..)).))))))). -17.00
let-7a ENSMUSG00000006527 2000 nt UTR 2 hits 578 904
-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-let-7a    578    585
UGAGGUAGUAGGUUGUAUAGUU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCU
.(((((((((((..(.......&............................)..))))))))))). -20.70
>ENSMUSG00000006527 hs-let-7a    904    911
UGAGGUAGUAGGUUGUAUAGUU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCU
.((((((((.............&..................................)))))))). -17.30
let-7a ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-let-7a    559    566
UGAGGUAGUAGGUUGUAUAGUU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((((..........&...............................))))))))))). -19.50
>ENSRNOG00000016645 hs-let-7a    888    895
UGAGGUAGUAGGUUGUAUAGUU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCU
.((((((((.(..(.(((((..&...................))))).)..).....)))))))). -19.50

miRNA: let-7a
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
let-7a ENSG00000166106 2000 nt UTR 2 hits 206 1185
--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-let-7a    206    213
UGAGGUAGUAGGUUGUAUAGUU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCAG



((((((((...(.(((..((((&.....................))))...))))...)))))))). -20.00
>ENSG00000166106 hs-let-7a   1185   1192
UGAGGUAGUAGGUUGUAUAGUU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCAG
((((((((((((..((..((((&..................)))).....))..)))))))))))). -22.50
let-7a ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642
---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-let-7a    692    699
UGAGGUAGUAGGUUGUAUAGUU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCAU
((((((((...(.(((((((((&.....................))))).)))))...)))))))). -22.90
>ENSMUSG00000033453 hs-let-7a   1642   1649
UGAGGUAGUAGGUUGUAUAGUU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCAG
((((((((((((..((..((((&.....................))))..))..)))))))))))). -23.60
let-7a ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012
-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-let-7a    194    201
UGAGGUAGUAGGUUGUAUAGUU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCAU
((((((((...(.(((((((((&.....................))))).)))))...)))))))). -22.90
>ENSRNOG00000009892 hs-let-7a   1084   1091
UGAGGUAGUAGGUUGUAUAGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((((..(.((...(((&.................)))...)).....)..)))))))))). -22.00
>ENSRNOG00000009892 hs-let-7a   3012   3019
UGAGGUAGUAGGUUGUAUAGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((((..(.((...(((&.................)))...)).....)..)))))))))). -22.00

miRNA: let-7a
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
let-7a ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-let-7a    211    218
UGAGGUAGUAGGUUGUAUAGUU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.(((((((..(((((.......&...........................)))))...))))))). -22.00
>ENSG00000169635 hs-let-7a    543    550
UGAGGUAGUAGGUUGUAUAGUU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCU
.(((((((..((((((.((((.&.......))))..)))..............)))..))))))). -21.53
>ENSG00000169635 hs-let-7a   1158   1165
UGAGGUAGUAGGUUGUAUAGUU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCU
.(((((((((((..((..((((&...................))))....))..))))))))))). -23.20
let-7a ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286



------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-let-7a    307    314
UGAGGUAGUAGGUUGUAUAGUU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.(((((((..(((..(.((((.&......................)))))..)))...))))))). -20.80
>ENSMUSG00000050240 hs-let-7a    635    642
UGAGGUAGUAGGUUGUAUAGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.((((((((((((..(.(((((&.))))).................)..)))...)).))))))). -19.17
>ENSMUSG00000050240 hs-let-7a   1286   1293
UGAGGUAGUAGGUUGUAUAGUU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((.(((.((((.&...)))).)))....................))))))))))). -20.00
let-7a ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-let-7a    197    204
UGAGGUAGUAGGUUGUAUAGUU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.(((((((..(((..(.((((.&......................)))))..)))...))))))). -20.80
>ENSRNOG00000001863 hs-let-7a    511    518
UGAGGUAGUAGGUUGUAUAGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.((((((((((((..(.(((((&.))))).................)..)))...)).))))))). -19.17
>ENSRNOG00000001863 hs-let-7a   1139   1146
UGAGGUAGUAGGUUGUAUAGUU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((.(((.((((.&...)))).)))....................))))))))))). -20.00

miRNA: let-7a
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]
let-7a ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------
>ENSG00000174498 hs-let-7a    452    459
UGAGGUAGUAGGUUGUAUAGUU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCAG
((((((((...((((...((((&.......................))))..))))..)))))))). -22.30
>ENSG00000174498 hs-let-7a    534    541
UGAGGUAGUAGGUUGUAUAGUU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCAA
((((((((.((..(((((....&...........................))))))).)))))))). -20.70
>ENSG00000174498 hs-let-7a    685    692
UGAGGUAGUAGGUUGUAUAGUU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCAA
((((((((.(.(((........&..............................))).))))))))). -17.60
>ENSG00000174498 hs-let-7a    762    769
UGAGGUAGUAGGUUGUAUAGUU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCU
.(((((((..((((((......&..........................))))))...))))))). -23.50
let-7a ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714



---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-let-7a    388    395
UGAGGUAGUAGGUUGUAUAGUU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCAG
((((((((...((((...((((&.......................))))..))))..)))))))). -22.80
>ENSMUSG00000032394 hs-let-7a    468    475
UGAGGUAGUAGGUUGUAUAGUU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((.(((((.....(((&....................))).....))).)).)))))))). -20.30
>ENSMUSG00000032394 hs-let-7a    633    640
UGAGGUAGUAGGUUGUAUAGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAG
(((((((((((((((.(((((.&...)))))..)))).................))).)))))))). -20.92
>ENSMUSG00000032394 hs-let-7a    714    721
UGAGGUAGUAGGUUGUAUAGUU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCU
.(((((((((((((........&...........................))))))..))))))). -21.40
let-7a ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788
------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-let-7a    470    477
UGAGGUAGUAGGUUGUAUAGUU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCAG
((((((((...((((.((((((&................)))))).......))))..)))))))). -22.50
>ENSRNOG00000013322 hs-let-7a    550    557
UGAGGUAGUAGGUUGUAUAGUU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((.(((((.....(((&....................))).....))).)).)))))))). -20.30
>ENSRNOG00000013322 hs-let-7a    703    710
UGAGGUAGUAGGUUGUAUAGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAA
(((((((((((((((.(((((.&...)))))..)))).................))).)))))))). -20.92
>ENSRNOG00000013322 hs-let-7a    788    795
UGAGGUAGUAGGUUGUAUAGUU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCU
.((((((((((((((..(((..&....................)))...)))))))..))))))). -21.80

miRNA: let-7a
Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000
Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
let-7a ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-let-7a   1098   1105
UGAGGUAGUAGGUUGUAUAGUU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.((((((((((((.((.(((((&.................))))).)).)))))....))))))). -21.90
>ENSG00000182541 hs-let-7a   2572   2579
UGAGGUAGUAGGUUGUAUAGUU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC
.((((((((..(((..((((((&............))))))...)))..........)))))))). -17.90
let-7a ENSMUSG00000020451 3482 nt UTR 2 hits 140 976



-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-let-7a    140    147
UGAGGUAGUAGGUUGUAUAGUU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.(((((((((((.((..(.(((&....................))).)..))..))))))))))). -23.80
>ENSMUSG00000020451 hs-let-7a    976    983
UGAGGUAGUAGGUUGUAUAGUU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCU
.(((((((.((((....(((((&.................))))).))))........))))))). -20.30
let-7a ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-let-7a    958    965
UGAGGUAGUAGGUUGUAUAGUU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.(((((((((((((((.((((.&)))))))))))).......................))))))). -18.30
>ENSRNOG00000019000 hs-let-7a   1727   1734
UGAGGUAGUAGGUUGUAUAGUU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCU
.(((((((.(((((...(((((&.................))))))))))........))))))). -20.70

miRNA: let-7b
Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
let-7b ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-let-7b   1056   1063
UGAGGUAGUAGGUUGUGUGGUU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCGG
(((((((((......((((((.&..........................))))))..))))))))). -25.80
>ENSG00000022567 hs-let-7b   5277   5284
UGAGGUAGUAGGUUGUGUGGUU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCU
.(((((((....(((((.((((&.........................))))))))).))))))). -22.80
let-7b ENSMUSG00000036649 2000 nt UTR 2 hits 896 952
-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-let-7b    896    903
UGAGGUAGUAGGUUGUGUGGUU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCGA
(((((((((....((((..((.&..........................))..))))))))))))). -25.40
>ENSMUSG00000036649 hs-let-7b    952    959
UGAGGUAGUAGGUUGUGUGGUU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.(((((((..((((((((.(((&..........)))...))))).......)))....))))))). -21.01
let-7b ENSRNOG00000007818 2000 nt UTR 2 hits 892 948
-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-let-7b    892    899



UGAGGUAGUAGGUUGUGUGGUU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCGA
(((((((((......((..((.&..........................))..))..))))))))). -22.90
>ENSRNOG00000007818 hs-let-7b    948    955
UGAGGUAGUAGGUUGUGUGGUU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.((((((((.((((((((.(((&.........)))...))))).......)))...).))))))). -20.81

miRNA: let-7b
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
let-7b ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------
>ENSG00000082153 hs-let-7b     84     91
UGAGGUAGUAGGUUGUGUGGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.((..&.......................)).)))).))).))))))). -20.80
>ENSG00000082153 hs-let-7b    251    258
UGAGGUAGUAGGUUGUGUGGUU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC
.(((((((.((((.(((..(..&..........)..)))..............)))).))))))). -19.86
let-7b ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-let-7b     84     91
UGAGGUAGUAGGUUGUGUGGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.((..&.......................)).)))).))).))))))). -20.80
>ENSMUSG00000026033 hs-let-7b    252    259
UGAGGUAGUAGGUUGUGUGGUU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.(((((((.((((.(((..(..&............)..)))............)))).))))))). -22.62
let-7b ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-let-7b    760    767
UGAGGUAGUAGGUUGUGUGGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.((..&.......................)).)))).))).))))))). -20.80
>ENSRNOG00000013977 hs-let-7b    920    927
UGAGGUAGUAGGUUGUGUGGUU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((..((..(((..((.&............))..)))............))..))))))). -24.34

miRNA: let-7b
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960
Rat predicted target: ENSRNOG00000009663



Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
let-7b ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-let-7b    911    918
UGAGGUAGUAGGUUGUGUGGUU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCU
.(((((((.(((......((((&.....................)))).....)))..))))))). -22.00
>ENSG00000100823 hs-let-7b   1250   1257
UGAGGUAGUAGGUUGUGUGGUU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.((((((((.((..........&................................)))))))))). -18.70
let-7b ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-let-7b    308    315
UGAGGUAGUAGGUUGUGUGGUU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((..(((..(.(((..&.....................))).....)..))))))))))). -24.10
>ENSMUSG00000035960 hs-let-7b    884    891
UGAGGUAGUAGGUUGUGUGGUU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCU
.(((((((.(((....(..(((&......................)))..)..)))..))))))). -23.70
let-7b ENSRNOG00000009663 2102 nt UTR 2 hits 246 734
---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-let-7b    246    253
UGAGGUAGUAGGUUGUGUGGUU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((..(((..(.(((..&.....................))).....)..))))))))))). -24.10
>ENSRNOG00000009663 hs-let-7b    734    741
UGAGGUAGUAGGUUGUGUGGUU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCU
.(((((((((((((..(.(((.&))).)....))))))....................))))))). -20.95

miRNA: let-7b
Human predicted target: ENSG00000103200
Mouse predicted target: ENSMUSG00000024177
Rat predicted target: ENSRNOG00000020323
Hs Gene description: NUCLEOSIDE DIPHOSPHATE KINASE, MITOCHONDRIAL
PRECURSOR (EC 2.7.4.6) (NDP KINASE, MITOCHONDRIAL) (NDK) (NM23-H4).
[Source:SWISSPROT;Acc:O00746] NM_005009
let-7b ENSG00000103200 2000 nt UTR 1 hits 44
-1------------------------------------------------------------------------
------
>ENSG00000103200 hs-let-7b     44     51
UGAGGUAGUAGGUUGUGUGGUU&CUGCCCUUACCACCCCAUCCCCCACGCAGGACCAACUACCUCC
.((((((((.((((((((((..&.....................)))))))..))).)))))))). -31.50
let-7b ENSMUSG00000024177 2469 nt UTR 1 hits 1897
--------------------------------------------------------------------------
-1-----------------------



>ENSMUSG00000024177 hs-let-7b   1897   1904
UGAGGUAGUAGGUUGUGUGGUU&ACUGCCUUCUGCACUUCAGGUCUACCCAUGACCUACUACCUCU
.((((((((((((..((.(((.&.......................)))))..)))))))))))). -35.10
let-7b ENSRNOG00000020323 2233 nt UTR 2 hits 258 2000
----------1---------------------------------------------------------------
-----1----------
>ENSRNOG00000020323 hs-let-7b    258    265
UGAGGUAGUAGGUUGUGUGGUU&UAAAAUGGAAAGAGGGUCUGCCCAUCAACCACCAACUACCUCU
.((((((((.(((((((.(((.&...................))))).)))))....)))))))). -26.90
>ENSRNOG00000020323 hs-let-7b   2000   2007
UGAGGUAGUAGGUUGUGUGGUU&AAAGGAAACCGAAUUCAACUGGCCGGAGCACCCCUCUACCUCU
.(((((((..((.(((.(((((&....................)))))..))).))..))))))). -26.70

miRNA: let-7b
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
let-7b ENSG00000119906 2862 nt UTR 2 hits 1326 1560
-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-let-7b   1326   1333
UGAGGUAGUAGGUUGUGUGGUU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCU
.(((((((.(((((((...(((&.....................)))...))))))).))))))). -22.60
>ENSG00000119906 hs-let-7b   1560   1567
UGAGGUAGUAGGUUGUGUGGUU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCU
.(((((((((....(.(((((.&....................)))))...)....))))))))). -19.00
let-7b ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542
----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-let-7b   1314   1321
UGAGGUAGUAGGUUGUGUGGUU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCU
.(((((((.(((..((.(((((&.......................))))))).))).))))))). -20.40
>ENSMUSG00000036097 hs-let-7b   1542   1549
UGAGGUAGUAGGUUGUGUGGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((......(..((.&.......................))..).....))))))))). -18.40
let-7b ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424
-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-let-7b   1194   1201
UGAGGUAGUAGGUUGUGUGGUU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCU
.(((((((.((((((.((..((&......................))..)))))))).))))))). -21.10
>ENSRNOG00000014489 hs-let-7b   1424   1431
UGAGGUAGUAGGUUGUGUGGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((......(..((.&.......................))..).....))))))))). -18.40



miRNA: let-7b
Human predicted target: ENSG00000131242
Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
let-7b ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-let-7b    344    351
UGAGGUAGUAGGUUGUGUGGUU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCU
.(((((((..((..(..(((((&...))).))..)..))...................))))))). -19.00
>ENSG00000131242 hs-let-7b    704    711
UGAGGUAGUAGGUUGUGUGGUU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.((((((((((..((..(((..&......................)))..))..))).))))))). -23.20
let-7b ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-let-7b    311    318
UGAGGUAGUAGGUUGUGUGGUU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCU
.(((((((...((..(.(.(((&.......................))).).)..)).))))))). -16.90
>ENSMUSG00000017639 hs-let-7b    636    643
UGAGGUAGUAGGUUGUGUGGUU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.((((((((((((.(..(((..&.....................)))..)..))))).))))))). -22.00
let-7b ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-let-7b    331    338
UGAGGUAGUAGGUUGUGUGGUU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCU
.(((((((...((..(((.(((&.......................))).)))..)).))))))). -22.90
>ENSRNOG00000014135 hs-let-7b    660    667
UGAGGUAGUAGGUUGUGUGGUU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.((((((((((((.(..(((((&...................)))))..)..))))).))))))). -24.00

miRNA: let-7b
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
let-7b ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------



>ENSG00000135912 hs-let-7b     45     52
UGAGGUAGUAGGUUGUGUGGUU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCAC
((((((((((((((...(((..&..)))..)))))......................))))))))). -24.34
>ENSG00000135912 hs-let-7b    983    990
UGAGGUAGUAGGUUGUGUGGUU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((..(((((((..(..&...................)..)))..))))....))))))). -20.10
let-7b ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-let-7b    617    624
UGAGGUAGUAGGUUGUGUGGUU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCAA
(((((((((.(((.(((((((.&..................)))).))).)))....))))))))). -26.90
>ENSMUSG00000033257 hs-let-7b   1137   1144
UGAGGUAGUAGGUUGUGUGGUU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCAA
(((((((((((((((((..(..&.................)..))))...)).))..))))))))). -26.10
>ENSMUSG00000033257 hs-let-7b   1899   1906
UGAGGUAGUAGGUUGUGUGGUU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.(((((((...((..(..(((.&.......................)))..)..))..))))))). -20.40
let-7b ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581
-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-let-7b    883    890
UGAGGUAGUAGGUUGUGUGGUU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCAA
((((((((((((((((((((..&.................)))))))...)).))..))))))))). -27.00
>ENSRNOG00000017129 hs-let-7b   1581   1588
UGAGGUAGUAGGUUGUGUGGUU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.(((((((..(((((.(((...&......................))).)))))....))))))). -23.70

miRNA: let-7b
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
let-7b ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-let-7b    528    535
UGAGGUAGUAGGUUGUGUGGUU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((.((((.&.............)))).))).........)))).))))))). -28.00
>ENSG00000140548 hs-let-7b   1859   1866
UGAGGUAGUAGGUUGUGUGGUU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCU
.(((((((((((..(((..(((&..................)))..)))..)))...)))))))). -22.80
let-7b ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-let-7b    519    526
UGAGGUAGUAGGUUGUGUGGUU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((.(((((&............))))).))).........)))).))))))). -28.60



>ENSMUSG00000048897 hs-let-7b   1756   1763
UGAGGUAGUAGGUUGUGUGGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((..((.(.(((((.&.....................))))).)..))..)))))))). -22.80
let-7b ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696
---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-let-7b    550    557
UGAGGUAGUAGGUUGUGUGGUU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((.(((((&............))))).))).........)))).))))))). -28.60
>ENSRNOG00000014278 hs-let-7b   1647   1654
UGAGGUAGUAGGUUGUGUGGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((..((.(.(((((.&.....................))))).)..))..)))))))). -22.80
>ENSRNOG00000014278 hs-let-7b   2696   2703
UGAGGUAGUAGGUUGUGUGGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((..((.(.(((((.&.....................))))).)..))..)))))))). -22.80

miRNA: let-7b
Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
let-7b ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-let-7b    388    395
UGAGGUAGUAGGUUGUGUGGUU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCAA
(((((((((...((((((((((&......)))))).............)))).....))))))))). -22.21
>ENSG00000148200 hs-let-7b   1359   1366
UGAGGUAGUAGGUUGUGUGGUU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCAG
(((((((((((((..(.((((.&)))).)...)))).....................))))))))). -24.19
>ENSG00000148200 hs-let-7b   1387   1394
UGAGGUAGUAGGUUGUGUGGUU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCU
.((((((((((.(((.((.(((&......................))).)).))))))))))))). -25.20
let-7b ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310
----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-let-7b    101    108
UGAGGUAGUAGGUUGUGUGGUU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.((((((((..(((.((..(((&......................)))..)).))).)))))))). -23.90
>ENSMUSG00000026752 hs-let-7b    371    378
UGAGGUAGUAGGUUGUGUGGUU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAA



(((((((((.(.((((((((..&..............)))).......))))...).))))))))). -22.81
>ENSMUSG00000026752 hs-let-7b    794    801
UGAGGUAGUAGGUUGUGUGGUU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCU
.(((((((((((((...((((.&.....)))).))))))...................))))))). -23.70
>ENSMUSG00000026752 hs-let-7b   1228   1235
UGAGGUAGUAGGUUGUGUGGUU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCAU
((((((((((((((.(.(((((&))))).)..)))))....................))))))))). -25.25
>ENSMUSG00000026752 hs-let-7b   3827   3834
UGAGGUAGUAGGUUGUGUGGUU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCU
.((((((((...((.(((((..&..................))))).))........)))))))). -19.50
>ENSMUSG00000026752 hs-let-7b   4135   4142
UGAGGUAGUAGGUUGUGUGGUU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAG
((((((((((.((..(((.(((&..............))).)))...))....))...)))))))). -19.30
>ENSMUSG00000026752 hs-let-7b   4145   4152
UGAGGUAGUAGGUUGUGUGGUU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC
.((((((((..(..(((.((((&......................)))))))..)..)))))))). -24.30
>ENSMUSG00000026752 hs-let-7b   4310   4317
UGAGGUAGUAGGUUGUGUGGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((.(..(((&.................)))..).)))....))))))))))). -26.90
let-7b ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-let-7b    374    381
UGAGGUAGUAGGUUGUGUGGUU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAG
(((((((((.(.((((((((((&......)))))).............))))...).))))))))). -22.41
>ENSRNOG00000013232 hs-let-7b    774    781
UGAGGUAGUAGGUUGUGUGGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..((((.((.((((&.................)))))).)...)))....))))))). -21.00
>ENSRNOG00000013232 hs-let-7b   1223   1230
UGAGGUAGUAGGUUGUGUGGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
(((((((((((((..(.(((((&))))).)...))))....................))))))))). -24.55
>ENSRNOG00000013232 hs-let-7b   2875   2882
UGAGGUAGUAGGUUGUGUGGUU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCU
.((((((((...((.(((((..&.................))))).)).........)))))))). -18.90
>ENSRNOG00000013232 hs-let-7b   3184   3191
UGAGGUAGUAGGUUGUGUGGUU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCAG
((((((((..(.(..(((.(((&..................))).)))...).)....)))))))). -19.10
>ENSRNOG00000013232 hs-let-7b   3194   3201
UGAGGUAGUAGGUUGUGUGGUU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.((((((((..(..(((.((((&......................)))))))..)..)))))))). -24.30
>ENSRNOG00000013232 hs-let-7b   3359   3366
UGAGGUAGUAGGUUGUGUGGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((.(..(((&.................)))..).)))....))))))))))). -26.90
>ENSRNOG00000013232 hs-let-7b   3736   3743
UGAGGUAGUAGGUUGUGUGGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..((((.((.((((&.................)))))).)...)))....))))))). -21.00



>ENSRNOG00000013232 hs-let-7b   4193   4200
UGAGGUAGUAGGUUGUGUGGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
(((((((((((((..(.(((((&))))).)...))))....................))))))))). -24.55

miRNA: let-7b
Human predicted target: ENSG00000156804
Mouse predicted target: ENSMUSG00000022358
Rat predicted target: ENSRNOG00000006738
Hs Gene description: F-BOX ONLY PROTEIN 32 (MUSCLE ATROPHY F-BOX PROTEIN)
(MAFBX) (ATROGIN- 1). [Source:SWISSPROT;Acc:Q969P5] NM_148177
let-7b ENSG00000156804 2267 nt UTR 1 hits 560
----------------------1---------------------------------------------------
-----------------
>ENSG00000156804 hs-let-7b    560    567
UGAGGUAGUAGGUUGUGUGGUU&CAGAGCCUUACCCUACAGAGAUACCACACAAUGGUCUACCUCU
.(((((((...((((((((((.&......................))))))))))...))))))). -30.90
let-7b ENSMUSG00000022358 3387 nt UTR 1 hits 541
---------------------1----------------------------------------------------
--------------------------------------------------------------
>ENSMUSG00000022358 hs-let-7b    541    548
UGAGGUAGUAGGUUGUGUGGUU&UAAGUCCUUAUCCUAUGAAGAUGCCACACAAUGGUCUACCUCU
.(((((((...((((((((((.&......................))))))))))...))))))). -31.20
let-7b ENSRNOG00000006738 2003 nt UTR 1 hits 544
---------------------1----------------------------------------------------
-------
>ENSRNOG00000006738 hs-let-7b    544    551
UGAGGUAGUAGGUUGUGUGGUU&UGAGUCCUUAGCCUAUGAAGAUGCCACACAAUGGUCUACCUCU
.(((((((...((((((((((.&......................))))))))))...))))))). -31.20

miRNA: let-7b
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]
let-7b ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-let-7b    604    611
UGAGGUAGUAGGUUGUGUGGUU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((..(.....((..&.........................))...)..))))))))). -20.60
>ENSG00000163935 hs-let-7b    944    951
UGAGGUAGUAGGUUGUGUGGUU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCU
.(((((((((..(..(.(((..&.....................))).)...)..)).))))))). -16.60
let-7b ENSMUSG00000006527 2000 nt UTR 2 hits 578 904



-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-let-7b    578    585
UGAGGUAGUAGGUUGUGUGGUU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCU
.(((((((((((..(...((..&.........................)).)..))))))))))). -22.40
>ENSMUSG00000006527 hs-let-7b    904    911
UGAGGUAGUAGGUUGUGUGGUU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCU
.((((((((.............&..................................)))))))). -17.30
let-7b ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-let-7b    559    566
UGAGGUAGUAGGUUGUGUGGUU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((..(.....((..&.........................))...)..))))))))). -20.60
>ENSRNOG00000016645 hs-let-7b    888    895
UGAGGUAGUAGGUUGUGUGGUU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCU
.((((((((.(..(.((..(..&...................)..)).)..).....)))))))). -17.80

miRNA: let-7b
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
let-7b ENSG00000166106 2000 nt UTR 2 hits 206 1185
--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-let-7b    206    213
UGAGGUAGUAGGUUGUGUGGUU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCAG
((((((((....((((((((..&..........................)))))))).)))))))). -27.60
>ENSG00000166106 hs-let-7b   1185   1192
UGAGGUAGUAGGUUGUGUGGUU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCAG
((((((((((..(...((((..&.........................)))).)..)))))))))). -26.70
let-7b ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642
---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-let-7b    692    699
UGAGGUAGUAGGUUGUGUGGUU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCAU
((((((((....((((((((((&.....................))))...)))))).)))))))). -22.50
>ENSMUSG00000033453 hs-let-7b   1642   1649
UGAGGUAGUAGGUUGUGUGGUU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCAG
((((((((((((..(((.((((&.....................)))).)))..)))))))))))). -26.50
let-7b ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012



-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-let-7b    194    201
UGAGGUAGUAGGUUGUGUGGUU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCAU
((((((((....((((((((((&.....................))))...)))))).)))))))). -22.50
>ENSRNOG00000009892 hs-let-7b   1084   1091
UGAGGUAGUAGGUUGUGUGGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((((((..(((.((((&......................)))))))..)))))))))))). -25.30
>ENSRNOG00000009892 hs-let-7b   3012   3019
UGAGGUAGUAGGUUGUGUGGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((((((..(((.((((&......................)))))))..)))))))))))). -25.30

miRNA: let-7b
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
let-7b ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-let-7b    211    218
UGAGGUAGUAGGUUGUGUGGUU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.(((((((..((((((.(((((&...............))))).).....)))))...))))))). -25.30
>ENSG00000169635 hs-let-7b    543    550
UGAGGUAGUAGGUUGUGUGGUU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCU
.(((((((..((.((.(.((((&........................)))))))))..))))))). -23.70
>ENSG00000169635 hs-let-7b   1158   1165
UGAGGUAGUAGGUUGUGUGGUU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCU
.(((((((((((..((..((((&...................))))....))..))))))))))). -22.10
let-7b ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286
------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-let-7b    307    314
UGAGGUAGUAGGUUGUGUGGUU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.(((((((..((((((((((((&.....))))....))))...........))))...))))))). -19.50
>ENSMUSG00000050240 hs-let-7b    635    642
UGAGGUAGUAGGUUGUGUGGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.(((((((...((.(((.((((&.........................))))))).))))))))). -21.70
>ENSMUSG00000050240 hs-let-7b   1286   1293
UGAGGUAGUAGGUUGUGUGGUU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((......((((&...................))))........))))))))))). -21.64
let-7b ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-let-7b    197    204



UGAGGUAGUAGGUUGUGUGGUU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.(((((((..(((((((..(..&...........)..)))...........))))...))))))). -20.10
>ENSRNOG00000001863 hs-let-7b    511    518
UGAGGUAGUAGGUUGUGUGGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.(((((((...((.(((.((((&.........................))))))).))))))))). -21.70
>ENSRNOG00000001863 hs-let-7b   1139   1146
UGAGGUAGUAGGUUGUGUGGUU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((......((((&...................))))........))))))))))). -21.64

miRNA: let-7b
Human predicted target: ENSG00000173264
Mouse predicted target: ENSMUSG00000024958
Rat predicted target: ENSRNOG00000021145
Hs Gene description: CHROMOSOME 11 HYPOTHETICAL PROTEIN ORF4.
[Source:RefSeq;Acc:NM_020155]
let-7b ENSG00000173264 2126 nt UTR 2 hits 82 351
---1----------1-----------------------------------------------------------
------------
>ENSG00000173264 hs-let-7b     82     89
UGAGGUAGUAGGUUGUGUGGUU&AUGACCUGCCACCUCUGCUUCCACACCGGAGCCAGCUACCUCU
.((((((((.((((((((((..&....................))))))...)))).)))))))). -31.30
>ENSG00000173264 hs-let-7b    351    358
UGAGGUAGUAGGUUGUGUGGUU&UGUUCUCAAAGCUCUCCUGGCCCAGAAUUGCCCCACUACCUCC
.((((((((.(((..(.(((..&.....................))).)...)))..)))))))). -24.50
let-7b ENSMUSG00000024958 2000 nt UTR 1 hits 895
-----------------------------------1--------------------------------------
------
>ENSMUSG00000024958 hs-let-7b    895    902
UGAGGUAGUAGGUUGUGUGGUU&AUGACCUGCCACCUCUGCUUCCACACUGGAGCCGGCUACCUCU
.((((((((.((((((((((..&....................))))))...)))).)))))))). -31.30
let-7b ENSRNOG00000021145 2000 nt UTR 1 hits 256
----------1---------------------------------------------------------------
------
>ENSRNOG00000021145 hs-let-7b    256    263
UGAGGUAGUAGGUUGUGUGGUU&AUGACCUGCCACCUCUGCUUCCACACUGGAGCCAGCUACCUCU
.((((((((.((((((((((..&....................))))))...)))).)))))))). -31.30

miRNA: let-7b
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]
let-7b ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------



>ENSG00000174498 hs-let-7b    452    459
UGAGGUAGUAGGUUGUGUGGUU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCAG
((((((((...((((.(.((((&.......................))))).))))..)))))))). -22.60
>ENSG00000174498 hs-let-7b    534    541
UGAGGUAGUAGGUUGUGUGGUU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCAA
((((((((..((((.(((((..&..............))))).))))...........)))))))). -27.42
>ENSG00000174498 hs-let-7b    685    692
UGAGGUAGUAGGUUGUGUGGUU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCAA
((((((((..((..(((.((..&........)))))..))..................)))))))). -20.45
>ENSG00000174498 hs-let-7b    762    769
UGAGGUAGUAGGUUGUGUGGUU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCU
.(((((((..(((((((.(((.&......................))))))))))...))))))). -30.20
let-7b ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714
---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-let-7b    388    395
UGAGGUAGUAGGUUGUGUGGUU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCAG
((((((((...((((.(.((((&.......................))))).))))..)))))))). -23.10
>ENSMUSG00000032394 hs-let-7b    468    475
UGAGGUAGUAGGUUGUGUGGUU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((..((((.(((((..&..............))))).))))...........)))))))). -27.42
>ENSMUSG00000032394 hs-let-7b    633    640
UGAGGUAGUAGGUUGUGUGGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAG
(((((((((((((((.(((((.&))))).....)))).................))).)))))))). -23.42
>ENSMUSG00000032394 hs-let-7b    714    721
UGAGGUAGUAGGUUGUGUGGUU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCU
.((((((((((((((((.((((&...........)))).....)))....))))))..))))))). -23.50
let-7b ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788
------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-let-7b    470    477
UGAGGUAGUAGGUUGUGUGGUU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCAG
((((((((...((((.((.(..&........................).)).))))..)))))))). -23.00
>ENSRNOG00000013322 hs-let-7b    550    557
UGAGGUAGUAGGUUGUGUGGUU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((..((((.(((((..&..............))))).))))...........)))))))). -27.42
>ENSRNOG00000013322 hs-let-7b    703    710
UGAGGUAGUAGGUUGUGUGGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAA
(((((((((((((((.(((((.&))))).....)))).................))).)))))))). -23.42
>ENSRNOG00000013322 hs-let-7b    788    795
UGAGGUAGUAGGUUGUGUGGUU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCU
.(((((((((((((....((((&......................)))).))))))..))))))). -23.40

miRNA: let-7b
Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000



Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
let-7b ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-let-7b   1098   1105
UGAGGUAGUAGGUUGUGUGGUU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.(((((((.(((((..((((((&......................))))))..)))))))))))). -26.80
>ENSG00000182541 hs-let-7b   2572   2579
UGAGGUAGUAGGUUGUGUGGUU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC
.((((((((.((((.((((((.&)))....)))..))))..................)))))))). -18.31
let-7b ENSMUSG00000020451 3482 nt UTR 2 hits 140 976
-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-let-7b    140    147
UGAGGUAGUAGGUUGUGUGGUU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.(((((((((((....((((((&........................)))))).))))))))))). -28.80
>ENSMUSG00000020451 hs-let-7b    976    983
UGAGGUAGUAGGUUGUGUGGUU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCU
.(((((((.(((((..(((((.&...........)))....))..)))))........))))))). -20.60
let-7b ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-let-7b    958    965
UGAGGUAGUAGGUUGUGUGGUU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.(((((((..((((.(((.(((&..................)))...)))))))....))))))). -20.70
>ENSRNOG00000019000 hs-let-7b   1727   1734
UGAGGUAGUAGGUUGUGUGGUU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCU
.(((((((.(((((((..((..&.............))...))..)))))........))))))). -21.00

miRNA: let-7c
Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
let-7c ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-let-7c   1056   1063
UGAGGUAGUAGGUUGUAUGGUU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCGG
(((((((((.((..(((.((((&......)))).)))..))................))))))))). -23.63
>ENSG00000022567 hs-let-7c   5277   5284
UGAGGUAGUAGGUUGUAUGGUU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCU
.(((((((..((((.(((((((&..............))))...))).))))......))))))). -22.70
let-7c ENSMUSG00000036649 2000 nt UTR 2 hits 896 952



-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-let-7c    896    903
UGAGGUAGUAGGUUGUAUGGUU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCGA
(((((((((..((.(((.((..&.......................))))).))...))))))))). -24.00
>ENSMUSG00000036649 hs-let-7c    952    959
UGAGGUAGUAGGUUGUAUGGUU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.(((((((..((((.(.(.((.&..................)).)...).))))....))))))). -19.40
let-7c ENSRNOG00000007818 2000 nt UTR 2 hits 892 948
-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-let-7c    892    899
UGAGGUAGUAGGUUGUAUGGUU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCGA
(((((((((..((.(((.((((&....................)))).))).))...))))))))). -24.20
>ENSRNOG00000007818 hs-let-7c    948    955
UGAGGUAGUAGGUUGUAUGGUU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.((((((((.(((..(((((((&..............))).)))).....)))...).))))))). -20.40

miRNA: let-7c
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
let-7c ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------
>ENSG00000082153 hs-let-7c     84     91
UGAGGUAGUAGGUUGUAUGGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.((..&.......................)).)))).))).))))))). -21.10
>ENSG00000082153 hs-let-7c    251    258
UGAGGUAGUAGGUUGUAUGGUU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC
.(((((((.((((....(((..&........................)))...)))).))))))). -19.70
let-7c ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-let-7c     84     91
UGAGGUAGUAGGUUGUAUGGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.((..&.......................)).)))).))).))))))). -21.10
>ENSMUSG00000026033 hs-let-7c    252    259
UGAGGUAGUAGGUUGUAUGGUU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.(((((((.((((....(((..&........................)))...)))).))))))). -22.30
let-7c ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-let-7c    760    767
UGAGGUAGUAGGUUGUAUGGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC



.(((((((.(((.((((.((..&.......................)).)))).))).))))))). -21.10
>ENSRNOG00000013977 hs-let-7c    920    927
UGAGGUAGUAGGUUGUAUGGUU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((.(((.....(((..&.........................)))....)))))))))). -19.60

miRNA: let-7c
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960
Rat predicted target: ENSRNOG00000009663
Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
let-7c ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-let-7c    911    918
UGAGGUAGUAGGUUGUAUGGUU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCU
.(((((((((((((.(..((((&.........))))......).))))))........))))))). -22.20
>ENSG00000100823 hs-let-7c   1250   1257
UGAGGUAGUAGGUUGUAUGGUU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.((((((((.((..........&................................)))))))))). -18.70
let-7c ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-let-7c    308    315
UGAGGUAGUAGGUUGUAUGGUU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((..(((..(...(((&.........................))).)..))))))))))). -22.00
>ENSMUSG00000035960 hs-let-7c    884    891
UGAGGUAGUAGGUUGUAUGGUU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCU
.(((((((.(((..((..((((&......................))))))..)))..))))))). -21.10
let-7c ENSRNOG00000009663 2102 nt UTR 2 hits 246 734
---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-let-7c    246    253
UGAGGUAGUAGGUUGUAUGGUU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((..(((..(...(((&.........................))).)..))))))))))). -22.00
>ENSRNOG00000009663 hs-let-7c    734    741
UGAGGUAGUAGGUUGUAUGGUU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCU
.(((((((((((((....((..&...))....))))))....................))))))). -21.25

miRNA: let-7c
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
let-7c ENSG00000119906 2862 nt UTR 2 hits 1326 1560



-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-let-7c   1326   1333
UGAGGUAGUAGGUUGUAUGGUU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCU
.(((((((.(((((((......&...........................))))))).))))))). -22.20
>ENSG00000119906 hs-let-7c   1560   1567
UGAGGUAGUAGGUUGUAUGGUU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCU
.(((((((((....(.(((((.&.......................))))))....))))))))). -19.30
let-7c ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542
----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-let-7c   1314   1321
UGAGGUAGUAGGUUGUAUGGUU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCU
.(((((((.(((..((.(((((&.......................))))))).))).))))))). -20.40
>ENSMUSG00000036097 hs-let-7c   1542   1549
UGAGGUAGUAGGUUGUAUGGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((....(.(..((.&.......................))..))....))))))))). -19.20
let-7c ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424
-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-let-7c   1194   1201
UGAGGUAGUAGGUUGUAUGGUU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCU
.(((((((.((((((.......&............................)))))).))))))). -20.50
>ENSRNOG00000014489 hs-let-7c   1424   1431
UGAGGUAGUAGGUUGUAUGGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((....(.(..((.&.......................))..))....))))))))). -19.20

miRNA: let-7c
Human predicted target: ENSG00000131242
Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
let-7c ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-let-7c    344    351
UGAGGUAGUAGGUUGUAUGGUU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCU
.(((((((..((..((((((((&...))).)))))..))...................))))))). -18.00
>ENSG00000131242 hs-let-7c    704    711
UGAGGUAGUAGGUUGUAUGGUU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.(((((((...((.((((((..&..........................)))))).))))))))). -22.80



let-7c ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-let-7c    311    318
UGAGGUAGUAGGUUGUAUGGUU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCU
.(((((((...((..(.(.(((&.......................))).).)..)).))))))). -16.90
>ENSMUSG00000017639 hs-let-7c    636    643
UGAGGUAGUAGGUUGUAUGGUU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.((((((((((((....(((..&.....................))).....))))).))))))). -22.90
let-7c ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-let-7c    331    338
UGAGGUAGUAGGUUGUAUGGUU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCU
.(((((((...((..(.((((.&....................)))))..))......))))))). -18.50
>ENSRNOG00000014135 hs-let-7c    660    667
UGAGGUAGUAGGUUGUAUGGUU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.((((((((((((....(((((&...................))))).....))))).))))))). -24.90

miRNA: let-7c
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
let-7c ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------
>ENSG00000135912 hs-let-7c     45     52
UGAGGUAGUAGGUUGUAUGGUU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCAC
(((((((((.((((.((((.((&....................)).)))).).))).))))))))). -24.10
>ENSG00000135912 hs-let-7c    983    990
UGAGGUAGUAGGUUGUAUGGUU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((..(((((((..(..&...................)..)))..))))....))))))). -20.40
let-7c ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-let-7c    617    624
UGAGGUAGUAGGUUGUAUGGUU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCAA
(((((((((.((((((.((((.&..................)))))))..)))....))))))))). -24.30
>ENSMUSG00000033257 hs-let-7c   1137   1144
UGAGGUAGUAGGUUGUAUGGUU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCAA
(((((((((.(..(((.((((.&...................)).))...)))..).))))))))). -22.60
>ENSMUSG00000033257 hs-let-7c   1899   1906
UGAGGUAGUAGGUUGUAUGGUU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.(((((((...((..(..(((.&.......................)))..)..))..))))))). -19.70
let-7c ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581



-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-let-7c    883    890
UGAGGUAGUAGGUUGUAUGGUU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCAA
((((((((((((...(((((..&.....)))))......)))...............))))))))). -22.96
>ENSRNOG00000017129 hs-let-7c   1581   1588
UGAGGUAGUAGGUUGUAUGGUU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.(((((((..(((((....(((&....................)))...)))))....))))))). -20.00

miRNA: let-7c
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
let-7c ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-let-7c    528    535
UGAGGUAGUAGGUUGUAUGGUU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((.((((.&.............)))).))).........)))).))))))). -25.90
>ENSG00000140548 hs-let-7c   1859   1866
UGAGGUAGUAGGUUGUAUGGUU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCU
.(((((((((((..(((((.((&.................)).))).))..)))...)))))))). -20.90
let-7c ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-let-7c    519    526
UGAGGUAGUAGGUUGUAUGGUU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((.(((((&............))))).))).........)))).))))))). -26.50
>ENSMUSG00000048897 hs-let-7c   1756   1763
UGAGGUAGUAGGUUGUAUGGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((...(((((.((..&..........................)).))))))))))))). -22.20
let-7c ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696
---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-let-7c    550    557
UGAGGUAGUAGGUUGUAUGGUU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((.(((((&............))))).))).........)))).))))))). -26.50
>ENSRNOG00000014278 hs-let-7c   1647   1654
UGAGGUAGUAGGUUGUAUGGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((...(((((.((..&..........................)).))))))))))))). -22.20
>ENSRNOG00000014278 hs-let-7c   2696   2703
UGAGGUAGUAGGUUGUAUGGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((...(((((.((..&..........................)).))))))))))))). -22.20

miRNA: let-7c



Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
let-7c ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-let-7c    388    395
UGAGGUAGUAGGUUGUAUGGUU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCAA
(((((((((...((((((((((&......)))))).............)))).....))))))))). -21.91
>ENSG00000148200 hs-let-7c   1359   1366
UGAGGUAGUAGGUUGUAUGGUU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCAG
((((((((((((.(((.((((.&))))...)))))).....................))))))))). -24.19
>ENSG00000148200 hs-let-7c   1387   1394
UGAGGUAGUAGGUUGUAUGGUU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCU
.((((((((((.(((...((((&.........................))))))))))))))))). -23.60
let-7c ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310
----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-let-7c    101    108
UGAGGUAGUAGGUUGUAUGGUU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.((((((((..(((.(((((((&......................))))))).))).)))))))). -25.30
>ENSMUSG00000026752 hs-let-7c    371    378
UGAGGUAGUAGGUUGUAUGGUU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAA
(((((((((..(((.(((((..&..............)))))...........))).))))))))). -22.70
>ENSMUSG00000026752 hs-let-7c    794    801
UGAGGUAGUAGGUUGUAUGGUU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCU
.(((((((((((((...((((.&.....)))).))))))...................))))))). -22.60
>ENSMUSG00000026752 hs-let-7c   1228   1235
UGAGGUAGUAGGUUGUAUGGUU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCAU
((((((((((((((...(((((&)))))....)))))....................))))))))). -26.15
>ENSMUSG00000026752 hs-let-7c   3827   3834
UGAGGUAGUAGGUUGUAUGGUU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCU
.((((((((...((.(((((..&..................))))).))........)))))))). -20.50
>ENSMUSG00000026752 hs-let-7c   4135   4142
UGAGGUAGUAGGUUGUAUGGUU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAG
((((((((...(((.((((((.&..........................))))))))))))))))). -20.20
>ENSMUSG00000026752 hs-let-7c   4145   4152
UGAGGUAGUAGGUUGUAUGGUU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC
.((((((((..(..(((.((((&......................)))))))..)..)))))))). -24.60
>ENSMUSG00000026752 hs-let-7c   4310   4317
UGAGGUAGUAGGUUGUAUGGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((.((((&........)))).))))).............))))))))))). -24.61



let-7c ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-let-7c    374    381
UGAGGUAGUAGGUUGUAUGGUU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAG
(((((((((..(((.(((((..&..............)))))...........))).))))))))). -22.70
>ENSRNOG00000013232 hs-let-7c    774    781
UGAGGUAGUAGGUUGUAUGGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..(((.(..(((..&....................)))...).)))....))))))). -20.70
>ENSRNOG00000013232 hs-let-7c   1223   1230
UGAGGUAGUAGGUUGUAUGGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((.(((.(((((&)))))...))))))....................))))))))). -24.55
>ENSRNOG00000013232 hs-let-7c   2875   2882
UGAGGUAGUAGGUUGUAUGGUU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCU
.((((((((...((.(((((..&.................))))).)).........)))))))). -19.90
>ENSRNOG00000013232 hs-let-7c   3184   3191
UGAGGUAGUAGGUUGUAUGGUU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCAG
((((((((...((..(..((((&............))))...)..))...........)))))))). -18.94
>ENSRNOG00000013232 hs-let-7c   3194   3201
UGAGGUAGUAGGUUGUAUGGUU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.((((((((..(..(((.((((&......................)))))))..)..)))))))). -24.60
>ENSRNOG00000013232 hs-let-7c   3359   3366
UGAGGUAGUAGGUUGUAUGGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((.((((&........)))).))))).............))))))))))). -24.61
>ENSRNOG00000013232 hs-let-7c   3736   3743
UGAGGUAGUAGGUUGUAUGGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..(((.(..(((..&....................)))...).)))....))))))). -20.70
>ENSRNOG00000013232 hs-let-7c   4193   4200
UGAGGUAGUAGGUUGUAUGGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((.(((.(((((&)))))...))))))....................))))))))). -24.55

miRNA: let-7c
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]
let-7c ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-let-7c    604    611
UGAGGUAGUAGGUUGUAUGGUU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((..(.....((..&.........................))...)..))))))))). -20.60
>ENSG00000163935 hs-let-7c    944    951
UGAGGUAGUAGGUUGUAUGGUU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCU



.(((((((((..(....(((..&.....................))).....)..)).))))))). -16.70
let-7c ENSMUSG00000006527 2000 nt UTR 2 hits 578 904
-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-let-7c    578    585
UGAGGUAGUAGGUUGUAUGGUU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCU
.(((((((((((..(...((..&.........................)).)..))))))))))). -22.40
>ENSMUSG00000006527 hs-let-7c    904    911
UGAGGUAGUAGGUUGUAUGGUU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCU
.((((((((.............&..................................)))))))). -17.30
let-7c ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-let-7c    559    566
UGAGGUAGUAGGUUGUAUGGUU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((..(.....((..&.........................))...)..))))))))). -20.60
>ENSRNOG00000016645 hs-let-7c    888    895
UGAGGUAGUAGGUUGUAUGGUU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCU
.((((((((.(..(.(((((..&...................))))).)..).....)))))))). -18.20

miRNA: let-7c
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
let-7c ENSG00000166106 2000 nt UTR 2 hits 206 1185
--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-let-7c    206    213
UGAGGUAGUAGGUUGUAUGGUU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCAG
((((((((..((..((.(((..&................)))...))..)).......)))))))). -21.40
>ENSG00000166106 hs-let-7c   1185   1192
UGAGGUAGUAGGUUGUAUGGUU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCAG
((((((((((((..((..((((&..................)))).....))..)))))))))))). -22.50
let-7c ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642
---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-let-7c    692    699
UGAGGUAGUAGGUUGUAUGGUU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCAU
((((((((...(.(((((((((&.....................))))).)))))...)))))))). -22.60
>ENSMUSG00000033453 hs-let-7c   1642   1649
UGAGGUAGUAGGUUGUAUGGUU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCAG
((((((((((((..((..((((&.....................))))..))..)))))))))))). -23.60
let-7c ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012



-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-let-7c    194    201
UGAGGUAGUAGGUUGUAUGGUU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCAU
((((((((...(.(((((((((&.....................))))).)))))...)))))))). -22.60
>ENSRNOG00000009892 hs-let-7c   1084   1091
UGAGGUAGUAGGUUGUAUGGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((((..(...((((((&......................))).))).)..)))))))))). -23.30
>ENSRNOG00000009892 hs-let-7c   3012   3019
UGAGGUAGUAGGUUGUAUGGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((((..(...((((((&......................))).))).)..)))))))))). -23.30

miRNA: let-7c
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
let-7c ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-let-7c    211    218
UGAGGUAGUAGGUUGUAUGGUU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.(((((((..(((((..(((((&...............))))).......)))))...))))))). -24.90
>ENSG00000169635 hs-let-7c    543    550
UGAGGUAGUAGGUUGUAUGGUU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCU
.(((((((..(((.(...((((&........................))))).)))..))))))). -22.10
>ENSG00000169635 hs-let-7c   1158   1165
UGAGGUAGUAGGUUGUAUGGUU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCU
.(((((((((((..((..((((&...................))))....))..))))))))))). -23.20
let-7c ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286
------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-let-7c    307    314
UGAGGUAGUAGGUUGUAUGGUU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.(((((((..((((((((((..&.........))))))).............)))...))))))). -20.71
>ENSMUSG00000050240 hs-let-7c    635    642
UGAGGUAGUAGGUUGUAUGGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.((((((((((((..(.((..(&................)..))..)..)))...)).))))))). -20.70
>ENSMUSG00000050240 hs-let-7c   1286   1293
UGAGGUAGUAGGUUGUAUGGUU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((..((..((((&...................)))).....)).))))))))))). -22.10
let-7c ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-let-7c    197    204



UGAGGUAGUAGGUUGUAUGGUU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.(((((((..(((..(.((((.&......................)))))..)))...))))))). -19.50
>ENSRNOG00000001863 hs-let-7c    511    518
UGAGGUAGUAGGUUGUAUGGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.((((((((((((..(.((..(&................)..))..)..)))...)).))))))). -20.70
>ENSRNOG00000001863 hs-let-7c   1139   1146
UGAGGUAGUAGGUUGUAUGGUU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((..((..((((&...................)))).....)).))))))))))). -22.10

miRNA: let-7c
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]
let-7c ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------
>ENSG00000174498 hs-let-7c    452    459
UGAGGUAGUAGGUUGUAUGGUU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCAG
((((((((...((((...((((&.......................))))..))))..)))))))). -22.30
>ENSG00000174498 hs-let-7c    534    541
UGAGGUAGUAGGUUGUAUGGUU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCAA
((((((((.((..(((((((((&....................))))...))))))).)))))))). -22.80
>ENSG00000174498 hs-let-7c    685    692
UGAGGUAGUAGGUUGUAUGGUU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCAA
((((((((.(.(((..((((..&.........)))).................))).))))))))). -18.71
>ENSG00000174498 hs-let-7c    762    769
UGAGGUAGUAGGUUGUAUGGUU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCU
.(((((((..((((((..(((.&......................))).))))))...))))))). -25.60
let-7c ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714
---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-let-7c    388    395
UGAGGUAGUAGGUUGUAUGGUU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCAG
((((((((...((((...((((&.......................))))..))))..)))))))). -22.80
>ENSMUSG00000032394 hs-let-7c    468    475
UGAGGUAGUAGGUUGUAUGGUU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((.(((((....((((&....................))))....))).)).)))))))). -23.80
>ENSMUSG00000032394 hs-let-7c    633    640
UGAGGUAGUAGGUUGUAUGGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAG
(((((((((((.(..(((((..&...............)))..))..)......))).)))))))). -20.20
>ENSMUSG00000032394 hs-let-7c    714    721
UGAGGUAGUAGGUUGUAUGGUU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCU
.((((((((((((((...((((&...........)))).....))......)))))..))))))). -21.50
let-7c ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788



------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-let-7c    470    477
UGAGGUAGUAGGUUGUAUGGUU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCAG
((((((((...((((...((((&.........................))))))))..)))))))). -21.40
>ENSRNOG00000013322 hs-let-7c    550    557
UGAGGUAGUAGGUUGUAUGGUU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((.(((((....((((&....................))))....))).)).)))))))). -23.80
>ENSRNOG00000013322 hs-let-7c    703    710
UGAGGUAGUAGGUUGUAUGGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAA
(((((((((((.(..(((((..&...............)))..))..)......))).)))))))). -20.20
>ENSRNOG00000013322 hs-let-7c    788    795
UGAGGUAGUAGGUUGUAUGGUU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCU
.(((((((((((((....((((&......................)))).))))))..))))))). -23.40

miRNA: let-7c
Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000
Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
let-7c ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-let-7c   1098   1105
UGAGGUAGUAGGUUGUAUGGUU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.(((((((.(((((..((((((&......................))))))..)))))))))))). -26.50
>ENSG00000182541 hs-let-7c   2572   2579
UGAGGUAGUAGGUUGUAUGGUU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC
.((((((((..((((...(((.&)))..)))).........................)))))))). -18.13
let-7c ENSMUSG00000020451 3482 nt UTR 2 hits 140 976
-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-let-7c    140    147
UGAGGUAGUAGGUUGUAUGGUU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.(((((((((((....((((((&........................)))))).))))))))))). -28.50
>ENSMUSG00000020451 hs-let-7c    976    983
UGAGGUAGUAGGUUGUAUGGUU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCU
.(((((((....(((((.((((&......................)))).)))))...))))))). -19.40
let-7c ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-let-7c    958    965
UGAGGUAGUAGGUUGUAUGGUU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.(((((((..((....((((((&...........................))))))))))))))). -20.00
>ENSRNOG00000019000 hs-let-7c   1727   1734



UGAGGUAGUAGGUUGUAUGGUU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCU
.(((((((....(((((.((((&......................)))).)))))...))))))). -19.90

miRNA: let-7d
Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
let-7d ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-let-7d   1056   1063
AGAGGUAGUAGGUUGCAUAGU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCG
.((((((((..((.((.....&..........................)).))...)))))))). -23.80
>ENSG00000022567 hs-let-7d   5277   5284
AGAGGUAGUAGGUUGCAUAGU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCUG
((((((((..((((.(((...&.....................))).))))......)))))))). -23.50
let-7d ENSMUSG00000036649 2000 nt UTR 2 hits 896 952
-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-let-7d    896    903
AGAGGUAGUAGGUUGCAUAGU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCG
.((((((((..((.(((....&.........................))).))...)))))))). -24.10
>ENSMUSG00000036649 hs-let-7d    952    959
AGAGGUAGUAGGUUGCAUAGU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.(((((((..((((.(.....&.........................).))))....))))))). -21.70
let-7d ENSRNOG00000007818 2000 nt UTR 2 hits 892 948
-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-let-7d    892    899
AGAGGUAGUAGGUUGCAUAGU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCG
.((((((((...((((((((.&........................))).))))).)))))))). -24.90
>ENSRNOG00000007818 hs-let-7d    948    955
AGAGGUAGUAGGUUGCAUAGU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.((((((((.((((((...((&..........))...))).........)))...).))))))). -18.80

miRNA: let-7d
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
let-7d ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------



>ENSG00000082153 hs-let-7d     84     91
AGAGGUAGUAGGUUGCAUAGU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((((((.(((((((.&........)).))))).))))..............))))))). -19.63
>ENSG00000082153 hs-let-7d    251    258
AGAGGUAGUAGGUUGCAUAGU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC
.(((((((.((((.((.....&...........................)).)))).))))))). -21.00
let-7d ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-let-7d     84     91
AGAGGUAGUAGGUUGCAUAGU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((((((.(((((((.&........)).))))).))))..............))))))). -19.63
>ENSMUSG00000026033 hs-let-7d    252    259
AGAGGUAGUAGGUUGCAUAGU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.(((((((.((((((((....&.............)))).............)))).))))))). -22.61
let-7d ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-let-7d    760    767
AGAGGUAGUAGGUUGCAUAGU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((((((.(((((((.&........)).))))).))))..............))))))). -19.63
>ENSRNOG00000013977 hs-let-7d    920    927
AGAGGUAGUAGGUUGCAUAGU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((.(((..((.....&............................))..)))))))))). -22.80

miRNA: let-7d
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960
Rat predicted target: ENSRNOG00000009663
Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
let-7d ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-let-7d    911    918
AGAGGUAGUAGGUUGCAUAGU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCUC
((((((((((((((.(((...&................)))..))))))........)))))))). -21.70
>ENSG00000100823 hs-let-7d   1250   1257
AGAGGUAGUAGGUUGCAUAGU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.((((((((.((..((.....&............................))..)))))))))). -21.60
let-7d ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-let-7d    308    315
AGAGGUAGUAGGUUGCAUAGU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCA
.(((((((..(((..(.....&.............................)..)))))))))). -23.80



>ENSMUSG00000035960 hs-let-7d    884    891
AGAGGUAGUAGGUUGCAUAGU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCUC
((((((((.(((..(((....&.........................)))..)))..)))))))). -23.10
let-7d ENSRNOG00000009663 2102 nt UTR 2 hits 246 734
---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-let-7d    246    253
AGAGGUAGUAGGUUGCAUAGU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCA
.(((((((..(((..(.....&.............................)..)))))))))). -23.80
>ENSRNOG00000009663 hs-let-7d    734    741
AGAGGUAGUAGGUUGCAUAGU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCUC
((((((((.(((..((.((((&.......................))))))..))).)))))))). -23.00

miRNA: let-7d
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
let-7d ENSG00000119906 2862 nt UTR 2 hits 1326 1560
-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-let-7d   1326   1333
AGAGGUAGUAGGUUGCAUAGU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCUA
((((((((.((((((......&............................)))))).)))))))). -21.70
>ENSG00000119906 hs-let-7d   1560   1567
AGAGGUAGUAGGUUGCAUAGU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCUC
((((((((((....(.(((((&.......................))))))....)))))))))). -20.10
let-7d ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542
----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-let-7d   1314   1321
AGAGGUAGUAGGUUGCAUAGU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCUA
((((((((.(((((((.....&........................)).))).))..)))))))). -22.00
>ENSMUSG00000036097 hs-let-7d   1542   1549
AGAGGUAGUAGGUUGCAUAGU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCUC
((((((((((....(.(((((&.......................))))))....)))))))))). -20.10
let-7d ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424
-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-let-7d   1194   1201
AGAGGUAGUAGGUUGCAUAGU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCUA
((((((((.(((((((.....&..........................)).))))).)))))))). -24.00
>ENSRNOG00000014489 hs-let-7d   1424   1431
AGAGGUAGUAGGUUGCAUAGU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCUC
((((((((((....(.(((((&.......................))))))....)))))))))). -20.10



miRNA: let-7d
Human predicted target: ENSG00000131242
Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
let-7d ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-let-7d    344    351
AGAGGUAGUAGGUUGCAUAGU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCUG
((((((((..((..(((((((&....))).))))..))...................)))))))). -21.80
>ENSG00000131242 hs-let-7d    704    711
AGAGGUAGUAGGUUGCAUAGU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.(((((((..((((((((...&............))))).............)))..))))))). -20.81
let-7d ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-let-7d    311    318
AGAGGUAGUAGGUUGCAUAGU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCUG
((((((((...(((.((((((&....................)))).)).)))....)))))))). -18.90
>ENSMUSG00000017639 hs-let-7d    636    643
AGAGGUAGUAGGUUGCAUAGU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.((((((((((((.((.(((.&..........))).)).............))))).))))))). -19.54
let-7d ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-let-7d    331    338
AGAGGUAGUAGGUUGCAUAGU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCUG
((((((((.....((((((((&....................)))).)).)).....)))))))). -20.30
>ENSRNOG00000014135 hs-let-7d    660    667
AGAGGUAGUAGGUUGCAUAGU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.((((((((((((.((((((.&......)))))).................))))).))))))). -23.87

miRNA: let-7d
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
let-7d ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------



>ENSG00000135912 hs-let-7d     45     52
AGAGGUAGUAGGUUGCAUAGU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCA
.((((((((.((.(((...((&......................))....))))).)))))))). -22.00
>ENSG00000135912 hs-let-7d    983    990
AGAGGUAGUAGGUUGCAUAGU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((..(((((((.(((&...............)))..))))....)))....))))))). -19.10
let-7d ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-let-7d    617    624
AGAGGUAGUAGGUUGCAUAGU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCA
.((((((((..((((((.((.&..............)).))).)))..........)))))))). -21.30
>ENSMUSG00000033257 hs-let-7d   1137   1144
AGAGGUAGUAGGUUGCAUAGU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCA
.((((((((.(..(((.....&...........................)))..).)))))))). -24.00
>ENSMUSG00000033257 hs-let-7d   1899   1906
AGAGGUAGUAGGUUGCAUAGU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.(((((((...((..(..(((&.......................)))..)..))..))))))). -22.00
let-7d ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581
-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-let-7d    883    890
AGAGGUAGUAGGUUGCAUAGU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCA
.((((((((.(..(((.....&...........................)))..).)))))))). -24.00
>ENSRNOG00000017129 hs-let-7d   1581   1588
AGAGGUAGUAGGUUGCAUAGU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.(((((((..(((((...(((&.......................))))))))....))))))). -20.10

miRNA: let-7d
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
let-7d ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-let-7d    528    535
AGAGGUAGUAGGUUGCAUAGU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((...((&..................))...)))....)))).))))))). -23.60
>ENSG00000140548 hs-let-7d   1859   1866
AGAGGUAGUAGGUUGCAUAGU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCUU
((((((((((((((((.((((&.......)))).))))............)))...))))))))). -23.20
let-7d ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-let-7d    519    526
AGAGGUAGUAGGUUGCAUAGU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((...((&..................))...)))....)))).))))))). -23.60



>ENSMUSG00000048897 hs-let-7d   1756   1763
AGAGGUAGUAGGUUGCAUAGU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCUU
((((((((((((((((.((((&.......)))).))))...........)))....))))))))). -22.90
let-7d ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696
---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-let-7d    550    557
AGAGGUAGUAGGUUGCAUAGU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((.(((((((...((&..................))...)))....)))).))))))). -23.60
>ENSRNOG00000014278 hs-let-7d   1647   1654
AGAGGUAGUAGGUUGCAUAGU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCUU
((((((((((((((((.((((&.......)))).))))...........)))....))))))))). -22.90
>ENSRNOG00000014278 hs-let-7d   2696   2703
AGAGGUAGUAGGUUGCAUAGU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCUU
((((((((((((((((.((((&.......)))).))))...........)))....))))))))). -22.90

miRNA: let-7d
Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
let-7d ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-let-7d    388    395
AGAGGUAGUAGGUUGCAUAGU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCA
.((((((((...(((((....&.......................)).))).....)))))))). -20.00
>ENSG00000148200 hs-let-7d   1359   1366
AGAGGUAGUAGGUUGCAUAGU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCA
.(((((((((((.(((.....&.......)))))).....................)))))))). -21.99
>ENSG00000148200 hs-let-7d   1387   1394
AGAGGUAGUAGGUUGCAUAGU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCUG
(((((((((((.(.((.(((.&....................)))...))..).))))))))))). -24.70
let-7d ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310
----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-let-7d    101    108
AGAGGUAGUAGGUUGCAUAGU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.((((((((..(((.((((((&.......................)))))).))).)))))))). -27.30
>ENSMUSG00000026752 hs-let-7d    371    378
AGAGGUAGUAGGUUGCAUAGU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCA



.((((((((.(.(((((....&.......................)).)))...).)))))))). -20.20
>ENSMUSG00000026752 hs-let-7d    794    801
AGAGGUAGUAGGUUGCAUAGU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCUU
((((((((((((((...(((.&...)))....))))))...................)))))))). -19.80
>ENSMUSG00000026752 hs-let-7d   1228   1235
AGAGGUAGUAGGUUGCAUAGU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCA
.((((((((....(((.....&...........................)))....)))))))). -21.70
>ENSMUSG00000026752 hs-let-7d   3827   3834
AGAGGUAGUAGGUUGCAUAGU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCUU
(((((((((...((.(...((&....................))...).)).....))))))))). -17.40
>ENSMUSG00000026752 hs-let-7d   4135   4142
AGAGGUAGUAGGUUGCAUAGU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCA
.(((((((...(.(((((...&......................))))).)......))))))). -21.00
>ENSMUSG00000026752 hs-let-7d   4145   4152
AGAGGUAGUAGGUUGCAUAGU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC
.(((((((((((((((((...&............)))))..........))))...)))))))). -23.90
>ENSMUSG00000026752 hs-let-7d   4310   4317
AGAGGUAGUAGGUUGCAUAGU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((.(((&.........))).))))).............))))))))))). -26.31
let-7d ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-let-7d    374    381
AGAGGUAGUAGGUUGCAUAGU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCA
.((((((((.(((..(.(((.&))).)..)))........................)))))))). -20.71
>ENSRNOG00000013232 hs-let-7d    774    781
AGAGGUAGUAGGUUGCAUAGU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((((((..((.((((&..))))....))..)))).................))))))). -19.52
>ENSRNOG00000013232 hs-let-7d   1223   1230
AGAGGUAGUAGGUUGCAUAGU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCA
.(((((((((((.(((.....&........))))))....................)))))))). -22.05
>ENSRNOG00000013232 hs-let-7d   2875   2882
AGAGGUAGUAGGUUGCAUAGU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCUU
(((((((((...((.(.....&..........................).))....))))))))). -19.00
>ENSRNOG00000013232 hs-let-7d   3184   3191
AGAGGUAGUAGGUUGCAUAGU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCA
.(((((((..(.((((.(((.&................)))...)))).).......))))))). -19.10
>ENSRNOG00000013232 hs-let-7d   3194   3201
AGAGGUAGUAGGUUGCAUAGU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.(((((((((((((.(((...&...................)))))))).......)))))))). -22.51
>ENSRNOG00000013232 hs-let-7d   3359   3366
AGAGGUAGUAGGUUGCAUAGU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((.(((&.........))).))))).............))))))))))). -26.31
>ENSRNOG00000013232 hs-let-7d   3736   3743
AGAGGUAGUAGGUUGCAUAGU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((((((..((.((((&..))))....))..)))).................))))))). -19.52



>ENSRNOG00000013232 hs-let-7d   4193   4200
AGAGGUAGUAGGUUGCAUAGU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCA
.(((((((((((.(((.....&........))))))....................)))))))). -22.05

miRNA: let-7d
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]
let-7d ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-let-7d    604    611
AGAGGUAGUAGGUUGCAUAGU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCUG
((((((((((((.........&...............................)))))))))))). -20.60
>ENSG00000163935 hs-let-7d    944    951
AGAGGUAGUAGGUUGCAUAGU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCUG
((((((((.((((.((((((.&.....))))))..))))..................)))))))). -20.31
let-7d ENSMUSG00000006527 2000 nt UTR 2 hits 578 904
-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-let-7d    578    585
AGAGGUAGUAGGUUGCAUAGU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCUG
((((((((((((..(......&............................)..)))))))))))). -21.70
>ENSMUSG00000006527 hs-let-7d    904    911
AGAGGUAGUAGGUUGCAUAGU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCUG
((((((((((((..((((((.&....))))))....))).................))))))))). -19.92
let-7d ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-let-7d    559    566
AGAGGUAGUAGGUUGCAUAGU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCUG
((((((((((((.........&...............................)))))))))))). -20.60
>ENSRNOG00000016645 hs-let-7d    888    895
AGAGGUAGUAGGUUGCAUAGU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCUG
(((((((((.....((((((.&.....)))))).......................))))))))). -20.09

miRNA: let-7d
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
let-7d ENSG00000166106 2000 nt UTR 2 hits 206 1185



--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-let-7d    206    213
AGAGGUAGUAGGUUGCAUAGU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCA
.(((((((...(.(((..(((&......................)))...))))...))))))). -20.10
>ENSG00000166106 hs-let-7d   1185   1192
AGAGGUAGUAGGUUGCAUAGU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCA
.(((((((((..(((((....&...)))).......................)..))))))))). -21.00
let-7d ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642
---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-let-7d    692    699
AGAGGUAGUAGGUUGCAUAGU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCA
.(((((((...(.((((((((&......................)))).)))))...))))))). -23.80
>ENSMUSG00000033453 hs-let-7d   1642   1649
AGAGGUAGUAGGUUGCAUAGU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCA
.(((((((((..(.....(((&......................))).....)..))))))))). -21.90
let-7d ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012
-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-let-7d    194    201
AGAGGUAGUAGGUUGCAUAGU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCA
.(((((((...(.((((((((&......................)))).)))))...))))))). -23.80
>ENSRNOG00000009892 hs-let-7d   1084   1091
AGAGGUAGUAGGUUGCAUAGU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCA
.(((((((((..(.((...((&..................))...)).....)..))))))))). -22.20
>ENSRNOG00000009892 hs-let-7d   3012   3019
AGAGGUAGUAGGUUGCAUAGU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCA
.(((((((((..(.((...((&..................))...)).....)..))))))))). -22.20

miRNA: let-7d
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
let-7d ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-let-7d    211    218
AGAGGUAGUAGGUUGCAUAGU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.(((((((..(((((......&...........................)))))...))))))). -22.00
>ENSG00000169635 hs-let-7d    543    550
AGAGGUAGUAGGUUGCAUAGU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCUC
((((((((..((((((.((((&.)))))))......................)))..)))))))). -21.84



>ENSG00000169635 hs-let-7d   1158   1165
AGAGGUAGUAGGUUGCAUAGU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCUU
((((((((((((..(((.(((&....................)))..)).)..)))))))))))). -21.40
let-7d ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286
------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-let-7d    307    314
AGAGGUAGUAGGUUGCAUAGU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.(((((((..(((..(.((((&......................)))))..)))...))))))). -23.90
>ENSMUSG00000050240 hs-let-7d    635    642
AGAGGUAGUAGGUUGCAUAGU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCUC
(((((((((((((..(.((((&........))))...........)..)))...)).)))))))). -21.40
>ENSMUSG00000050240 hs-let-7d   1286   1293
AGAGGUAGUAGGUUGCAUAGU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCUU
((((((((((((...((....&..........................))...)))))))))))). -20.40
let-7d ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-let-7d    197    204
AGAGGUAGUAGGUUGCAUAGU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.(((((((..(((..(.((((&......................)))))..)))...))))))). -23.90
>ENSRNOG00000001863 hs-let-7d    511    518
AGAGGUAGUAGGUUGCAUAGU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCUC
(((((((((((((..(.((((&........))))...........)..)))...)).)))))))). -21.40
>ENSRNOG00000001863 hs-let-7d   1139   1146
AGAGGUAGUAGGUUGCAUAGU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCUU
((((((((((((...((....&..........................))...)))))))))))). -20.40

miRNA: let-7d
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]
let-7d ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------
>ENSG00000174498 hs-let-7d    452    459
AGAGGUAGUAGGUUGCAUAGU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCA
.(((((((...((((...(((&........................)))..))))..))))))). -20.80
>ENSG00000174498 hs-let-7d    534    541
AGAGGUAGUAGGUUGCAUAGU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCA
.(((((((.((..(((((...&...........................))))))).))))))). -22.20
>ENSG00000174498 hs-let-7d    685    692
AGAGGUAGUAGGUUGCAUAGU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCA
.(((((((((..((.((((..&....................))))...))...)).))))))). -18.70
>ENSG00000174498 hs-let-7d    762    769



AGAGGUAGUAGGUUGCAUAGU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCUC
((((((((..(((((......&...........................)))))...)))))))). -22.20
let-7d ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714
---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-let-7d    388    395
AGAGGUAGUAGGUUGCAUAGU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCA
.(((((((.((((..((((((&...............))))).)..)).))......))))))). -22.70
>ENSMUSG00000032394 hs-let-7d    468    475
AGAGGUAGUAGGUUGCAUAGU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCA
.(((((((.(((((.....((&.....................)).....))).)).))))))). -19.10
>ENSMUSG00000032394 hs-let-7d    633    640
AGAGGUAGUAGGUUGCAUAGU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCA
.((((((((((.(..(((...&...................)))..)......))).))))))). -21.80
>ENSMUSG00000032394 hs-let-7d    714    721
AGAGGUAGUAGGUUGCAUAGU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCUC
((((((((((((((.......&...........................))))))..)))))))). -21.90
let-7d ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788
------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-let-7d    470    477
AGAGGUAGUAGGUUGCAUAGU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCA
.(((((((..(((..((((((&.................))))).)..)))......))))))). -23.60
>ENSRNOG00000013322 hs-let-7d    550    557
AGAGGUAGUAGGUUGCAUAGU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCA
.(((((((.(((((.....((&.....................)).....))).)).))))))). -19.10
>ENSRNOG00000013322 hs-let-7d    703    710
AGAGGUAGUAGGUUGCAUAGU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCA
.((((((((((.(..(((...&...................)))..)......))).))))))). -21.80
>ENSRNOG00000013322 hs-let-7d    788    795
AGAGGUAGUAGGUUGCAUAGU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCUC
((((((((((((((((.(((.&....................)))))..))))))..)))))))). -23.60

miRNA: let-7d
Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000
Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
let-7d ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-let-7d   1098   1105
AGAGGUAGUAGGUUGCAUAGU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.((((((((((((.((.((((&..................)))).)).)))))....))))))). -22.90
>ENSG00000182541 hs-let-7d   2572   2579
AGAGGUAGUAGGUUGCAUAGU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC



.((((((((..(((..(((((&.............)))))...)))..........)))))))). -17.60
let-7d ENSMUSG00000020451 3482 nt UTR 2 hits 140 976
-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-let-7d    140    147
AGAGGUAGUAGGUUGCAUAGU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.(((((((((((..(((.(((&....)))))).....................))))))))))). -24.70
>ENSMUSG00000020451 hs-let-7d    976    983
AGAGGUAGUAGGUUGCAUAGU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCUU
((((((((.((((.((.(((.&..............))).))...))))........)))))))). -21.90
let-7d ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-let-7d    958    965
AGAGGUAGUAGGUUGCAUAGU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.(((((((..(((((((.(((&.......))))))..............))))....))))))). -19.13
>ENSRNOG00000019000 hs-let-7d   1727   1734
AGAGGUAGUAGGUUGCAUAGU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCUG
((((((((.(((((((.(((.&..............))).))..)))))........)))))))). -22.90

miRNA: let-7e
Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
let-7e ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-let-7e   1056   1063
UGAGGUAGGAGGUUGUAUAGU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCGG
(((((((((((((.((...((&...))..))...)))))..................)))))))). -21.16
>ENSG00000022567 hs-let-7e   5277   5284
UGAGGUAGGAGGUUGUAUAGU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCU
.((((((((.((((.(((...&.....................))).)))).....)))))))). -22.20
let-7e ENSMUSG00000036649 2000 nt UTR 2 hits 896 952
-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-let-7e    896    903
UGAGGUAGGAGGUUGUAUAGU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCGA
((((((((..(((.(((....&.........................))).)).)..)))))))). -19.70
>ENSMUSG00000036649 hs-let-7e    952    959
UGAGGUAGGAGGUUGUAUAGU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.((((((((.((((.(.....&.........................).))))...)))))))). -24.20
let-7e ENSRNOG00000007818 2000 nt UTR 2 hits 892 948



-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-let-7e    892    899
UGAGGUAGGAGGUUGUAUAGU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCGA
((((((((....((((((((.&........................))).)))))..)))))))). -19.50
>ENSRNOG00000007818 hs-let-7e    948    955
UGAGGUAGGAGGUUGUAUAGU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.((((((((.(((........&...........................)))....)))))))). -22.00

miRNA: let-7e
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
let-7e ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------
>ENSG00000082153 hs-let-7e     84     91
UGAGGUAGGAGGUUGUAUAGU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((((((.((((....&..........................)))).))))))))))). -27.50
>ENSG00000082153 hs-let-7e    251    258
UGAGGUAGGAGGUUGUAUAGU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC
.((((((((((((........&..............................)))))))))))). -21.80
let-7e ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-let-7e     84     91
UGAGGUAGGAGGUUGUAUAGU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((((((.((((....&..........................)))).))))))))))). -27.50
>ENSMUSG00000026033 hs-let-7e    252    259
UGAGGUAGGAGGUUGUAUAGU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.((((((((((((........&..............................)))))))))))). -24.40
let-7e ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-let-7e    760    767
UGAGGUAGGAGGUUGUAUAGU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((((((.((((....&..........................)))).))))))))))). -27.50
>ENSRNOG00000013977 hs-let-7e    920    927
UGAGGUAGGAGGUUGUAUAGU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((..(((((..((((&.................)))).....)))..))..))))))). -20.90

miRNA: let-7e
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960



Rat predicted target: ENSRNOG00000009663
Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
let-7e ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-let-7e    911    918
UGAGGUAGGAGGUUGUAUAGU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCU
.(((((((((((.....(((.&........................)))....))))))))))). -24.50
>ENSG00000100823 hs-let-7e   1250   1257
UGAGGUAGGAGGUUGUAUAGU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.(((((((((((..(......&..........................)..))))..))))))). -18.90
let-7e ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-let-7e    308    315
UGAGGUAGGAGGUUGUAUAGU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCAG
(((((((((((((((......&............))))))................))))))))). -22.89
>ENSMUSG00000035960 hs-let-7e    884    891
UGAGGUAGGAGGUUGUAUAGU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCU
.(((((((((((..(((....&.........................)))...))))))))))). -25.10
let-7e ENSRNOG00000009663 2102 nt UTR 2 hits 246 734
---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-let-7e    246    253
UGAGGUAGGAGGUUGUAUAGU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((((((((.......&.............)))))................))))))))). -22.49
>ENSRNOG00000009663 hs-let-7e    734    741
UGAGGUAGGAGGUUGUAUAGU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCU
.(((((((((((.....((((&.......................))))....))))))))))). -26.00

miRNA: let-7e
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
let-7e ENSG00000119906 2862 nt UTR 2 hits 1326 1560
-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-let-7e   1326   1333
UGAGGUAGGAGGUUGUAUAGU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCU
.(((((((((((((((.....&...........................))))))))))))))). -26.10
>ENSG00000119906 hs-let-7e   1560   1567
UGAGGUAGGAGGUUGUAUAGU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCU
.((((((((((((...(((((&....................))))).)))))....))))))). -18.20
let-7e ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542



----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-let-7e   1314   1321
UGAGGUAGGAGGUUGUAUAGU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCU
.(((((((((((..((.((((&........................)))))).))))))))))). -23.90
>ENSMUSG00000036097 hs-let-7e   1542   1549
UGAGGUAGGAGGUUGUAUAGU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((((..((((...&.....................))))..))))....))))))). -18.40
let-7e ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424
-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-let-7e   1194   1201
UGAGGUAGGAGGUUGUAUAGU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCU
.((((((((((((((......&............................)))))))))))))). -24.40
>ENSRNOG00000014489 hs-let-7e   1424   1431
UGAGGUAGGAGGUUGUAUAGU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((((..((((...&.....................))))..))))....))))))). -18.40

miRNA: let-7e
Human predicted target: ENSG00000131242
Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
let-7e ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-let-7e    344    351
UGAGGUAGGAGGUUGUAUAGU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCU
.(((((((((..(((..((((&...................))))..))).....))))))))). -20.50
>ENSG00000131242 hs-let-7e    704    711
UGAGGUAGGAGGUUGUAUAGU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.((((((((.((((((((...&............))))).............))).)))))))). -22.31
let-7e ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-let-7e    311    318
UGAGGUAGGAGGUUGUAUAGU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCU
.(((((((((..(..(.((((&....................)))))..).....))))))))). -19.50
>ENSMUSG00000017639 hs-let-7e    636    643
UGAGGUAGGAGGUUGUAUAGU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.((((((((((((........&.............................)))).)))))))). -21.10



let-7e ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-let-7e    331    338
UGAGGUAGGAGGUUGUAUAGU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCU
.(((((((((.((..(.((((&....................)))))..))....))))))))). -22.80
>ENSRNOG00000014135 hs-let-7e    660    667
UGAGGUAGGAGGUUGUAUAGU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.((((((((((((.((((((.&......)))))).................)))).)))))))). -23.87

miRNA: let-7e
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
let-7e ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------
>ENSG00000135912 hs-let-7e     45     52
UGAGGUAGGAGGUUGUAUAGU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCAC
((((((((((((((.......&.......))))))......................)))))))). -21.14
>ENSG00000135912 hs-let-7e    983    990
UGAGGUAGGAGGUUGUAUAGU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((((((((((((((.&...................))))))..))))..))))))))). -21.80
let-7e ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-let-7e    617    624
UGAGGUAGGAGGUUGUAUAGU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCAA
((((((((((((.(((.....&......................))).).)))....)))))))). -20.00
>ENSMUSG00000033257 hs-let-7e   1137   1144
UGAGGUAGGAGGUUGUAUAGU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCAA
((((((((((((((((.(((.&.................))).)))...)).)))..)))))))). -21.90
>ENSMUSG00000033257 hs-let-7e   1899   1906
UGAGGUAGGAGGUUGUAUAGU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.((((((((..((..(..(((&.......................)))..)..)).)))))))). -19.20
let-7e ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581
-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-let-7e    883    890
UGAGGUAGGAGGUUGUAUAGU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCAA
((((((((((((((((.(((.&.................))).)))...)).)))..)))))))). -22.20
>ENSRNOG00000017129 hs-let-7e   1581   1588
UGAGGUAGGAGGUUGUAUAGU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.((((((((.(((((...(((&.......................))))))))...)))))))). -20.30



miRNA: let-7e
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
let-7e ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-let-7e    528    535
UGAGGUAGGAGGUUGUAUAGU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((((((((((...((&..................))...)))....)))))))))))). -25.70
>ENSG00000140548 hs-let-7e   1859   1866
UGAGGUAGGAGGUUGUAUAGU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCU
.(((((((.(((((((.((((&.......)))).))))............)))....))))))). -20.30
let-7e ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-let-7e    519    526
UGAGGUAGGAGGUUGUAUAGU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((((((((((...((&..................))...)))....)))))))))))). -25.70
>ENSMUSG00000048897 hs-let-7e   1756   1763
UGAGGUAGGAGGUUGUAUAGU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.(((((((.(((((((.((((&.......)))).))))...........))).....))))))). -19.70
let-7e ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696
---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-let-7e    550    557
UGAGGUAGGAGGUUGUAUAGU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((((((((((...((&..................))...)))....)))))))))))). -25.70
>ENSRNOG00000014278 hs-let-7e   1647   1654
UGAGGUAGGAGGUUGUAUAGU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.(((((((.(((((((.((((&.......)))).))))...........))).....))))))). -19.70
>ENSRNOG00000014278 hs-let-7e   2696   2703
UGAGGUAGGAGGUUGUAUAGU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.(((((((.(((((((.((((&.......)))).))))...........))).....))))))). -19.70

miRNA: let-7e
Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
let-7e ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-let-7e    388    395



UGAGGUAGGAGGUUGUAUAGU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCAA
((((((((..(.(((((((((&.......))))).............))))...)..)))))))). -20.41
>ENSG00000148200 hs-let-7e   1359   1366
UGAGGUAGGAGGUUGUAUAGU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCAG
((((((((((((((.(.....&........................).))))))...)))))))). -20.10
>ENSG00000148200 hs-let-7e   1387   1394
UGAGGUAGGAGGUUGUAUAGU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCU
.(((((((.((((..(.(((.&....................))))..)))....).))))))). -21.20
let-7e ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310
----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-let-7e    101    108
UGAGGUAGGAGGUUGUAUAGU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.(((((((...(((.((((((&.......................)))))).)))..))))))). -24.10
>ENSMUSG00000026752 hs-let-7e    371    378
UGAGGUAGGAGGUUGUAUAGU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAA
((((((((..(.((((.....&.........................))))...)..)))))))). -20.70
>ENSMUSG00000026752 hs-let-7e    794    801
UGAGGUAGGAGGUUGUAUAGU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCU
.(((((((((((((...(((.&...)))....)))))...................)))))))). -21.30
>ENSMUSG00000026752 hs-let-7e   1228   1235
UGAGGUAGGAGGUUGUAUAGU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCAU
((((((((.(((((.......&.........))))).....................)))))))). -20.15
>ENSMUSG00000026752 hs-let-7e   3827   3834
UGAGGUAGGAGGUUGUAUAGU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCU
.(((((((((((((....(((&........)))..))))))................))))))). -15.69
>ENSMUSG00000026752 hs-let-7e   4135   4142
UGAGGUAGGAGGUUGUAUAGU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAG
(((((((((..(.(((((...&......................))))).).....))))))))). -23.00
>ENSMUSG00000026752 hs-let-7e   4145   4152
UGAGGUAGGAGGUUGUAUAGU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC
.(((((((((((((((((...&............)))))..........)))))...))))))). -22.60
>ENSMUSG00000026752 hs-let-7e   4310   4317
UGAGGUAGGAGGUUGUAUAGU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((..((((&..................))))..)))..))))..))))))). -23.20
let-7e ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-let-7e    374    381
UGAGGUAGGAGGUUGUAUAGU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAG
((((((((..(.(((((((((&.......))))).............))))...)..)))))))). -20.51
>ENSRNOG00000013232 hs-let-7e    774    781
UGAGGUAGGAGGUUGUAUAGU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC



.((((((((.(((........&............................)))...)))))))). -21.20
>ENSRNOG00000013232 hs-let-7e   1223   1230
UGAGGUAGGAGGUUGUAUAGU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((((.(.....&........................).))))))...)))))))). -19.80
>ENSRNOG00000013232 hs-let-7e   2875   2882
UGAGGUAGGAGGUUGUAUAGU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCU
.((((((((((.(((.((((.&......))))))).)))..................))))))). -15.76
>ENSRNOG00000013232 hs-let-7e   3184   3191
UGAGGUAGGAGGUUGUAUAGU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCAG
(((((((((.(.((((.(((.&................)))...)))).)......))))))))). -21.50
>ENSRNOG00000013232 hs-let-7e   3194   3201
UGAGGUAGGAGGUUGUAUAGU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.((((((((((((.((.....&.......................))..)))))...))))))). -21.60
>ENSRNOG00000013232 hs-let-7e   3359   3366
UGAGGUAGGAGGUUGUAUAGU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((..((((&..................))))..)))..))))..))))))). -23.20
>ENSRNOG00000013232 hs-let-7e   3736   3743
UGAGGUAGGAGGUUGUAUAGU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.((((((((.(((........&............................)))...)))))))). -21.20
>ENSRNOG00000013232 hs-let-7e   4193   4200
UGAGGUAGGAGGUUGUAUAGU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((((.(.....&........................).))))))...)))))))). -19.80

miRNA: let-7e
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]
let-7e ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-let-7e    604    611
UGAGGUAGGAGGUUGUAUAGU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((((.........&.........................))))......))))))). -17.10
>ENSG00000163935 hs-let-7e    944    951
UGAGGUAGGAGGUUGUAUAGU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCU
.((((((((........(((.&.....................)))..........)))))))). -16.87
let-7e ENSMUSG00000006527 2000 nt UTR 2 hits 578 904
-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-let-7e    578    585
UGAGGUAGGAGGUUGUAUAGU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCU
.(((((((((((.........&.........................))))......))))))). -17.10
>ENSMUSG00000006527 hs-let-7e    904    911
UGAGGUAGGAGGUUGUAUAGU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCU
.(((((((.............&...................................))))))). -16.40



let-7e ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-let-7e    559    566
UGAGGUAGGAGGUUGUAUAGU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((((.........&.........................))))......))))))). -17.10
>ENSRNOG00000016645 hs-let-7e    888    895
UGAGGUAGGAGGUUGUAUAGU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCU
.(((((((..(..(.(((((.&...................))))).)..)......))))))). -18.80

miRNA: let-7e
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
let-7e ENSG00000166106 2000 nt UTR 2 hits 206 1185
--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-let-7e    206    213
UGAGGUAGGAGGUUGUAUAGU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCAG
(((((((((..(.(((..(((&......................)))...))))..))))))))). -20.90
>ENSG00000166106 hs-let-7e   1185   1192
UGAGGUAGGAGGUUGUAUAGU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCAG
(((((((((((((((..(((.&.........))).....)))))))...........)))))))). -21.00
let-7e ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642
---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-let-7e    692    699
UGAGGUAGGAGGUUGUAUAGU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCAU
(((((((((..(.((((((((&......................)))).)))))..))))))))). -24.00
>ENSMUSG00000033453 hs-let-7e   1642   1649
UGAGGUAGGAGGUUGUAUAGU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCAG
((((((((.(((..((..(((&......................)))..))..))).)))))))). -20.60
let-7e ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012
-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-let-7e    194    201
UGAGGUAGGAGGUUGUAUAGU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCAU
(((((((((..(.((((((((&......................)))).)))))..))))))))). -24.00
>ENSRNOG00000009892 hs-let-7e   1084   1091
UGAGGUAGGAGGUUGUAUAGU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((.(((..((..(((&.......................))).))..))).)))))))). -18.80
>ENSRNOG00000009892 hs-let-7e   3012   3019



UGAGGUAGGAGGUUGUAUAGU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((.(((..((..(((&.......................))).))..))).)))))))). -18.80

miRNA: let-7e
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
let-7e ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-let-7e    211    218
UGAGGUAGGAGGUUGUAUAGU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.((((((((.(((((......&...........................)))))..)))))))). -22.70
>ENSG00000169635 hs-let-7e    543    550
UGAGGUAGGAGGUUGUAUAGU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCU
.((((((((.((((((.((((&.......))))..)))..............))).)))))))). -25.03
>ENSG00000169635 hs-let-7e   1158   1165
UGAGGUAGGAGGUUGUAUAGU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCU
.((((((((((((((...(((&....................)))..)))))))...))))))). -22.00
let-7e ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286
------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-let-7e    307    314
UGAGGUAGGAGGUUGUAUAGU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.((((((((((((..(.((((&......................)))))..))).))))))))). -22.60
>ENSMUSG00000050240 hs-let-7e    635    642
UGAGGUAGGAGGUUGUAUAGU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.((((((((.(((..(.((((&........))))...........)..))).....)))))))). -23.20
>ENSMUSG00000050240 hs-let-7e   1286   1293
UGAGGUAGGAGGUUGUAUAGU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((((((.((((&...)))).))).................)))))..))))))). -21.42
let-7e ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-let-7e    197    204
UGAGGUAGGAGGUUGUAUAGU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.((((((((.(((..(.((((&......................)))))..)))..)))))))). -20.80
>ENSRNOG00000001863 hs-let-7e    511    518
UGAGGUAGGAGGUUGUAUAGU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.((((((((.(((..(.((((&........))))...........)..))).....)))))))). -23.20
>ENSRNOG00000001863 hs-let-7e   1139   1146
UGAGGUAGGAGGUUGUAUAGU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((((((.((((&...)))).))).................)))))..))))))). -21.42



miRNA: let-7e
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]
let-7e ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------
>ENSG00000174498 hs-let-7e    452    459
UGAGGUAGGAGGUUGUAUAGU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCAG
(((((((((..((((...(((&........................)))..)))).))))))))). -25.40
>ENSG00000174498 hs-let-7e    534    541
UGAGGUAGGAGGUUGUAUAGU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCAA
(((((((((((..(((((...&...........................)))))))))))))))). -27.50
>ENSG00000174498 hs-let-7e    685    692
UGAGGUAGGAGGUUGUAUAGU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCAA
(((((((((...((.((((..&....................))))...)).....))))))))). -18.20
>ENSG00000174498 hs-let-7e    762    769
UGAGGUAGGAGGUUGUAUAGU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCU
.((((((((.((((((.....&..........................))))))..)))))))). -27.00
let-7e ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714
---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-let-7e    388    395
UGAGGUAGGAGGUUGUAUAGU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCAG
(((((((((..((((.(((((&...............))))).........)))).))))))))). -25.20
>ENSMUSG00000032394 hs-let-7e    468    475
UGAGGUAGGAGGUUGUAUAGU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((((((((.....((&.....................)).....))).))))))))))). -26.40
>ENSMUSG00000032394 hs-let-7e    633    640
UGAGGUAGGAGGUUGUAUAGU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAG
(((((((((.(((((.(((((&...)))))..)))))...................))))))))). -21.55
>ENSMUSG00000032394 hs-let-7e    714    721
UGAGGUAGGAGGUUGUAUAGU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCU
.(((((((((((((.......&...........................)))))..)))))))). -23.40
let-7e ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788
------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-let-7e    470    477
UGAGGUAGGAGGUUGUAUAGU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCAG
(((((((((..((((.(((((&.................))))).......)))).))))))))). -25.40
>ENSRNOG00000013322 hs-let-7e    550    557
UGAGGUAGGAGGUUGUAUAGU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((((((((.....((&.....................)).....))).))))))))))). -26.40
>ENSRNOG00000013322 hs-let-7e    703    710
UGAGGUAGGAGGUUGUAUAGU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAA
(((((((((.(((((.(((((&...)))))..)))))...................))))))))). -21.55



>ENSRNOG00000013322 hs-let-7e    788    795
UGAGGUAGGAGGUUGUAUAGU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCU
.((((((((((((((..(((.&....................)))...))))))..)))))))). -24.10

miRNA: let-7e
Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000
Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
let-7e ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-let-7e   1098   1105
UGAGGUAGGAGGUUGUAUAGU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.((((((((((..((..((((&..................))))...)).....)))))))))). -22.10
>ENSG00000182541 hs-let-7e   2572   2579
UGAGGUAGGAGGUUGUAUAGU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC
.((((((((((.(((.(((((&.............))))).)))...))).......))))))). -17.51
let-7e ENSMUSG00000020451 3482 nt UTR 2 hits 140 976
-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-let-7e    140    147
UGAGGUAGGAGGUUGUAUAGU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.(((((((.(((.........&...............................))).))))))). -19.40
>ENSMUSG00000020451 hs-let-7e    976    983
UGAGGUAGGAGGUUGUAUAGU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCU
.((((((((((((....((((&..................)))).))).......))))))))). -19.91
let-7e ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-let-7e    958    965
UGAGGUAGGAGGUUGUAUAGU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.((((((((.((((((.....&........................)))).))...)))))))). -22.20
>ENSRNOG00000019000 hs-let-7e   1727   1734
UGAGGUAGGAGGUUGUAUAGU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCU
.(((((((((((((...((((&..................))))))))).......)))))))). -20.61

miRNA: let-7f
Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
let-7f ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------



---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-let-7f   1056   1063
UGAGGUAGUAGAUUGUAUAGUU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCGG
(((((((((...((((......&.............................)))).))))))))). -21.70
>ENSG00000022567 hs-let-7f   5277   5284
UGAGGUAGUAGAUUGUAUAGUU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCU
.(((((((...(((((......&..............................)))))))))))). -17.20
let-7f ENSMUSG00000036649 2000 nt UTR 2 hits 896 952
-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-let-7f    896    903
UGAGGUAGUAGAUUGUAUAGUU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCGA
(((((((((....(((((((..&........................))).))))..))))))))). -21.50
>ENSMUSG00000036649 hs-let-7f    952    959
UGAGGUAGUAGAUUGUAUAGUU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.(((((((....(((.......&..............................)))..))))))). -15.20
let-7f ENSRNOG00000007818 2000 nt UTR 2 hits 892 948
-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-let-7f    892    899
UGAGGUAGUAGAUUGUAUAGUU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCGA
(((((((((...((((((((..&........................))).))))).))))))))). -23.80
>ENSRNOG00000007818 hs-let-7f    948    955
UGAGGUAGUAGAUUGUAUAGUU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.(((((((......((((..((&.....................))..))))......))))))). -16.90

miRNA: let-7f
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
let-7f ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------
>ENSG00000082153 hs-let-7f     84     91
UGAGGUAGUAGAUUGUAUAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.....&..........................)))))))..))))))). -19.40
>ENSG00000082153 hs-let-7f    251    258
UGAGGUAGUAGAUUGUAUAGUU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC
.(((((((.((((.........&..............................)))).))))))). -18.50
let-7f ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-let-7f     84     91
UGAGGUAGUAGAUUGUAUAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC



.(((((((.(((.((((.....&..........................)))))))..))))))). -19.40
>ENSMUSG00000026033 hs-let-7f    252    259
UGAGGUAGUAGAUUGUAUAGUU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.(((((((..(((((.......&.........................))))).....))))))). -16.60
let-7f ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-let-7f    760    767
UGAGGUAGUAGAUUGUAUAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.....&..........................)))))))..))))))). -19.40
>ENSRNOG00000013977 hs-let-7f    920    927
UGAGGUAGUAGAUUGUAUAGUU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((.(((((((.((((.&............)))).)).)))))..........))))))). -19.30

miRNA: let-7f
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960
Rat predicted target: ENSRNOG00000009663
Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
let-7f ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-let-7f    911    918
UGAGGUAGUAGAUUGUAUAGUU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCU
.(((((((..((..(..(((..&........................)))...)..))))))))). -16.00
>ENSG00000100823 hs-let-7f   1250   1257
UGAGGUAGUAGAUUGUAUAGUU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.(((((((((((((........&...........................)))))..)))))))). -19.40
let-7f ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-let-7f    308    315
UGAGGUAGUAGAUUGUAUAGUU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((...(((((......&..........................)))))....)))))))). -19.30
>ENSMUSG00000035960 hs-let-7f    884    891
UGAGGUAGUAGAUUGUAUAGUU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCU
.(((((((..((..(..(((((&......................)))))...)..))))))))). -17.40
let-7f ENSRNOG00000009663 2102 nt UTR 2 hits 246 734
---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-let-7f    246    253
UGAGGUAGUAGAUUGUAUAGUU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((...(((((......&..........................)))))....)))))))). -19.30
>ENSRNOG00000009663 hs-let-7f    734    741
UGAGGUAGUAGAUUGUAUAGUU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCU



.(((((((..((..(..(((((&......................)))))...)..))))))))). -18.00

miRNA: let-7f
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
let-7f ENSG00000119906 2862 nt UTR 2 hits 1326 1560
-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-let-7f   1326   1333
UGAGGUAGUAGAUUGUAUAGUU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCU
.((((((((((((((((.....&.))))))))).........................))))))). -18.21
>ENSG00000119906 hs-let-7f   1560   1567
UGAGGUAGUAGAUUGUAUAGUU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCU
.(((((((((....(.(((((.&.......................))))))....))))))))). -19.70
let-7f ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542
----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-let-7f   1314   1321
UGAGGUAGUAGAUUGUAUAGUU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCU
.(((((((.(((..((.(((((&.......................)))))))..)))))))))). -19.90
>ENSMUSG00000036097 hs-let-7f   1542   1549
UGAGGUAGUAGAUUGUAUAGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.((((((((((((.((((....&.....................)))).)))....))))))))). -20.40
let-7f ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424
-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-let-7f   1194   1201
UGAGGUAGUAGAUUGUAUAGUU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCU
.(((((((......((.(((((&.........................)))))))...))))))). -17.80
>ENSRNOG00000014489 hs-let-7f   1424   1431
UGAGGUAGUAGAUUGUAUAGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.((((((((((((.((((....&.....................)))).)))....))))))))). -20.40

miRNA: let-7f
Human predicted target: ENSG00000131242
Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
let-7f ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------



--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-let-7f    344    351
UGAGGUAGUAGAUUGUAUAGUU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCU
.(((((((....(((..((((.&...................))))..))).......))))))). -16.60
>ENSG00000131242 hs-let-7f    704    711
UGAGGUAGUAGAUUGUAUAGUU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.(((((((((((((.(((((..&.))))).))).....................))).))))))). -18.89
let-7f ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-let-7f    311    318
UGAGGUAGUAGAUUGUAUAGUU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCU
.(((((((((((.((((.((((&....))))))))))))...................))))))). -16.70
>ENSMUSG00000017639 hs-let-7f    636    643
UGAGGUAGUAGAUUGUAUAGUU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.(((((((.((((((.......&......................)))))).......))))))). -18.40
let-7f ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-let-7f    331    338
UGAGGUAGUAGAUUGUAUAGUU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCU
.(((((((.....(((.((((.&....................))))...))).....))))))). -19.20
>ENSRNOG00000014135 hs-let-7f    660    667
UGAGGUAGUAGAUUGUAUAGUU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.(((((((.(((((((((((..&......))))))...........))))).......))))))). -18.60

miRNA: let-7f
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
let-7f ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------
>ENSG00000135912 hs-let-7f     45     52
UGAGGUAGUAGAUUGUAUAGUU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCAC
(((((((((.((.(((...(((&.....................)))....))))).))))))))). -21.90
>ENSG00000135912 hs-let-7f    983    990
UGAGGUAGUAGAUUGUAUAGUU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((......((.((((.&.......................)))).)).....))))))). -18.10
let-7f ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-let-7f    617    624
UGAGGUAGUAGAUUGUAUAGUU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCAA



(((((((((((((..(((((..&....)))).)..))))..................))))))))). -20.36
>ENSMUSG00000033257 hs-let-7f   1137   1144
UGAGGUAGUAGAUUGUAUAGUU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCAA
(((((((((.((.(((.(((((&.........))))).............))).)).))))))))). -22.64
>ENSMUSG00000033257 hs-let-7f   1899   1906
UGAGGUAGUAGAUUGUAUAGUU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.(((((((......((((((((&................))))).)))..........))))))). -17.69
let-7f ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581
-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-let-7f    883    890
UGAGGUAGUAGAUUGUAUAGUU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCAA
(((((((((.((.(((.(((((&.........))))).............))).)).))))))))). -22.64
>ENSRNOG00000017129 hs-let-7f   1581   1588
UGAGGUAGUAGAUUGUAUAGUU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.(((((((.....(((..((((&...........................))))))).))))))). -16.70

miRNA: let-7f
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
let-7f ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-let-7f    528    535
UGAGGUAGUAGAUUGUAUAGUU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((((((.(((...(((&.................)))...))).))))....))))))). -19.70
>ENSG00000140548 hs-let-7f   1859   1866
UGAGGUAGUAGAUUGUAUAGUU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCU
.((((((((.(.((((.((((.&.......)))).))))................).)))))))). -18.93
let-7f ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-let-7f    519    526
UGAGGUAGUAGAUUGUAUAGUU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((((((.(((...(((&.................)))...))).))))....))))))). -19.70
>ENSMUSG00000048897 hs-let-7f   1756   1763
UGAGGUAGUAGAUUGUAUAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((...(((((.....&.............................))))))))))))). -19.30
let-7f ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696
---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-let-7f    550    557
UGAGGUAGUAGAUUGUAUAGUU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((((((.(((...(((&.................)))...))).))))....))))))). -19.70
>ENSRNOG00000014278 hs-let-7f   1647   1654



UGAGGUAGUAGAUUGUAUAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((...(((((.....&.............................))))))))))))). -19.30
>ENSRNOG00000014278 hs-let-7f   2696   2703
UGAGGUAGUAGAUUGUAUAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((...(((((.....&.............................))))))))))))). -19.30

miRNA: let-7f
Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
let-7f ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-let-7f    388    395
UGAGGUAGUAGAUUGUAUAGUU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCAA
(((((((((...((((((((((&......)))))).............)))).....))))))))). -21.11
>ENSG00000148200 hs-let-7f   1359   1366
UGAGGUAGUAGAUUGUAUAGUU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCAG
(((((((((..(..((......&...........................))..)..))))))))). -19.30
>ENSG00000148200 hs-let-7f   1387   1394
UGAGGUAGUAGAUUGUAUAGUU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCU
.((((((((((.(((..(((((&.....)))))...)))................)))))))))). -22.33
let-7f ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310
----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-let-7f    101    108
UGAGGUAGUAGAUUGUAUAGUU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.((((((((.(.((.(((((((&......................))))))).))).)))))))). -24.10
>ENSMUSG00000026752 hs-let-7f    371    378
UGAGGUAGUAGAUUGUAUAGUU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAA
(((((((((.(.((((...(((&..................)))....))))...).))))))))). -18.80
>ENSMUSG00000026752 hs-let-7f    794    801
UGAGGUAGUAGAUUGUAUAGUU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCU
.(((((((((((((........&)))))).............................))))))). -16.45
>ENSMUSG00000026752 hs-let-7f   1228   1235
UGAGGUAGUAGAUUGUAUAGUU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCAU
(((((((((..(.(((......&...........................))).)..))))))))). -20.10
>ENSMUSG00000026752 hs-let-7f   3827   3834
UGAGGUAGUAGAUUGUAUAGUU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCU
.((((((((.............&..................................)))))))). -17.40
>ENSMUSG00000026752 hs-let-7f   4135   4142



UGAGGUAGUAGAUUGUAUAGUU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAG
((((((((.....(((((....&......................)))))........)))))))). -19.02
>ENSMUSG00000026752 hs-let-7f   4145   4152
UGAGGUAGUAGAUUGUAUAGUU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC
.((((((((.....(((.....&..........................))).....)))))))). -18.30
>ENSMUSG00000026752 hs-let-7f   4310   4317
UGAGGUAGUAGAUUGUAUAGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((.((((&........)))).))))).............))))))))))). -25.51
let-7f ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-let-7f    374    381
UGAGGUAGUAGAUUGUAUAGUU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAG
(((((((((.(.((((((((((&......)))))).............))))...).))))))))). -20.21
>ENSRNOG00000013232 hs-let-7f    774    781
UGAGGUAGUAGAUUGUAUAGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((((((((.....(((&.................)))...))))))......))))))). -17.30
>ENSRNOG00000013232 hs-let-7f   1223   1230
UGAGGUAGUAGAUUGUAUAGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
(((((((((..(..((......&...........................))..)..))))))))). -19.10
>ENSRNOG00000013232 hs-let-7f   2875   2882
UGAGGUAGUAGAUUGUAUAGUU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCU
.((((((((.............&..................................)))))))). -17.40
>ENSRNOG00000013232 hs-let-7f   3184   3191
UGAGGUAGUAGAUUGUAUAGUU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCAG
((((((((....((((..((((&............))))......)))).........)))))))). -17.32
>ENSRNOG00000013232 hs-let-7f   3194   3201
UGAGGUAGUAGAUUGUAUAGUU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.((((((((.....(((.....&..........................))).....)))))))). -18.30
>ENSRNOG00000013232 hs-let-7f   3359   3366
UGAGGUAGUAGAUUGUAUAGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((.((((&........)))).))))).............))))))))))). -25.51
>ENSRNOG00000013232 hs-let-7f   3736   3743
UGAGGUAGUAGAUUGUAUAGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((((((((.....(((&.................)))...))))))......))))))). -17.30
>ENSRNOG00000013232 hs-let-7f   4193   4200
UGAGGUAGUAGAUUGUAUAGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
(((((((((..(..((......&...........................))..)..))))))))). -19.10

miRNA: let-7f
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]



let-7f ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-let-7f    604    611
UGAGGUAGUAGAUUGUAUAGUU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCU
.((((((((((((.........&..............................)))))))))))). -21.20
>ENSG00000163935 hs-let-7f    944    951
UGAGGUAGUAGAUUGUAUAGUU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCU
.((((((((((((....(((..&.....................))).....))))).))))))). -19.20
let-7f ENSMUSG00000006527 2000 nt UTR 2 hits 578 904
-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-let-7f    578    585
UGAGGUAGUAGAUUGUAUAGUU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCU
.(((((((((((((........&.............................))))))))))))). -22.30
>ENSMUSG00000006527 hs-let-7f    904    911
UGAGGUAGUAGAUUGUAUAGUU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCU
.((((((((.((((.(((((..&..................)))).).)))).....)))))))). -18.90
let-7f ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-let-7f    559    566
UGAGGUAGUAGAUUGUAUAGUU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCU
.((((((((((((.........&..............................)))))))))))). -21.20
>ENSRNOG00000016645 hs-let-7f    888    895
UGAGGUAGUAGAUUGUAUAGUU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCU
.((((((((.((((.(((((..&...................))))).)))).....)))))))). -22.70

miRNA: let-7f
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
let-7f ENSG00000166106 2000 nt UTR 2 hits 206 1185
--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-let-7f    206    213
UGAGGUAGUAGAUUGUAUAGUU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCAG
((((((((.....(((..((((&.....................))))...)))....)))))))). -18.90
>ENSG00000166106 hs-let-7f   1185   1192
UGAGGUAGUAGAUUGUAUAGUU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCAG
(((((((((((((.((..((((&..................)))).....)).))))))))))))). -24.20
let-7f ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642



---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-let-7f    692    699
UGAGGUAGUAGAUUGUAUAGUU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCAU
((((((((.....(((((((((&.....................))))).))))....)))))))). -21.80
>ENSMUSG00000033453 hs-let-7f   1642   1649
UGAGGUAGUAGAUUGUAUAGUU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCAG
(((((((((((((.((..((((&.....................))))..)).))))))))))))). -25.40
let-7f ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012
-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-let-7f    194    201
UGAGGUAGUAGAUUGUAUAGUU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCAU
((((((((.....(((((((((&.....................))))).))))....)))))))). -21.80
>ENSRNOG00000009892 hs-let-7f   1084   1091
UGAGGUAGUAGAUUGUAUAGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
(((((((((((((.((...(((&.................)))...)).....))))))))))))). -24.20
>ENSRNOG00000009892 hs-let-7f   3012   3019
UGAGGUAGUAGAUUGUAUAGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
(((((((((((((.((...(((&.................)))...)).....))))))))))))). -24.20

miRNA: let-7f
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
let-7f ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-let-7f    211    218
UGAGGUAGUAGAUUGUAUAGUU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.(((((((..(..((.......&...........................))..)...))))))). -15.20
>ENSG00000169635 hs-let-7f    543    550
UGAGGUAGUAGAUUGUAUAGUU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCU
.(((((((..((((((.((((.&.......))))..))))))................))))))). -20.77
>ENSG00000169635 hs-let-7f   1158   1165
UGAGGUAGUAGAUUGUAUAGUU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCU
.(((((((((((..((..((((&...................))))....))..))))))))))). -24.00
let-7f ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286
------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-let-7f    307    314
UGAGGUAGUAGAUUGUAUAGUU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.(((((((.....(((((((..&.........)))))))...................))))))). -19.45



>ENSMUSG00000050240 hs-let-7f    635    642
UGAGGUAGUAGAUUGUAUAGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.(((((((((((((((.((((.&........))))..))))))............)).))))))). -20.10
>ENSMUSG00000050240 hs-let-7f   1286   1293
UGAGGUAGUAGAUUGUAUAGUU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((.(((.((((.&...)))).)))....................))))))))))). -20.80
let-7f ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-let-7f    197    204
UGAGGUAGUAGAUUGUAUAGUU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.(((((((.((...((.((((.&......................))))...))..))))))))). -19.00
>ENSRNOG00000001863 hs-let-7f    511    518
UGAGGUAGUAGAUUGUAUAGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.(((((((((((((((.((((.&........))))..))))))............)).))))))). -20.10
>ENSRNOG00000001863 hs-let-7f   1139   1146
UGAGGUAGUAGAUUGUAUAGUU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((.(((.((((.&...)))).)))....................))))))))))). -20.80

miRNA: let-7f
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]
let-7f ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------
>ENSG00000174498 hs-let-7f    452    459
UGAGGUAGUAGAUUGUAUAGUU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCAG
((((((((..(.(((...((((&.......................))))..))))..)))))))). -19.00
>ENSG00000174498 hs-let-7f    534    541
UGAGGUAGUAGAUUGUAUAGUU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCAA
((((((((..((.(((((....&...........................))))).)))))))))). -20.90
>ENSG00000174498 hs-let-7f    685    692
UGAGGUAGUAGAUUGUAUAGUU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCAA
((((((((.(.(((........&..............................))).))))))))). -17.30
>ENSG00000174498 hs-let-7f    762    769
UGAGGUAGUAGAUUGUAUAGUU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCU
.(((((((..(.((((......&..........................))))..)..))))))). -16.80
let-7f ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714
---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-let-7f    388    395
UGAGGUAGUAGAUUGUAUAGUU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCAG
((((((((..(.(((...((((&.......................))))..))))..)))))))). -19.50
>ENSMUSG00000032394 hs-let-7f    468    475



UGAGGUAGUAGAUUGUAUAGUU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((..((.(((......&.............................))).)))))))))). -18.80
>ENSMUSG00000032394 hs-let-7f    633    640
UGAGGUAGUAGAUUGUAUAGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAG
(((((((((((.((.((((.((&.................)).)))).))....))).)))))))). -18.40
>ENSMUSG00000032394 hs-let-7f    714    721
UGAGGUAGUAGAUUGUAUAGUU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCU
.((((((((((...........&..............................)))..))))))). -16.10
let-7f ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788
------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-let-7f    470    477
UGAGGUAGUAGAUUGUAUAGUU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCAG
((((((((..(.(((.((((((&................)))))).......))))..)))))))). -19.20
>ENSRNOG00000013322 hs-let-7f    550    557
UGAGGUAGUAGAUUGUAUAGUU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((..((.(((......&.............................))).)))))))))). -18.80
>ENSRNOG00000013322 hs-let-7f    703    710
UGAGGUAGUAGAUUGUAUAGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAA
(((((((((((.((.((((.((&.................)).)))).))....))).)))))))). -18.40
>ENSRNOG00000013322 hs-let-7f    788    795
UGAGGUAGUAGAUUGUAUAGUU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCU
.(((((((......((...(((&......................)))...)).....))))))). -15.10

miRNA: let-7f
Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000
Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
let-7f ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-let-7f   1098   1105
UGAGGUAGUAGAUUGUAUAGUU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.((((((((((((.((.(((((&.................))))).)).)))))....))))))). -22.50
>ENSG00000182541 hs-let-7f   2572   2579
UGAGGUAGUAGAUUGUAUAGUU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC
.(((((((((((.((.((((((&............)))))).........)).))).)))))))). -18.60
let-7f ENSMUSG00000020451 3482 nt UTR 2 hits 140 976
-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-let-7f    140    147
UGAGGUAGUAGAUUGUAUAGUU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.((((((((((..((..(.(((&....................))).)..))...)))))))))). -20.70
>ENSMUSG00000020451 hs-let-7f    976    983
UGAGGUAGUAGAUUGUAUAGUU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCU



.(((((((((.(..((.(((((&.................))))).))..).))....))))))). -18.10
let-7f ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-let-7f    958    965
UGAGGUAGUAGAUUGUAUAGUU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.(((((((..(((.((...(((&.......................)))..)).))).))))))). -16.60
>ENSRNOG00000019000 hs-let-7f   1727   1734
UGAGGUAGUAGAUUGUAUAGUU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCU
.(((((((((.(..((.(((((&.................))))).))..).))....))))))). -17.80

miRNA: let-7g
Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
let-7g ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-let-7g   1056   1063
UGAGGUAGUAGUUUGUACAGUU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCGG
(((((((((...((((......&.............................)))).))))))))). -20.60
>ENSG00000022567 hs-let-7g   5277   5284
UGAGGUAGUAGUUUGUACAGUU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCU
.(((((((..((..((.((.((&...................)).))..))..))...))))))). -18.70
let-7g ENSMUSG00000036649 2000 nt UTR 2 hits 896 952
-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-let-7g    896    903
UGAGGUAGUAGUUUGUACAGUU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCGA
(((((((((....(((((((..&........................))).))))..))))))))). -23.40
>ENSMUSG00000036649 hs-let-7g    952    959
UGAGGUAGUAGUUUGUACAGUU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.(((((((..(((((..(..((&.......................))..)..)))))))))))). -18.50
let-7g ENSRNOG00000007818 2000 nt UTR 2 hits 892 948
-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-let-7g    892    899
UGAGGUAGUAGUUUGUACAGUU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCGA
(((((((((...((((((((..&........................))).))))).))))))))). -24.60
>ENSRNOG00000007818 hs-let-7g    948    955
UGAGGUAGUAGUUUGUACAGUU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.(((((((..((((((((..((&.....................))..))))..))))))))))). -18.50



miRNA: let-7g
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
let-7g ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------
>ENSG00000082153 hs-let-7g     84     91
UGAGGUAGUAGUUUGUACAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.((..(((((((..&..................))).....))))..)).))))))). -18.50
>ENSG00000082153 hs-let-7g    251    258
UGAGGUAGUAGUUUGUACAGUU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC
.(((((((.((.(((...((..&....................))...)))....)).))))))). -16.10
let-7g ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-let-7g     84     91
UGAGGUAGUAGUUUGUACAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.((..(((((((..&..................))).....))))..)).))))))). -18.50
>ENSMUSG00000026033 hs-let-7g    252    259
UGAGGUAGUAGUUUGUACAGUU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.(((((((.((.(((..((((.&................)))).....)))....)).))))))). -16.70
let-7g ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-let-7g    760    767
UGAGGUAGUAGUUUGUACAGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.((..(((((((..&..................))).....))))..)).))))))). -18.50
>ENSRNOG00000013977 hs-let-7g    920    927
UGAGGUAGUAGUUUGUACAGUU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((((((..((.(((((&.....)))))..))...))))..............))))))). -19.63

miRNA: let-7g
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960
Rat predicted target: ENSRNOG00000009663
Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
let-7g ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-let-7g    911    918
UGAGGUAGUAGUUUGUACAGUU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCU
.(((((((.........(((..&........................)))........))))))). -17.23



>ENSG00000100823 hs-let-7g   1250   1257
UGAGGUAGUAGUUUGUACAGUU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.((((((((.(.....(((...&.......................)))......).)))))))). -17.80
let-7g ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-let-7g    308    315
UGAGGUAGUAGUUUGUACAGUU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((....((((......&..........................)))).....)))))))). -18.40
>ENSMUSG00000035960 hs-let-7g    884    891
UGAGGUAGUAGUUUGUACAGUU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCU
.(((((((.........(((((&......................)))))........))))))). -18.63
let-7g ENSRNOG00000009663 2102 nt UTR 2 hits 246 734
---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-let-7g    246    253
UGAGGUAGUAGUUUGUACAGUU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((....((((......&..........................)))).....)))))))). -18.40
>ENSRNOG00000009663 hs-let-7g    734    741
UGAGGUAGUAGUUUGUACAGUU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCU
.(((((((.........(((((&......................)))))........))))))). -19.23

miRNA: let-7g
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
let-7g ENSG00000119906 2862 nt UTR 2 hits 1326 1560
-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-let-7g   1326   1333
UGAGGUAGUAGUUUGUACAGUU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCU
.(((((((.((((.........&.............................))))..))))))). -17.60
>ENSG00000119906 hs-let-7g   1560   1567
UGAGGUAGUAGUUUGUACAGUU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCU
.(((((((((((((...((((.&........))))....)))).............))))))))). -20.51
let-7g ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542
----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-let-7g   1314   1321
UGAGGUAGUAGUUUGUACAGUU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCU
.(((((((((((((...(((..&..................))).)))))).......))))))). -19.91
>ENSMUSG00000036097 hs-let-7g   1542   1549
UGAGGUAGUAGUUUGUACAGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((....(.(((((.&.......................))))))....))))))))). -21.60
let-7g ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424



-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-let-7g   1194   1201
UGAGGUAGUAGUUUGUACAGUU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCU
.(((((((.((((.((.(((..&....................)))...)).))))..))))))). -20.70
>ENSRNOG00000014489 hs-let-7g   1424   1431
UGAGGUAGUAGUUUGUACAGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((....(.(((((.&.......................))))))....))))))))). -21.60

miRNA: let-7g
Human predicted target: ENSG00000131242
Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
let-7g ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-let-7g    344    351
UGAGGUAGUAGUUUGUACAGUU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCU
.(((((((...((((..((((.&...................))))..))))......))))))). -21.30
>ENSG00000131242 hs-let-7g    704    711
UGAGGUAGUAGUUUGUACAGUU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.(((((((((((.(((((....&............))))).............)))).))))))). -21.74
let-7g ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-let-7g    311    318
UGAGGUAGUAGUUUGUACAGUU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCU
.(((((((...((..(.((((.&....................)))))..))......))))))). -20.00
>ENSMUSG00000017639 hs-let-7g    636    643
UGAGGUAGUAGUUUGUACAGUU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.(((((((..((..(((.....&............................)))..))))))))). -17.30
let-7g ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-let-7g    331    338
UGAGGUAGUAGUUUGUACAGUU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCU
.(((((((.(((((((.((((.&....................))))...))).))))))))))). -21.50
>ENSRNOG00000014135 hs-let-7g    660    667
UGAGGUAGUAGUUUGUACAGUU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.(((((((.(((..((((((..&......)))))).................)))...))))))). -20.51



miRNA: let-7g
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
let-7g ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------
>ENSG00000135912 hs-let-7g     45     52
UGAGGUAGUAGUUUGUACAGUU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCAC
(((((((((.(..((..(((((&.....................))).))..)).).))))))))). -22.30
>ENSG00000135912 hs-let-7g    983    990
UGAGGUAGUAGUUUGUACAGUU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((((((((((((((..&...................)))))).))))))...))))))). -24.20
let-7g ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-let-7g    617    624
UGAGGUAGUAGUUUGUACAGUU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCAA
((((((((((((.(((.(((..&................)))...)))..)))....))))))))). -20.60
>ENSMUSG00000033257 hs-let-7g   1137   1144
UGAGGUAGUAGUUUGUACAGUU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCAA
(((((((((.(..(((.(((((&.........))))).............)))..).))))))))). -22.94
>ENSMUSG00000033257 hs-let-7g   1899   1906
UGAGGUAGUAGUUUGUACAGUU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.((((((((((.((((.(((..&...........))))))))))..............))))))). -18.93
let-7g ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581
-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-let-7g    883    890
UGAGGUAGUAGUUUGUACAGUU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCAA
(((((((((.(..(((.(((((&.........))))).............)))..).))))))))). -22.94
>ENSRNOG00000017129 hs-let-7g   1581   1588
UGAGGUAGUAGUUUGUACAGUU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.(((((((((((((((.(((..&...........))))))..........)))))...))))))). -18.60

miRNA: let-7g
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
let-7g ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-let-7g    528    535
UGAGGUAGUAGUUUGUACAGUU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((..((((((((((..&))))..)))))).......................))))))). -19.21



>ENSG00000140548 hs-let-7g   1859   1866
UGAGGUAGUAGUUUGUACAGUU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCU
.((((((((.((((((.((((.&.......)))).))))...............)).)))))))). -22.46
let-7g ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-let-7g    519    526
UGAGGUAGUAGUUUGUACAGUU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.((((((((((..(((...(((&.................)))...)))..)))....))))))). -18.20
>ENSMUSG00000048897 hs-let-7g   1756   1763
UGAGGUAGUAGUUUGUACAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((..(((((.((((.&.......)))).))))).................)))))))). -22.21
let-7g ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696
---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-let-7g    550    557
UGAGGUAGUAGUUUGUACAGUU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.((((((((((..(((...(((&.................)))...)))..)))....))))))). -18.20
>ENSRNOG00000014278 hs-let-7g   1647   1654
UGAGGUAGUAGUUUGUACAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((..(((((.((((.&.......)))).))))).................)))))))). -22.21
>ENSRNOG00000014278 hs-let-7g   2696   2703
UGAGGUAGUAGUUUGUACAGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((..(((((.((((.&.......)))).))))).................)))))))). -22.21

miRNA: let-7g
Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
let-7g ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-let-7g    388    395
UGAGGUAGUAGUUUGUACAGUU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCAA
(((((((((..(((((.(((..&......................))))))))....))))))))). -22.40
>ENSG00000148200 hs-let-7g   1359   1366
UGAGGUAGUAGUUUGUACAGUU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCAG
((((((((((((((.(.(((..&...........))).........).)))))....))))))))). -20.50
>ENSG00000148200 hs-let-7g   1387   1394
UGAGGUAGUAGUUUGUACAGUU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCU
.(((((((((((..(..((...&........................))..)..))))))))))). -25.90
let-7g ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310



----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-let-7g    101    108
UGAGGUAGUAGUUUGUACAGUU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.((((((((.((((.(((((((&......................))))))))))).)))))))). -27.40
>ENSMUSG00000026752 hs-let-7g    371    378
UGAGGUAGUAGUUUGUACAGUU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAA
(((((((((.((((((.(((..&......................))))))..))).))))))))). -22.50
>ENSMUSG00000026752 hs-let-7g    794    801
UGAGGUAGUAGUUUGUACAGUU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCU
.(((((((..(((((.......&.......................))))).......))))))). -16.60
>ENSMUSG00000026752 hs-let-7g   1228   1235
UGAGGUAGUAGUUUGUACAGUU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCAU
(((((((((....((..(..((&.....................))..)..))....))))))))). -19.80
>ENSMUSG00000026752 hs-let-7g   3827   3834
UGAGGUAGUAGUUUGUACAGUU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCU
.((((((((..(((........&.............................)))..)))))))). -18.60
>ENSMUSG00000026752 hs-let-7g   4135   4142
UGAGGUAGUAGUUUGUACAGUU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAG
((((((((.....(((((.(((&.................)))..)))))........)))))))). -19.62
>ENSMUSG00000026752 hs-let-7g   4145   4152
UGAGGUAGUAGUUUGUACAGUU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC
.((((((((....(((((.(((&.......)))..))))).................)))))))). -18.90
>ENSMUSG00000026752 hs-let-7g   4310   4317
UGAGGUAGUAGUUUGUACAGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((..(((((&.................)))))..))))....)))))))))). -25.70
let-7g ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-let-7g    374    381
UGAGGUAGUAGUUUGUACAGUU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAG
(((((((((.((((((.(((..&......................))))))..))).))))))))). -22.50
>ENSRNOG00000013232 hs-let-7g    774    781
UGAGGUAGUAGUUUGUACAGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..((((((((((((&.))))).....................))).))))))))))). -17.59
>ENSRNOG00000013232 hs-let-7g   1223   1230
UGAGGUAGUAGUUUGUACAGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((((.(......&.......................).)))))....))))))))). -19.70
>ENSRNOG00000013232 hs-let-7g   2875   2882
UGAGGUAGUAGUUUGUACAGUU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCU
.((((((((..(((........&.............................)))..)))))))). -18.60
>ENSRNOG00000013232 hs-let-7g   3184   3191
UGAGGUAGUAGUUUGUACAGUU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCAG
((((((((..(((..(.((.((&........................)).)))..))))))))))). -19.50



>ENSRNOG00000013232 hs-let-7g   3194   3201
UGAGGUAGUAGUUUGUACAGUU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.((((((((..(((((.(((..&......)))...))))).................)))))))). -18.91
>ENSRNOG00000013232 hs-let-7g   3359   3366
UGAGGUAGUAGUUUGUACAGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((..(((((&.................)))))..))))....)))))))))). -25.70
>ENSRNOG00000013232 hs-let-7g   3736   3743
UGAGGUAGUAGUUUGUACAGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..((((((((((((&.))))).....................))).))))))))))). -17.59
>ENSRNOG00000013232 hs-let-7g   4193   4200
UGAGGUAGUAGUUUGUACAGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((((.(......&.......................).)))))....))))))))). -19.70

miRNA: let-7g
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]
let-7g ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-let-7g    604    611
UGAGGUAGUAGUUUGUACAGUU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCU
.((((((((((...........&................................)))))))))). -19.00
>ENSG00000163935 hs-let-7g    944    951
UGAGGUAGUAGUUUGUACAGUU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCU
.(((((((.(((..((((((..&.....))))))..)))...................))))))). -17.15
let-7g ENSMUSG00000006527 2000 nt UTR 2 hits 578 904
-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-let-7g    578    585
UGAGGUAGUAGUUUGUACAGUU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCU
.((((((((((...........&................................)))))))))). -19.00
>ENSMUSG00000006527 hs-let-7g    904    911
UGAGGUAGUAGUUUGUACAGUU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCU
.(((((((((.((((.((((..&..................)))))))).)......)))))))). -19.30
let-7g ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-let-7g    559    566
UGAGGUAGUAGUUUGUACAGUU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCU
.((((((((((((((.((((..&...........))))..))))...........)))))))))). -19.10
>ENSRNOG00000016645 hs-let-7g    888    895
UGAGGUAGUAGUUUGUACAGUU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCU
.((((((((((.((.(((((..&...................))))).))....)).)))))))). -21.00



miRNA: let-7g
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
let-7g ENSG00000166106 2000 nt UTR 2 hits 206 1185
--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-let-7g    206    213
UGAGGUAGUAGUUUGUACAGUU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCAG
((((((((...((((..(((..&)))..))))..........................)))))))). -19.85
>ENSG00000166106 hs-let-7g   1185   1192
UGAGGUAGUAGUUUGUACAGUU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCAG
(((((((((((.....(((((.&...........................)))))))))))))))). -23.40
let-7g ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642
---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-let-7g    692    699
UGAGGUAGUAGUUUGUACAGUU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCAU
(((((((((((((((..(((((&..)))))..))..........))))).........)))))))). -22.50
>ENSMUSG00000033453 hs-let-7g   1642   1649
UGAGGUAGUAGUUUGUACAGUU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCAG
(((((((((((...((..((((&.....................))))..))...))))))))))). -21.50
let-7g ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012
-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-let-7g    194    201
UGAGGUAGUAGUUUGUACAGUU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCAU
((((((((.(.(.((((.((((&.....................))))..)))).).))))))))). -19.60
>ENSRNOG00000009892 hs-let-7g   1084   1091
UGAGGUAGUAGUUUGUACAGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
(((((((((((..((..(.(((&.................)))...)..))....))))))))))). -21.20
>ENSRNOG00000009892 hs-let-7g   3012   3019
UGAGGUAGUAGUUUGUACAGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
(((((((((((..((..(.(((&.................)))...)..))....))))))))))). -21.20

miRNA: let-7g
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]



let-7g ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-let-7g    211    218
UGAGGUAGUAGUUUGUACAGUU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.(((((((..(((.(.((....&.......................)).).)))....))))))). -16.70
>ENSG00000169635 hs-let-7g    543    550
UGAGGUAGUAGUUUGUACAGUU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCU
.(((((((..(.((((.((((.&.......))))..))))...............)..))))))). -18.69
>ENSG00000169635 hs-let-7g   1158   1165
UGAGGUAGUAGUUUGUACAGUU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCU
.(((((((((((((((.((((.&....)))).)))))..................)))))))))). -23.46
let-7g ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286
------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-let-7g    307    314
UGAGGUAGUAGUUUGUACAGUU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.((((((((((((....((((.&......................))))..)))))..))))))). -22.40
>ENSMUSG00000050240 hs-let-7g    635    642
UGAGGUAGUAGUUUGUACAGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.(((((((((((((((.((((.&........))))..))))............)))).))))))). -19.60
>ENSMUSG00000050240 hs-let-7g   1286   1293
UGAGGUAGUAGUUUGUACAGUU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCU
.((((((((((...((.(((..&.........................)))))..)))))))))). -22.10
let-7g ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-let-7g    197    204
UGAGGUAGUAGUUUGUACAGUU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.(((((((.(((..((.((((.&......................))))...)).)))))))))). -22.60
>ENSRNOG00000001863 hs-let-7g    511    518
UGAGGUAGUAGUUUGUACAGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.(((((((((((((((.((((.&........))))..))))............)))).))))))). -19.60
>ENSRNOG00000001863 hs-let-7g   1139   1146
UGAGGUAGUAGUUUGUACAGUU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCU
.((((((((((...((.(((..&.........................)))))..)))))))))). -22.10

miRNA: let-7g
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]
let-7g ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------
>ENSG00000174498 hs-let-7g    452    459



UGAGGUAGUAGUUUGUACAGUU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCAG
((((((((.((((...(((((.&...............)))))...))))........)))))))). -21.50
>ENSG00000174498 hs-let-7g    534    541
UGAGGUAGUAGUUUGUACAGUU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCAA
((((((((.(((..(((.....&............................)))))).)))))))). -19.50
>ENSG00000174498 hs-let-7g    685    692
UGAGGUAGUAGUUUGUACAGUU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCAA
((((((((...(((.((((...&....................))))...))).....)))))))). -19.80
>ENSG00000174498 hs-let-7g    762    769
UGAGGUAGUAGUUUGUACAGUU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCU
.(((((((..(((((..(((..&....................)))..)).)))....))))))). -19.00
let-7g ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714
---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-let-7g    388    395
UGAGGUAGUAGUUUGUACAGUU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCAG
((((((((.((((...((((((&..............))))))...))))........)))))))). -22.70
>ENSMUSG00000032394 hs-let-7g    468    475
UGAGGUAGUAGUUUGUACAGUU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((.(((..........&...............................))).)))))))). -18.90
>ENSMUSG00000032394 hs-let-7g    633    640
UGAGGUAGUAGUUUGUACAGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAG
((((((((((((((.((((.((&.................)).))))....)))))).)))))))). -24.40
>ENSMUSG00000032394 hs-let-7g    714    721
UGAGGUAGUAGUUUGUACAGUU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCU
.(((((((..(((.(..(((..&.........................)))..).)))))))))). -19.70
let-7g ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788
------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-let-7g    470    477
UGAGGUAGUAGUUUGUACAGUU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCAG
((((((((.((((...((((((&................))))))...))))......)))))))). -23.20
>ENSRNOG00000013322 hs-let-7g    550    557
UGAGGUAGUAGUUUGUACAGUU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((.(((..........&...............................))).)))))))). -18.90
>ENSRNOG00000013322 hs-let-7g    703    710
UGAGGUAGUAGUUUGUACAGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAA
((((((((((((((.((((.((&.................)).))))....)))))).)))))))). -24.40
>ENSRNOG00000013322 hs-let-7g    788    795
UGAGGUAGUAGUUUGUACAGUU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCU
.(((((((..((..(..(((..&.........................)))..)..))))))))). -20.00

miRNA: let-7g
Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000



Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
let-7g ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-let-7g   1098   1105
UGAGGUAGUAGUUUGUACAGUU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.(((((((.((((.(..(((((&.................)))))..).....)))).))))))). -23.80
>ENSG00000182541 hs-let-7g   2572   2579
UGAGGUAGUAGUUUGUACAGUU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC
.((((((((.(((((.((((((&............)))))).)))))..........)))))))). -21.30
let-7g ENSMUSG00000020451 3482 nt UTR 2 hits 140 976
-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-let-7g    140    147
UGAGGUAGUAGUUUGUACAGUU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.(((((((((((((((...(((&...............)))...)))))......)))))))))). -20.80
>ENSMUSG00000020451 hs-let-7g    976    983
UGAGGUAGUAGUUUGUACAGUU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCU
.(((((((.((((((..(((((&.................)))))..).....)))))))))))). -21.70
let-7g ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-let-7g    958    965
UGAGGUAGUAGUUUGUACAGUU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.(((((((..((((((.(.(((&..................))).).)))))).....))))))). -19.50
>ENSRNOG00000019000 hs-let-7g   1727   1734
UGAGGUAGUAGUUUGUACAGUU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCU
.(((((((.(.(((((.(((((&.................))))).)).....))).)))))))). -19.30

miRNA: let-7i
Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
let-7i ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-let-7i   1056   1063
UGAGGUAGUAGUUUGUGCUGUU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCGG
(((((((((...((((((((((&..))))).....................))))).))))))))). -22.19
>ENSG00000022567 hs-let-7i   5277   5284
UGAGGUAGUAGUUUGUGCUGUU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCU
.(((((((..((..((.(..((&....................))..).))..))...))))))). -21.50
let-7i ENSMUSG00000036649 2000 nt UTR 2 hits 896 952



-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-let-7i    896    903
UGAGGUAGUAGUUUGUGCUGUU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCGA
(((((((((....(((((.((.&..........................)).)))))))))))))). -24.00
>ENSMUSG00000036649 hs-let-7i    952    959
UGAGGUAGUAGUUUGUGCUGUU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.(((((((..(((((.(((.((&........................)).))))))))))))))). -23.00
let-7i ENSRNOG00000007818 2000 nt UTR 2 hits 892 948
-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-let-7i    892    899
UGAGGUAGUAGUUUGUGCUGUU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCGA
((((((((((((..(((((...&.......)))))..))).................))))))))). -24.42
>ENSRNOG00000007818 hs-let-7i    948    955
UGAGGUAGUAGUUUGUGCUGUU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.(((((((..((((((.(((((&.........))))).)))..............)))))))))). -20.93

miRNA: let-7i
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
let-7i ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------
>ENSG00000082153 hs-let-7i     84     91
UGAGGUAGUAGUUUGUGCUGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.((..((((.....&..........................))))..)).))))))). -17.80
>ENSG00000082153 hs-let-7i    251    258
UGAGGUAGUAGUUUGUGCUGUU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC
.(((((((.((.....((((..&.........................))))...)).))))))). -20.00
let-7i ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-let-7i     84     91
UGAGGUAGUAGUUUGUGCUGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.((..((((.....&..........................))))..)).))))))). -17.80
>ENSMUSG00000026033 hs-let-7i    252    259
UGAGGUAGUAGUUUGUGCUGUU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.(((((((.((.....((((..&.........................))))...)).))))))). -19.30
let-7i ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-let-7i    760    767
UGAGGUAGUAGUUUGUGCUGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC



.(((((((.((..((((.....&..........................))))..)).))))))). -17.80
>ENSRNOG00000013977 hs-let-7i    920    927
UGAGGUAGUAGUUUGUGCUGUU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((((((..((((((((&.....))).)))))...))))..............))))))). -21.33

miRNA: let-7i
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960
Rat predicted target: ENSRNOG00000009663
Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
let-7i ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-let-7i    911    918
UGAGGUAGUAGUUUGUGCUGUU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCU
.(((((((.((.(((.(((.((&..................)).))).)))...))..))))))). -17.50
>ENSG00000100823 hs-let-7i   1250   1257
UGAGGUAGUAGUUUGUGCUGUU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.((((((((.(((..(.(((((&............))))).)..)))..........)))))))). -16.80
let-7i ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-let-7i    308    315
UGAGGUAGUAGUUUGUGCUGUU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((..(((...((((((&.........................))))))))).)))))))). -22.60
>ENSMUSG00000035960 hs-let-7i    884    891
UGAGGUAGUAGUUUGUGCUGUU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCU
.(((((((........((.(((&......................))).)).......))))))). -18.26
let-7i ENSRNOG00000009663 2102 nt UTR 2 hits 246 734
---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-let-7i    246    253
UGAGGUAGUAGUUUGUGCUGUU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((..(((...((((((&.........................))))))))).)))))))). -22.60
>ENSRNOG00000009663 hs-let-7i    734    741
UGAGGUAGUAGUUUGUGCUGUU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCU
.(((((((((((((.((((...&...............)).)).))))))........))))))). -20.70

miRNA: let-7i
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
let-7i ENSG00000119906 2862 nt UTR 2 hits 1326 1560



-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-let-7i   1326   1333
UGAGGUAGUAGUUUGUGCUGUU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCU
.(((((((.((((..((((...&.............))))............))))..))))))). -20.44
>ENSG00000119906 hs-let-7i   1560   1567
UGAGGUAGUAGUUUGUGCUGUU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCU
.(((((((((((((.((((...&...........)))).)))).............))))))))). -19.81
let-7i ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542
----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-let-7i   1314   1321
UGAGGUAGUAGUUUGUGCUGUU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCU
.(((((((.((((...(((.((&....................)).))).))))....))))))). -21.40
>ENSMUSG00000036097 hs-let-7i   1542   1549
UGAGGUAGUAGUUUGUGCUGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((((((.((((...&..............)))).))))..........))))))))). -20.10
let-7i ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424
-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-let-7i   1194   1201
UGAGGUAGUAGUUUGUGCUGUU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCU
.(((((((.((((...(((.((&......................)).))).))))..))))))). -22.70
>ENSRNOG00000014489 hs-let-7i   1424   1431
UGAGGUAGUAGUUUGUGCUGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((((((.((((...&..............)))).))))..........))))))))). -20.10

miRNA: let-7i
Human predicted target: ENSG00000131242
Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
let-7i ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-let-7i    344    351
UGAGGUAGUAGUUUGUGCUGUU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCU
.(((((((.((((.((((((..&...............))))))..........))))))))))). -21.70
>ENSG00000131242 hs-let-7i    704    711
UGAGGUAGUAGUUUGUGCUGUU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.(((((((((((..((((....&..............))))............)))).))))))). -22.24



let-7i ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-let-7i    311    318
UGAGGUAGUAGUUUGUGCUGUU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCU
.(((((((.((((.((((.(((&....)))..))))..................))))))))))). -18.91
>ENSMUSG00000017639 hs-let-7i    636    643
UGAGGUAGUAGUUUGUGCUGUU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.(((((((.(((..(.((((..&......................)))))..)))...))))))). -21.10
let-7i ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-let-7i    331    338
UGAGGUAGUAGUUUGUGCUGUU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCU
.(((((((....(..((..(((&.......................)))..))..)..))))))). -19.00
>ENSRNOG00000014135 hs-let-7i    660    667
UGAGGUAGUAGUUUGUGCUGUU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.(((((((.((((((.((((..&..................)))))))....)))...))))))). -22.20

miRNA: let-7i
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
let-7i ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------
>ENSG00000135912 hs-let-7i     45     52
UGAGGUAGUAGUUUGUGCUGUU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCAC
(((((((((.((..(((((.((&..................)).)))))..))....))))))))). -27.90
>ENSG00000135912 hs-let-7i    983    990
UGAGGUAGUAGUUUGUGCUGUU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((((((((((((.(((&..............)))....)))).))))))...))))))). -22.30
let-7i ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-let-7i    617    624
UGAGGUAGUAGUUUGUGCUGUU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCAA
(((((((((.....(((.((((&.....................)))).))).....))))))))). -24.40
>ENSMUSG00000033257 hs-let-7i   1137   1144
UGAGGUAGUAGUUUGUGCUGUU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCAA
(((((((((.(...(((((.((&.......................)).))))).).))))))))). -26.50
>ENSMUSG00000033257 hs-let-7i   1899   1906
UGAGGUAGUAGUUUGUGCUGUU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.(((((((.(((....((((((&.............))))))....))).........))))))). -22.20
let-7i ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581



-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-let-7i    883    890
UGAGGUAGUAGUUUGUGCUGUU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCAA
(((((((((.(...(((((.((&.......................)).))))).).))))))))). -26.50
>ENSRNOG00000017129 hs-let-7i   1581   1588
UGAGGUAGUAGUUUGUGCUGUU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.((((((((((((.((((((((&.............))))))....))..)))))...))))))). -21.70

miRNA: let-7i
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
let-7i ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-let-7i    528    535
UGAGGUAGUAGUUUGUGCUGUU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.((((((((((..(((.(((((&.................))))).)))..)))....))))))). -25.00
>ENSG00000140548 hs-let-7i   1859   1866
UGAGGUAGUAGUUUGUGCUGUU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCU
.((((((((.((.(((.(((((&...........)))))...))).........)).)))))))). -22.20
let-7i ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-let-7i    519    526
UGAGGUAGUAGUUUGUGCUGUU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.((((((((((..(((.(((((&.................))))).)))..)))....))))))). -25.00
>ENSMUSG00000048897 hs-let-7i   1756   1763
UGAGGUAGUAGUUUGUGCUGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((.((..(((.((((&..................)))).)))....))..)))))))). -21.20
let-7i ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696
---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-let-7i    550    557
UGAGGUAGUAGUUUGUGCUGUU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.((((((((((..(((.(((((&.................))))).)))..)))....))))))). -25.00
>ENSRNOG00000014278 hs-let-7i   1647   1654
UGAGGUAGUAGUUUGUGCUGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((.((..(((.((((&..................)))).)))....))..)))))))). -21.20
>ENSRNOG00000014278 hs-let-7i   2696   2703
UGAGGUAGUAGUUUGUGCUGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((.((..(((.((((&..................)))).)))....))..)))))))). -21.20

miRNA: let-7i



Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
let-7i ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-let-7i    388    395
UGAGGUAGUAGUUUGUGCUGUU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCAA
(((((((((.((((....((((&........................)))).)))).))))))))). -21.30
>ENSG00000148200 hs-let-7i   1359   1366
UGAGGUAGUAGUUUGUGCUGUU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCAG
(((((((((((((((((((...&......)))))..............)))))....))))))))). -23.53
>ENSG00000148200 hs-let-7i   1387   1394
UGAGGUAGUAGUUUGUGCUGUU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCU
.(((((((((((..(.((((((&......................)))))))..))))))))))). -29.10
let-7i ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310
----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-let-7i    101    108
UGAGGUAGUAGUUUGUGCUGUU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.((((((((.((((.(((.(((&......................))).))))))).)))))))). -21.80
>ENSMUSG00000026752 hs-let-7i    371    378
UGAGGUAGUAGUUUGUGCUGUU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAA
(((((((((.((((....((((&........................)))).)))).))))))))). -22.70
>ENSMUSG00000026752 hs-let-7i    794    801
UGAGGUAGUAGUUUGUGCUGUU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCU
.(((((((..((..(..(((..&.......................)))..)..))..))))))). -18.50
>ENSMUSG00000026752 hs-let-7i   1228   1235
UGAGGUAGUAGUUUGUGCUGUU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCAU
(((((((((.....(((((.((&.......................)).)))))...))))))))). -23.60
>ENSMUSG00000026752 hs-let-7i   3827   3834
UGAGGUAGUAGUUUGUGCUGUU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCU
.((((((((..(((.(.((((.&....................)))).).)))....)))))))). -20.90
>ENSMUSG00000026752 hs-let-7i   4135   4142
UGAGGUAGUAGUUUGUGCUGUU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAG
((((((((..(((..((.(((.&........................))).))..))))))))))). -24.00
>ENSMUSG00000026752 hs-let-7i   4145   4152
UGAGGUAGUAGUUUGUGCUGUU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC
.((((((((.(((..((.(((.&..............))).))..))).........)))))))). -22.60
>ENSMUSG00000026752 hs-let-7i   4310   4317
UGAGGUAGUAGUUUGUGCUGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((.((.(((&.................))).)).))))....)))))))))). -25.00



let-7i ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-let-7i    374    381
UGAGGUAGUAGUUUGUGCUGUU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAG
(((((((((.((((....((((&........................)))).)))).))))))))). -22.70
>ENSRNOG00000013232 hs-let-7i    774    781
UGAGGUAGUAGUUUGUGCUGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..(((((.((((..&))))..........................)))))))))))). -17.83
>ENSRNOG00000013232 hs-let-7i   1223   1230
UGAGGUAGUAGUUUGUGCUGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
(((((((((((((((((((...&.......))))).............)))))....))))))))). -23.41
>ENSRNOG00000013232 hs-let-7i   2875   2882
UGAGGUAGUAGUUUGUGCUGUU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCU
.((((((((..(((.(.((.(.&.....................).)).).)))...)))))))). -20.80
>ENSRNOG00000013232 hs-let-7i   3184   3191
UGAGGUAGUAGUUUGUGCUGUU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCAG
((((((((..((((.(((((((&..................)))))))......)))))))))))). -22.10
>ENSRNOG00000013232 hs-let-7i   3194   3201
UGAGGUAGUAGUUUGUGCUGUU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.((((((((......(((((((&........)))))))...................)))))))). -20.71
>ENSRNOG00000013232 hs-let-7i   3359   3366
UGAGGUAGUAGUUUGUGCUGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((.((.(((&.................))).)).))))....)))))))))). -25.00
>ENSRNOG00000013232 hs-let-7i   3736   3743
UGAGGUAGUAGUUUGUGCUGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..(((((.((((..&))))..........................)))))))))))). -17.83
>ENSRNOG00000013232 hs-let-7i   4193   4200
UGAGGUAGUAGUUUGUGCUGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
(((((((((((((((((((...&.......))))).............)))))....))))))))). -23.41

miRNA: let-7i
Human predicted target: ENSG00000159723
Mouse predicted target: ENSMUSG00000005705
Rat predicted target: ENSRNOG00000017573
Hs Gene description: AGOUTI-RELATED PROTEIN PRECURSOR.
[Source:SWISSPROT;Acc:O00253] NM_001138
let-7i ENSG00000159723 2065 nt UTR 3 hits 1113 1645 1832
--------------------------------------------1--------------------1-------
1---------
>ENSG00000159723 hs-let-7i   1113   1120
UGAGGUAGUAGUUUGUGCUGUU&UGGCCUCAAGUUCCCCGCCUCCAGACCCUAUUCUCCUACCUCAA
((((((((.((..((..(((..&.....................)))....))..)).)))))))). -20.30
>ENSG00000159723 hs-let-7i   1645   1652
UGAGGUAGUAGUUUGUGCUGUU&CGCGGCCUGAAGGCCGGGGUGCUCAGCCAGGCCGACUACCUCAA



(((((((((.(((((.((((..&.......................)))))))))..))))))))). -29.10
>ENSG00000159723 hs-let-7i   1832   1839
UGAGGUAGUAGUUUGUGCUGUU&UCCUGGGGCUGAUAGCGGACGCGCAGGAGCGGGAUCUACCUCU
.(((((((..((((.(((((((&.................)))).))).)))).....))))))). -26.10
let-7i ENSMUSG00000005705 2000 nt UTR 1 hits 939
-------------------------------------1------------------------------------
------
>ENSMUSG00000005705 hs-let-7i    939    946
UGAGGUAGUAGUUUGUGCUGUU&CGCGGCCUGAAGGCCGGGGUGCUCAGCCAGGCGGACUACCUCAA
(((((((((.(((((.((((..&.......................)))))))))..))))))))). -30.30
let-7i ENSRNOG00000017573 2000 nt UTR 1 hits 886
-----------------------------------1--------------------------------------
------
>ENSRNOG00000017573 hs-let-7i    886    893
UGAGGUAGUAGUUUGUGCUGUU&CGCGGCCUGAAGGCCGGGGUGCUCAGCCAGGCGGACUACCUCAA
(((((((((.(((((.((((..&.......................)))))))))..))))))))). -30.30

miRNA: let-7i
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]
let-7i ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-let-7i    604    611
UGAGGUAGUAGUUUGUGCUGUU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCU
.((((((((((.....(((.((&..................)).)))........)))))))))). -19.72
>ENSG00000163935 hs-let-7i    944    951
UGAGGUAGUAGUUUGUGCUGUU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCU
.(((((((........(((.(.&.......................).))).......))))))). -16.66
let-7i ENSMUSG00000006527 2000 nt UTR 2 hits 578 904
-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-let-7i    578    585
UGAGGUAGUAGUUUGUGCUGUU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCU
.((((((((((.....(((.((&..................)).)))........)))))))))). -19.72
>ENSMUSG00000006527 hs-let-7i    904    911
UGAGGUAGUAGUUUGUGCUGUU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCU
.((((((((.......(((.(.&.......................).)))......)))))))). -17.62
let-7i ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-let-7i    559    566
UGAGGUAGUAGUUUGUGCUGUU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCU
.((((((((((.....(((.((&..................)).)))........)))))))))). -19.72



>ENSRNOG00000016645 hs-let-7i    888    895
UGAGGUAGUAGUUUGUGCUGUU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCU
.((((((((.......(((.(.&.......................).)))......)))))))). -17.62

miRNA: let-7i
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
let-7i ENSG00000166106 2000 nt UTR 2 hits 206 1185
--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-let-7i    206    213
UGAGGUAGUAGUUUGUGCUGUU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCAG
((((((((....((((((....&............................)))))).)))))))). -25.10
>ENSG00000166106 hs-let-7i   1185   1192
UGAGGUAGUAGUUUGUGCUGUU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCAG
(((((((((((...(((.....&..........................)))...))))))))))). -23.60
let-7i ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642
---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-let-7i    692    699
UGAGGUAGUAGUUUGUGCUGUU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCAU
((((((((....((((((.(((&.....................)))....)))))).)))))))). -24.30
>ENSMUSG00000033453 hs-let-7i   1642   1649
UGAGGUAGUAGUUUGUGCUGUU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCAG
(((((((((((...((((((((&.................)))))....)))...))))))))))). -24.20
let-7i ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012
-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-let-7i    194    201
UGAGGUAGUAGUUUGUGCUGUU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCAU
((((((((....((((((.(((&.....................)))....)))))).)))))))). -24.30
>ENSRNOG00000009892 hs-let-7i   1084   1091
UGAGGUAGUAGUUUGUGCUGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
(((((((((((...((.(((((&.................))))).)).......))))))))))). -26.00
>ENSRNOG00000009892 hs-let-7i   3012   3019
UGAGGUAGUAGUUUGUGCUGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
(((((((((((...((.(((((&.................))))).)).......))))))))))). -26.00

miRNA: let-7i
Human predicted target: ENSG00000169635



Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
let-7i ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-let-7i    211    218
UGAGGUAGUAGUUUGUGCUGUU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.(((((((.....((.((((..&...........................)))).)).))))))). -20.30
>ENSG00000169635 hs-let-7i    543    550
UGAGGUAGUAGUUUGUGCUGUU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCU
.(((((((((.((((.((((((&............)))))))))).))..........))))))). -21.60
>ENSG00000169635 hs-let-7i   1158   1165
UGAGGUAGUAGUUUGUGCUGUU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCU
.(((((((((((((((...((.&....))...)))))..................)))))))))). -19.46
let-7i ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286
------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-let-7i    307    314
UGAGGUAGUAGUUUGUGCUGUU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.((((((((((((.(..(..(.&.................)..)..)....)))))..))))))). -23.00
>ENSMUSG00000050240 hs-let-7i    635    642
UGAGGUAGUAGUUUGUGCUGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.(((((((((.((((.((((((&.............)))))))))).)).........))))))). -21.30
>ENSMUSG00000050240 hs-let-7i   1286   1293
UGAGGUAGUAGUUUGUGCUGUU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((((.((((((.&..........)))))).)))............)))))))))). -20.10
let-7i ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-let-7i    197    204
UGAGGUAGUAGUUUGUGCUGUU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.((((((((((((.(..(..(.&.................)..)..)....)))))..))))))). -23.00
>ENSRNOG00000001863 hs-let-7i    511    518
UGAGGUAGUAGUUUGUGCUGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.(((((((((.((((.((((((&.............)))))))))).)).........))))))). -21.30
>ENSRNOG00000001863 hs-let-7i   1139   1146
UGAGGUAGUAGUUUGUGCUGUU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCU
.((((((((((...(((((.((&................)).)))......))..)))))))))). -20.80

miRNA: let-7i
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]



let-7i ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------
>ENSG00000174498 hs-let-7i    452    459
UGAGGUAGUAGUUUGUGCUGUU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCAG
((((((((......((((((..&.............................)))))))))))))). -24.00
>ENSG00000174498 hs-let-7i    534    541
UGAGGUAGUAGUUUGUGCUGUU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCAA
((((((((.((((((.(((.(.&..................).))).)))....))).)))))))). -22.40
>ENSG00000174498 hs-let-7i    685    692
UGAGGUAGUAGUUUGUGCUGUU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCAA
((((((((..(((((((((...&)))))........................))))..)))))))). -20.75
>ENSG00000174498 hs-let-7i    762    769
UGAGGUAGUAGUUUGUGCUGUU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCU
.(((((((.....((.(((((.&..........................))))).)).))))))). -21.20
let-7i ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714
---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-let-7i    388    395
UGAGGUAGUAGUUUGUGCUGUU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCAG
((((((((......((((((..&.............................)))))))))))))). -24.00
>ENSMUSG00000032394 hs-let-7i    468    475
UGAGGUAGUAGUUUGUGCUGUU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((.((((((.(((.(.&..................).))).)))....))).)))))))). -22.40
>ENSMUSG00000032394 hs-let-7i    633    640
UGAGGUAGUAGUUUGUGCUGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAG
(((((((((((((((..((...&..................))..).....)))))).)))))))). -22.70
>ENSMUSG00000032394 hs-let-7i    714    721
UGAGGUAGUAGUUUGUGCUGUU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCU
.(((((((..(((.(.(((...&...........................)))).)))))))))). -19.20
let-7i ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788
------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-let-7i    470    477
UGAGGUAGUAGUUUGUGCUGUU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCAG
((((((((......((((((..&.............................)))))))))))))). -24.00
>ENSRNOG00000013322 hs-let-7i    550    557
UGAGGUAGUAGUUUGUGCUGUU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((.((((((.(((.(.&..................).))).)))....))).)))))))). -22.40
>ENSRNOG00000013322 hs-let-7i    703    710
UGAGGUAGUAGUUUGUGCUGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAA
(((((((((((((((..((...&..................))..).....)))))).)))))))). -22.70
>ENSRNOG00000013322 hs-let-7i    788    795
UGAGGUAGUAGUUUGUGCUGUU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCU
.(((((((..((..(.(((...&...........................))))..))))))))). -19.50

miRNA: let-7i



Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000
Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
let-7i ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-let-7i   1098   1105
UGAGGUAGUAGUUUGUGCUGUU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.(((((((.((((...((((((&.....))))))...................)))).))))))). -22.05
>ENSG00000182541 hs-let-7i   2572   2579
UGAGGUAGUAGUUUGUGCUGUU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC
.((((((((((...((.(((((&......)))).).))...))..............)))))))). -18.33
let-7i ENSMUSG00000020451 3482 nt UTR 2 hits 140 976
-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-let-7i    140    147
UGAGGUAGUAGUUUGUGCUGUU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.((((((((((.(((((((...&...............)))))))..........)))))))))). -26.80
>ENSMUSG00000020451 hs-let-7i    976    983
UGAGGUAGUAGUUUGUGCUGUU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCU
.(((((((.((((((.(((...&......................)))....))))))))))))). -20.20
let-7i ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-let-7i    958    965
UGAGGUAGUAGUUUGUGCUGUU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.(((((((..((((((.(((((&..................))))).)))))).....))))))). -24.80
>ENSRNOG00000019000 hs-let-7i   1727   1734
UGAGGUAGUAGUUUGUGCUGUU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCU
.((((((((((((((.(((.((&.....)).))).)...)))))).............))))))). -20.01

miRNA: mir-7
Human predicted target: ENSG00000136826
Mouse predicted target: ENSMUSG00000003032
Rat predicted target: ENSRNOG00000016299
Hs Gene description: KRUPPEL-LIKE FACTOR 4 (EPITHELIAL ZINC-FINGER PROTEIN
EZF) (GUT- ENRICHED KRUEPPEL-LIKE FACTOR). [Source:SWISSPROT;Acc:O43474]

NM_004235
mir-7 ENSG00000136826 2897 nt UTR 2 hits 66 574
--1-------------------1---------------------------------------------------
------------------------------------------
>ENSG00000136826 hs-mir-7     66     73
UGGAAGACUAGUGAUUUUGUU&CAGAAGAGAAUUCAGUAUUUUUUACUUUUCACACUGUCUUCCC
.(((((((..((((....((.&.......................))...))))...))))))). -19.20



>ENSG00000136826 hs-mir-7    574    581
UGGAAGACUAGUGAUUUUGUU&ACUGCUGCAUACUUUGACAAGGAAAAUCUAUAUUUGUCUUCCGA
((((((((....((((((.((&...................)).)))))).......)))))))). -19.30
mir-7 ENSMUSG00000003032 2982 nt UTR 2 hits 74 650
--1----------------------1------------------------------------------------
----------------------------------------------
>ENSMUSG00000003032 hs-mir-7     74     81
UGGAAGACUAGUGAUUUUGUU&AGAGUUCAGUAUUUUUUUUUCUAACCUUUCACACUGUCUUCCC
.(((((((..((((....(((&......................)))...))))...))))))). -19.30
>ENSMUSG00000003032 hs-mir-7    650    657
UGGAAGACUAGUGAUUUUGUU&CUGCUGCAUACUUUUGACAAGGAAAAUCUAGUUUUGUCUUCCGA
((((((((....((((((.((&...................)).)))))).......)))))))). -19.30
mir-7 ENSRNOG00000016299 2971 nt UTR 2 hits 73 639
--1----------------------1------------------------------------------------
---------------------------------------------
>ENSRNOG00000016299 hs-mir-7     73     80
UGGAAGACUAGUGAUUUUGUU&AGAGAGUUCAGUAUUUUUUUUUAACCUUUCACACUGUCUUCCC
.(((((((..((((....(((&......................)))...))))...))))))). -19.30
>ENSRNOG00000016299 hs-mir-7    639    646
UGGAAGACUAGUGAUUUUGUU&ACUGCUGCAUACUUUGACAAGGAAAAUCUAUUUUUGUCUUCCGA
((((((((.(((((((((.((&...................)).)))))).)))...)))))))). -20.30

miRNA: mir-7
Human predicted target: ENSG00000139219
Mouse predicted target: ENSMUSG00000022483
Rat predicted target: ENSRNOG00000008809
Hs Gene description: COLLAGEN ALPHA 1(II) CHAIN PRECURSOR [CONTAINS:
CHONDROCALCIN]. [Source:SWISSPROT;Acc:P02458]
mir-7 ENSG00000139219 2439 nt UTR 2 hits 217 2416
--------1-----------------------------------------------------------------
----------------------1-
>ENSG00000139219 hs-mir-7    217    224
UGGAAGACUAGUGAUUUUGUU&UGCAAAAUAAAAUCUCGGUGUUCUAUUUAUUUAUUGUCUUCCU
.(((((((..(.(((((((((&.....))))))))).)...................))))))). -19.60
>ENSG00000139219 hs-mir-7   2416   2423
UGGAAGACUAGUGAUUUUGUU&GGCUGGCAGGUCUGUGCUCCCUGUGCCGCUUCCUUGUCUUCCU
.(((((((.((((........&..........................)))).....))))))). -18.60
mir-7 ENSMUSG00000022483 2205 nt UTR 2 hits 217 1514
--------1---------------------------------------------------1-------------
---------------
>ENSMUSG00000022483 hs-mir-7    217    224
UGGAAGACUAGUGAUUUUGUU&UGCAAAAUAAAAUCUCGGUGUUCUAUUUAUUUAUUGUCUUCCU
.(((((((..(.(((((((((&.....))))))))).)...................))))))). -19.60
>ENSMUSG00000022483 hs-mir-7   1514   1521
UGGAAGACUAGUGAUUUUGUU&CCUUCUCUGUAUUCCAUCCAGAUGAGGAAUGGAAAGUCUUCCC
.((((((((..(.(((((...&.........................))))).)..)))))))). -19.40
mir-7 ENSRNOG00000008809 3494 nt UTR 2 hits 1271 1592



--------------------------------------------------1------------1----------
------------------------------------------------------------------
>ENSRNOG00000008809 hs-mir-7   1271   1278
UGGAAGACUAGUGAUUUUGUU&UGCAAAAUAAAAUCUCGAAGUUCUAUUUAUUUAUUGUCUUCCU
.(((((((..(.(((((((((&.....))))))))).)...................))))))). -19.60
>ENSRNOG00000008809 hs-mir-7   1592   1599
UGGAAGACUAGUGAUUUUGUU&ACCCUGAGCAUCUCCUGCUACCCAAAAGGCUUGGGGUCUUCCU
.(((((((((((..(((((..&......................))))).)))...)))))))). -20.40

miRNA: mir-7
Human predicted target: ENSG00000148290
Mouse predicted target: ENSMUSG00000015790
Rat predicted target: ENSRNOG00000005098
Hs Gene description: SURFEIT LOCUS PROTEIN 1.
[Source:SWISSPROT;Acc:Q15526] NM_003172
mir-7 ENSG00000148290 2105 nt UTR 2 hits 905 1219
------------------------------------1-----------1-------------------------
-----------
>ENSG00000148290 hs-mir-7    905    912
UGGAAGACUAGUGAUUUUGUU&CUGAUAGCUUCCACCAGCUUAGCCAAAGCGCCUUUGUCUUCCC
.(((((((..(((.(((((..&.......................))))))))....))))))). -19.80
>ENSG00000148290 hs-mir-7   1219   1226
UGGAAGACUAGUGAUUUUGUU&ACGAGUUCACCUGUGUGAAGGCGACAGUGGUGCAGGUCUUCCU
.((((((((.(((...(((((&......................)))))...))).)))))))). -22.10
mir-7 ENSMUSG00000015790 2048 nt UTR 2 hits 442 668
-----------------1--------1-----------------------------------------------
--------
>ENSMUSG00000015790 hs-mir-7    442    449
UGGAAGACUAGUGAUUUUGUU&CUAAUAGCUUCCACCAGCUUAGCCAGAGCACCCUUGUCUUCCC
.(((((((..(((.(((((..&.......................))))))))....))))))). -20.30
>ENSMUSG00000015790 hs-mir-7    668    675
UGGAAGACUAGUGAUUUUGUU&ACGAGUUAACCUGUGUGAAGGCAACGGUGGUGCAUGUCUUCCU
.(((((((..(((...(((((&......................)))))...)))..))))))). -18.50
mir-7 ENSRNOG00000005098 2048 nt UTR 2 hits 510 763
--------------------1---------1-------------------------------------------
--------
>ENSRNOG00000005098 hs-mir-7    510    517
UGGAAGACUAGUGAUUUUGUU&CUAAUAGCUUCCACCAGCUUAGCCAGAGCACCCUUGUCUUCCC
.(((((((..(((.(((((..&.......................))))))))....))))))). -20.30
>ENSRNOG00000005098 hs-mir-7    763    770
UGGAAGACUAGUGAUUUUGUU&ACGAGUUCACCUGUGUGAAGGCAACAGUGGUGCAUGUCUUCCU
.(((((((..(((...(((((&......................)))))...)))..))))))). -19.30

miRNA: mir-7
Human predicted target: ENSG00000158480
Mouse predicted target: ENSMUSG00000047030



Rat predicted target: ENSRNOG00000009207
Hs Gene description: SPERMATOGENESIS ASSOCIATED PROTEIN 2 (SPERMATOGENESIS
ASSOCIATED PROTEIN PD1). [Source:SWISSPROT;Acc:Q9UM82] NM_006038
mir-7 ENSG00000158480 4225 nt UTR 2 hits 857 989
----------------------------------1----1----------------------------------
--------------------------------------------------------------------------
---------------------
>ENSG00000158480 hs-mir-7    857    864
UGGAAGACUAGUGAUUUUGUU&UAUGUAGCUAUUUAUUAAAUGCCCUGGGUUCUUUAGUCUUCCAA
(((((((((((.((.......&.............................)).))))))))))). -21.30
>ENSG00000158480 hs-mir-7    989    996
UGGAAGACUAGUGAUUUUGUU&GAAGCCUCCUUUUCUUGAGCUGGUGGAGAGCCACUGUCUUCCC
.(((((((.((((..(((.(.&........................).)))..))))))))))). -20.50
mir-7 ENSMUSG00000047030 3953 nt UTR 4 hits 803 925 1476 1936
--------------------------------1---1----------------------1--------------
---1----------------------------------------------------------------------
-----------
>ENSMUSG00000047030 hs-mir-7    803    810
UGGAAGACUAGUGAUUUUGUU&GAUACGGUAUUUAUAAAGGUGCCCUGGGUUCUUUAGUCUUCCAA
(((((((((((.((.......&.............................)).))))))))))). -21.30
>ENSMUSG00000047030 hs-mir-7    925    932
UGGAAGACUAGUGAUUUUGUU&GCCCAUGUUCCUUCCCAUGGUGGUAGAGAGCUACUGUCUUCCC
.(((((((.((((.((((.(.&........................).)))).))))))))))). -18.70
>ENSMUSG00000047030 hs-mir-7   1476   1483
UGGAAGACUAGUGAUUUUGUU&UGGCCAAACCCUGAGCCACUGUGAAUUUGCUGGUGGUCUUCCGA
(((((((((((..(.((..(.&....................)..)).)..)...)))))))))). -20.30
>ENSMUSG00000047030 hs-mir-7   1936   1943
UGGAAGACUAGUGAUUUUGUU&GAAAUGUUGAGAGAUUUAAAAAAAAAAAAUAAAGUGUCUUCCAU
((((((((.....((((((((&...........................)))))))))))))))). -17.90
mir-7 ENSRNOG00000009207 3881 nt UTR 6 hits 782 877 1382 1848 2336
2802
-------------------------------1---1-------------------1-----------------
1-------------------1------------------1----------------------------------
---------
>ENSRNOG00000009207 hs-mir-7    782    789
UGGAAGACUAGUGAUUUUGUU&GACAUGAUAUUUAUAAAGGUGCCCCGGGCUCUUUAGUCUUCCAA
(((((((((((.((.((((..&........................)))).)).))))))))))). -22.60
>ENSRNOG00000009207 hs-mir-7    877    884
UGGAAGACUAGUGAUUUUGUU&GCCCAUGUUUCUUCCCAUGGUGGUAGAGAGCUACUGUCUUCCC
.(((((((.((((.((((.(.&........................).)))).))))))))))). -18.70
>ENSRNOG00000009207 hs-mir-7   1382   1389
UGGAAGACUAGUGAUUUUGUU&UGGCCAAACCCUGAGCCACUGUGAAUUUGCUGGUGGUCUUCCAA
(((((((((((..(.((..(.&....................)..)).)..)...)))))))))). -21.00
>ENSRNOG00000009207 hs-mir-7   1848   1855
UGGAAGACUAGUGAUUUUGUU&AAUGUUGAGAGACUUUAAAAAAAUAAUAAUAAAGUGUCUUCCAU
((((((((.....((((((((&...........................)))))))))))))))). -17.80
>ENSRNOG00000009207 hs-mir-7   2336   2343
UGGAAGACUAGUGAUUUUGUU&UGGCCAAACCCUGAGCCACUGUGAAUUUGCUGGUGGUCUUCCAA



(((((((((((..(.((..(.&....................)..)).)..)...)))))))))). -21.00
>ENSRNOG00000009207 hs-mir-7   2802   2809
UGGAAGACUAGUGAUUUUGUU&AAUGUUGAGAGACUUUAAAAAAAUAAUAAUAAAGUGUCUUCCAU
((((((((.....((((((((&...........................)))))))))))))))). -17.80

miRNA: mir-7
Human predicted target: ENSG00000185185
Mouse predicted target: ENSMUSG00000051510
Rat predicted target: ENSRNOG00000007245
Hs Gene description: TRANSCRIPTION FACTOR MAFG (V-MAF MUSCULOAPONEUROTIC
FIBROSARCOMA ONCOGENE HOMOLOG G) (HMAF). [Source:SWISSPROT;Acc:O15525]

NM_002359
mir-7 ENSG00000185185 3037 nt UTR 2 hits 1607 1911
----------------------------------------------------------------1---------
--1---------------------------------------------
>ENSG00000185185 hs-mir-7   1607   1614
UGGAAGACUAGUGAUUUUGUU&GUGGCCACAGGGCUAUGGCCAAGCGUUCCCUGGCCGUCUUCCU
.((((((((((.((...((((&.....................)))).)).)))...))))))). -17.40
>ENSG00000185185 hs-mir-7   1911   1918
UGGAAGACUAGUGAUUUUGUU&UUCGGGCCUGCCUUCUGCCUCCCUUUGGGAUCUGUGUCUUCCAG
((((((((....((((..(..&.........................)..))))...)))))))). -21.10
mir-7 ENSMUSG00000051510 2329 nt UTR 2 hits 1501 1808
------------------------------------------------------------1-----------1-
--------------------
>ENSMUSG00000051510 hs-mir-7   1501   1508
UGGAAGACUAGUGAUUUUGUU&GUGCCCACAGGGCUGUGGCCUACCUGUCCUUGGCCGUCUUCCU
.(((((((.((.(((......&.........................))))).....))))))). -15.70
>ENSMUSG00000051510 hs-mir-7   1808   1815
UGGAAGACUAGUGAUUUUGUU&CUCUGGGCCCUCACUCUGCCUCCUUCAGGAUCUGCGUCUUCCAG
((((((((....(((((((..&.........................)))))))...)))))))). -22.40
mir-7 ENSRNOG00000007245 2709 nt UTR 2 hits 1397 1711
-------------------------------------------------------1------------1-----
-----------------------------------
>ENSRNOG00000007245 hs-mir-7   1397   1404
UGGAAGACUAGUGAUUUUGUU&GUGCCCACAGGGCUGUGCCCUACCUGUCCUCGGCCGUCUUCCU
.(((((((...(((.......&.............................)))...))))))). -15.80
>ENSRNOG00000007245 hs-mir-7   1711   1718
UGGAAGACUAGUGAUUUUGUU&GCUCUGGGCCCUAUUCUGCCUCCUUCAGGAUCUGCGUCUUCCAG
((((((((....(((((((..&.........................)))))))...)))))))). -22.40

miRNA: mir-9
Human predicted target: ENSG00000087997
Mouse predicted target: ENSMUSG00000020700
Rat predicted target: ENSRNOG00000008441



Hs Gene description: MITOGEN-ACTIVATED PROTEIN KINASE KINASE KINASE 3 (EC
2.7.1.-) (MAPK/ERK KINASE KINASE 3) (MEK KINASE 3) (MEKK 3).
[Source:SWISSPROT;Acc:Q99759] NM_002401
mir-9 ENSG00000087997 3329 nt UTR 2 hits 560 1804
----------------------1-------------------------------------------------1-
------------------------------------------------------------
>ENSG00000087997 hs-mir-9    560    567
UCUUUGGUUAUCUAGCUGUAUGA&AGAGUCCCAGGUUGGCUCUGCCAGUCCUGUCCUUUACCAAAGAU
((((((((...(..((((...((&................))...))))...)......)))))))). -
15.90
>ENSG00000087997 hs-mir-9   1804   1811
UCUUUGGUUAUCUAGCUGUAUGA&GCCCUUGCCCAGGGUGGGGCCUGGCCCUCAUCUUGACCAAAGC
.(((((((((.((((((.(((..&.............))).))).))).........))))))))). -19.10
mir-9 ENSMUSG00000020700 3238 nt UTR 2 hits 543 1730
---------------------1-----------------------------------------------1----
--------------------------------------------------------
>ENSMUSG00000020700 hs-mir-9    543    550
UCUUUGGUUAUCUAGCUGUAUGA&UAUAGCUUCCAGGUAUUCGGUGUCAGUCCUGUCUUACCAAAGAU
((((((((((((((((((((...&)))))))...)))))....................)))))))). -
20.85
>ENSMUSG00000020700 hs-mir-9   1730   1737
UCUUUGGUUAUCUAGCUGUAUGA&CCUUUGCCCAAAGUAGGGACUGGCCCCUCUUCUAGACCAAAGC
.((((((((..((((((.(((..&............))).)).))))...........)))))))). -17.32
mir-9 ENSRNOG00000008441 3083 nt UTR 3 hits 533 1709 2048
---------------------1----------------------------------------------1-----
-------1------------------------------------------
>ENSRNOG00000008441 hs-mir-9    533    540
UCUUUGGUUAUCUAGCUGUAUGA&CUAAGCUUCCAGGUAUGCUGUGUCAGUCCUGUCUUACCAAAGAU
((((((((...(..(((((((..&...................))).))))...)....)))))))). -
17.90
>ENSRNOG00000008441 hs-mir-9   1709   1716
UCUUUGGUUAUCUAGCUGUAUGA&CUUUGCCCAAAGUAGGGACUGGCCCCCUCUUCUAGACCAAAGC
.((((((((..((((((.(((..&...........))).)).))))............)))))))). -17.24
>ENSRNOG00000008441 hs-mir-9   2048   2055
UCUUUGGUUAUCUAGCUGUAUGA&AAAAACUGUGGACAUGCUGGUUCAGCAUCCUCAGGACCAAAGC
.((((((((..((((((((....&...........))).)))))..............)))))))). -20.19

miRNA: mir-9
Human predicted target: ENSG00000108604
Mouse predicted target: ENSMUSG00000020710
Rat predicted target: ENSRNOG00000010557
Hs Gene description: SWI/SNF-RELATED MATRIX-ASSOCIATED ACTIN-DEPENDENT
REGULATOR OF CHROMATIN D2; RSC6P; MAMMALIAN CHROMATIN REMODELING COMPLEX
BRG1-ASSOCIATED FACTOR 60B; SWP73-LIKE PROTEIN; CHROMATIN REMODELING
COMPLEX BAF60B SUBUNIT; SWI/SNF COMPLEX 60 KDA SUBUNIT B.
[Source:RefSeq;Acc:NM_003077]
mir-9 ENSG00000108604 2854 nt UTR 2 hits 294 413



-----------1----1---------------------------------------------------------
-----------------------------------------
>ENSG00000108604 hs-mir-9    294    301
UCUUUGGUUAUCUAGCUGUAUGA&GGAGGCUGUGCUUUGACAUUGUAAGACAUUUCCGAACCAAAGGC
(((((((((...(((((......&...)))))..........................))))))))). -
16.05
>ENSG00000108604 hs-mir-9    413    420
UCUUUGGUUAUCUAGCUGUAUGA&GGAGGUGCAGCCCAGACUCUUCCUAGCCUUUCUAAACCAAAGU
.((((((((.(((.(((((((..&....)))))))..)))..................)))))))). -20.61
mir-9 ENSMUSG00000020710 2879 nt UTR 3 hits 317 432 2504
------------1----1--------------------------------------------------------
--------------------------1---------------
>ENSMUSG00000020710 hs-mir-9    317    324
UCUUUGGUUAUCUAGCUGUAUGA&AGGCUGUGCUUUAACUUUGUACCAGACAUUUCCAAACCAAAGGC
(((((((((......(((((..(&................)..))).)).........))))))))). -
15.96
>ENSMUSG00000020710 hs-mir-9    432    439
UCUUUGGUUAUCUAGCUGUAUGA&GAAGAGAAGGCCCUAGACUCUUCCUGGCCUUUCUAACCAAAGU
.((((((((((((((........&............)))))................))))))))). -16.59
>ENSMUSG00000020710 hs-mir-9   2504   2511
UCUUUGGUUAUCUAGCUGUAUGA&UUGAGUCUGGCACCUUCUCCACCAUCAUUAGUGACACCAAAGGG
((((((((......((((.((((&........................))))))))...)))))))). -
17.60
mir-9 ENSRNOG00000010557 2889 nt UTR 3 hits 309 429 2495
------------1----1--------------------------------------------------------
-------------------------1----------------
>ENSRNOG00000010557 hs-mir-9    309    316
UCUUUGGUUAUCUAGCUGUAUGA&GGCUGUGCUUUUAACUUUGUAACAGACAUUUCCGAACCAAAGGC
(((((((((......((((....&.....................)))).........))))))))). -
17.86
>ENSRNOG00000010557 hs-mir-9    429    436
UCUUUGGUUAUCUAGCUGUAUGA&GGAGGCCCAGCCCAGACUCUUCCUGGCCUUUCUCAACCAAAGU
.((((((((.(((.((((.....&.......))))..)))..................)))))))). -16.01
>ENSRNOG00000010557 hs-mir-9   2495   2502
UCUUUGGUUAUCUAGCUGUAUGA&UUGAGUCUGGCACCUUUUCCACCAUCAUUAGUGAUACCAAAGGG
((((((((.(((..((((.((((&........................))))))))))))))))))). -
19.50

miRNA: mir-9
Human predicted target: ENSG00000109654
Mouse predicted target: ENSMUSG00000027993
Rat predicted target: ENSRNOG00000010124
Hs Gene description: TRIPARTITE MOTIF PROTEIN 2.
[Source:SWISSPROT;Acc:Q9C040] NM_015271
mir-9 ENSG00000109654 6356 nt UTR 2 hits 977 1026
---------------------------------------1-1--------------------------------
--------------------------------------------------------------------------



--------------------------------------------------------------------------
---------------------------------
>ENSG00000109654 hs-mir-9    977    984
UCUUUGGUUAUCUAGCUGUAUGA&GCCAUAAGUAGCCCUUUGGAGGACUGAUGGUGUCAACCAAAGGC
(((((((((.((((((((((((.&..))))..))))....))))..............))))))))). -
17.66
>ENSG00000109654 hs-mir-9   1026   1033
UCUUUGGUUAUCUAGCUGUAUGA&AUUGAUUAAUGAUUCCCCCUUAGAAAGCAAGUGUUACCAAAGU
.(((((((...((.(((...(((&...................)))...))).))....))))))). -17.40
mir-9 ENSMUSG00000027993 6626 nt UTR 2 hits 935 984
-------------------------------------1-1----------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSMUSG00000027993 hs-mir-9    935    942
UCUUUGGUUAUCUAGCUGUAUGA&GCCAUAAGCAGCCCUUUGGAGGAUGGAUGGUGUCAACCAAAGGC
(((((((((((((((((((....&.......)))))...........)))))......))))))))). -
20.20
>ENSMUSG00000027993 hs-mir-9    984    991
UCUUUGGUUAUCUAGCUGUAUGA&AUUGAUUCAUGAUUUCCCCUUAGAGAGCAAGUGUUACCAAAGU
.(((((((...((.(((.(.(((&...................))).).))).))....))))))). -17.30
mir-9 ENSRNOG00000010124 3924 nt UTR 3 hits 1511 1559 3056
------------------------------------------------------------1-1-----------
------------------------------------------------1-------------------------
---------
>ENSRNOG00000010124 hs-mir-9   1511   1518
UCUUUGGUUAUCUAGCUGUAUGA&GCCCUAAACAGCCCUUAGGAGGACGGACGGUGUCAACCAAAGGC
(((((((((.....(((((.((.&.......................)).)))))...))))))))). -
19.80
>ENSRNOG00000010124 hs-mir-9   1559   1566
UCUUUGGUUAUCUAGCUGUAUGA&GAUUGAGUCAGAUUUCCCCUUAGAGAGCAAGUGUUACCAAAGU
.(((((((...((.(((.(.(((&...................))).).))).))....))))))). -17.30
>ENSRNOG00000010124 hs-mir-9   3056   3063
UCUUUGGUUAUCUAGCUGUAUGA&CUAGUGGAGCCCAGUGGAGUCUCCUCUCCGGUCUUACCAAAGAA
((((((((..(((((((.(((..&...))).)))....)))).................)))))))). -
18.61

miRNA: mir-9
Human predicted target: ENSG00000113742
Mouse predicted target: ENSMUSG00000020300
Rat predicted target: ENSRNOG00000020689
mir-9 ENSG00000113742 6172 nt UTR 3 hits 839 1615 4606
---------------------------------1------------------------------1---------
--------------------------------------------------------------------------
------------------------------------1-------------------------------------
-------------------------
>ENSG00000113742 hs-mir-9    839    846



UCUUUGGUUAUCUAGCUGUAUGA&UAACUUACUUAUCUGGUCAAAGCCCCAGGAAACCUACCAAAGC
.(((((((..(((.(((...(((&................))).)))....))).....))))))). -14.80
>ENSG00000113742 hs-mir-9   1615   1622
UCUUUGGUUAUCUAGCUGUAUGA&GCGCUACCUAACAGUACCAUCUUGGAUCCUUCAAAACCAAAGAC
(((((((((((((((((((....&..........))))).......))))).......))))))))). -
19.62
>ENSG00000113742 hs-mir-9   4606   4613
UCUUUGGUUAUCUAGCUGUAUGA&UUUGUCAAUGAAUAGUCUUGAUUUGUGGCCACACUACCAAAGGG
((((((((......((..((...&.......................))..))......)))))))). -
18.40
mir-9 ENSMUSG00000020300 2665 nt UTR 2 hits 785 1545
-------------------------------1-----------------------------1------------
---------------------------------
>ENSMUSG00000020300 hs-mir-9    785    792
UCUUUGGUUAUCUAGCUGUAUGA&UUAACUGACUUCCUAAUCACGGCCCCAGGAAACCUACCAAAGC
.(((((((..(((.(((((....&..................)))))....))).....))))))). -17.70
>ENSMUSG00000020300 hs-mir-9   1545   1552
UCUUUGGUUAUCUAGCUGUAUGA&GUGCUGCCUAACAGUACCAUCUUGGAUCCUUCAGAACCAAAGAC
(((((((((((((((((((....&..........))))).......))))).......))))))))). -
19.62
mir-9 ENSRNOG00000020689 2667 nt UTR 2 hits 787 1547
-------------------------------1-----------------------------1------------
---------------------------------
>ENSRNOG00000020689 hs-mir-9    787    794
UCUUUGGUUAUCUAGCUGUAUGA&UUAACUGACUUCCUAAUCACAGCCCCAGGAAACCUACCAAAGC
.(((((((..(((.(((((....&..................)))))....))).....))))))). -18.40
>ENSRNOG00000020689 hs-mir-9   1547   1554
UCUUUGGUUAUCUAGCUGUAUGA&GUGCUGCCUAACAGUACCAUCCUGGAUCCUUCAGAACCAAAGAC
(((((((((((((((..((((..&.............))))....)))))).......))))))))). -
20.31

miRNA: mir-9
Human predicted target: ENSG00000119547
Mouse predicted target: ENSMUSG00000045991
Rat predicted target: ENSRNOG00000018299
Hs Gene description: ONE CUT DOMAIN FAMILY MEMBER 2 (ONECUT-2
TRANSCRIPTION FACTOR) (OC-2). [Source:SWISSPROT;Acc:O95948] NM_004852
mir-9 ENSG00000119547 2109 nt UTR 4 hits 1273 1296 1671 2033
--------------------------------------------------11--------------1-------
-------1---
>ENSG00000119547 hs-mir-9   1273   1280
UCUUUGGUUAUCUAGCUGUAUGA&AAAACAGCUGAAUACAUCUGGAGAAAACACAGCACACCAAAGAA
((((((((..(((((.(((((..&...........))))).))))).............)))))))). -
21.66
>ENSG00000119547 hs-mir-9   1296   1303
UCUUUGGUUAUCUAGCUGUAUGA&AAAACACAGCACACCAAAGAAGCAGAAUACUGCAAACCAAAGAC



(((((((((.....((.((((..&..........................)))).)).))))))))). -
18.20
>ENSG00000119547 hs-mir-9   1671   1678
UCUUUGGUUAUCUAGCUGUAUGA&UUGAGACUGACUUUUUUAUGAAUUACUUAGUCGAAACCAAAGAA
(((((((((.((..((((..(((&......................)))..)))).))))))))))). -
17.60
>ENSG00000119547 hs-mir-9   2033   2040
UCUUUGGUUAUCUAGCUGUAUGA&CGGAACAGAGCAACAGAAACCUCAACAGCUACAAUACCAAAGAU
((((((((....(((((((.(((&.....................))))))))))....)))))))). -
25.40
mir-9 ENSMUSG00000045991 2000 nt UTR 3 hits 1316 1339 1717
----------------------------------------------------11--------------1-----
------
>ENSMUSG00000045991 hs-mir-9   1316   1323
UCUUUGGUUAUCUAGCUGUAUGA&AAUACAGCUGACAGAACCUGGAGAGAACACAGCACACCAAAGAA
((((((((....(((((((((..&.))))))))).........................)))))))). -
21.95
>ENSMUSG00000045991 hs-mir-9   1339   1346
UCUUUGGUUAUCUAGCUGUAUGA&AGAACACAGCACACCAAAGAAGCAGAAUACUGCAAACCAAAGAC
(((((((((.....((.((((..&..........................)))).)).))))))))). -
18.20
>ENSMUSG00000045991 hs-mir-9   1717   1724
UCUUUGGUUAUCUAGCUGUAUGA&UUGAGACUGACUUUUGUAUGAAUUGCUUAAUUGAAACCAAAGAA
(((((((((.((.(((..((((.&................))))....))).....))))))))))). -
18.50
mir-9 ENSRNOG00000018299 2000 nt UTR 3 hits 1294 1318 1702
---------------------------------------------------11---------------1-----
------
>ENSRNOG00000018299 hs-mir-9   1294   1301
UCUUUGGUUAUCUAGCUGUAUGA&AAAACAGCCGACGGAAUCUGGAGAGAACACAGCACACCAAAGAA
((((((((......(((((....&............................)))))..)))))))). -
19.50
>ENSRNOG00000018299 hs-mir-9   1318   1325
UCUUUGGUUAUCUAGCUGUAUGA&GAACACAGCACACCAAAGAAGCAGAAAUUCUGCAAACCAAAGAU
(((((((((.....(((((....&....))))).........................))))))))). -
17.81
>ENSRNOG00000018299 hs-mir-9   1702   1709
UCUUUGGUUAUCUAGCUGUAUGA&UUGAGACUGACUUUUGUAUGAAUUACUUAAUUGAAACCAAAGAA
(((((((((.((.....(((...&.......................)))......))))))))))). -
16.70

miRNA: mir-9
Human predicted target: ENSG00000136867
Mouse predicted target: ENSMUSG00000000464
Rat predicted target: ENSRNOG00000013631
Hs Gene description: PROBABLE LOW-AFFINITY COPPER UPTAKE PROTEIN 2 (HCTR2)
(COPPER TRANSPORTER 2). [Source:SWISSPROT;Acc:O15432] NM_001860



mir-9 ENSG00000136867 3223 nt UTR 2 hits 242 1030
---------1-------------------------------1--------------------------------
-------------------------------------------------------
>ENSG00000136867 hs-mir-9    242    249
UCUUUGGUUAUCUAGCUGUAUGA&CAGGCAUGGUCUUGUGUCUUAAGACAGCUGCUGUGACCAAAGGG
(((((((((((.(((((((....&.......................)))))))..))))))))))). -
26.80
>ENSG00000136867 hs-mir-9   1030   1037
UCUUUGGUUAUCUAGCUGUAUGA&AGCCAUGGGCAGGUACUGACUGAAGAUGCAAUCCAACCAAAGC
.((((((((((((.(((.((((.&...)))))))))))....................)))))))). -17.35
mir-9 ENSMUSG00000000464 3268 nt UTR 2 hits 234 907
---------1--------------------------1-------------------------------------
---------------------------------------------------------
>ENSMUSG00000000464 hs-mir-9    234    241
UCUUUGGUUAUCUAGCUGUAUGA&CCAGGCUCCUGUGGUGCCUUAAGCAAGUAGCUGUGACCAAAGGG
(((((((((((..(((((..((.&.......................))..)))))))))))))))). -
23.90
>ENSMUSG00000000464 hs-mir-9    907    914
UCUUUGGUUAUCUAGCUGUAUGA&GGCUGGGUACUGACUGAGGGUGCAAUAGCAAUCAAACCAAAGC
.((((((((((((((((......&))))))))..........................)))))))). -19.76
mir-9 ENSRNOG00000013631 3209 nt UTR 2 hits 222 876
--------1--------------------------1--------------------------------------
-------------------------------------------------------
>ENSRNOG00000013631 hs-mir-9    222    229
UCUUUGGUUAUCUAGCUGUAUGA&CAGGCCUCCUGUGGUUCCUUACACAAGUCGCUGUGACCAAAGGG
(((((((((((..(((((((.((&...............))..))))......)))))))))))))). -
19.40
>ENSRNOG00000013631 hs-mir-9    876    883
UCUUUGGUUAUCUAGCUGUAUGA&GGCUGGGUACUGACUGGGGGUGCAAUAAUAGUCAAACCAAAGC
.((((((((((((((((......&))))))))..........................)))))))). -19.76

miRNA: mir-9
Human predicted target: ENSG00000156398
Mouse predicted target: ENSMUSG00000025036
Rat predicted target: ENSRNOG00000020011
Hs Gene description: SIDEROFLEXIN 2. [Source:SWISSPROT;Acc:Q96NB2]
mir-9 ENSG00000156398 3432 nt UTR 2 hits 1135 1211
---------------------------------------------1--1-------------------------
----------------------------------------------------------------
>ENSG00000156398 hs-mir-9   1135   1142
UCUUUGGUUAUCUAGCUGUAUGA&UGGCUGCCUCCCUUCCUCAGCCCAUUAGGUUAAACACCAAAGAA
((((((((.(((((((((...((&.............))..))))....))))).....)))))))). -
19.80
>ENSG00000156398 hs-mir-9   1211   1218
UCUUUGGUUAUCUAGCUGUAUGA&UUUAUUUGGAACCUUCUAAGAGGAAAUCAACCAGGACCAAAGAG
(((((((((......(((..(((&..........................)))..)))))))))))). -
17.60



mir-9 ENSMUSG00000025036 2528 nt UTR 2 hits 1419 1858
--------------------------------------------------------1-----------------
1---------------------------
>ENSMUSG00000025036 hs-mir-9   1419   1426
UCUUUGGUUAUCUAGCUGUAUGA&CAAAUAGUUCCUUUCCUUGGCCCAUUAGGUCUCAUACCAAAGAG
((((((((.((((((((((.((.&)).))))).................))))).....)))))))). -
17.82
>ENSMUSG00000025036 hs-mir-9   1858   1865
UCUUUGGUUAUCUAGCUGUAUGA&UGCUGCCUUCCUUCCCUCUGCCUGUUAGGUCACAUACCAAAGAU
((((((((.(((((((.(((.((&................)))))..))))))).....)))))))). -
21.20
mir-9 ENSRNOG00000020011 2000 nt UTR 3 hits 1251 1537 1749
--------------------------------------------------1----------1-------1----
------
>ENSRNOG00000020011 hs-mir-9   1251   1258
UCUUUGGUUAUCUAGCUGUAUGA&CAAUGAGUUCCUUUCCUCAGCCCACUGGGUCUCACACCAAAGAG
((((((((.((((((.((..(((&................)))...)))))))).....)))))))). -
19.60
>ENSRNOG00000020011 hs-mir-9   1537   1544
UCUUUGGUUAUCUAGCUGUAUGA&AAACAGGAAAAAAUGUACAGUCAAACAGUCAUUUUACCAAAGU
.(((((((......(((((.(((&....................))).)))))......))))))). -20.20
>ENSRNOG00000020011 hs-mir-9   1749   1756
UCUUUGGUUAUCUAGCUGUAUGA&CUGCUGGCUUUCCUCCCUCAGCCUUUAGGUCACACACCAAAGAG
((((((((.(((((((((...((&.............))...))))...))))).....)))))))). -
19.70

miRNA: mir-9
Human predicted target: ENSG00000157978
Mouse predicted target: ENSMUSG00000037295
Rat predicted target: ENSRNOG00000000151
Hs Gene description: LDL RECEPTOR ADAPTOR PROTEIN.
[Source:RefSeq;Acc:NM_015627] NM_015627
mir-9 ENSG00000157978 3898 nt UTR 4 hits 45 355 588 2637
-1------------1--------1--------------------------------------------------
-------------------------------1------------------------------------------
--------
>ENSG00000157978 hs-mir-9     45     52
UCUUUGGUUAUCUAGCUGUAUGA&GCCAGCCGGACACAAGCGGCCCUGACACGUGAUGGACCAAAGC
.(((((((((((..(((((.((.&............)).)))))..........))).)))))))). -20.40
>ENSG00000157978 hs-mir-9    355    362
UCUUUGGUUAUCUAGCUGUAUGA&CAAGCUCUGCCCUGGCUGUGGGUAUCAGGACUGUGACCAAAGC
.((((((((((....((((((..&.....................))).)))....)))))))))). -18.60
>ENSG00000157978 hs-mir-9    588    595
UCUUUGGUUAUCUAGCUGUAUGA&ACCCCAGGCUCUUAGAGACUAAGGGGCAGCUCCUGACCAAAGAC
((((((((((...((((((....&.........................))))))..)))))))))). -
25.30
>ENSG00000157978 hs-mir-9   2637   2644



UCUUUGGUUAUCUAGCUGUAUGA&UUGGUAGAACACUUGUGCAUUCAGGUUAUCUCAGAACCAAAGGC
(((((((((...(((((..(((.&.................)))...)))))......))))))))). -
18.80
mir-9 ENSMUSG00000037295 3630 nt UTR 4 hits 294 462 791 906
-----------1------1------------1----1-------------------------------------
------------------------------------------------------------------------
>ENSMUSG00000037295 hs-mir-9    294    301
UCUUUGGUUAUCUAGCUGUAUGA&CAGUGCCCCCUCCUGCUGUGGGCGUCAGGACAAUGACCAAAGC
.((((((((((....(((.(((.&......................))))))....)))))))))). -19.30
>ENSMUSG00000037295 hs-mir-9    462    469
UCUUUGGUUAUCUAGCUGUAUGA&CCGAGUAACUGAGGCUCUCAGAGAGGCAGCCCCUGACCAAAGAC
((((((((((....(((((.(((&.................))).....)))))...)))))))))). -
23.80
>ENSMUSG00000037295 hs-mir-9    791    798
UCUUUGGUUAUCUAGCUGUAUGA&UCCAUUUUCUGCUUCCCCACAAUUCCUGGGAUGAUACCAAAGC
.(((((((((((((((.(.(((.&..)))...).)))...............)))))..))))))). -16.16
>ENSMUSG00000037295 hs-mir-9    906    913
UCUUUGGUUAUCUAGCUGUAUGA&GAGGGGUGGAGUUGAGAACAGAACCCAGAUCUGAUACCAAAGC
.(((((((.(((...(((.....&.........................)))....)))))))))). -17.20
mir-9 ENSRNOG00000000151 2000 nt UTR 3 hits 310 478 917
------------1------1----------------1-------------------------------------
------
>ENSRNOG00000000151 hs-mir-9    310    317
UCUUUGGUUAUCUAGCUGUAUGA&GAGCCAGUAUCCCCGCUGUGGGUGUCCAGACAAUGACCAAAGU
.((((((((((....(((.....&..........................)))...)))))))))). -18.40
>ENSRNOG00000000151 hs-mir-9    478    485
UCUUUGGUUAUCUAGCUGUAUGA&CUGAGAAGCUGAGGCUUUCAAAGAGGCAGCCCCUGACCAAAGAC
((((((((((....(((((.(((&.................))).....)))))...)))))))))). -
22.80
>ENSRNOG00000000151 hs-mir-9    917    924
UCUUUGGUUAUCUAGCUGUAUGA&GGGCGGUGGAGUUGAGAAUAGAACCCAGAUCUGAUACCAAAGC
.(((((((.(((...(((.....&.........................)))....)))))))))). -17.20

miRNA: mir-9
Human predicted target: ENSG00000169856
Mouse predicted target: ENSMUSG00000043013
Rat predicted target: ENSRNOG00000008095
Hs Gene description: HEPATOCYTE NUCLEAR FACTOR 6 (HNF-6) (ONE CUT DOMAIN
FAMILY MEMBER 1). [Source:SWISSPROT;Acc:Q9UBC0] NM_004498
mir-9 ENSG00000169856 2566 nt UTR 3 hits 138 689 745
-----1---------------------1-1--------------------------------------------
-----------------------------
>ENSG00000169856 hs-mir-9    138    145
UCUUUGGUUAUCUAGCUGUAUGA&UGAAGAAAAAAAAGCGUUAUUUAUAGUCCAAAGAAACCAAAGAC
(((((((((.(((.((((((...&.....................))))))....)))))))))))). -
20.30
>ENSG00000169856 hs-mir-9    689    696



UCUUUGGUUAUCUAGCUGUAUGA&AACAUGAGUCCAUCCAUUAAAAAAAUCACCUAGGUACCAAAGAA
((((((((.((((((.((.....&..........................)).)))))))))))))). -
21.80
>ENSG00000169856 hs-mir-9    745    752
UCUUUGGUUAUCUAGCUGUAUGA&UAUAGUGCAGGUAUUUUAUUGCAAUGAUUUUAAUAACCAAAGC
.((((((((((.((.((((((..&....)))))).))...................)))))))))). -19.55
mir-9 ENSMUSG00000043013 2052 nt UTR 3 hits 149 754 808
-----1------------------------1-1-----------------------------------------
---------
>ENSMUSG00000043013 hs-mir-9    149    156
UCUUUGGUUAUCUAGCUGUAUGA&UGAAGAAAAACAAGUGGUAUUUAUAGUCCAAAGAAACCAAAGAC
(((((((((.(((.((((((...&.....................))))))....)))))))))))). -
20.30
>ENSMUSG00000043013 hs-mir-9    754    761
UCUUUGGUUAUCUAGCUGUAUGA&AAACGAGUCCAUCCAUUAAAAAAAAUCACCUAGGUACCAAAGAA
((((((((.((((((.((.....&..........................)).)))))))))))))). -
21.80
>ENSMUSG00000043013 hs-mir-9    808    815
UCUUUGGUUAUCUAGCUGUAUGA&UAUAGUGCAGGUAUUUUAUUGCAAUGAUUUUAAUAACCAAAGC
.((((((((((.((.((((((..&....)))))).))...................)))))))))). -19.55
mir-9 ENSRNOG00000008095 2059 nt UTR 3 hits 145 742 793
-----1-----------------------1-1------------------------------------------
---------
>ENSRNOG00000008095 hs-mir-9    145    152
UCUUUGGUUAUCUAGCUGUAUGA&UGAAGGAAAACAAGUGGUAUUUAUAGUCCAAAGAAACCAAAGAC
(((((((((.(((.((((((...&.....................))))))....)))))))))))). -
20.30
>ENSRNOG00000008095 hs-mir-9    742    749
UCUUUGGUUAUCUAGCUGUAUGA&UCCAUCCAUUAAAAAAAAAAAAGAAUCACCUAGGUACCAAAGAC
((((((((.((((((.((.....&..........................)).)))))))))))))). -
21.50
>ENSRNOG00000008095 hs-mir-9    793    800
UCUUUGGUUAUCUAGCUGUAUGA&UAUAGUACAGGUAUUUUAUUGCAAUGAUUUUAAUAACCAAAGC
.((((((((((.((.((((((..&....)))))).))...................)))))))))). -19.55

miRNA: mir-10a
Human predicted target: ENSG00000090615
Mouse predicted target: ENSMUSG00000029502
Rat predicted target: ENSRNOG00000000687
Hs Gene description: GOLGIN-160 (FRAGMENT). [Source:SWISSPROT;Acc:Q08378]

NM_005895
mir-10a ENSG00000090615 2000 nt UTR 2 hits 248 1885
---------1----------------------------------------------------------------
-1----
>ENSG00000090615 hs-mir-10a    248    255
UACCCUGUAGAUCCGAAUUUGUG&CAGGGAGAGGCUGCGUAACUGGGAGCAGCUGUGUGACAGGGUC
.(((((((((.(((.(.(((((.&............))).)).).)))....)).....))))))). -18.00



>ENSG00000090615 hs-mir-10a   1885   1892
UACCCUGUAGAUCCGAAUUUGUG&AGCAAAUAUUGGAAUUUCCAAAAUAUAUCAUUUGUACAGGGUU
.((((((((.((((((((((((.&.)))))).)))))...................).)))))))). -23.60
mir-10a ENSMUSG00000029502 2000 nt UTR 2 hits 1207 1795
------------------------------------------------1----------------------1--
------
>ENSMUSG00000029502 hs-mir-10a   1207   1214
UACCCUGUAGAUCCGAAUUUGUG&ACCUGAAAGGAGGUGGGCAACUUUGGUCUUCUGAGACAGGGUC
.((((((((((.(((((.((((.&................)))).)))))...)))...))))))). -24.60
>ENSMUSG00000029502 hs-mir-10a   1795   1802
UACCCUGUAGAUCCGAAUUUGUG&AAGUAUUGGAACUUUAAGAUGUGUAUAUCAUUUGUACAGGGUU
.((((((((.((((((.......&.....)))))......................).)))))))). -18.94
mir-10a ENSRNOG00000000687 2000 nt UTR 2 hits 1178 1751
-----------------------------------------------1----------------------1---
------
>ENSRNOG00000000687 hs-mir-10a   1178   1185
UACCCUGUAGAUCCGAAUUUGUG&ACCUGGAAGAAGGUAGGCAACUUUGGUUUUCUGAGACAGGGUU
.((((((((((.(((((.((((.&................)))).)))))...)))...))))))). -24.60
>ENSRNOG00000000687 hs-mir-10a   1751   1758
UACCCUGUAGAUCCGAAUUUGUG&AAGUAUUGGGACUUUAAAGUGUGUAUAUCACUUGUACAGGGUU
.((((((((.((((.(((.....&....))).))).....................).)))))))). -18.49

miRNA: mir-10a
Human predicted target: ENSG00000099882
Mouse predicted target: ENSMUSG00000022623
Rat predicted target: ENSRNOG00000013337
Hs Gene description: SH3 AND MULTIPLE ANKYRIN REPEAT DOMAINS PROTEIN 3
(SHANK3) (PROLINE RICH SYNAPSE-ASSOCIATED PROTEIN 2) (PROSAP2) (FRAGMENT).
[Source:SWISSPROT;Acc:Q9BYB0]
mir-10a ENSG00000099882 3898 nt UTR 2 hits 814 1712
--------------------------------1-----------------------------------1-----
--------------------------------------------------------------------------
--------
>ENSG00000099882 hs-mir-10a    814    821
UACCCUGUAGAUCCGAAUUUGUG&CAGGGCCCUGCCGCUCCACCGCAGCCAUCUUCCUCACAGGGUC
.(((((((.((...((..(((((&...................)))))...))....))))))))). -17.90
>ENSG00000099882 hs-mir-10a   1712   1719
UACCCUGUAGAUCCGAAUUUGUG&GGUUUUGGUUCCGUUCAAUUUGGGUUUUUAACUUUACAGGGUC
.((((((((((((((((((....&................))))))))........)))))))))). -22.80
mir-10a ENSMUSG00000022623 2000 nt UTR 3 hits 795 1054 1744
-------------------------------1----------1--------------------------1----
------
>ENSMUSG00000022623 hs-mir-10a    795    802
UACCCUGUAGAUCCGAAUUUGUG&GGGCCCCGGUAACCCAAACCCCAGCCAUCAUCUUCACAGGGUC
.((((((((((((((........&......)))....................))))..))))))). -17.75
>ENSMUSG00000022623 hs-mir-10a   1054   1061
UACCCUGUAGAUCCGAAUUUGUG&UUCUGGAUGGGUGGGAGGUGGCGGCAGAAGCUUGCACAGGGUGC



((((((((.(....(..(((((.&.......................)))))..)...))))))))). -
19.30
>ENSMUSG00000022623 hs-mir-10a   1744   1751
UACCCUGUAGAUCCGAAUUUGUG&GUUUUUGGUUCUGUUCAAUUUGGGUUUUUAACUUUACAGGGUC
.((((((((((((((((((....&................))))))))........)))))))))). -22.80
mir-10a ENSRNOG00000013337 2000 nt UTR 2 hits 796 1736
-------------------------------1-------------------------------------1----
------
>ENSRNOG00000013337 hs-mir-10a    796    803
UACCCUGUAGAUCCGAAUUUGUG&UGGGCCCCGGUAACCCAACCCCAGCCAUCAUCUUCACAGGGUC
.((((((((((((((........&.......)))...................))))..))))))). -17.80
>ENSRNOG00000013337 hs-mir-10a   1736   1743
UACCCUGUAGAUCCGAAUUUGUG&GUUUUUGGUUCUGUUCAGUUUGGGUUUUUAACUUUACAGGGUC
.((((((((((((((((((....&................))))))))........)))))))))). -22.80

miRNA: mir-10a
Human predicted target: ENSG00000121255
Mouse predicted target: ENSMUSG00000041245
Rat predicted target: ENSRNOG00000002634
mir-10a ENSG00000121255 3902 nt UTR 2 hits 1267 1581
--------------------------------------------------1------------1----------
--------------------------------------------------------------------------
---------
>ENSG00000121255 hs-mir-10a   1267   1274
UACCCUGUAGAUCCGAAUUUGUG&UAGGUUUCGAGACUUACAUAUGAAACACUGGCUUUACAGGGUU
.((((((((((.(((.....(((&.........................)))))).)))))))))). -22.10
>ENSG00000121255 hs-mir-10a   1581   1588
UACCCUGUAGAUCCGAAUUUGUG&AAGAAGGUUAACUAUAAUAAUGUUAAAGGCUAGUCACAGGGUU
.(((((((.(((..(..((((..&.......................))))..)..)))))))))). -19.10
mir-10a ENSMUSG00000041245 2000 nt UTR 2 hits 969 1282
--------------------------------------1------------1----------------------
------
>ENSMUSG00000041245 hs-mir-10a    969    976
UACCCUGUAGAUCCGAAUUUGUG&UAGCUUUUGAGACUUUUGCAUAAAACACUGGCUUUACAGGGUU
.((((((((((.(((..((((((&..................))))))....))).)))))))))). -23.90
>ENSMUSG00000041245 hs-mir-10a   1282   1289
UACCCUGUAGAUCCGAAUUUGUG&AGGGAGGUUAACUUUAGUAAUCUUAAGCGCUAGUCACAGGGUU
.(((((((.(((..(..((((..&.......................))))..)..)))))))))). -17.80
mir-10a ENSRNOG00000002634 2000 nt UTR 2 hits 976 1287
---------------------------------------1-----------1----------------------
------
>ENSRNOG00000002634 hs-mir-10a    976    983
UACCCUGUAGAUCCGAAUUUGUG&UAGCUUUUGAGACUUUUGCAUAAAACACUGGCUUUACAGGGUU
.((((((((((.(((..((((((&..................))))))....))).)))))))))). -23.90
>ENSRNOG00000002634 hs-mir-10a   1287   1294
UACCCUGUAGAUCCGAAUUUGUG&GGAAGCUUAACUGUAGUAAAUCUUACGUGCUAGUCACAGGGUC
.(((((((.(((..(....((((&.......................))))..)..)))))))))). -17.90



miRNA: mir-10a
Human predicted target: ENSG00000168268
Mouse predicted target: ENSMUSG00000042307
Rat predicted target: ENSRNOG00000018358
Hs Gene description: NM_022908
mir-10a ENSG00000168268 2083 nt UTR 3 hits 291 867 1637
-----------1----------------------1------------------------------1--------
----------
>ENSG00000168268 hs-mir-10a    291    298
UACCCUGUAGAUCCGAAUUUGUG&CAUCGAAGGGUUCACAAAAGGUGUCGCUGCCAAAGACAGGGUU
.(((((((.(((((...((((((&............)))))).)).)))..........))))))). -21.70
>ENSG00000168268 hs-mir-10a    867    874
UACCCUGUAGAUCCGAAUUUGUG&AGAGUCAGGCCCACUGUGAGCGAGGGCCAGGGCCAACAGGGUGG
((((((((.(..((...(((((.&...................))))).....))..).)))))))). -
24.80
>ENSG00000168268 hs-mir-10a   1637   1644
UACCCUGUAGAUCCGAAUUUGUG&CCCGACCAUUGCCACAGUCCGCCACAGGGAAAACCACAGGGUGG
((((((((.(.(((....(((((&......................))))))))...).)))))))). -
20.90
mir-10a ENSMUSG00000042307 2000 nt UTR 2 hits 292 1620
-----------1----------------------------------------------------1---------
------
>ENSMUSG00000042307 hs-mir-10a    292    299
UACCCUGUAGAUCCGAAUUUGUG&CAAAGGGUUCACAAAAGAUGUCACUGCUGCCAAAAACAGGGUU
.((((((((.(((....((((((&.........)))))).))).)..............))))))). -16.93
>ENSMUSG00000042307 hs-mir-10a   1620   1627
UACCCUGUAGAUCCGAAUUUGUG&CACGAUUAUUACCACAGUCUGCCGCUGGGGUGACGACAGGGUGG
((((((((..((((.(..(((((&............)))))........).))))....)))))))). -
21.50
mir-10a ENSRNOG00000018358 2064 nt UTR 2 hits 511 1838
--------------------1----------------------------------------------------
1---------
>ENSRNOG00000018358 hs-mir-10a    511    518
UACCCUGUAGAUCCGAAUUUGUG&CAAAGGGUUCACAAAAGAUGUCGCUGCUGCCAAAAACAGGGUU
.(((((((((...(((.((((((&.........)))))).....)))...)).......))))))). -19.41
>ENSRNOG00000018358 hs-mir-10a   1838   1845
UACCCUGUAGAUCCGAAUUUGUG&CACGAUUAUUACCACAGUCUGCCGCCGGGGUGACCACAGGGUGG
((((((((.(.((((...(((((&............)))))........))))....).)))))))). -
21.90

miRNA: mir-10a
Human predicted target: ENSG00000172354
Mouse predicted target: ENSMUSG00000029713
Rat predicted target: ENSRNOG00000001409



Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(I)/G(S)/G(T)
BETA SUBUNIT 2 (TRANSDUCIN BETA CHAIN 2) (G PROTEIN BETA 2 SUBUNIT).
[Source:SWISSPROT;Acc:P11016] NM_005273
mir-10a ENSG00000172354 2368 nt UTR 3 hits 778 915 1016
-------------------------------1----1---1---------------------------------
---------------------
>ENSG00000172354 hs-mir-10a    778    785
UACCCUGUAGAUCCGAAUUUGUG&UAUUUACAGGAGCAGGUAAAAGAGAGGGAAGUCACACAGGGUGG
((((((((.((((((..((((((&....))))))..).))..............)))..)))))))). -
18.83
>ENSG00000172354 hs-mir-10a    915    922
UACCCUGUAGAUCCGAAUUUGUG&GGGCCCAGGAAGACCGGGGCCGGGGAAGGACAGCAACAGGGUC
.(((((((.(.((((..(((.((&.....)).)))...))))...............).))))))). -19.69
>ENSG00000172354 hs-mir-10a   1016   1023
UACCCUGUAGAUCCGAAUUUGUG&AUGGGGGUGGGAGAGGGCUCCCCCUAUACUUCCUCACAGGGUU
.(((((((.((((((..(..((.&))..)..))))......................))))))))). -18.04
mir-10a ENSMUSG00000029713 2374 nt UTR 2 hits 633 847
-------------------------1-------1----------------------------------------
---------------------
>ENSMUSG00000029713 hs-mir-10a    633    640
UACCCUGUAGAUCCGAAUUUGUG&GGAGUAUUUACAAGAGUGGGUAUUAGGGAAGUCACACAGGGUAG
((((((((..(((((..((((((&........))))))..)))))..............)))))))). -
23.09
>ENSMUSG00000029713 hs-mir-10a    847    854
UACCCUGUAGAUCCGAAUUUGUG&GAGGGGAUGGGGUGGGAGAGGCCCCACACUUCCUCACAGGGUU
.(((((((.((...(((..((((&........................)))).))).))))))))). -18.60
mir-10a ENSRNOG00000001409 2376 nt UTR 2 hits 639 860
-------------------------1--------1---------------------------------------
----------------------
>ENSRNOG00000001409 hs-mir-10a    639    646
UACCCUGUAGAUCCGAAUUUGUG&GGAGUAUUUACAAGAGUGGGUAUUAGGGAAGUCACACAGGGUAG
((((((((..(((((..((((((&........))))))..)))))..............)))))))). -
23.09
>ENSRNOG00000001409 hs-mir-10a    860    867
UACCCUGUAGAUCCGAAUUUGUG&GAUGGGGUGGGAGAGGGCUCCCCCUACACUUCCUCACAGGGUU
.(((((((.((...(((..((((&........................)))).))).))))))))). -16.80

miRNA: mir-10b
Human predicted target: ENSG00000090615
Mouse predicted target: ENSMUSG00000029502
Rat predicted target: ENSRNOG00000000687
Hs Gene description: GOLGIN-160 (FRAGMENT). [Source:SWISSPROT;Acc:Q08378]

NM_005895
mir-10b ENSG00000090615 2000 nt UTR 2 hits 248 1885
---------1----------------------------------------------------------------
-1----
>ENSG00000090615 hs-mir-10b    248    255



UACCCUGUAGAACCGAAUUUGU&CAGGGAGAGGCUGCGUAACUGGGAGCAGCUGUGUGACAGGGUC
.(((((((...((((...((((&........................)))).)).)).))))))). -17.10
>ENSG00000090615 hs-mir-10b   1885   1892
UACCCUGUAGAACCGAAUUUGU&AGCAAAUAUUGGAAUUUCCAAAAUAUAUCAUUUGUACAGGGUU
.((((((((.((((((((((((&.)))))).))))...................)).)))))))). -21.90
mir-10b ENSMUSG00000029502 2000 nt UTR 2 hits 1207 1795
------------------------------------------------1----------------------1--
------
>ENSMUSG00000029502 hs-mir-10b   1207   1214
UACCCUGUAGAACCGAAUUUGU&ACCUGAAAGGAGGUGGGCAACUUUGGUCUUCUGAGACAGGGUC
.((((((((((((((((.((((&................)))).))))))..)))...))))))). -24.30
>ENSMUSG00000029502 hs-mir-10b   1795   1802
UACCCUGUAGAACCGAAUUUGU&AAGUAUUGGAACUUUAAGAUGUGUAUAUCAUUUGUACAGGGUU
.((((((((.((..((......&...........................))..)).)))))))). -18.50
mir-10b ENSRNOG00000000687 2000 nt UTR 2 hits 1178 1751
-----------------------------------------------1----------------------1---
------
>ENSRNOG00000000687 hs-mir-10b   1178   1185
UACCCUGUAGAACCGAAUUUGU&ACCUGGAAGAAGGUAGGCAACUUUGGUUUUCUGAGACAGGGUU
.((((((((((((((((.((((&................)))).))))))))).....))))))). -25.60
>ENSRNOG00000000687 hs-mir-10b   1751   1758
UACCCUGUAGAACCGAAUUUGU&AAGUAUUGGGACUUUAAAGUGUGUAUAUCACUUGUACAGGGUU
.((((((((.((..((......&...........................))..)).)))))))). -18.50

miRNA: mir-10b
Human predicted target: ENSG00000099882
Mouse predicted target: ENSMUSG00000022623
Rat predicted target: ENSRNOG00000013337
Hs Gene description: SH3 AND MULTIPLE ANKYRIN REPEAT DOMAINS PROTEIN 3
(SHANK3) (PROLINE RICH SYNAPSE-ASSOCIATED PROTEIN 2) (PROSAP2) (FRAGMENT).
[Source:SWISSPROT;Acc:Q9BYB0]
mir-10b ENSG00000099882 3898 nt UTR 2 hits 814 1712
--------------------------------1-----------------------------------1-----
--------------------------------------------------------------------------
--------
>ENSG00000099882 hs-mir-10b    814    821
UACCCUGUAGAACCGAAUUUGU&CAGGGCCCUGCCGCUCCACCGCAGCCAUCUUCCUCACAGGGUC
.(((((((.((...(((..((.&.........................))..))).))))))))). -17.20
>ENSG00000099882 hs-mir-10b   1712   1719
UACCCUGUAGAACCGAAUUUGU&GGUUUUGGUUCCGUUCAAUUUGGGUUUUUAACUUUACAGGGUC
.(((((((((((((.((.(((.&...............))).)).))).......)))))))))). -22.51
mir-10b ENSMUSG00000022623 2000 nt UTR 3 hits 795 1054 1744
-------------------------------1----------1--------------------------1----
------
>ENSMUSG00000022623 hs-mir-10b    795    802
UACCCUGUAGAACCGAAUUUGU&GGGCCCCGGUAACCCAAACCCCAGCCAUCAUCUUCACAGGGUC
.((((((((((((((.......&......))))....................)))..))))))). -18.35



>ENSMUSG00000022623 hs-mir-10b   1054   1061
UACCCUGUAGAACCGAAUUUGU&UUCUGGAUGGGUGGGAGGUGGCGGCAGAAGCUUGCACAGGGUGC
((((((((.(....(..(((((&.......................)))))..)...))))))))). -18.60
>ENSMUSG00000022623 hs-mir-10b   1744   1751
UACCCUGUAGAACCGAAUUUGU&GUUUUUGGUUCUGUUCAAUUUGGGUUUUUAACUUUACAGGGUC
.(((((((((((((.((.(((.&...............))).)).))).......)))))))))). -22.51
mir-10b ENSRNOG00000013337 2000 nt UTR 2 hits 796 1736
-------------------------------1-------------------------------------1----
------
>ENSRNOG00000013337 hs-mir-10b    796    803
UACCCUGUAGAACCGAAUUUGU&UGGGCCCCGGUAACCCAACCCCAGCCAUCAUCUUCACAGGGUC
.((((((((((((((.......&.......))))...................)))..))))))). -18.40
>ENSRNOG00000013337 hs-mir-10b   1736   1743
UACCCUGUAGAACCGAAUUUGU&GUUUUUGGUUCUGUUCAGUUUGGGUUUUUAACUUUACAGGGUC
.((((((((((.(((((((...&................))))))).........)))))))))). -21.90

miRNA: mir-10b
Human predicted target: ENSG00000117682
Mouse predicted target: ENSMUSG00000012117
Rat predicted target: ENSRNOG00000014665
Hs Gene description: DEHYDRODOLICHYL DIPHOSPHATE SYNTHASE.
[Source:RefSeq;Acc:NM_024887]
mir-10b ENSG00000117682 2000 nt UTR 2 hits 1603 1887
----------------------------------------------------------------1---------
-1----
>ENSG00000117682 hs-mir-10b   1603   1610
UACCCUGUAGAACCGAAUUUGU&UCCACACCUGGCACUCCCCUCUACCAAUCCCUGGCACAGGGUU
.(((((((....(((...(((.&........................)))....))).))))))). -16.20
>ENSG00000117682 hs-mir-10b   1887   1894
UACCCUGUAGAACCGAAUUUGU&CUUUGGCCUGAGGUUCUGUAUUCUGGGAAAGGUACACAGGGUGG
((((((((((((((........&...........))))))..................)))))))). -22.76
mir-10b ENSMUSG00000012117 3960 nt UTR 2 hits 758 1681
------------------------------1------------------------------------1------
--------------------------------------------------------------------------
-----------
>ENSMUSG00000012117 hs-mir-10b    758    765
UACCCUGUAGAACCGAAUUUGU&UCCCCUGUGAGACCCAACCCCCUCCGUGACUACAGACAGGGUGG
((((((((..............&...................................)))))))). -17.10
>ENSMUSG00000012117 hs-mir-10b   1681   1688
UACCCUGUAGAACCGAAUUUGU&UUCCAGCCCCAGGACCUGUAUUCUGGGAAAGGUGCACAGGGUGG
((((((((...(((........&..............................)))..)))))))). -21.30
mir-10b ENSRNOG00000014665 3790 nt UTR 2 hits 1536 3457
-------------------------------------------------------------1------------
----------------------------------------------------------------1---------
----
>ENSRNOG00000014665 hs-mir-10b   1536   1543
UACCCUGUAGAACCGAAUUUGU&UUCCAGCCUGGGGACCUGUAUUCUGGGAAAGGUGCACAGGGUGG



((((((((...(((........&..............................)))..)))))))). -21.30
>ENSRNOG00000014665 hs-mir-10b   3457   3464
UACCCUGUAGAACCGAAUUUGU&UUCCAGCCUGGGGACCUGUAUUCUGGGAAAGGUGCACAGGGUGG
((((((((...(((........&..............................)))..)))))))). -21.30

miRNA: mir-10b
Human predicted target: ENSG00000121255
Mouse predicted target: ENSMUSG00000041245
Rat predicted target: ENSRNOG00000002634
mir-10b ENSG00000121255 3902 nt UTR 2 hits 1267 1581
--------------------------------------------------1------------1----------
--------------------------------------------------------------------------
---------
>ENSG00000121255 hs-mir-10b   1267   1274
UACCCUGUAGAACCGAAUUUGU&UAGGUUUCGAGACUUACAUAUGAAACACUGGCUUUACAGGGUU
.((((((((((.(((.......&............................))).)))))))))). -22.20
>ENSG00000121255 hs-mir-10b   1581   1588
UACCCUGUAGAACCGAAUUUGU&AAGAAGGUUAACUAUAAUAAUGUUAAAGGCUAGUCACAGGGUU
.(((((((.((...(..((((.&.......................))))..)...))))))))). -17.70
mir-10b ENSMUSG00000041245 2000 nt UTR 2 hits 969 1282
--------------------------------------1------------1----------------------
------
>ENSMUSG00000041245 hs-mir-10b    969    976
UACCCUGUAGAACCGAAUUUGU&UAGCUUUUGAGACUUUUGCAUAAAACACUGGCUUUACAGGGUU
.((((((((((.(((.......&............................))).)))))))))). -22.20
>ENSMUSG00000041245 hs-mir-10b   1282   1289
UACCCUGUAGAACCGAAUUUGU&AGGGAGGUUAACUUUAGUAAUCUUAAGCGCUAGUCACAGGGUU
.(((((((.((...(..((((.&.......................))))..)...))))))))). -16.40
mir-10b ENSRNOG00000002634 2000 nt UTR 2 hits 976 1287
---------------------------------------1-----------1----------------------
------
>ENSRNOG00000002634 hs-mir-10b    976    983
UACCCUGUAGAACCGAAUUUGU&UAGCUUUUGAGACUUUUGCAUAAAACACUGGCUUUACAGGGUU
.((((((((((.(((.......&............................))).)))))))))). -22.20
>ENSRNOG00000002634 hs-mir-10b   1287   1294
UACCCUGUAGAACCGAAUUUGU&GGAAGCUUAACUGUAGUAAAUCUUACGUGCUAGUCACAGGGUC
.(((((((.((........(((&........................)))......))))))))). -15.54

miRNA: mir-10b
Human predicted target: ENSG00000159664
Mouse predicted target: ENSMUSG00000009681
Rat predicted target: ENSRNOG00000001304
mir-10b ENSG00000159664 2000 nt UTR 2 hits 287 518
-----------1--------1-----------------------------------------------------
------
>ENSG00000159664 hs-mir-10b    287    294



UACCCUGUAGAACCGAAUUUGU&CAGUUCAUCUCUGAGUCCAGGCCUGGCCCUCGGAGACAGGGUGA
((((((((....((((......&.............................))))..)))))))). -22.40
>ENSG00000159664 hs-mir-10b    518    525
UACCCUGUAGAACCGAAUUUGU&CAUUUCCCUGACUUAGAAACCACACUCCACUUAGAACAGGGUU
.(((((((..............&...................................))))))). -15.50
mir-10b ENSMUSG00000009681 2453 nt UTR 2 hits 537 1805
---------------------1--------------------------------------------------1-
-------------------------
>ENSMUSG00000009681 hs-mir-10b    537    544
UACCCUGUAGAACCGAAUUUGU&ACGUUCCCUGACGUAGAAAUUCCGCUGUGUGUGUGACAGGGUC
.(((((((...(((((((((.(&..............).))))))......).))...))))))). -17.40
>ENSMUSG00000009681 hs-mir-10b   1805   1812
UACCCUGUAGAACCGAAUUUGU&CUGCCUAAGGUAUUGGGCAGGAAACAAAAGACCCUACAGGGUC
.(((((((((...(...(((((&.......................))))).)...))))))))). -20.00
mir-10b ENSRNOG00000001304 2346 nt UTR 2 hits 731 2172
-----------------------------1--------------------------------------------
------------1-------
>ENSRNOG00000001304 hs-mir-10b    731    738
UACCCUGUAGAACCGAAUUUGU&CUGUCCCUGCGUCAAAAAAUUCCGCUGUAGGCCUGACAGGGUC
.(((((((....((((((((..&................)))))).......))....))))))). -18.51
>ENSRNOG00000001304 hs-mir-10b   2172   2179
UACCCUGUAGAACCGAAUUUGU&CUAAUUAAUGUAUUGGGCAGGAAGCAAAAGACCUUACAGGGUC
.(((((((((...(...(((((&.......................))))).)...))))))))). -18.10

miRNA: mir-10b
Human predicted target: ENSG00000168268
Mouse predicted target: ENSMUSG00000042307
Rat predicted target: ENSRNOG00000018358
Hs Gene description: NM_022908
mir-10b ENSG00000168268 2083 nt UTR 3 hits 291 867 1637
-----------1----------------------1------------------------------1--------
----------
>ENSG00000168268 hs-mir-10b    291    298
UACCCUGUAGAACCGAAUUUGU&CAUCGAAGGGUUCACAAAAGGUGUCGCUGCCAAAGACAGGGUU
.(((((((.(((((...(((((&.............))))).))).))..........))))))). -19.50
>ENSG00000168268 hs-mir-10b    867    874
UACCCUGUAGAACCGAAUUUGU&AGAGUCAGGCCCACUGUGAGCGAGGGCCAGGGCCAACAGGGUGG
((((((((.(..((...(((((&...................))))).....))..).)))))))). -23.30
>ENSG00000168268 hs-mir-10b   1637   1644
UACCCUGUAGAACCGAAUUUGU&CCCGACCAUUGCCACAGUCCGCCACAGGGAAAACCACAGGGUGG
((((((((.........(((((&.......................))))).......)))))))). -17.39
mir-10b ENSMUSG00000042307 2000 nt UTR 2 hits 292 1620
-----------1----------------------------------------------------1---------
------
>ENSMUSG00000042307 hs-mir-10b    292    299
UACCCUGUAGAACCGAAUUUGU&CAAAGGGUUCACAAAAGAUGUCACUGCUGCCAAAAACAGGGUU
.(((((((.(((((...((((.&)))).))))).........................))))))). -18.77



>ENSMUSG00000042307 hs-mir-10b   1620   1627
UACCCUGUAGAACCGAAUUUGU&CACGAUUAUUACCACAGUCUGCCGCUGGGGUGACGACAGGGUGG
((((((((...(((........&............................)))....)))))))). -21.80
mir-10b ENSRNOG00000018358 2064 nt UTR 2 hits 511 1838
--------------------1----------------------------------------------------
1---------
>ENSRNOG00000018358 hs-mir-10b    511    518
UACCCUGUAGAACCGAAUUUGU&CAAAGGGUUCACAAAAGAUGUCGCUGCUGCCAAAAACAGGGUU
.(((((((.(((((...((((.&)))).))))).........................))))))). -18.77
>ENSRNOG00000018358 hs-mir-10b   1838   1845
UACCCUGUAGAACCGAAUUUGU&CACGAUUAUUACCACAGUCUGCCGCCGGGGUGACCACAGGGUGG
((((((((.(..(((.......&.........................)))..)....)))))))). -21.10

miRNA: mir-10b
Human predicted target: ENSG00000169364
Mouse predicted target: ENSMUSG00000009681
Mouse predicted target: ENSMUSG00000044049
Rat predicted target: ENSRNOG00000001304
Rat predicted target: ENSRNOG00000001307
Rat predicted target: ENSRNOG00000001308
Rat predicted target: ENSRNOG00000001310
Hs Gene description: BREAKPOINT CLUSTER REGION PROTEIN (EC 2.7.1.-).
[Source:SWISSPROT;Acc:P11274] NM_012165
mir-10b ENSG00000169364 2428 nt UTR 2 hits 281 510
-----------1--------1-----------------------------------------------------
------------------------
>ENSG00000169364 hs-mir-10b    281    288
UACCCUGUAGAACCGAAUUUGU&CAGUUCAUCUCGGAGUCCAGGCCUGGCCCUGGGAGACAGGGUGA
((((((((....(((.......&.............................)))...)))))))). -20.40
>ENSG00000169364 hs-mir-10b    510    517
UACCCUGUAGAACCGAAUUUGU&CAUUUCCCUGACUUAGAAACCACACUCCACUUCUAACAGGGUU
.(((((((((((..........&..............................)))).))))))). -18.00
mir-10b ENSMUSG00000009681 2453 nt UTR 2 hits 537 1805
---------------------1--------------------------------------------------1-
-------------------------
>ENSMUSG00000009681 hs-mir-10b    537    544
UACCCUGUAGAACCGAAUUUGU&ACGUUCCCUGACGUAGAAAUUCCGCUGUGUGUGUGACAGGGUC
.(((((((...(((((((((.(&..............).))))))......).))...))))))). -17.40
>ENSMUSG00000009681 hs-mir-10b   1805   1812
UACCCUGUAGAACCGAAUUUGU&CUGCCUAAGGUAUUGGGCAGGAAACAAAAGACCCUACAGGGUC
.(((((((((...(...(((((&.......................))))).)...))))))))). -20.00
mir-10b ENSMUSG00000044049 2000 nt UTR 1 hits 1144
---------------------------------------------1----------------------------
------
>ENSMUSG00000044049 hs-mir-10b   1144   1151
UACCCUGUAGAACCGAAUUUGU&UCAAAAAUCUGCCAGGUACCCAGGGAGAUGUUAGUACAGGGUAG
(((((((((.(((....((((.&....................)))).....)))..))))))))). -20.50



mir-10b ENSRNOG00000001304 2346 nt UTR 2 hits 731 2172
-----------------------------1--------------------------------------------
------------1-------
>ENSRNOG00000001304 hs-mir-10b    731    738
UACCCUGUAGAACCGAAUUUGU&CUGUCCCUGCGUCAAAAAAUUCCGCUGUAGGCCUGACAGGGUC
.(((((((....((((((((..&................)))))).......))....))))))). -18.51
>ENSRNOG00000001304 hs-mir-10b   2172   2179
UACCCUGUAGAACCGAAUUUGU&CUAAUUAAUGUAUUGGGCAGGAAGCAAAAGACCUUACAGGGUC
.(((((((((...(...(((((&.......................))))).)...))))))))). -18.10
mir-10b ENSRNOG00000001307 2000 nt UTR 1 hits 1285
---------------------------------------------------1----------------------
------
>ENSRNOG00000001307 hs-mir-10b   1285   1292
UACCCUGUAGAACCGAAUUUGU&CAGGAAACUGACAGGUGCCCGGGGGAGACGUUAGUACAGGGUAG
(((((((((...(((.((((((&..........))))))...)))............))))))))). -22.66
mir-10b ENSRNOG00000001308  nt UTR 1 hits 822

>ENSRNOG00000001308 hs-mir-10b    822    829
UACCCUGUAGAACCGAAUUUGU&GCUCUUGCUGCCUCAUUUUCUCGGGUGAGCACUCAACAGGGUC
.(((((((.((.((((......&....................))))........)).))))))). -19.80
mir-10b ENSRNOG00000001310 2000 nt UTR 1 hits 1840
-------------------------------------------------------------------------
1------
>ENSRNOG00000001310 hs-mir-10b   1840   1847
UACCCUGUAGAACCGAAUUUGU&GCUCUUGCUGCCUCAUUUUCUCGGGUGAGCACUCAACAGGGUC
.(((((((.((.((((......&....................))))........)).))))))). -19.80

miRNA: mir-10b
Human predicted target: ENSG00000172354
Mouse predicted target: ENSMUSG00000029713
Rat predicted target: ENSRNOG00000001409
Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(I)/G(S)/G(T)
BETA SUBUNIT 2 (TRANSDUCIN BETA CHAIN 2) (G PROTEIN BETA 2 SUBUNIT).
[Source:SWISSPROT;Acc:P11016] NM_005273
mir-10b ENSG00000172354 2368 nt UTR 3 hits 778 915 1016
-------------------------------1----1---1---------------------------------
---------------------
>ENSG00000172354 hs-mir-10b    778    785
UACCCUGUAGAACCGAAUUUGU&UAUUUACAGGAGCAGGUAAAAGAGAGGGAAGUCACACAGGGUGG
((((((((.((.((..((((((&...........))))))........))....))..)))))))). -19.20
>ENSG00000172354 hs-mir-10b    915    922
UACCCUGUAGAACCGAAUUUGU&GGGCCCAGGAAGACCGGGGCCGGGGAAGGACAGCAACAGGGUC
.(((((((.(..(((..((((.&..............))))..)))..........).))))))). -18.80
>ENSG00000172354 hs-mir-10b   1016   1023
UACCCUGUAGAACCGAAUUUGU&AUGGGGGUGGGAGAGGGCUCCCCCUAUACUUCCUCACAGGGUU
.(((((((.((.(((..(..((&))..)..))).......................))))))))). -16.55
mir-10b ENSMUSG00000029713 2374 nt UTR 2 hits 633 847



-------------------------1-------1----------------------------------------
---------------------
>ENSMUSG00000029713 hs-mir-10b    633    640
UACCCUGUAGAACCGAAUUUGU&GGAGUAUUUACAAGAGUGGGUAUUAGGGAAGUCACACAGGGUAG
((((((((.((.(((..(((((&.........)))))..)))............))..)))))))). -20.62
>ENSMUSG00000029713 hs-mir-10b    847    854
UACCCUGUAGAACCGAAUUUGU&GAGGGGAUGGGGUGGGAGAGGCCCCACACUUCCUCACAGGGUU
.(((((((.(((((..((((.(&..).))))..)))....................))))))))). -16.95
mir-10b ENSRNOG00000001409 2376 nt UTR 2 hits 639 860
-------------------------1--------1---------------------------------------
----------------------
>ENSRNOG00000001409 hs-mir-10b    639    646
UACCCUGUAGAACCGAAUUUGU&GGAGUAUUUACAAGAGUGGGUAUUAGGGAAGUCACACAGGGUAG
((((((((.((.(((..(((((&.........)))))..)))............))..)))))))). -20.62
>ENSRNOG00000001409 hs-mir-10b    860    867
UACCCUGUAGAACCGAAUUUGU&GAUGGGGUGGGAGAGGGCUCCCCCUACACUUCCUCACAGGGUU
.(((((((.((...(((..(((&.........................))).))).))))))))). -15.90

miRNA: mir-15a
Human predicted target: ENSG00000100116
Mouse predicted target: ENSMUSG00000006378
Rat predicted target: ENSRNOG00000010596
Hs Gene description: 2-AMINO-3-KETOBUTYRATE COENZYME A LIGASE,
MITOCHONDRIAL PRECURSOR (EC 2.3.1.29) (AKB LIGASE) (GLYCINE
ACETYLTRANSFERASE). [Source:SWISSPROT;Acc:O75600] NM_014291
mir-15a ENSG00000100116 2000 nt UTR 3 hits 687 1194 1580
---------------------------1-------------------1---------------1----------
------
>ENSG00000100116 hs-mir-15a    687    694
UAGCAGCACAUAAUGGUUUGUG&AGGCCCAGUCCACCGUUUGUCUCGGGUAGUUUCUGUGCUGCUGU
((((((((((.((((((.....&...........))))))................)))))))))). -22.93
>ENSG00000100116 hs-mir-15a   1194   1201
UAGCAGCACAUAAUGGUUUGUG&AGGCUGCCCAGCAGUCAAGGCCAGGAGAGGCGAUUUGCUGCUGC
((((((((.((..((((((...&.................)))))).........)).)))))))). -20.30
>ENSG00000100116 hs-mir-15a   1580   1587
UAGCAGCACAUAAUGGUUUGUG&AUUCAGGGAAUCCCAGCCUGCGAUCCGGAGGACCUUGCUGCUGG
((((((((.....(((.((((.&...................)))).)))........)))))))). -21.22
mir-15a ENSMUSG00000006378 2165 nt UTR 4 hits 317 772 829 937
------------1-----------------1--1---1------------------------------------
-------------
>ENSMUSG00000006378 hs-mir-15a    317    324
UAGCAGCACAUAAUGGUUUGUG&UCUGGGAGCCACCGUUUCGUACAUAAAGCAUUCUGUGCUGCUGU
((((((((((.((((.((((((&.....................)))))).)))).)))))))))). -30.80
>ENSMUSG00000006378 hs-mir-15a    772    779
UAGCAGCACAUAAUGGUUUGUG&UGGGCAGCCCUCAAGCCAGGCCAGAAGGGCUGGUUUGCUGCUAC
((((((((.((..(((((((.(&.........).)))))))..............)).)))))))). -23.09
>ENSMUSG00000006378 hs-mir-15a    829    836



UAGCAGCACAUAAUGGUUUGUG&UUCUACCCUGUCUUCCUACCGGCAACCAUCACACCUGCUGCUC
.(((((((....((((.((((.&.....................))))))))......))))))). -21.10
>ENSMUSG00000006378 hs-mir-15a    937    944
UAGCAGCACAUAAUGGUUUGUG&GGAAUCUCGCAGGCUCAGCCCCGCAGGCUUAUGACUGCUGCUGU
((((((((((((..((((((((&.....................))))))))))))..)))))))). -25.70
mir-15a ENSRNOG00000010596 2000 nt UTR 3 hits 853 885 1930
----------------------------------11--------------------------------------
---1--
>ENSRNOG00000010596 hs-mir-15a    853    860
UAGCAGCACAUAAUGGUUUGUG&UAGGCAGCCCUGAGGCAAGGCCAGAAGGGCUGGUUUGCUGCUGC
((((((((.((..((((((((.&..............))))).))).........)).)))))))). -21.90
>ENSRNOG00000010596 hs-mir-15a    885    892
UAGCAGCACAUAAUGGUUUGUG&GUUUGCUGCUGCGAGGGCCGUGUCCUUUGUCUUCUUGCUGCUU
.(((((((....((((((..((&...........))..))))))..............))))))). -18.77
>ENSRNOG00000010596 hs-mir-15a   1930   1937
UAGCAGCACAUAAUGGUUUGUG&CAGCAGGAGAGCCACCUCCUGCAGCUCCCAGUCACUGCUGCUGG
((((((((.....(((.((((.&....................))))...))).....)))))))). -21.30

miRNA: mir-15a
Human predicted target: ENSG00000116688
Mouse predicted target: ENSMUSG00000029020
Rat predicted target: ENSRNOG00000006904
Hs Gene description: MITOFUSIN 2; MITOCHONDRIAL ASSEMBLY REGULATORY
FACTOR. [Source:RefSeq;Acc:NM_014874] NM_014874
mir-15a ENSG00000116688 3940 nt UTR 3 hits 620 1784 3078
------------------------1----------------------------------------------1--
-------------------------------------------------1------------------------
----------
>ENSG00000116688 hs-mir-15a    620    627
UAGCAGCACAUAAUGGUUUGUG&UGAGGCGGGCCCUGUGCUGGGGGUGGUAGAAAGGAUGCUGCUGA
((((((((((((..(((((((.&....))))))).))))...................)))))))). -23.20
>ENSG00000116688 hs-mir-15a   1784   1791
UAGCAGCACAUAAUGGUUUGUG&CCUUUCUGAAAGAAGUAUGGCCAAAAGCACUUUAAUGCUGCUGA
((((((((.......((((.((&.....................)).)))).......)))))))). -18.74
>ENSG00000116688 hs-mir-15a   3078   3085
UAGCAGCACAUAAUGGUUUGUG&AUAGUUUGAAAAAGGGCCUUCUUGCCUUAUGCAAAUGCUGCUU
.((((((((((((.(((..(..&....................)..))))))))....))))))). -20.80
mir-15a ENSMUSG00000029020 3790 nt UTR 4 hits 1042 1107 1110 1636
-----------------------------------------1--2--------------------1--------
--------------------------------------------------------------------------
----
>ENSMUSG00000029020 hs-mir-15a   1042   1049
UAGCAGCACAUAAUGGUUUGUG&GGCAGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUU
.(((((((......(((((...&...........................)))))...))))))). -19.00
>ENSMUSG00000029020 hs-mir-15a   1107   1114
UAGCAGCACAUAAUGGUUUGUG&GGCAGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUGC
((((((((......(((((...&...........................)))))...)))))))). -20.20



>ENSMUSG00000029020 hs-mir-15a   1110   1117
UAGCAGCACAUAAUGGUUUGUG&AGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUGCUC
.(((((((((....(((((...&........................)))))...)).))))))). -20.70
>ENSMUSG00000029020 hs-mir-15a   1636   1643
UAGCAGCACAUAAUGGUUUGUG&CUGAGAGACAUUUAGCAGAGAGCACUUUAGUUUUUUGCUGCUAA
((((((((...(((.....(((&......................)))....)))...)))))))). -19.10
mir-15a ENSRNOG00000006904 3283 nt UTR 3 hits 945 1911 2516
-------------------------------------1------------------------------------
--1-----------------------1-------------------------------
>ENSRNOG00000006904 hs-mir-15a    945    952
UAGCAGCACAUAAUGGUUUGUG&CUCAAGCCUCCUCCUCUUCUGCUCCUGAAGCCUCCUGCUGCUU
.(((((((......(((((...&...........................)))))...))))))). -19.00
>ENSRNOG00000006904 hs-mir-15a   1911   1918
UAGCAGCACAUAAUGGUUUGUG&CUCAAGCCUCCUCCUCUUCUGCUCCUGAAGCCUCCUGCUGCUU
.(((((((......(((((...&...........................)))))...))))))). -19.00
>ENSRNOG00000006904 hs-mir-15a   2516   2523
UAGCAGCACAUAAUGGUUUGUG&CUGAGAGACGUUUAGCAGAGAGCACUUUAGUUUCUUGCUGCUAA
((((((((...(((.....(((&......................)))....)))...)))))))). -19.10

miRNA: mir-15a
Human predicted target: ENSG00000119403
Mouse predicted target: ENSMUSG00000026873
Rat predicted target: ENSRNOG00000018874
mir-15a ENSG00000119403 4252 nt UTR 4 hits 501 1377 1480 2216
--------------------1----------------------------------1---1--------------
--------------1-----------------------------------------------------------
-----------------------
>ENSG00000119403 hs-mir-15a    501    508
UAGCAGCACAUAAUGGUUUGUG&CUUUGAGAGAGCAUGGGAGAAGGUGGAUAAGAGGAUGCUGCUC
.(((((((.......(((..(.&......................)..))).......))))))). -17.64
>ENSG00000119403 hs-mir-15a   1377   1384
UAGCAGCACAUAAUGGUUUGUG&CAAAAUUGGGAGGGGGAAGAGGACCCCUGAUGUUUUGCUGCUU
.((((((((((...(((((...&....................)))))....)))...))))))). -20.00
>ENSG00000119403 hs-mir-15a   1480   1487
UAGCAGCACAUAAUGGUUUGUG&AGGGUGGGCACCAGAUGGGGACCAGCCUUGCCAACUGCUGCUGU
((((((((((...((((((.(.&................).))))))....)).....)))))))). -21.80
>ENSG00000119403 hs-mir-15a   2216   2223
UAGCAGCACAUAAUGGUUUGUG&CCUCUGCACCUUCAAAAAGAUUCAUGGUUUUUAAUUGCUGCUU
.(((((((..(((....(..((&......................))..)...)))..))))))). -16.10
mir-15a ENSMUSG00000026873 3964 nt UTR 3 hits 153 1219 1905
------1-----------------------------------------1-------------------------
--1-----------------------------------------------------------------------
-----------
>ENSMUSG00000026873 hs-mir-15a    153    160
UAGCAGCACAUAAUGGUUUGUG&GCCCCUGCCUGCUGCCUGCCAGGCCAAGGCCUGUGUGCUGCUGU
((((((((((((.(((((((..&...................))))))).....)))))))))))). -29.60
>ENSMUSG00000026873 hs-mir-15a   1219   1226



UAGCAGCACAUAAUGGUUUGUG&GGCAAGGGCACCAGACUGAGACUAGCCUCCCUGACUGCUGCUGU
((((((((((....((((.((.&....................)).))))....))..)))))))). -20.90
>ENSMUSG00000026873 hs-mir-15a   1905   1912
UAGCAGCACAUAAUGGUUUGUG&CCCUGUGCACCUUUGAAAAGAUUUUGGUUUUAAAUUGCUGCUU
.(((((((..............&...................................))))))). -15.20
mir-15a ENSRNOG00000018874 2000 nt UTR 3 hits 155 1234 1944
------1------------------------------------------1------------------------
---1--
>ENSRNOG00000018874 hs-mir-15a    155    162
UAGCAGCACAUAAUGGUUUGUG&GCCCCUGCCUGCUGUCUGCCAGGCCAAGGUCUGUGUGCUGCUGU
((((((((((((.(((((((..&...................))))))).....)))))))))))). -29.60
>ENSRNOG00000018874 hs-mir-15a   1234   1241
UAGCAGCACAUAAUGGUUUGUG&GGCAGGGGCACCAGACUGGGACCAGCUUCCCUGACUGCUGCUGU
((((((((((...((((((...&..................)))))).......))..)))))))). -20.30
>ENSRNOG00000018874 hs-mir-15a   1944   1951
UAGCAGCACAUAAUGGUUUGUG&CCCUGUGCACCUUUGAAGAGAUUCUGGUUUUAAAUUGCUGCUU
.(((((((..............&...................................))))))). -15.20

miRNA: mir-15a
Human predicted target: ENSG00000141522
Mouse predicted target: ENSMUSG00000025132
Rat predicted target: ENSRNOG00000007974
Hs Gene description: RHO GDP-DISSOCIATION INHIBITOR 1 (RHO GDI 1) (RHO-GDI
ALPHA). [Source:SWISSPROT;Acc:P52565] NM_004309
mir-15a ENSG00000141522 3155 nt UTR 7 hits 220 385 629 632 635
1168 2546
--------1------1---------#--------------------1---------------------------
---------------------------1-------------------------
>ENSG00000141522 hs-mir-15a    220    227
UAGCAGCACAUAAUGGUUUGUG&CCCACAGGCCCAGCCUCCUCGGUCUCCUGUCUCGUUGCUGCUU
.((((((((.....((((((((&..)))))))).......................).))))))). -20.39
>ENSG00000141522 hs-mir-15a    385    392
UAGCAGCACAUAAUGGUUUGUG&UCCAGGCCCCGUGGUUGCCCCUGGACGUGUGCGUCUGCUGCUC
.(((((((((((..((((((..&..))))))...................))))....))))))). -19.40
>ENSG00000141522 hs-mir-15a    629    636
UAGCAGCACAUAAUGGUUUGUG&GUGGCGAACCCAGUGACCCAGGGACACGUGGGGUGUGCUGCUGC
(((((((((((.(((((((.((&..................)).)))).)))...))))))))))). -29.10
>ENSG00000141522 hs-mir-15a    632    639
UAGCAGCACAUAAUGGUUUGUG&GCGAACCCAGUGACCCAGGGACACGUGGGGUGUGCUGCUGCUGC
((((((((((((..(((((((.&))))))).......................)))).)))))))). -24.81
>ENSG00000141522 hs-mir-15a    635    642
UAGCAGCACAUAAUGGUUUGUG&AACCCAGUGACCCAGGGACACGUGGGGUGUGCUGCUGCUGCUC
.((((((((((.(((((((.((&............)).)))).)))...)))......))))))). -20.80
>ENSG00000141522 hs-mir-15a   1168   1175
UAGCAGCACAUAAUGGUUUGUG&GGGAAAUAAAUGCCCCUGAAGGAGCUGGGGGUGUCUGCUGCUU
.((((((((((..((((((.(.&...................).))))))...)))..))))))). -20.80
>ENSG00000141522 hs-mir-15a   2546   2553



UAGCAGCACAUAAUGGUUUGUG&CUACUAGCCCCAAGCGAGGUGGUCUCGUGUUGCGUUGCUGCUU
.((((((((.((((((((.(((&.))).))))...................)))).).))))))). -17.60
mir-15a ENSMUSG00000025132 3121 nt UTR 2 hits 204 1231
--------1----------------------------------------1------------------------
---------------------------------------------------
>ENSMUSG00000025132 hs-mir-15a    204    211
UAGCAGCACAUAAUGGUUUGUG&CUGCCCGCAGGCCCCUGUGGUCUCCAGUGUCACAUUGCUGCUU
.(((((((((((..((((((((&.....))))))))..))))................))))))). -24.89
>ENSMUSG00000025132 hs-mir-15a   1231   1238
UAGCAGCACAUAAUGGUUUGUG&UCCCUCAGAUCAGAUGUCCUGGCUACAAGGUUGUCUGCUGCUAA
((((((((.(((((..((((((&.......................))))))))))).)))))))). -22.40
mir-15a ENSRNOG00000007974 3107 nt UTR 4 hits 203 571 1218 2242
--------1-------------1-------------------------1-------------------------
---------------1-----------------------------------
>ENSRNOG00000007974 hs-mir-15a    203    210
UAGCAGCACAUAAUGGUUUGUG&CUGCCCGCAGGCCCCUGUGGUCUCUAGUGUCACAUUGCUGCUU
.(((((((((((..((((((((&.....))))))))..))))................))))))). -24.89
>ENSRNOG00000007974 hs-mir-15a    571    578
UAGCAGCACAUAAUGGUUUGUG&CAUCCUGGUGACCCACCCAAAGGAGGCCUGGGGUGUGCUGCUGU
(((((((((((...(((((.(.&.....................).)))))....))))))))))). -28.20
>ENSRNOG00000007974 hs-mir-15a   1218   1225
UAGCAGCACAUAAUGGUUUGUG&GUCCUCAAGUCAUAUGUCCUAGCUACGAGGUUGUCUGCUGCUGA
((((((((.(((((..((((((&.......................))))))))))).)))))))). -21.80
>ENSRNOG00000007974 hs-mir-15a   2242   2249
UAGCAGCACAUAAUGGUUUGUG&UCAUCCUUAAAAUUUUUAUCACUUGCUCUCAGCAAUGCUGCUU
.(((((((......(((..(((&...................)))..)))........))))))). -18.44

miRNA: mir-15a
Human predicted target: ENSG00000158796
Mouse predicted target: ENSMUSG00000013973
Rat predicted target: ENSRNOG00000003779
Hs Gene description: DEATH EFFECTOR DOMAIN-CONTAINING PROTEIN (DEATH
EFFECTOR DOMAIN- CONTAINING TESTICULAR MOLECULE) (DEDPRO1) (FLDED-1)
(KE05). [Source:SWISSPROT;Acc:O75618] NM_004216
mir-15a ENSG00000158796 3166 nt UTR 3 hits 535 1112 1595
---------------------1----------------------1------------------1----------
-----------------------------------------------------
>ENSG00000158796 hs-mir-15a    535    542
UAGCAGCACAUAAUGGUUUGUG&AGCUGUGGCCCUUUCCACUCUCUCCUGGCCUCUGGUGCUGCUC
.((((((((.....((((.(((&...............)))........))))....)))))))). -22.30
>ENSG00000158796 hs-mir-15a   1112   1119
UAGCAGCACAUAAUGGUUUGUG&ACAGACUUUAUGAUUAUUAUAUUUUUCAAUGCCAGUGCUGCUC
.((((((((....((((...((&..........................))..)))))))))))). -21.30
>ENSG00000158796 hs-mir-15a   1595   1602
UAGCAGCACAUAAUGGUUUGUG&UAACUUGCUCUCUUCUCAUGGUGGCGUCCACACUGUGCUGCUGC
((((((((((...(((..(((.&.......................))).)))...)))))))))). -25.00
mir-15a ENSMUSG00000013973 2412 nt UTR 3 hits 524 1069 1543



--------------------1---------------------1------------------1------------
-----------------------
>ENSMUSG00000013973 hs-mir-15a    524    531
UAGCAGCACAUAAUGGUUUGUG&AAGCUGUGGCCCUUUGCAGUCUCUCCUGGCCUUGGUGCUGCUC
.((((((((.(((.((((....&...........................))))))))))))))). -21.80
>ENSMUSG00000013973 hs-mir-15a   1069   1076
UAGCAGCACAUAAUGGUUUGUG&ACAUUAUGAUUAUUAUAUUUUUUUUUCAAUGCCAGUGCUGCUC
.((((((((....((((...((&..........................))..)))))))))))). -21.30
>ENSMUSG00000013973 hs-mir-15a   1543   1550
UAGCAGCACAUAAUGGUUUGUG&CUUGCUCUUGUUUCAUGGUGGCGUCCACACUGCGCUGCUGCUAU
((((((((((...(((..(((.&....................))).)))...))...)))))))). -19.50
mir-15a ENSRNOG00000003779 2487 nt UTR 4 hits 534 1076 1545 1548
---------------------1---------------------1-----------------2------------
--------------------------
>ENSRNOG00000003779 hs-mir-15a    534    541
UAGCAGCACAUAAUGGUUUGUG&AGCUGUGGCCCUUUGCACUGUCUCCUGGCCUCGGGUGCUGCUC
.((((((((.....((((.(((&...............)))........))))....)))))))). -22.20
>ENSRNOG00000003779 hs-mir-15a   1076   1083
UAGCAGCACAUAAUGGUUUGUG&UUAUGAUUGAUUAUUAUAUUUUUUUUCAAUGCCAGUGCUGCUC
.((((((((....((((...((&..........................))..)))))))))))). -21.30
>ENSRNOG00000003779 hs-mir-15a   1545   1552
UAGCAGCACAUAAUGGUUUGUG&UAACUUGCUCUUGUCUCAUGGUGGCGUCCACACUGUGCUGCUGC
((((((((((...(((..(((.&.......................))).)))...)))))))))). -25.00
>ENSRNOG00000003779 hs-mir-15a   1548   1555
UAGCAGCACAUAAUGGUUUGUG&CUUGCUCUUGUCUCAUGGUGGCGUCCACACUGUGCUGCUGCUAU
((((((((((((.(((..(((.&....................)))..).)).)))).)))))))). -24.10

miRNA: mir-15a
Human predicted target: ENSG00000161939
Mouse predicted target: ENSMUSG00000020831
Rat predicted target: ENSRNOG00000018829
mir-15a ENSG00000161939 2255 nt UTR 2 hits 415 727
----------------1------------1--------------------------------------------
-----------------
>ENSG00000161939 hs-mir-15a    415    422
UAGCAGCACAUAAUGGUUUGUG&AUUGGCAGACUCGCUUCCCUGUGCCAAUAUUUCUGUGCUGCUAG
((((((((((.((((((((((.&....))))))).................)))..)))))))))). -24.82
>ENSG00000161939 hs-mir-15a    727    734
UAGCAGCACAUAAUGGUUUGUG&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
(((((((((((..(((((((((&.....................)))))))))..))))))))))). -34.10
mir-15a ENSMUSG00000020831 2252 nt UTR 3 hits 391 723 1308
---------------1------------1-----------------------1---------------------
-----------------
>ENSMUSG00000020831 hs-mir-15a    391    398
UAGCAGCACAUAAUGGUUUGUG&AUUGGCAGACUCACUUCCCCAUGCCAAUAUUUCUGUGCUGCUAG
((((((((((((.((((.((..&...................)).)))).))....)))))))))). -25.30
>ENSMUSG00000020831 hs-mir-15a    723    730



UAGCAGCACAUAAUGGUUUGUG&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
(((((((((((..(((((((((&.....................)))))))))..))))))))))). -34.10
>ENSMUSG00000020831 hs-mir-15a   1308   1315
UAGCAGCACAUAAUGGUUUGUG&CAUCUGGACCAGAGGGCAAAGUAUUCAACCCCAAGUGCUGCUU
.((((((((.....((((....&..........................))))....)))))))). -20.60
mir-15a ENSRNOG00000018829 2258 nt UTR 3 hits 877 1214 1811
-----------------------------------1------------1-----------------------1-
-----------------
>ENSRNOG00000018829 hs-mir-15a    877    884
UAGCAGCACAUAAUGGUUUGUG&AUUGGCAGACUCACUUACCCGUGCCAAUAUUUCUGUGCUGCUAG
((((((((((.((((((..(((&...........)))..))).........)))..)))))))))). -24.20
>ENSRNOG00000018829 hs-mir-15a   1214   1221
UAGCAGCACAUAAUGGUUUGUG&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
(((((((((((..(((((((((&.....................)))))))))..))))))))))). -34.10
>ENSRNOG00000018829 hs-mir-15a   1811   1818
UAGCAGCACAUAAUGGUUUGUG&CUUCUGGACCAGAGGGCAAAGUAUUCAACCCCAAGUGCUGCUC
.((((((((.....((((....&..........................))))....)))))))). -20.60

miRNA: mir-15a
Human predicted target: ENSG00000163444
Mouse predicted target: ENSMUSG00000042305
Rat predicted target: ENSRNOG00000003594
Hs Gene description: NM_138391
mir-15a ENSG00000163444 2500 nt UTR 3 hits 1146 1300 1504
---------------------------------------------1-----1--------1-------------
--------------------------
>ENSG00000163444 hs-mir-15a   1146   1153
UAGCAGCACAUAAUGGUUUGUG&AUAAGCACUUAGCGACUUUGCUCUGCCCUGUACUGUGCUGCUU
.(((((((((((..(((..((.&...................))...)))...)).))))))))). -23.10
>ENSG00000163444 hs-mir-15a   1300   1307
UAGCAGCACAUAAUGGUUUGUG&AAUCACGUUUUUCUGUUUUGCUAAGGAGAAAACCUUGCUGCUU
.(((((((......(((((...&.............................))))).))))))). -18.10
>ENSG00000163444 hs-mir-15a   1504   1511
UAGCAGCACAUAAUGGUUUGUG&CCUAGGAAUAUUCCUAGAAAGCAUCUGCUUAAUUUUGCUGCUAA
((((((((......(((..(((&.....................)))..)))......)))))))). -20.10
mir-15a ENSMUSG00000042305 3912 nt UTR 4 hits 399 1599 1602 2468
---------------1-----------------------------------------------11---------
------------------------1-------------------------------------------------
---------
>ENSMUSG00000042305 hs-mir-15a    399    406
UAGCAGCACAUAAUGGUUUGUG&AGGAACUCAGAGGCUUAAAAUGGUUGCUCCAAUGUUGCUGCUC
.((((((((((..(((...((.&.........................)).)))))).))))))). -19.80
>ENSMUSG00000042305 hs-mir-15a   1599   1606
UAGCAGCACAUAAUGGUUUGUG&UGCUAUUUAAAGACCAUUCUUAAGCAUCUGUUUAAUGCUGCUGC
((((((((...(((((..(((.&.......................))).)))))...)))))))). -20.70
>ENSMUSG00000042305 hs-mir-15a   1602   1609
UAGCAGCACAUAAUGGUUUGUG&UAUUUAAAGACCAUUCUUAAGCAUCUGUUUAAUGCUGCUGCUGA



(((((((((((((((((((...&.......))))))))................))).)))))))). -23.69
>ENSMUSG00000042305 hs-mir-15a   2468   2475
UAGCAGCACAUAAUGGUUUGUG&CUGCCUAUGUGCACAUUGUAUAUAGAACAGUUCACUGCUGCUGG
((((((((.....((.((((((&....................)))))).))......)))))))). -19.20
mir-15a ENSRNOG00000003594 2487 nt UTR 3 hits 400 1617 2462
---------------1------------------------------------------------1---------
------------------------1-
>ENSRNOG00000003594 hs-mir-15a    400    407
UAGCAGCACAUAAUGGUUUGUG&AGGAACCCAGAGGCUUAAAACAGUUGUUCCAAUGUUGCUGCUC
.((((((((((..(((.((((.&...................)))).....)))))).))))))). -20.30
>ENSRNOG00000003594 hs-mir-15a   1617   1624
UAGCAGCACAUAAUGGUUUGUG&UAUUUACAGAACAUCCUUUAGCAUCUGUUUAAUACUGCUGCUGA
((((((((...(((((..(((.&....................))).)))))......)))))))). -19.10
>ENSRNOG00000003594 hs-mir-15a   2462   2469
UAGCAGCACAUAAUGGUUUGUG&GCCUGUGUGCACAUUGUACAUAUAGAACAGUUCUCUGCUGCUGG
((((((((.....((.((((((&....................)))))).))......)))))))). -19.20

miRNA: mir-15a
Human predicted target: ENSG00000167778
Mouse predicted target: ENSMUSG00000036966
Rat predicted target: ENSRNOG00000010793
Hs Gene description: NM_032840
mir-15a ENSG00000167778 3227 nt UTR 3 hits 467 912 1125
------------------1-----------------1-------1-----------------------------
--------------------------------------------------------
>ENSG00000167778 hs-mir-15a    467    474
UAGCAGCACAUAAUGGUUUGUG&CUUUCUUGUUUUCUUUCCUGGUUGUGUGAACCAGUUGCUGCUGU
((((((((.....(((((..(.&.........................)..)))))..)))))))). -23.70
>ENSG00000167778 hs-mir-15a    912    919
UAGCAGCACAUAAUGGUUUGUG&CCUCCCCUUUUCCUGCCCCGUCCCAUGCCUCAGCUUGCUGCUU
.(((((((......(((.((..&.......................)).)))......))))))). -19.40
>ENSG00000167778 hs-mir-15a   1125   1132
UAGCAGCACAUAAUGGUUUGUG&CGGGUAGGGCUGUAGGGAAAGCGGGUGAGCUGUUGUGCUGCUGG
((((((((((..((((((..(.&........................)..)))))))))))))))). -26.40
mir-15a ENSMUSG00000036966 3040 nt UTR 3 hits 356 749 933
--------------1--------------1-------1------------------------------------
------------------------------------------------
>ENSMUSG00000036966 hs-mir-15a    356    363
UAGCAGCACAUAAUGGUUUGUG&AAUUCUCUUCAUCCCCUCUCCUCAUGUAAGCCAGUUGCUGCUGU
((((((((.....(((((((..&..........................)))))))..)))))))). -23.00
>ENSMUSG00000036966 hs-mir-15a    749    756
UAGCAGCACAUAAUGGUUUGUG&CUUCACCUACCCACCCCCCACCCUGUGCCCCAGCUUGCUGCUU
.(((((((......(((..(((&..................))).....)))......))))))). -18.30
>ENSMUSG00000036966 hs-mir-15a    933    940
UAGCAGCACAUAAUGGUUUGUG&ACAGUGGGUAGGGCUGGGGAGGGGGUUUGUUGUCGUGCUGCUGG
(((((((((((((..(......&..........................)..)))).))))))))). -23.10
mir-15a ENSRNOG00000010793 2974 nt UTR 4 hits 307 868 1321 1897



------------1---------------------1-----------------1---------------------
-1-------------------------------------------
>ENSRNOG00000010793 hs-mir-15a    307    314
UAGCAGCACAUAAUGGUUUGUG&AAUUCUCUUCAUUCCUUCUCCUCGUGUGAACCAGUUGCUGCUGU
((((((((.....(((((..(.&.........................)..)))))..)))))))). -23.70
>ENSRNOG00000010793 hs-mir-15a    868    875
UAGCAGCACAUAAUGGUUUGUG&GCACAGUGGUGGGACUGGGGAGGGAUUCGUUGUCAUGCUGCUGG
((((((((.(((((((.(((((&.)))))....................)))))))..)))))))). -21.30
>ENSRNOG00000010793 hs-mir-15a   1321   1328
UAGCAGCACAUAAUGGUUUGUG&AAUUCUCUUCAUUCCUUCUCCUCGUGUGAACCAGUUGCUGCUGU
((((((((.....(((((..(.&.........................)..)))))..)))))))). -23.70
>ENSRNOG00000010793 hs-mir-15a   1897   1904
UAGCAGCACAUAAUGGUUUGUG&GCACAGUGGUGGGACUGGGGAGGGAUUCGUUGUCAUGCUGCUGG
((((((((.(((((((.(((((&.)))))....................)))))))..)))))))). -21.30

miRNA: mir-15a
Human predicted target: ENSG00000176095
Mouse predicted target: ENSMUSG00000032594
Rat predicted target: ENSRNOG00000019932
Hs Gene description: INOSITOL HEXAPHOSPHATE KINASE 1.
[Source:RefSeq;Acc:NM_153273] NM_153273
mir-15a ENSG00000176095 4827 nt UTR 7 hits 849 852 1420 1922 2006
2009 2625
---------------------------------11---------------------1-----------------
--1---2-----------------------1-------------------------------------------
----------------------------------------------
>ENSG00000176095 hs-mir-15a    849    856
UAGCAGCACAUAAUGGUUUGUG&GGGUGGGAGUCUUCUUCCUCAAGUUUCGGCAGCUGUGCUGCUGC
((((((((((...((.(.....&...........................).))..)))))))))). -20.90
>ENSG00000176095 hs-mir-15a    852    859
UAGCAGCACAUAAUGGUUUGUG&UGGGAGUCUUCUUCCUCAAGUUUCGGCAGCUGUGCUGCUGCUGG
((((((((((((...(((....&........................)))...)))).)))))))). -20.70
>ENSG00000176095 hs-mir-15a   1420   1427
UAGCAGCACAUAAUGGUUUGUG&GUCAUUUUGGCUGCCAGCCCUUAAUGGCACAGAUCUGCUGCUU
.(((((((......((((((((&...........................))))))))))))))). -21.50
>ENSG00000176095 hs-mir-15a   1922   1929
UAGCAGCACAUAAUGGUUUGUG&AUUCCUCGAUUCUGGGAGGAGAGGCUGCCGCAUUCUGCUGCUC
.(((((((.....((((..((.&.......................)).)))).....))))))). -19.40
>ENSG00000176095 hs-mir-15a   2006   2013
UAGCAGCACAUAAUGGUUUGUG&UCCUGGCACUACAAAGAGUGGGAAGGCCUGGGAUUUGCUGCUGC
((((((((.((...(((((...&.......................)))))....)).)))))))). -21.40
>ENSG00000176095 hs-mir-15a   2009   2016
UAGCAGCACAUAAUGGUUUGUG&UGGCACUACAAAGAGUGGGAAGGCCUGGGAUUUGCUGCUGCUC
.(((((((((....(((((...&....................))))).......)).))))))). -19.50
>ENSG00000176095 hs-mir-15a   2625   2632
UAGCAGCACAUAAUGGUUUGUG&GAACUGUAAGCCCUCGCGUUCUGGGAAUCGCUCUCUGCUGCUC
.(((((((.....((((((.(.&......................).)))))).....))))))). -18.40



mir-15a ENSMUSG00000032594 2000 nt UTR 4 hits 847 865 1406 1887
---------------------------------11---------------------1-----------------
-1----
>ENSMUSG00000032594 hs-mir-15a    847    854
UAGCAGCACAUAAUGGUUUGUG&UCUGGGUGGCAUCCCUUCCUCACCUGGGGCAGCUGUGCUGCUU
.(((((((((...((.((((((&....................)))..))).))..))))))))). -21.90
>ENSMUSG00000032594 hs-mir-15a    865    872
UAGCAGCACAUAAUGGUUUGUG&CUCACCUGGGGCAGCUGUGCUGCUUGUGGGUGGGCUGCUGCUC
.((((((((((((((((..((.&.............))...)))).))))).......))))))). -18.61
>ENSMUSG00000032594 hs-mir-15a   1406   1413
UAGCAGCACAUAAUGGUUUGUG&UUAUUUCUGCUACCAGUCCUUUCAUGGUAGAGACCUGCUGCUGC
((((((((......(((((.((&...........................)).))))))))))))). -19.80
>ENSMUSG00000032594 hs-mir-15a   1887   1894
UAGCAGCACAUAAUGGUUUGUG&GAUUUACCAGAUUUUGGGAGGUGCUGCCCCCAUUCUGCUGCUU
.(((((((...(((((......&.............................))))).))))))). -19.20
mir-15a ENSRNOG00000019932 4746 nt UTR 3 hits 1915 1918 2210
--------------------------------------------------------------------------
--2-----------1-----------------------------------------------------------
------------------------------------------
>ENSRNOG00000019932 hs-mir-15a   1915   1922
UAGCAGCACAUAAUGGUUUGUG&CUGCUCCUGCAGCACAGUGUGGGGAGGCUGGGAUGUGCUGCUGC
(((((((((((..(((((((((&............))))).........))))..))))))))))). -26.80
>ENSRNOG00000019932 hs-mir-15a   1918   1925
UAGCAGCACAUAAUGGUUUGUG&CUCCUGCAGCACAGUGUGGGGAGGCUGGGAUGUGCUGCUGCUU
.(((((((((((.(((((((((&.........))))).........))))...)))).))))))). -20.60
>ENSRNOG00000019932 hs-mir-15a   2210   2217
UAGCAGCACAUAAUGGUUUGUG&GCCCGGGGAGAUGGGUGGGAGUGAAAUGGGAUGGGUGCUGCUU
.((((((((....(.((((...&.......................)))).).....)))))))). -20.00

miRNA: mir-15b
Human predicted target: ENSG00000100116
Mouse predicted target: ENSMUSG00000006378
Rat predicted target: ENSRNOG00000010596
Hs Gene description: 2-AMINO-3-KETOBUTYRATE COENZYME A LIGASE,
MITOCHONDRIAL PRECURSOR (EC 2.3.1.29) (AKB LIGASE) (GLYCINE
ACETYLTRANSFERASE). [Source:SWISSPROT;Acc:O75600] NM_014291
mir-15b ENSG00000100116 2000 nt UTR 3 hits 687 1194 1580
---------------------------1-------------------1---------------1----------
------
>ENSG00000100116 hs-mir-15b    687    694
UAGCAGCACAUCAUGGUUUACA&AGGCCCAGUCCACCGUUUGUCUCGGGUAGUUUCUGUGCUGCUGU
((((((((((..(((((..((.&.......))..))))).................)))))))))). -22.91
>ENSG00000100116 hs-mir-15b   1194   1201
UAGCAGCACAUCAUGGUUUACA&AGGCUGCCCAGCAGUCAAGGCCAGGAGAGGCGAUUUGCUGCUGC
((((((((.(((.((((((...&.................))))))........))).)))))))). -22.50
>ENSG00000100116 hs-mir-15b   1580   1587
UAGCAGCACAUCAUGGUUUACA&AUUCAGGGAAUCCCAGCCUGCGAUCCGGAGGACCUUGCUGCUGG



((((((((..((.(((.(..((&..................))..).)))...))...)))))))). -20.30
mir-15b ENSMUSG00000006378 2165 nt UTR 4 hits 317 772 829 937
------------1-----------------1--1---1------------------------------------
-------------
>ENSMUSG00000006378 hs-mir-15b    317    324
UAGCAGCACAUCAUGGUUUACA&UCUGGGAGCCACCGUUUCGUACAUAAAGCAUUCUGUGCUGCUGU
((((((((((..(((.((((..&.......................)))).)))..)))))))))). -25.70
>ENSMUSG00000006378 hs-mir-15b    772    779
UAGCAGCACAUCAUGGUUUACA&UGGGCAGCCCUCAAGCCAGGCCAGAAGGGCUGGUUUGCUGCUAC
((((((((.((((((((((...&.................)))))).......)))).)))))))). -23.71
>ENSMUSG00000006378 hs-mir-15b    829    836
UAGCAGCACAUCAUGGUUUACA&UUCUACCCUGUCUUCCUACCGGCAACCAUCACACCUGCUGCUC
.(((((((....((((((....&.......................))))))......))))))). -19.60
>ENSMUSG00000006378 hs-mir-15b    937    944
UAGCAGCACAUCAUGGUUUACA&GGAAUCUCGCAGGCUCAGCCCCGCAGGCUUAUGACUGCUGCUGU
((((((((..(((((((((...&........................))))).)))).)))))))). -21.60
mir-15b ENSRNOG00000010596 2000 nt UTR 3 hits 853 885 1930
----------------------------------11--------------------------------------
---1--
>ENSRNOG00000010596 hs-mir-15b    853    860
UAGCAGCACAUCAUGGUUUACA&UAGGCAGCCCUGAGGCAAGGCCAGAAGGGCUGGUUUGCUGCUGC
((((((((.((((((((((...&.................)))))).......)))).)))))))). -23.41
>ENSRNOG00000010596 hs-mir-15b    885    892
UAGCAGCACAUCAUGGUUUACA&GUUUGCUGCUGCGAGGGCCGUGUCCUUUGUCUUCUUGCUGCUU
.(((((((...((((((((...&..............)))))))).............))))))). -21.19
>ENSRNOG00000010596 hs-mir-15b   1930   1937
UAGCAGCACAUCAUGGUUUACA&CAGCAGGAGAGCCACCUCCUGCAGCUCCCAGUCACUGCUGCUGG
((((((((.....(((......&...........................))).....)))))))). -20.00

miRNA: mir-15b
Human predicted target: ENSG00000116688
Mouse predicted target: ENSMUSG00000029020
Rat predicted target: ENSRNOG00000006904
Hs Gene description: MITOFUSIN 2; MITOCHONDRIAL ASSEMBLY REGULATORY
FACTOR. [Source:RefSeq;Acc:NM_014874] NM_014874
mir-15b ENSG00000116688 3940 nt UTR 3 hits 620 1784 3078
------------------------1----------------------------------------------1--
-------------------------------------------------1------------------------
----------
>ENSG00000116688 hs-mir-15b    620    627
UAGCAGCACAUCAUGGUUUACA&UGAGGCGGGCCCUGUGCUGGGGGUGGUAGAAAGGAUGCUGCUGA
((((((((..((....(((((.&.........................)))))...)))))))))). -21.00
>ENSG00000116688 hs-mir-15b   1784   1791
UAGCAGCACAUCAUGGUUUACA&CCUUUCUGAAAGAAGUAUGGCCAAAAGCACUUUAAUGCUGCUGA
((((((((.....((((((((.&..............))).)))))............)))))))). -19.63
>ENSG00000116688 hs-mir-15b   3078   3085
UAGCAGCACAUCAUGGUUUACA&AUAGUUUGAAAAAGGGCCUUCUUGCCUUAUGCAAAUGCUGCUU



.((((((((((...(((.....&.......................)))..)))....))))))). -17.40
mir-15b ENSMUSG00000029020 3790 nt UTR 4 hits 1042 1107 1110 1636
-----------------------------------------1--2--------------------1--------
--------------------------------------------------------------------------
----
>ENSMUSG00000029020 hs-mir-15b   1042   1049
UAGCAGCACAUCAUGGUUUACA&GGCAGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUU
.(((((((......(((((.((&.........................)))))))...))))))). -18.70
>ENSMUSG00000029020 hs-mir-15b   1107   1114
UAGCAGCACAUCAUGGUUUACA&GGCAGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUGC
((((((((......(((((.((&.........................)))))))...)))))))). -19.90
>ENSMUSG00000029020 hs-mir-15b   1110   1117
UAGCAGCACAUCAUGGUUUACA&AGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUGCUC
.(((((((((....(((((.((&......................)))))))...)).))))))). -20.40
>ENSMUSG00000029020 hs-mir-15b   1636   1643
UAGCAGCACAUCAUGGUUUACA&CUGAGAGACAUUUAGCAGAGAGCACUUUAGUUUUUUGCUGCUAA
((((((((..............&...................................)))))))). -17.00
mir-15b ENSRNOG00000006904 3283 nt UTR 3 hits 945 1911 2516
-------------------------------------1------------------------------------
--1-----------------------1-------------------------------
>ENSRNOG00000006904 hs-mir-15b    945    952
UAGCAGCACAUCAUGGUUUACA&CUCAAGCCUCCUCCUCUUCUGCUCCUGAAGCCUCCUGCUGCUU
.(((((((......(((((.((&.........................)))))))...))))))). -18.70
>ENSRNOG00000006904 hs-mir-15b   1911   1918
UAGCAGCACAUCAUGGUUUACA&CUCAAGCCUCCUCCUCUUCUGCUCCUGAAGCCUCCUGCUGCUU
.(((((((......(((((.((&.........................)))))))...))))))). -18.70
>ENSRNOG00000006904 hs-mir-15b   2516   2523
UAGCAGCACAUCAUGGUUUACA&CUGAGAGACGUUUAGCAGAGAGCACUUUAGUUUCUUGCUGCUAA
((((((((..............&...................................)))))))). -17.00

miRNA: mir-15b
Human predicted target: ENSG00000119403
Mouse predicted target: ENSMUSG00000026873
Rat predicted target: ENSRNOG00000018874
mir-15b ENSG00000119403 4252 nt UTR 4 hits 501 1377 1480 2216
--------------------1----------------------------------1---1--------------
--------------1-----------------------------------------------------------
-----------------------
>ENSG00000119403 hs-mir-15b    501    508
UAGCAGCACAUCAUGGUUUACA&CUUUGAGAGAGCAUGGGAGAAGGUGGAUAAGAGGAUGCUGCUC
.(((((((..((...((((((.&......................))))))..))...))))))). -21.00
>ENSG00000119403 hs-mir-15b   1377   1384
UAGCAGCACAUCAUGGUUUACA&CAAAAUUGGGAGGGGGAAGAGGACCCCUGAUGUUUUGCUGCUU
.((((((((((((.(((((...&....................)))))..)))))...))))))). -23.80
>ENSG00000119403 hs-mir-15b   1480   1487
UAGCAGCACAUCAUGGUUUACA&AGGGUGGGCACCAGAUGGGGACCAGCCUUGCCAACUGCUGCUGU
((((((((((...(((((..((&...............))..)))))....)).....)))))))). -23.30



>ENSG00000119403 hs-mir-15b   2216   2223
UAGCAGCACAUCAUGGUUUACA&CCUCUGCACCUUCAAAAAGAUUCAUGGUUUUUAAUUGCUGCUU
.(((((((.(((((((......&.....................))))))).......))))))). -18.30
mir-15b ENSMUSG00000026873 3964 nt UTR 3 hits 153 1219 1905
------1-----------------------------------------1-------------------------
--1-----------------------------------------------------------------------
-----------
>ENSMUSG00000026873 hs-mir-15b    153    160
UAGCAGCACAUCAUGGUUUACA&GCCCCUGCCUGCUGCCUGCCAGGCCAAGGCCUGUGUGCUGCUGU
(((((((((((...(((((...&..........................))))).))))))))))). -26.70
>ENSMUSG00000026873 hs-mir-15b   1219   1226
UAGCAGCACAUCAUGGUUUACA&GGCAAGGGCACCAGACUGAGACUAGCCUCCCUGACUGCUGCUGU
((((((((..(((.((((....&.......................))))....))).)))))))). -20.00
>ENSMUSG00000026873 hs-mir-15b   1905   1912
UAGCAGCACAUCAUGGUUUACA&CCCUGUGCACCUUUGAAAAGAUUUUGGUUUUAAAUUGCUGCUU
.(((((((..(((.(((.((((&...)))).)))..)))...................))))))). -18.50
mir-15b ENSRNOG00000018874 2000 nt UTR 3 hits 155 1234 1944
------1------------------------------------------1------------------------
---1--
>ENSRNOG00000018874 hs-mir-15b    155    162
UAGCAGCACAUCAUGGUUUACA&GCCCCUGCCUGCUGUCUGCCAGGCCAAGGUCUGUGUGCUGCUGU
(((((((((((..((((..(((&............)))..))))...........))))))))))). -26.12
>ENSRNOG00000018874 hs-mir-15b   1234   1241
UAGCAGCACAUCAUGGUUUACA&GGCAGGGGCACCAGACUGGGACCAGCUUCCCUGACUGCUGCUGU
((((((((..(((((((((...&..................)))))).......))).)))))))). -21.51
>ENSRNOG00000018874 hs-mir-15b   1944   1951
UAGCAGCACAUCAUGGUUUACA&CCCUGUGCACCUUUGAAGAGAUUCUGGUUUUAAAUUGCUGCUU
.((((((((.(((.(((.((((&...)))).)))..))).).................))))))). -19.12

miRNA: mir-15b
Human predicted target: ENSG00000158796
Mouse predicted target: ENSMUSG00000013973
Rat predicted target: ENSRNOG00000003779
Hs Gene description: DEATH EFFECTOR DOMAIN-CONTAINING PROTEIN (DEATH
EFFECTOR DOMAIN- CONTAINING TESTICULAR MOLECULE) (DEDPRO1) (FLDED-1)
(KE05). [Source:SWISSPROT;Acc:O75618] NM_004216
mir-15b ENSG00000158796 3166 nt UTR 3 hits 535 1112 1595
---------------------1----------------------1------------------1----------
-----------------------------------------------------
>ENSG00000158796 hs-mir-15b    535    542
UAGCAGCACAUCAUGGUUUACA&AGCUGUGGCCCUUUCCACUCUCUCCUGGCCUCUGGUGCUGCUC
.((((((((.....((((....&..........................))))....)))))))). -22.20
>ENSG00000158796 hs-mir-15b   1112   1119
UAGCAGCACAUCAUGGUUUACA&ACAGACUUUAUGAUUAUUAUAUUUUUCAAUGCCAGUGCUGCUC
.((((((((....((((.....&..............................)))))))))))). -20.80
>ENSG00000158796 hs-mir-15b   1595   1602
UAGCAGCACAUCAUGGUUUACA&UAACUUGCUCUCUUCUCAUGGUGGCGUCCACACUGUGCUGCUGC



((((((((((...(((....((&.....................))....)))...)))))))))). -23.80
mir-15b ENSMUSG00000013973 2412 nt UTR 3 hits 524 1069 1543
--------------------1---------------------1------------------1------------
-----------------------
>ENSMUSG00000013973 hs-mir-15b    524    531
UAGCAGCACAUCAUGGUUUACA&AAGCUGUGGCCCUUUGCAGUCUCUCCUGGCCUUGGUGCUGCUC
.((((((((.....((((....&...........................))))...)))))))). -21.80
>ENSMUSG00000013973 hs-mir-15b   1069   1076
UAGCAGCACAUCAUGGUUUACA&ACAUUAUGAUUAUUAUAUUUUUUUUUCAAUGCCAGUGCUGCUC
.((((((((....((((.....&..............................)))))))))))). -20.80
>ENSMUSG00000013973 hs-mir-15b   1543   1550
UAGCAGCACAUCAUGGUUUACA&CUUGCUCUUGUUUCAUGGUGGCGUCCACACUGCGCUGCUGCUAU
((((((((((((((((...(((&........))).))))))))...............)))))))). -23.86
mir-15b ENSRNOG00000003779 2487 nt UTR 4 hits 534 1076 1545 1548
---------------------1---------------------1-----------------2------------
--------------------------
>ENSRNOG00000003779 hs-mir-15b    534    541
UAGCAGCACAUCAUGGUUUACA&AGCUGUGGCCCUUUGCACUGUCUCCUGGCCUCGGGUGCUGCUC
.((((((((.((..((((....&..........................))))..)))))))))). -22.30
>ENSRNOG00000003779 hs-mir-15b   1076   1083
UAGCAGCACAUCAUGGUUUACA&UUAUGAUUGAUUAUUAUAUUUUUUUUCAAUGCCAGUGCUGCUC
.((((((((....((((.....&..............................)))))))))))). -20.80
>ENSRNOG00000003779 hs-mir-15b   1545   1552
UAGCAGCACAUCAUGGUUUACA&UAACUUGCUCUUGUCUCAUGGUGGCGUCCACACUGUGCUGCUGC
((((((((((...(((....((&.....................))....)))...)))))))))). -23.80
>ENSRNOG00000003779 hs-mir-15b   1548   1555
UAGCAGCACAUCAUGGUUUACA&CUUGCUCUUGUCUCAUGGUGGCGUCCACACUGUGCUGCUGCUAU
((((((((((((((((...(((&........))).))))))))...............)))))))). -22.46

miRNA: mir-15b
Human predicted target: ENSG00000161939
Mouse predicted target: ENSMUSG00000020831
Rat predicted target: ENSRNOG00000018829
mir-15b ENSG00000161939 2255 nt UTR 2 hits 415 727
----------------1------------1--------------------------------------------
-----------------
>ENSG00000161939 hs-mir-15b    415    422
UAGCAGCACAUCAUGGUUUACA&AUUGGCAGACUCGCUUCCCUGUGCCAAUAUUUCUGUGCUGCUAG
((((((((((...((((..(((&...................))))))).......)))))))))). -23.20
>ENSG00000161939 hs-mir-15b    727    734
UAGCAGCACAUCAUGGUUUACA&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
(((((((((((..((((((...&........................))))))..))))))))))). -30.00
mir-15b ENSMUSG00000020831 2252 nt UTR 3 hits 391 723 1308
---------------1------------1-----------------------1---------------------
-----------------
>ENSMUSG00000020831 hs-mir-15b    391    398
UAGCAGCACAUCAUGGUUUACA&AUUGGCAGACUCACUUCCCCAUGCCAAUAUUUCUGUGCUGCUAG



((((((((((.(((((......&..................)))))..........)))))))))). -24.30
>ENSMUSG00000020831 hs-mir-15b    723    730
UAGCAGCACAUCAUGGUUUACA&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
(((((((((((..((((((...&........................))))))..))))))))))). -30.00
>ENSMUSG00000020831 hs-mir-15b   1308   1315
UAGCAGCACAUCAUGGUUUACA&CAUCUGGACCAGAGGGCAAAGUAUUCAACCCCAAGUGCUGCUU
.((((((((.((.(((((((..&....))))))))).....................)))))))). -22.45
mir-15b ENSRNOG00000018829 2258 nt UTR 3 hits 877 1214 1811
-----------------------------------1------------1-----------------------1-
-----------------
>ENSRNOG00000018829 hs-mir-15b    877    884
UAGCAGCACAUCAUGGUUUACA&AUUGGCAGACUCACUUACCCGUGCCAAUAUUUCUGUGCUGCUAG
((((((((((.(((((......&..................)))))..........)))))))))). -23.90
>ENSRNOG00000018829 hs-mir-15b   1214   1221
UAGCAGCACAUCAUGGUUUACA&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
(((((((((((..((((((...&........................))))))..))))))))))). -30.00
>ENSRNOG00000018829 hs-mir-15b   1811   1818
UAGCAGCACAUCAUGGUUUACA&CUUCUGGACCAGAGGGCAAAGUAUUCAACCCCAAGUGCUGCUC
.((((((((.((.(((((((..&....))))))))).....................)))))))). -22.45

miRNA: mir-15b
Human predicted target: ENSG00000163444
Mouse predicted target: ENSMUSG00000042305
Rat predicted target: ENSRNOG00000003594
Hs Gene description: NM_138391
mir-15b ENSG00000163444 2500 nt UTR 3 hits 1146 1300 1504
---------------------------------------------1-----1--------1-------------
--------------------------
>ENSG00000163444 hs-mir-15b   1146   1153
UAGCAGCACAUCAUGGUUUACA&AUAAGCACUUAGCGACUUUGCUCUGCCCUGUACUGUGCUGCUU
.(((((((((.((.(((.....&........................))).))...))))))))). -23.20
>ENSG00000163444 hs-mir-15b   1300   1307
UAGCAGCACAUCAUGGUUUACA&AAUCACGUUUUUCUGUUUUGCUAAGGAGAAAACCUUGCUGCUU
.(((((((......(((((...&.............................))))).))))))). -18.10
>ENSG00000163444 hs-mir-15b   1504   1511
UAGCAGCACAUCAUGGUUUACA&CCUAGGAAUAUUCCUAGAAAGCAUCUGCUUAAUUUUGCUGCUAA
((((((((......(((.....&..........................)))......)))))))). -17.80
mir-15b ENSMUSG00000042305 3912 nt UTR 4 hits 399 1599 1602 2468
---------------1-----------------------------------------------11---------
------------------------1-------------------------------------------------
---------
>ENSMUSG00000042305 hs-mir-15b    399    406
UAGCAGCACAUCAUGGUUUACA&AGGAACUCAGAGGCUUAAAAUGGUUGCUCCAAUGUUGCUGCUC
.((((((((((...(((...((&....................))...)))...))).))))))). -18.80
>ENSMUSG00000042305 hs-mir-15b   1599   1606
UAGCAGCACAUCAUGGUUUACA&UGCUAUUUAAAGACCAUUCUUAAGCAUCUGUUUAAUGCUGCUGC
((((((((....(((((((...&..........)))))))..................)))))))). -19.55



>ENSMUSG00000042305 hs-mir-15b   1602   1609
UAGCAGCACAUCAUGGUUUACA&UAUUUAAAGACCAUUCUUAAGCAUCUGUUUAAUGCUGCUGCUGA
(((((((((((.(((((((...&.......))))))).................))).)))))))). -21.67
>ENSMUSG00000042305 hs-mir-15b   2468   2475
UAGCAGCACAUCAUGGUUUACA&CUGCCUAUGUGCACAUUGUAUAUAGAACAGUUCACUGCUGCUGG
((((((((.......((((...&........................)))).......)))))))). -18.94
mir-15b ENSRNOG00000003594 2487 nt UTR 3 hits 400 1617 2462
---------------1------------------------------------------------1---------
------------------------1-
>ENSRNOG00000003594 hs-mir-15b    400    407
UAGCAGCACAUCAUGGUUUACA&AGGAACCCAGAGGCUUAAAACAGUUGUUCCAAUGUUGCUGCUC
.((((((((((..(((...(((&........................))).)))))).))))))). -20.20
>ENSRNOG00000003594 hs-mir-15b   1617   1624
UAGCAGCACAUCAUGGUUUACA&UAUUUACAGAACAUCCUUUAGCAUCUGUUUAAUACUGCUGCUGA
((((((((..............&...................................)))))))). -16.60
>ENSRNOG00000003594 hs-mir-15b   2462   2469
UAGCAGCACAUCAUGGUUUACA&GCCUGUGUGCACAUUGUACAUAUAGAACAGUUCUCUGCUGCUGG
((((((((.......((((...&........................)))).......)))))))). -18.94

miRNA: mir-15b
Human predicted target: ENSG00000166483
Mouse predicted target: ENSMUSG00000031016
Rat predicted target: ENSRNOG00000010017
Hs Gene description: WEE1-LIKE PROTEIN KINASE (EC 2.7.1.112) (WEE1HU).
[Source:SWISSPROT;Acc:P30291] NM_003390
mir-15b ENSG00000166483 2000 nt UTR 2 hits 265 544
----------1----------1----------------------------------------------------
------
>ENSG00000166483 hs-mir-15b    265    272
UAGCAGCACAUCAUGGUUUACA&CACCAGCCUUUCCAGGGUUAACCACUGUGGUGGUGUGCUGCUU
.(((((((((((((((((.((.&................)).))))......))))))))))))). -29.30
>ENSG00000166483 hs-mir-15b    544    551
UAGCAGCACAUCAUGGUUUACA&GAUGAUGAUUCUGUGGAGGUAUUGCCUUGUGAAUUUGCUGCUAU
((((((((..(((((((.(((.&..................)))..)))..))))...)))))))). -23.80
mir-15b ENSMUSG00000031016 3172 nt UTR 2 hits 285 556
-----------1----------1---------------------------------------------------
-----------------------------------------------------
>ENSMUSG00000031016 hs-mir-15b    285    292
UAGCAGCACAUCAUGGUUUACA&CAGCCCCCUUUGCGGGGUGCGCCACUGUGGUGGUGUGCUGCUU
.((((((((((((((((.(((.&................))).)))......))))))))))))). -29.80
>ENSMUSG00000031016 hs-mir-15b    556    563
UAGCAGCACAUCAUGGUUUACA&GAUGGUCAUUCUGUGGAGGCCUUGCCUUGUGAAUUUGCUGCUAU
((((((((..(((((((((.((&.............)).))))).......))))...)))))))). -21.31
mir-15b ENSRNOG00000010017 2000 nt UTR 3 hits 287 560 1289
-----------1----------1----------------------------1----------------------
------
>ENSRNOG00000010017 hs-mir-15b    287    294



UAGCAGCACAUCAUGGUUUACA&CACCACCCUUUGCGGGGUGAGCCACUGUGGUGGUGUGCUGCUU
.((((((((((((((((((((.&................)))))))......))))))))))))). -33.40
>ENSRNOG00000010017 hs-mir-15b    560    567
UAGCAGCACAUCAUGGUUUACA&GAUGGUCAUUCUGUGGAAGCCUUGCCUUGUGAAUUUGCUGCUAU
((((((((..(((((((((.((&.............)).))))).......))))...)))))))). -21.71
>ENSRNOG00000010017 hs-mir-15b   1289   1296
UAGCAGCACAUCAUGGUUUACA&AUAUGACUUGCUGAGAGCAGAGUGCACUUCCUCUUUGCUGCUGG
(((((((((((..((.(((.((&...........))))).))..)))...........)))))))). -18.70

miRNA: mir-15b
Human predicted target: ENSG00000167778
Mouse predicted target: ENSMUSG00000036966
Rat predicted target: ENSRNOG00000010793
Hs Gene description: NM_032840
mir-15b ENSG00000167778 3227 nt UTR 3 hits 467 912 1125
------------------1-----------------1-------1-----------------------------
--------------------------------------------------------
>ENSG00000167778 hs-mir-15b    467    474
UAGCAGCACAUCAUGGUUUACA&CUUUCUUGUUUUCUUUCCUGGUUGUGUGAACCAGUUGCUGCUGU
((((((((.....(((((((((&........................)))))))))..)))))))). -27.10
>ENSG00000167778 hs-mir-15b    912    919
UAGCAGCACAUCAUGGUUUACA&CCUCCCCUUUUCCUGCCCCGUCCCAUGCCUCAGCUUGCUGCUU
.(((((((...(((((......&......................)))))........))))))). -18.70
>ENSG00000167778 hs-mir-15b   1125   1132
UAGCAGCACAUCAUGGUUUACA&CGGGUAGGGCUGUAGGGAAAGCGGGUGAGCUGUUGUGCUGCUGG
((((((((((..(((((((((.&........................))))))))))))))))))). -29.50
mir-15b ENSMUSG00000036966 3040 nt UTR 3 hits 356 749 933
--------------1--------------1-------1------------------------------------
------------------------------------------------
>ENSMUSG00000036966 hs-mir-15b    356    363
UAGCAGCACAUCAUGGUUUACA&AAUUCUCUUCAUCCCCUCUCCUCAUGUAAGCCAGUUGCUGCUGU
((((((((.....(((((((((&........................)))))))))..)))))))). -27.10
>ENSMUSG00000036966 hs-mir-15b    749    756
UAGCAGCACAUCAUGGUUUACA&CUUCACCUACCCACCCCCCACCCUGUGCCCCAGCUUGCUGCUU
.(((((((.....(((..((((&.......................))))..)))...))))))). -21.10
>ENSMUSG00000036966 hs-mir-15b    933    940
UAGCAGCACAUCAUGGUUUACA&ACAGUGGGUAGGGCUGGGGAGGGGGUUUGUUGUCGUGCUGCUGG
(((((((((..((.(.(((((.&.......))))).)................))..))))))))). -22.73
mir-15b ENSRNOG00000010793 2974 nt UTR 4 hits 307 868 1321 1897
------------1---------------------1-----------------1---------------------
-1-------------------------------------------
>ENSRNOG00000010793 hs-mir-15b    307    314
UAGCAGCACAUCAUGGUUUACA&AAUUCUCUUCAUUCCUUCUCCUCGUGUGAACCAGUUGCUGCUGU
((((((((.....(((((((((&........................)))))))))..)))))))). -27.10
>ENSRNOG00000010793 hs-mir-15b    868    875
UAGCAGCACAUCAUGGUUUACA&GCACAGUGGUGGGACUGGGGAGGGAUUCGUUGUCAUGCUGCUGG
((((((((((((((.((.....&))...))))))........................)))))))). -19.55



>ENSRNOG00000010793 hs-mir-15b   1321   1328
UAGCAGCACAUCAUGGUUUACA&AAUUCUCUUCAUUCCUUCUCCUCGUGUGAACCAGUUGCUGCUGU
((((((((.....(((((((((&........................)))))))))..)))))))). -27.10
>ENSRNOG00000010793 hs-mir-15b   1897   1904
UAGCAGCACAUCAUGGUUUACA&GCACAGUGGUGGGACUGGGGAGGGAUUCGUUGUCAUGCUGCUGG
((((((((((((((.((.....&))...))))))........................)))))))). -19.55

miRNA: mir-15b
Human predicted target: ENSG00000176095
Mouse predicted target: ENSMUSG00000032594
Rat predicted target: ENSRNOG00000019932
Hs Gene description: INOSITOL HEXAPHOSPHATE KINASE 1.
[Source:RefSeq;Acc:NM_153273] NM_153273
mir-15b ENSG00000176095 4827 nt UTR 7 hits 849 852 1420 1922 2006
2009 2625
---------------------------------11---------------------1-----------------
--1---2-----------------------1-------------------------------------------
----------------------------------------------
>ENSG00000176095 hs-mir-15b    849    856
UAGCAGCACAUCAUGGUUUACA&GGGUGGGAGUCUUCUUCCUCAAGUUUCGGCAGCUGUGCUGCUGC
((((((((((...((.(.....&...........................).))..)))))))))). -20.90
>ENSG00000176095 hs-mir-15b    852    859
UAGCAGCACAUCAUGGUUUACA&UGGGAGUCUUCUUCCUCAAGUUUCGGCAGCUGUGCUGCUGCUGG
((((((((...(((((((....&...........................))))))).)))))))). -21.40
>ENSG00000176095 hs-mir-15b   1420   1427
UAGCAGCACAUCAUGGUUUACA&GUCAUUUUGGCUGCCAGCCCUUAAUGGCACAGAUCUGCUGCUU
.(((((((.(((.((((...((&.......))...))))...............))).))))))). -19.99
>ENSG00000176095 hs-mir-15b   1922   1929
UAGCAGCACAUCAUGGUUUACA&AUUCCUCGAUUCUGGGAGGAGAGGCUGCCGCAUUCUGCUGCUC
.(((((((.....((((.....&..........................)))).....))))))). -18.10
>ENSG00000176095 hs-mir-15b   2006   2013
UAGCAGCACAUCAUGGUUUACA&UCCUGGCACUACAAAGAGUGGGAAGGCCUGGGAUUUGCUGCUGC
((((((((.(((..(((((...&.......................)))))...))).)))))))). -24.90
>ENSG00000176095 hs-mir-15b   2009   2016
UAGCAGCACAUCAUGGUUUACA&UGGCACUACAAAGAGUGGGAAGGCCUGGGAUUUGCUGCUGCUC
.(((((((((((..(((((...&....................)))))...))..)).))))))). -21.00
>ENSG00000176095 hs-mir-15b   2625   2632
UAGCAGCACAUCAUGGUUUACA&GAACUGUAAGCCCUCGCGUUCUGGGAAUCGCUCUCUGCUGCUC
.(((((((......((((((((&....)))))))).......................))))))). -20.15
mir-15b ENSMUSG00000032594 2000 nt UTR 4 hits 847 865 1406 1887
---------------------------------11---------------------1-----------------
-1----
>ENSMUSG00000032594 hs-mir-15b    847    854
UAGCAGCACAUCAUGGUUUACA&UCUGGGUGGCAUCCCUUCCUCACCUGGGGCAGCUGUGCUGCUU
.(((((((((...((.((((..&........................)))).))..))))))))). -21.90
>ENSMUSG00000032594 hs-mir-15b    865    872
UAGCAGCACAUCAUGGUUUACA&CUCACCUGGGGCAGCUGUGCUGCUUGUGGGUGGGCUGCUGCUC



.(((((((((((..(((.((((&...............))))..)))....))))...))))))). -21.10
>ENSMUSG00000032594 hs-mir-15b   1406   1413
UAGCAGCACAUCAUGGUUUACA&UUAUUUCUGCUACCAGUCCUUUCAUGGUAGAGACCUGCUGCUGC
((((((((((((((((......&.....................))))))).).....)))))))). -20.00
>ENSMUSG00000032594 hs-mir-15b   1887   1894
UAGCAGCACAUCAUGGUUUACA&GAUUUACCAGAUUUUGGGAGGUGCUGCCCCCAUUCUGCUGCUU
.(((((((......(((.(((.&....................)))..))).......))))))). -18.92
mir-15b ENSRNOG00000019932 4746 nt UTR 3 hits 1915 1918 2210
--------------------------------------------------------------------------
--2-----------1-----------------------------------------------------------
------------------------------------------
>ENSRNOG00000019932 hs-mir-15b   1915   1922
UAGCAGCACAUCAUGGUUUACA&CUGCUCCUGCAGCACAGUGUGGGGAGGCUGGGAUGUGCUGCUGC
((((((((((((..(((((.((&...................))...)))))..)))))))))))). -29.00
>ENSRNOG00000019932 hs-mir-15b   1918   1925
UAGCAGCACAUCAUGGUUUACA&CUCCUGCAGCACAGUGUGGGGAGGCUGGGAUGUGCUGCUGCUU
.(((((((((((..(((((.((&................))...)))))..))))...))))))). -21.90
>ENSRNOG00000019932 hs-mir-15b   2210   2217
UAGCAGCACAUCAUGGUUUACA&GCCCGGGGAGAUGGGUGGGAGUGAAAUGGGAUGGGUGCUGCUU
.(((((((((((....(((((.&....................)))))....)))..)))))))). -23.90

miRNA: mir-16
Human predicted target: ENSG00000100116
Mouse predicted target: ENSMUSG00000006378
Rat predicted target: ENSRNOG00000010596
Hs Gene description: 2-AMINO-3-KETOBUTYRATE COENZYME A LIGASE,
MITOCHONDRIAL PRECURSOR (EC 2.3.1.29) (AKB LIGASE) (GLYCINE
ACETYLTRANSFERASE). [Source:SWISSPROT;Acc:O75600] NM_014291
mir-16 ENSG00000100116 2000 nt UTR 3 hits 687 1194 1580
---------------------------1-------------------1---------------1----------
------
>ENSG00000100116 hs-mir-16    687    694
UAGCAGCACGUAAAUAUUGGCG&AGGCCCAGUCCACCGUUUGUCUCGGGUAGUUUCUGUGCUGCUGU
((((((((((.(((((((((..&....)))))...................)))).)))))))))). -22.90
>ENSG00000100116 hs-mir-16   1194   1201
UAGCAGCACGUAAAUAUUGGCG&AGGCUGCCCAGCAGUCAAGGCCAGGAGAGGCGAUUUGCUGCUGC
(((((((((((.....(((((.&...................))))).....)))...)))))))). -26.80
>ENSG00000100116 hs-mir-16   1580   1587
UAGCAGCACGUAAAUAUUGGCG&AUUCAGGGAAUCCCAGCCUGCGAUCCGGAGGACCUUGCUGCUGG
((((((((((((......(((.&...............))))))).............)))))))). -20.41
mir-16 ENSMUSG00000006378 2165 nt UTR 4 hits 317 772 829 937
------------1-----------------1--1---1------------------------------------
-------------
>ENSMUSG00000006378 hs-mir-16    317    324
UAGCAGCACGUAAAUAUUGGCG&UCUGGGAGCCACCGUUUCGUACAUAAAGCAUUCUGUGCUGCUGU
((((((((((.((((..((((.&.......))))..))))................)))))))))). -23.83
>ENSMUSG00000006378 hs-mir-16    772    779



UAGCAGCACGUAAAUAUUGGCG&UGGGCAGCCCUCAAGCCAGGCCAGAAGGGCUGGUUUGCUGCUAC
((((((((.((...(.(((((.&...................))))).)..)).....)))))))). -22.20
>ENSMUSG00000006378 hs-mir-16    829    836
UAGCAGCACGUAAAUAUUGGCG&UUCUACCCUGUCUUCCUACCGGCAACCAUCACACCUGCUGCUC
.(((((((.((.....(((.((&...................)).))).......)).))))))). -18.80
>ENSMUSG00000006378 hs-mir-16    937    944
UAGCAGCACGUAAAUAUUGGCG&GGAAUCUCGCAGGCUCAGCCCCGCAGGCUUAUGACUGCUGCUGU
(((((((((((((......(((&.....................)))....)))))..)))))))). -21.00
mir-16 ENSRNOG00000010596 2000 nt UTR 3 hits 853 885 1930
----------------------------------11--------------------------------------
---1--
>ENSRNOG00000010596 hs-mir-16    853    860
UAGCAGCACGUAAAUAUUGGCG&UAGGCAGCCCUGAGGCAAGGCCAGAAGGGCUGGUUUGCUGCUGC
((((((((.((...(.(((((.&...................))))).)..)).....)))))))). -21.90
>ENSRNOG00000010596 hs-mir-16    885    892
UAGCAGCACGUAAAUAUUGGCG&GUUUGCUGCUGCGAGGGCCGUGUCCUUUGUCUUCUUGCUGCUU
.(((((((.(...(((..((((&....................)).))..)))...).))))))). -18.20
>ENSRNOG00000010596 hs-mir-16   1930   1937
UAGCAGCACGUAAAUAUUGGCG&CAGCAGGAGAGCCACCUCCUGCAGCUCCCAGUCACUGCUGCUGG
((((((((.((....(((((..&...........................))))).)))))))))). -20.40

miRNA: mir-16
Human predicted target: ENSG00000116688
Mouse predicted target: ENSMUSG00000029020
Rat predicted target: ENSRNOG00000006904
Hs Gene description: MITOFUSIN 2; MITOCHONDRIAL ASSEMBLY REGULATORY
FACTOR. [Source:RefSeq;Acc:NM_014874] NM_014874
mir-16 ENSG00000116688 3940 nt UTR 3 hits 620 1784 3078
------------------------1----------------------------------------------1--
-------------------------------------------------1------------------------
----------
>ENSG00000116688 hs-mir-16    620    627
UAGCAGCACGUAAAUAUUGGCG&UGAGGCGGGCCCUGUGCUGGGGGUGGUAGAAAGGAUGCUGCUGA
(((((((((....((.(..(((&..............)))..)..))....)......)))))))). -18.30
>ENSG00000116688 hs-mir-16   1784   1791
UAGCAGCACGUAAAUAUUGGCG&CCUUUCUGAAAGAAGUAUGGCCAAAAGCACUUUAAUGCUGCUGA
((((((((..((((..(((((.&...................)))))......)))).)))))))). -22.20
>ENSG00000116688 hs-mir-16   3078   3085
UAGCAGCACGUAAAUAUUGGCG&AUAGUUUGAAAAAGGGCCUUCUUGCCUUAUGCAAAUGCUGCUU
.(((((((.....(((..((((&......................)))).))).....))))))). -20.40
mir-16 ENSMUSG00000029020 3790 nt UTR 4 hits 1042 1107 1110 1636
-----------------------------------------1--2--------------------1--------
--------------------------------------------------------------------------
----
>ENSMUSG00000029020 hs-mir-16   1042   1049
UAGCAGCACGUAAAUAUUGGCG&GGCAGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUU
.(((((((.(........((((&...................))))..........).))))))). -18.17



>ENSMUSG00000029020 hs-mir-16   1107   1114
UAGCAGCACGUAAAUAUUGGCG&GGCAGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUGC
((((((((.(........((((&...................))))..........).)))))))). -19.37
>ENSMUSG00000029020 hs-mir-16   1110   1117
UAGCAGCACGUAAAUAUUGGCG&AGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUGCUC
.(((((((.(((......(((.&..........................)))...)))))))))). -21.50
>ENSMUSG00000029020 hs-mir-16   1636   1643
UAGCAGCACGUAAAUAUUGGCG&CUGAGAGACAUUUAGCAGAGAGCACUUUAGUUUUUUGCUGCUAA
((((((((......((..(((.&.....................)).)..))......)))))))). -19.80
mir-16 ENSRNOG00000006904 3283 nt UTR 3 hits 945 1911 2516
-------------------------------------1------------------------------------
--1-----------------------1-------------------------------
>ENSRNOG00000006904 hs-mir-16    945    952
UAGCAGCACGUAAAUAUUGGCG&CUCAAGCCUCCUCCUCUUCUGCUCCUGAAGCCUCCUGCUGCUU
.(((((((.(........(((.&.............................))).).))))))). -18.50
>ENSRNOG00000006904 hs-mir-16   1911   1918
UAGCAGCACGUAAAUAUUGGCG&CUCAAGCCUCCUCCUCUUCUGCUCCUGAAGCCUCCUGCUGCUU
.(((((((.(........(((.&.............................))).).))))))). -18.50
>ENSRNOG00000006904 hs-mir-16   2516   2523
UAGCAGCACGUAAAUAUUGGCG&CUGAGAGACGUUUAGCAGAGAGCACUUUAGUUUCUUGCUGCUAA
((((((((.(....((..(((.&.....................)).)..))....).)))))))). -20.50

miRNA: mir-16
Human predicted target: ENSG00000119403
Mouse predicted target: ENSMUSG00000026873
Rat predicted target: ENSRNOG00000018874
mir-16 ENSG00000119403 4252 nt UTR 4 hits 501 1377 1480 2216
--------------------1----------------------------------1---1--------------
--------------1-----------------------------------------------------------
-----------------------
>ENSG00000119403 hs-mir-16    501    508
UAGCAGCACGUAAAUAUUGGCG&CUUUGAGAGAGCAUGGGAGAAGGUGGAUAAGAGGAUGCUGCUC
.((((((((.(...((((.((.&......................)).))))..).).))))))). -20.10
>ENSG00000119403 hs-mir-16   1377   1384
UAGCAGCACGUAAAUAUUGGCG&CAAAAUUGGGAGGGGGAAGAGGACCCCUGAUGUUUUGCUGCUU
.(((((((...((((((..(..&..........................)..))))))))))))). -20.30
>ENSG00000119403 hs-mir-16   1480   1487
UAGCAGCACGUAAAUAUUGGCG&AGGGUGGGCACCAGAUGGGGACCAGCCUUGCCAACUGCUGCUGU
((((((((.((......(((((&............................))))))))))))))). -21.30
>ENSG00000119403 hs-mir-16   2216   2223
UAGCAGCACGUAAAUAUUGGCG&CCUCUGCACCUUCAAAAAGAUUCAUGGUUUUUAAUUGCUGCUU
.(((((((..((((.(((....&.........................))).))))..))))))). -16.70
mir-16 ENSMUSG00000026873 3964 nt UTR 3 hits 153 1219 1905
------1-----------------------------------------1-------------------------
--1-----------------------------------------------------------------------
-----------
>ENSMUSG00000026873 hs-mir-16    153    160



UAGCAGCACGUAAAUAUUGGCG&GCCCCUGCCUGCUGCCUGCCAGGCCAAGGCCUGUGUGCUGCUGU
((((((((((((....(((((.&......................)))))....)))))))))))). -28.40
>ENSMUSG00000026873 hs-mir-16   1219   1226
UAGCAGCACGUAAAUAUUGGCG&GGCAAGGGCACCAGACUGAGACUAGCCUCCCUGACUGCUGCUGU
((((((((.((.......(((.&........................)))......)))))))))). -23.22
>ENSMUSG00000026873 hs-mir-16   1905   1912
UAGCAGCACGUAAAUAUUGGCG&CCCUGUGCACCUUUGAAAAGAUUUUGGUUUUAAAUUGCUGCUU
.(((((((..((((.((..(..&.......................)..))))))...))))))). -17.10
mir-16 ENSRNOG00000018874 2000 nt UTR 3 hits 155 1234 1944
------1------------------------------------------1------------------------
---1--
>ENSRNOG00000018874 hs-mir-16    155    162
UAGCAGCACGUAAAUAUUGGCG&GCCCCUGCCUGCUGUCUGCCAGGCCAAGGUCUGUGUGCUGCUGU
((((((((((((.((.(((((.&......................))))).)).)))))))))))). -29.00
>ENSRNOG00000018874 hs-mir-16   1234   1241
UAGCAGCACGUAAAUAUUGGCG&GGCAGGGGCACCAGACUGGGACCAGCUUCCCUGACUGCUGCUGU
((((((((.((.......(((.&........................)))......)))))))))). -21.32
>ENSRNOG00000018874 hs-mir-16   1944   1951
UAGCAGCACGUAAAUAUUGGCG&CCCUGUGCACCUUUGAAGAGAUUCUGGUUUUAAAUUGCUGCUU
.(((((((..((((.((..(..&.......................)..))))))...))))))). -18.00

miRNA: mir-16
Human predicted target: ENSG00000158796
Mouse predicted target: ENSMUSG00000013973
Rat predicted target: ENSRNOG00000003779
Hs Gene description: DEATH EFFECTOR DOMAIN-CONTAINING PROTEIN (DEATH
EFFECTOR DOMAIN- CONTAINING TESTICULAR MOLECULE) (DEDPRO1) (FLDED-1)
(KE05). [Source:SWISSPROT;Acc:O75618] NM_004216
mir-16 ENSG00000158796 3166 nt UTR 3 hits 535 1112 1595
---------------------1----------------------1------------------1----------
-----------------------------------------------------
>ENSG00000158796 hs-mir-16    535    542
UAGCAGCACGUAAAUAUUGGCG&AGCUGUGGCCCUUUCCACUCUCUCCUGGCCUCUGGUGCUGCUC
.((((((((.....((..(((.&...........................)))..)))))))))). -21.20
>ENSG00000158796 hs-mir-16   1112   1119
UAGCAGCACGUAAAUAUUGGCG&ACAGACUUUAUGAUUAUUAUAUUUUUCAAUGCCAGUGCUGCUC
.((((((((........(((((&.............................))))))))))))). -22.00
>ENSG00000158796 hs-mir-16   1595   1602
UAGCAGCACGUAAAUAUUGGCG&UAACUUGCUCUCUUCUCAUGGUGGCGUCCACACUGUGCUGCUGC
((((((((((.......(((((&........................)).)))...)))))))))). -21.50
mir-16 ENSMUSG00000013973 2412 nt UTR 3 hits 524 1069 1543
--------------------1---------------------1------------------1------------
-----------------------
>ENSMUSG00000013973 hs-mir-16    524    531
UAGCAGCACGUAAAUAUUGGCG&AAGCUGUGGCCCUUUGCAGUCUCUCCUGGCCUUGGUGCUGCUC
.(((((((((((((....(((.&........))).))))).................)))))))). -21.42
>ENSMUSG00000013973 hs-mir-16   1069   1076



UAGCAGCACGUAAAUAUUGGCG&ACAUUAUGAUUAUUAUAUUUUUUUUUCAAUGCCAGUGCUGCUC
.((((((((........(((((&.............................))))))))))))). -22.00
>ENSMUSG00000013973 hs-mir-16   1543   1550
UAGCAGCACGUAAAUAUUGGCG&CUUGCUCUUGUUUCAUGGUGGCGUCCACACUGCGCUGCUGCUAU
((((((((((((.....(((((&.....................)).)))...)))).)))))))). -23.80
mir-16 ENSRNOG00000003779 2487 nt UTR 4 hits 534 1076 1545 1548
---------------------1---------------------1-----------------2------------
--------------------------
>ENSRNOG00000003779 hs-mir-16    534    541
UAGCAGCACGUAAAUAUUGGCG&AGCUGUGGCCCUUUGCACUGUCUCCUGGCCUCGGGUGCUGCUC
.((((((((.(.......(((.&...........................)))..).)))))))). -21.70
>ENSRNOG00000003779 hs-mir-16   1076   1083
UAGCAGCACGUAAAUAUUGGCG&UUAUGAUUGAUUAUUAUAUUUUUUUUCAAUGCCAGUGCUGCUC
.((((((((........(((((&.............................))))))))))))). -22.00
>ENSRNOG00000003779 hs-mir-16   1545   1552
UAGCAGCACGUAAAUAUUGGCG&UAACUUGCUCUUGUCUCAUGGUGGCGUCCACACUGUGCUGCUGC
((((((((((.......(((((&........................)).)))...)))))))))). -21.50
>ENSRNOG00000003779 hs-mir-16   1548   1555
UAGCAGCACGUAAAUAUUGGCG&CUUGCUCUUGUCUCAUGGUGGCGUCCACACUGUGCUGCUGCUAU
((((((((.(((.....(((((&.....................)).))).....))))))))))). -23.20

miRNA: mir-16
Human predicted target: ENSG00000161939
Mouse predicted target: ENSMUSG00000020831
Rat predicted target: ENSRNOG00000018829
mir-16 ENSG00000161939 2255 nt UTR 2 hits 415 727
----------------1------------1--------------------------------------------
-----------------
>ENSG00000161939 hs-mir-16    415    422
UAGCAGCACGUAAAUAUUGGCG&AUUGGCAGACUCGCUUCCCUGUGCCAAUAUUUCUGUGCUGCUAG
((((((((((.(((((((((((&.....................))))))))))).)))))))))). -34.80
>ENSG00000161939 hs-mir-16    727    734
UAGCAGCACGUAAAUAUUGGCG&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
((((((((((.......(((((&................)))))............)))))))))). -22.91
mir-16 ENSMUSG00000020831 2252 nt UTR 3 hits 391 723 1308
---------------1------------1-----------------------1---------------------
-----------------
>ENSMUSG00000020831 hs-mir-16    391    398
UAGCAGCACGUAAAUAUUGGCG&AUUGGCAGACUCACUUCCCCAUGCCAAUAUUUCUGUGCUGCUAG
((((((((((.(((((((((((&.....................))))))))))).)))))))))). -34.90
>ENSMUSG00000020831 hs-mir-16    723    730
UAGCAGCACGUAAAUAUUGGCG&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
((((((((((.......(((((&................)))))............)))))))))). -22.91
>ENSMUSG00000020831 hs-mir-16   1308   1315
UAGCAGCACGUAAAUAUUGGCG&CAUCUGGACCAGAGGGCAAAGUAUUCAACCCCAAGUGCUGCUU
.((((((((.......((((..&..............................)))))))))))). -19.11
mir-16 ENSRNOG00000018829 2258 nt UTR 3 hits 877 1214 1811



-----------------------------------1------------1-----------------------1-
-----------------
>ENSRNOG00000018829 hs-mir-16    877    884
UAGCAGCACGUAAAUAUUGGCG&AUUGGCAGACUCACUUACCCGUGCCAAUAUUUCUGUGCUGCUAG
((((((((((.(((((((((((&.....................))))))))))).)))))))))). -34.80
>ENSRNOG00000018829 hs-mir-16   1214   1221
UAGCAGCACGUAAAUAUUGGCG&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
((((((((((.......(((((&................)))))............)))))))))). -22.91
>ENSRNOG00000018829 hs-mir-16   1811   1818
UAGCAGCACGUAAAUAUUGGCG&CUUCUGGACCAGAGGGCAAAGUAUUCAACCCCAAGUGCUGCUC
.((((((((.......((((..&..............................)))))))))))). -19.11

miRNA: mir-16
Human predicted target: ENSG00000163444
Mouse predicted target: ENSMUSG00000042305
Rat predicted target: ENSRNOG00000003594
Hs Gene description: NM_138391
mir-16 ENSG00000163444 2500 nt UTR 3 hits 1146 1300 1504
---------------------------------------------1-----1--------1-------------
--------------------------
>ENSG00000163444 hs-mir-16   1146   1153
UAGCAGCACGUAAAUAUUGGCG&AUAAGCACUUAGCGACUUUGCUCUGCCCUGUACUGUGCUGCUU
.(((((((((....(((.((((&.......................))))..))).))))))))). -22.20
>ENSG00000163444 hs-mir-16   1300   1307
UAGCAGCACGUAAAUAUUGGCG&AAUCACGUUUUUCUGUUUUGCUAAGGAGAAAACCUUGCUGCUU
.(((((((.((.....((((((&..................)))))).......))..))))))). -18.70
>ENSG00000163444 hs-mir-16   1504   1511
UAGCAGCACGUAAAUAUUGGCG&CCUAGGAAUAUUCCUAGAAAGCAUCUGCUUAAUUUUGCUGCUAA
((((((((...((((...((((&.........................))))..)))))))))))). -19.00
mir-16 ENSMUSG00000042305 3912 nt UTR 4 hits 399 1599 1602 2468
---------------1-----------------------------------------------11---------
------------------------1-------------------------------------------------
---------
>ENSMUSG00000042305 hs-mir-16    399    406
UAGCAGCACGUAAAUAUUGGCG&AGGAACUCAGAGGCUUAAAAUGGUUGCUCCAAUGUUGCUGCUC
.(((((((.....(((((((..&............................)))))))))))))). -20.30
>ENSMUSG00000042305 hs-mir-16   1599   1606
UAGCAGCACGUAAAUAUUGGCG&UGCUAUUUAAAGACCAUUCUUAAGCAUCUGUUUAAUGCUGCUGC
((((((((..((((((...((.&.......................))...)))))).)))))))). -22.30
>ENSMUSG00000042305 hs-mir-16   1602   1609
UAGCAGCACGUAAAUAUUGGCG&UAUUUAAAGACCAUUCUUAAGCAUCUGUUUAAUGCUGCUGCUGA
((((((((((((((((...((.&....................))...)))))).)).)))))))). -23.10
>ENSMUSG00000042305 hs-mir-16   2468   2475
UAGCAGCACGUAAAUAUUGGCG&CUGCCUAUGUGCACAUUGUAUAUAGAACAGUUCACUGCUGCUGG
((((((((.((..((((.((((&.)))).)))).......................)))))))))). -20.31
mir-16 ENSRNOG00000003594 2487 nt UTR 3 hits 400 1617 2462



---------------1------------------------------------------------1---------
------------------------1-
>ENSRNOG00000003594 hs-mir-16    400    407
UAGCAGCACGUAAAUAUUGGCG&AGGAACCCAGAGGCUUAAAACAGUUGUUCCAAUGUUGCUGCUC
.(((((((.....(((((((..&............................)))))))))))))). -20.30
>ENSRNOG00000003594 hs-mir-16   1617   1624
UAGCAGCACGUAAAUAUUGGCG&UAUUUACAGAACAUCCUUUAGCAUCUGUUUAAUACUGCUGCUGA
((((((((..((((((...((.&....................))...))))))....)))))))). -22.40
>ENSRNOG00000003594 hs-mir-16   2462   2469
UAGCAGCACGUAAAUAUUGGCG&GCCUGUGUGCACAUUGUACAUAUAGAACAGUUCUCUGCUGCUGG
((((((((.((..((((.(((.&))).))))..)).......................)))))))). -20.95

miRNA: mir-16
Human predicted target: ENSG00000167778
Mouse predicted target: ENSMUSG00000036966
Rat predicted target: ENSRNOG00000010793
Hs Gene description: NM_032840
mir-16 ENSG00000167778 3227 nt UTR 3 hits 467 912 1125
------------------1-----------------1-------1-----------------------------
--------------------------------------------------------
>ENSG00000167778 hs-mir-16    467    474
UAGCAGCACGUAAAUAUUGGCG&CUUUCUUGUUUUCUUUCCUGGUUGUGUGAACCAGUUGCUGCUGU
((((((((.......(((((..&..............................))))))))))))). -19.01
>ENSG00000167778 hs-mir-16    912    919
UAGCAGCACGUAAAUAUUGGCG&CCUCCCCUUUUCCUGCCCCGUCCCAUGCCUCAGCUUGCUGCUU
.(((((((.((.......((((&.........................))))...)).))))))). -19.80
>ENSG00000167778 hs-mir-16   1125   1132
UAGCAGCACGUAAAUAUUGGCG&CGGGUAGGGCUGUAGGGAAAGCGGGUGAGCUGUUGUGCUGCUGG
((((((((((....((((.((.&....................)).))))......)))))))))). -25.10
mir-16 ENSMUSG00000036966 3040 nt UTR 3 hits 356 749 933
--------------1--------------1-------1------------------------------------
------------------------------------------------
>ENSMUSG00000036966 hs-mir-16    356    363
UAGCAGCACGUAAAUAUUGGCG&AAUUCUCUUCAUCCCCUCUCCUCAUGUAAGCCAGUUGCUGCUGU
((((((((.......((((((.&.............................)))))))))))))). -23.41
>ENSMUSG00000036966 hs-mir-16    749    756
UAGCAGCACGUAAAUAUUGGCG&CUUCACCUACCCACCCCCCACCCUGUGCCCCAGCUUGCUGCUU
.(((((((.((.......((((&.........................))))...)).))))))). -19.00
>ENSMUSG00000036966 hs-mir-16    933    940
UAGCAGCACGUAAAUAUUGGCG&ACAGUGGGUAGGGCUGGGGAGGGGGUUUGUUGUCGUGCUGCUGG
(((((((((((((((.(..((.&............))..).......)))))....)))))))))). -25.30
mir-16 ENSRNOG00000010793 2974 nt UTR 4 hits 307 868 1321 1897
------------1---------------------1-----------------1---------------------
-1-------------------------------------------
>ENSRNOG00000010793 hs-mir-16    307    314
UAGCAGCACGUAAAUAUUGGCG&AAUUCUCUUCAUUCCUUCUCCUCGUGUGAACCAGUUGCUGCUGU
((((((((.......(((((..&..............................))))))))))))). -19.01



>ENSRNOG00000010793 hs-mir-16    868    875
UAGCAGCACGUAAAUAUUGGCG&GCACAGUGGUGGGACUGGGGAGGGAUUCGUUGUCAUGCUGCUGG
((((((((.((((.(((((((.&)).))))).....................))).).)))))))). -20.15
>ENSRNOG00000010793 hs-mir-16   1321   1328
UAGCAGCACGUAAAUAUUGGCG&AAUUCUCUUCAUUCCUUCUCCUCGUGUGAACCAGUUGCUGCUGU
((((((((.......(((((..&..............................))))))))))))). -19.01
>ENSRNOG00000010793 hs-mir-16   1897   1904
UAGCAGCACGUAAAUAUUGGCG&GCACAGUGGUGGGACUGGGGAGGGAUUCGUUGUCAUGCUGCUGG
((((((((.((((.(((((((.&)).))))).....................))).).)))))))). -20.15

miRNA: mir-16
Human predicted target: ENSG00000176095
Mouse predicted target: ENSMUSG00000032594
Rat predicted target: ENSRNOG00000019932
Hs Gene description: INOSITOL HEXAPHOSPHATE KINASE 1.
[Source:RefSeq;Acc:NM_153273] NM_153273
mir-16 ENSG00000176095 4827 nt UTR 7 hits 849 852 1420 1922 2006
2009 2625
---------------------------------11---------------------1-----------------
--1---2-----------------------1-------------------------------------------
----------------------------------------------
>ENSG00000176095 hs-mir-16    849    856
UAGCAGCACGUAAAUAUUGGCG&GGGUGGGAGUCUUCUUCCUCAAGUUUCGGCAGCUGUGCUGCUGC
((((((((((......(((.((&..........................)).))).)))))))))). -21.00
>ENSG00000176095 hs-mir-16    852    859
UAGCAGCACGUAAAUAUUGGCG&UGGGAGUCUUCUUCCUCAAGUUUCGGCAGCUGUGCUGCUGCUGG
((((((((.(((....(((.((&.......................)).)))...))))))))))). -22.60
>ENSG00000176095 hs-mir-16   1420   1427
UAGCAGCACGUAAAUAUUGGCG&GUCAUUUUGGCUGCCAGCCCUUAAUGGCACAGAUCUGCUGCUU
.(((((((.((.....((((((&...........))))))...............)).))))))). -18.55
>ENSG00000176095 hs-mir-16   1922   1929
UAGCAGCACGUAAAUAUUGGCG&AUUCCUCGAUUCUGGGAGGAGAGGCUGCCGCAUUCUGCUGCUC
.(((((((.(.......(((((&.........................)))))....)))))))). -18.30
>ENSG00000176095 hs-mir-16   2006   2013
UAGCAGCACGUAAAUAUUGGCG&UCCUGGCACUACAAAGAGUGGGAAGGCCUGGGAUUUGCUGCUGC
((((((((.((.......(((.&.........................)))....)).)))))))). -21.30
>ENSG00000176095 hs-mir-16   2009   2016
UAGCAGCACGUAAAUAUUGGCG&UGGCACUACAAAGAGUGGGAAGGCCUGGGAUUUGCUGCUGCUC
.(((((((.((((((...(((.&......................)))....))))))))))))). -26.50
>ENSG00000176095 hs-mir-16   2625   2632
UAGCAGCACGUAAAUAUUGGCG&GAACUGUAAGCCCUCGCGUUCUGGGAAUCGCUCUCUGCUGCUC
.(((((((..........((((&............................))))...))))))). -15.82
mir-16 ENSMUSG00000032594 2000 nt UTR 4 hits 847 865 1406 1887
---------------------------------11---------------------1-----------------
-1----
>ENSMUSG00000032594 hs-mir-16    847    854
UAGCAGCACGUAAAUAUUGGCG&UCUGGGUGGCAUCCCUUCCUCACCUGGGGCAGCUGUGCUGCUU



.(((((((((......(..(..&.......................)..)......))))))))). -19.80
>ENSMUSG00000032594 hs-mir-16    865    872
UAGCAGCACGUAAAUAUUGGCG&CUCACCUGGGGCAGCUGUGCUGCUUGUGGGUGGGCUGCUGCUC
.((((((((.((..(((.((((&....................)))).)))..)).).))))))). -22.30
>ENSMUSG00000032594 hs-mir-16   1406   1413
UAGCAGCACGUAAAUAUUGGCG&UUAUUUCUGCUACCAGUCCUUUCAUGGUAGAGACCUGCUGCUGC
((((((((.((...((((((((&.......)))))..............)))...)).)))))))). -20.03
>ENSMUSG00000032594 hs-mir-16   1887   1894
UAGCAGCACGUAAAUAUUGGCG&GAUUUACCAGAUUUUGGGAGGUGCUGCCCCCAUUCUGCUGCUU
.(((((((.(........((((&........................))))......)))))))). -17.84
mir-16 ENSRNOG00000019932 4746 nt UTR 3 hits 1915 1918 2210
--------------------------------------------------------------------------
--2-----------1-----------------------------------------------------------
------------------------------------------
>ENSRNOG00000019932 hs-mir-16   1915   1922
UAGCAGCACGUAAAUAUUGGCG&CUGCUCCUGCAGCACAGUGUGGGGAGGCUGGGAUGUGCUGCUGC
(((((((((((..((((((((.&...........)).))))))............))))))))))). -27.44
>ENSRNOG00000019932 hs-mir-16   1918   1925
UAGCAGCACGUAAAUAUUGGCG&CUCCUGCAGCACAGUGUGGGGAGGCUGGGAUGUGCUGCUGCUU
.(((((((.(((....(..((.&.......................))..)....)))))))))). -23.90
>ENSRNOG00000019932 hs-mir-16   2210   2217
UAGCAGCACGUAAAUAUUGGCG&GCCCGGGGAGAUGGGUGGGAGUGAAAUGGGAUGGGUGCUGCUU
.((((((((.((..(((((((.&))).....................))))...)).)))))))). -21.79

miRNA: mir-18
Human predicted target: ENSG00000119242
Mouse predicted target: ENSMUSG00000037979
Rat predicted target: ENSRNOG00000000998
Rat predicted target: ENSRNOG00000001016
Hs Gene description: LIMKAIN BETA 2. [Source:RefSeq;Acc:NM_025140]

NM_025140
mir-18 ENSG00000119242 2650 nt UTR 2 hits 2354 2404
--------------------------------------------------------------------------
--------------------1-1---------
>ENSG00000119242 hs-mir-18   2354   2361
UAAGGUGCAUCUAGUGCAGAUA&GGGGAUGAUCUUCAGGAUCGGCAGGUCCACAACCAGCACCUUGG
((((((((.....(((..(((.&........................)))))).....)))))))). -18.70
>ENSG00000119242 hs-mir-18   2404   2411
UAAGGUGCAUCUAGUGCAGAUA&UCUUGAUAAGACAUCCUUUUUCUAUAUCCCAGUCAGCACCUUC
.(((((((..((.(((.(((..&....................))).)))...))...))))))). -15.70
mir-18 ENSMUSG00000037979 2540 nt UTR 2 hits 2011 2061
--------------------------------------------------------------------------
------1-1-------------------
>ENSMUSG00000037979 hs-mir-18   2011   2018
UAAGGUGCAUCUAGUGCAGAUA&GGGGAUGAUCUUGAGGAUGGGCAAGUCCACAACCAGCACCUUGG
((((((((.....(((..(((.&........................)))))).....)))))))). -18.60
>ENSMUSG00000037979 hs-mir-18   2061   2068



UAAGGUGCAUCUAGUGCAGAUA&UCUUGACAAGACACCCUCUCUCUAUGUCCCAGUCAGCACCUUC
.(((((((..((.(..((....&........................))..).))...))))))). -17.80
mir-18 ENSRNOG00000000998 2992 nt UTR 2 hits 1983 2033
--------------------------------------------------------------------------
-----1-1--------------------------------------
>ENSRNOG00000000998 hs-mir-18   1983   1990
UAAGGUGCAUCUAGUGCAGAUA&GGGGAUGAUCUUCAGGAUGGGCAAGUCCACAACCAGCACCUUGG
((((((((.....(((..(((.&........................)))))).....)))))))). -18.60
>ENSRNOG00000000998 hs-mir-18   2033   2040
UAAGGUGCAUCUAGUGCAGAUA&UCUUGACAAGACACCCUCUCUCUAUGUCCCAGUCAGCACCUUC
.(((((((..((.(..((....&........................))..).))...))))))). -17.80
mir-18 ENSRNOG00000001016 2992 nt UTR 2 hits 1984 2034
--------------------------------------------------------------------------
-----1-1--------------------------------------
>ENSRNOG00000001016 hs-mir-18   1984   1991
UAAGGUGCAUCUAGUGCAGAUA&GGGGAUGAUCUUCAGGAUGGGCAAGUCCACAACCAGCACCUUGG
((((((((.....(((..(((.&........................)))))).....)))))))). -18.60
>ENSRNOG00000001016 hs-mir-18   2034   2041
UAAGGUGCAUCUAGUGCAGAUA&UCUUGACAAGACACCCUCUCUCUAUGUCCCAGUCAGCACCUUC
.(((((((..((.(..((....&........................))..).))...))))))). -17.80

miRNA: mir-18
Human predicted target: ENSG00000130822
Mouse predicted target: ENSMUSG00000002012
Rat predicted target: ENSRNOG00000017923
Hs Gene description: SIMILAR TO CALCIUM/CALMODULIN-DEPENDENT PROTEIN
KINASE 1, BETA. [Source:SPTREMBL;Acc:Q8N4R0]
mir-18 ENSG00000130822 3754 nt UTR 4 hits 1061 1115 1852 1906
------------------------------------------1-1-----------------------------
1-1-----------------------------------------------------------------------
---
>ENSG00000130822 hs-mir-18   1061   1068
UAAGGUGCAUCUAGUGCAGAUA&GAUGACAUCUCAGAAUCAGCCAAAGACUUCAUCCGGCACCUUC
.(((((((....(((((.(((.&..............))).)).....))).......))))))). -16.90
>ENSG00000130822 hs-mir-18   1115   1122
UAAGGUGCAUCUAGUGCAGAUA&CCCCAGAAGAGGUUCACCUGCCAACAGGCCUUGCGGCACCUUU
.(((((((....((.((.....&...........................))))....))))))). -19.30
>ENSG00000130822 hs-mir-18   1852   1859
UAAGGUGCAUCUAGUGCAGAUA&CCCAGCCUCCCUGUUCCAGCCAAAGACUUCAUCCGGCACCUUC
.(((((((....(((((((...&..........))))...........))).......))))))). -17.20
>ENSG00000130822 hs-mir-18   1906   1913
UAAGGUGCAUCUAGUGCAGAUA&CCCCAGAAGAGGUUCACCUGCCAACAGGCCUUGCGGCACCUUU
.(((((((....((.((.....&...........................))))....))))))). -19.30
mir-18 ENSMUSG00000002012 2399 nt UTR 2 hits 279 954
-----------1--------------------------1-----------------------------------
----------------------
>ENSMUSG00000002012 hs-mir-18    279    286



UAAGGUGCAUCUAGUGCAGAUA&GGUGUUCAAAAGUGGACUUGGGAGCCAUCCUUCCUGCACCUUGC
(((((((((((((((.((....&............)).))).)))............))))))))). -19.70
>ENSMUSG00000002012 hs-mir-18    954    961
UAAGGUGCAUCUAGUGCAGAUA&GGUGUUCAAAAGUGGACUUGGGAGCCAUCCUUCCUGCACCUUGC
(((((((((((((((.((....&............)).))).)))............))))))))). -19.70
mir-18 ENSRNOG00000017923 2368 nt UTR 3 hits 249 901 1987
---------1--------------------------1-------------------------------------
-----1---------------
>ENSRNOG00000017923 hs-mir-18    249    256
UAAGGUGCAUCUAGUGCAGAUA&GGUAUUCAAAAAUGGAUUUGGGGGCCAUCCUUCCUGCACCUUGC
(((((((((...(((.(((((.&...............))))).).......))...))))))))). -18.11
>ENSRNOG00000017923 hs-mir-18    901    908
UAAGGUGCAUCUAGUGCAGAUA&GGUAUUCAAAAAUGGAUUUGGGGGCCAUCCUUCCUGCACCUUGC
(((((((((...(((.(((((.&...............))))).).......))...))))))))). -18.11
>ENSRNOG00000017923 hs-mir-18   1987   1994
UAAGGUGCAUCUAGUGCAGAUA&AAACCUUAGACAUCUGGUACCAAAAAUGAGUUUCAGCACCUUGA
((((((((..((.((((((((.&...........))))).)))........)).....)))))))). -19.50

miRNA: mir-18
Human predicted target: ENSG00000155111
Mouse predicted target: ENSMUSG00000038481
Rat predicted target: ENSRNOG00000000583
mir-18 ENSG00000155111 6557 nt UTR 2 hits 308 448
------------1----1--------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------
>ENSG00000155111 hs-mir-18    308    315
UAAGGUGCAUCUAGUGCAGAUA&GUAACCUUCAGCAUUUCUUUGAAGGAUUUCCUGGUGCACCUUU
.((((((((((.(((((.((..&.......)).))))).................)))))))))). -22.47
>ENSG00000155111 hs-mir-18    448    455
UAAGGUGCAUCUAGUGCAGAUA&ACUUCAUGAACUGAUUUAGCAACACAGGUAAAAAUGCACCUUU
.(((((((((((((..(((...&..........)))..))))..............))))))))). -19.53
mir-18 ENSMUSG00000038481 4297 nt UTR 2 hits 287 414
-----------1----1---------------------------------------------------------
--------------------------------------------------------------------------
------------------------
>ENSMUSG00000038481 hs-mir-18    287    294
UAAGGUGCAUCUAGUGCAGAUA&UGCAUCCUUCAGCAGUCUCUGAGGGAAUUUCUGGUGCACCUUU
.((((((((((.(((.((((..&.................)))).....)))...)))))))))). -23.10
>ENSMUSG00000038481 hs-mir-18    414    421
UAAGGUGCAUCUAGUGCAGAUA&UACUUCAUGAACUGAUUUAGCAACACCAGUGAAAUGCACCUUU
.(((((((((((.(((......&.......................))).))....))))))))). -19.10
mir-18 ENSRNOG00000000583 4096 nt UTR 4 hits 281 408 2374 2501
-----------1----1---------------------------------------------------------
--------------------1-----1-----------------------------------------------
----------------



>ENSRNOG00000000583 hs-mir-18    281    288
UAAGGUGCAUCUAGUGCAGAUA&UGCAUCCUUCAGCAGUCUCUGGAGGAGUUUCUGGUGCACCUUU
.((((((((((.(((.((((..&.................)))).).......)))))))))))). -21.91
>ENSRNOG00000000583 hs-mir-18    408    415
UAAGGUGCAUCUAGUGCAGAUA&UACUUCAUGAACUGAUCUAGCAACACCAGUCAAAUGCACCUUU
.(((((((((((((..(((...&...........)))..)))).............))))))))). -21.71
>ENSRNOG00000000583 hs-mir-18   2374   2381
UAAGGUGCAUCUAGUGCAGAUA&UGCAUCCUUCAGCAGUCUCUGGAGGAGUUUCUGGUGCACCUUU
.((((((((((.(((.((((..&.................)))).).......)))))))))))). -21.91
>ENSRNOG00000000583 hs-mir-18   2501   2508
UAAGGUGCAUCUAGUGCAGAUA&UACUUCAUGAACUGAUCUAGCAACACCAGUCAAAUGCACCUUU
.(((((((((((((..(((...&...........)))..)))).............))))))))). -21.71

miRNA: mir-18
Human predicted target: ENSG00000160216
Mouse predicted target: ENSMUSG00000001211
Rat predicted target: ENSRNOG00000001205
Hs Gene description: 1-ACYL-SN-GLYCEROL-3-PHOSPHATE ACYLTRANSFERASE GAMMA
(EC 2.3.1.51) (1- AGP ACYLTRANSFERASE 3) (1-AGPAT 3) (LYSOPHOSPHATIDIC
ACID ACYLTRANSFERASE-GAMMA) (LPAAT-GAMMA) (1-ACYLGLYCEROL-3-PHOSPHATE O-
ACYLTRANSFERASE 3). [Source:SWISSPROT;Acc:Q9NRZ7] NM_020132
mir-18 ENSG00000160216 2332 nt UTR 2 hits 482 1896
-------------------1------------------------------------------------------
-1------------------
>ENSG00000160216 hs-mir-18    482    489
UAAGGUGCAUCUAGUGCAGAUA&CCGGGUCCCGUCCCCCGGGAGCAUCGCUCGGCUCAGCACCUUGG
((((((((.....(.((.(((.&......................))))).)......)))))))). -19.60
>ENSG00000160216 hs-mir-18   1896   1903
UAAGGUGCAUCUAGUGCAGAUA&GCGCUCCCCUGGCUGAGCACCCCAGAGAUUCUCCUGCACCUUC
.(((((((((((.((((.....&................)))).....)))......)))))))). -21.00
mir-18 ENSMUSG00000001211 2076 nt UTR 2 hits 473 668
------------------1-------1-----------------------------------------------
----------
>ENSMUSG00000001211 hs-mir-18    473    480
UAAGGUGCAUCUAGUGCAGAUA&CCCCCUGUCCUGCAGCAUUCAUCCCGCCCUGCUUGGCACCUUAG
((((((((...(((((((((((&.....)))).))))..............)))....)))))))). -20.93
>ENSMUSG00000001211 hs-mir-18    668    675
UAAGGUGCAUCUAGUGCAGAUA&UCUGUUGGCACCGCCUUGCUGGGGGCUGUGUCUAAGCACCUUAA
((((((((.(((((((((((..&)))))............))))))............)))))))). -22.52
mir-18 ENSRNOG00000001205 2140 nt UTR 2 hits 531 699
---------------------1-----1----------------------------------------------
------------
>ENSRNOG00000001205 hs-mir-18    531    538
UAAGGUGCAUCUAGUGCAGAUA&UUGUCCCACAGCGCUCUUUUGUCCUGCCCUGCUUGGCACCUUAG
((((((((...(((.(((((((&...................)))).))).)))....)))))))). -24.20
>ENSRNOG00000001205 hs-mir-18    699    706
UAAGGUGCAUCUAGUGCAGAUA&CACCGGUGGCACCGCCUUGCUGGGGUUGUGUCUAAGCACCUUAA



((((((((((((...((((...&................))))..)))).........)))))))). -20.60

miRNA: mir-18
Human predicted target: ENSG00000171570
Mouse predicted target: ENSMUSG00000003760
Rat predicted target: ENSRNOG00000020931
Rat predicted target: ENSRNOG00000020947
Hs Gene description: EGL NINE (C.ELEGANS) HOMOLOG 2 ISOFORM 1; EGL NINE
(C.ELEGANS) HOMOLOG 2; ESTROGEN-INDUCED TAG 6; PROLYL HYDROXYLASE DOMAIN-
CONTAINING PROTEIN 1; HIF-PROLYL HYDROXYLASE 1.
[Source:RefSeq;Acc:NM_053046] NM_080732
mir-18 ENSG00000171570 2572 nt UTR 2 hits 459 1760
------------------1---------------------------------------------------1---
-----------------------------
>ENSG00000171570 hs-mir-18    459    466
UAAGGUGCAUCUAGUGCAGAUA&GUGAAGUGACUCCCCAACCCCUUUGGCCAUGGCAGGCACCUUU
.(((((((..(((..((.....&.........................))..)))...))))))). -19.00
>ENSG00000171570 hs-mir-18   1760   1767
UAAGGUGCAUCUAGUGCAGAUA&GGCGGGCCUCCACCCUACCACAGGGUCCAGCUCCUGCACCUUGG
(((((((((...(((...(((.&........................)))..)))..))))))))). -20.80
mir-18 ENSMUSG00000003760 2497 nt UTR 2 hits 1251 1434
--------------------------------------------------1------1----------------
--------------------------
>ENSMUSG00000003760 hs-mir-18   1251   1258
UAAGGUGCAUCUAGUGCAGAUA&CCUUCUCCCCAGUGCAGAAUUCCCAGGCUCCAUGUGCACCUUGU
((((((((((...(.((.....&..........................)).)...)))))))))). -21.30
>ENSMUSG00000003760 hs-mir-18   1434   1441
UAAGGUGCAUCUAGUGCAGAUA&CCAGGUCCGACCUACAGUGGCGUCCAGCUCCUCUUGCACCUUGG
(((((((((....(.((.(((.&.....................)))..)).)....))))))))). -21.00
mir-18 ENSRNOG00000020931 2450 nt UTR 3 hits 448 1611 1794
-----------------1----------------------------------------------1------1--
------------------------
>ENSRNOG00000020931 hs-mir-18    448    455
UAAGGUGCAUCUAGUGCAGAUA&CUGCCAGCCAAGAAAUAAAAGUUUACCUCAGAGCUGCACCUUGA
(((((((((.((...((((...&))))...........................)).))))))))). -20.81
>ENSRNOG00000020931 hs-mir-18   1611   1618
UAAGGUGCAUCUAGUGCAGAUA&CCUUCCUCCCAGUGCAGAAUUCCCAGGCUCCCUGUGCACCUUGU
((((((((((...(.((.....&..........................)).)...)))))))))). -21.30
>ENSRNOG00000020931 hs-mir-18   1794   1801
UAAGGUGCAUCUAGUGCAGAUA&ACGGGUCCGGCCUACAGUGGCGUCCAGCUCCUCUUGCACCUUGG
(((((((((....(.((.(((.&.....................)))..)).)....))))))))). -21.00
mir-18 ENSRNOG00000020947 2423 nt UTR 2 hits 1151 1334
----------------------------------------------1------1--------------------
-----------------------
>ENSRNOG00000020947 hs-mir-18   1151   1158
UAAGGUGCAUCUAGUGCAGAUA&CCUUCCUCCCAGUGCAGAAUUCCCAGGCUCCCUGUGCACCUUGU
((((((((((...(.((.....&..........................)).)...)))))))))). -21.30



>ENSRNOG00000020947 hs-mir-18   1334   1341
UAAGGUGCAUCUAGUGCAGAUA&ACGGGUCCGGCCUACAGUGGCGUCCAGCUCCUCUUGCACCUUGG
(((((((((....(.((.(((.&.....................)))..)).)....))))))))). -21.00

miRNA: mir-19a
Human predicted target: ENSG00000015171
Mouse predicted target: ENSMUSG00000021156
Rat predicted target: ENSRNOG00000014670
Hs Gene description: ADENOVIRUS 5 E1A-BINDING PROTEIN (BS69 PROTEIN).
[Source:SWISSPROT;Acc:Q15326] NM_006624
mir-19a ENSG00000015171 2000 nt UTR 3 hits 98 134 722
---1-1----------------------1---------------------------------------------
------
>ENSG00000015171 hs-mir-19a     98    105
UGUGCAAAUCUAUGCAAAACUGA&CAAGAAGCCAAAAUUGUUUAGAAUUUGCUUCCCAUUUUGCACC
.(((((((.....(((((.((((&.................))))..))))).......))))))). -17.60
>ENSG00000015171 hs-mir-19a    134    141
UGUGCAAAUCUAUGCAAAACUGA&UUGCACCAGCCUUUAAACACUUUUCGUGAAGAAAUUUUGCACAG
(((((((((((.(((((((.((.&.................)).)))).))).)))...)))))))). -
17.80
>ENSG00000015171 hs-mir-19a    722    729
UGUGCAAAUCUAUGCAAAACUGA&GGAUCUUAGAGAAAAUGAAUAUUUAAAUUUUAAAGUUUGCACAU
(((((((((..............&..................................))))))))). -
15.10
mir-19a ENSMUSG00000021156 4018 nt UTR 3 hits 76 112 671
---11---------------------1-----------------------------------------------
--------------------------------------------------------------------------
-------------
>ENSMUSG00000021156 hs-mir-19a     76     83
UGUGCAAAUCUAUGCAAAACUGA&CAAGAAGCCAAAAUUGUUUAGAAUUUGCUUCCCAUUUUGCACC
.(((((((.....(((((.((((&.................))))..))))).......))))))). -17.60
>ENSMUSG00000021156 hs-mir-19a    112    119
UGUGCAAAUCUAUGCAAAACUGA&UUGCACCAGCCUUUAAACACUUUUCGUGGUGAAAUUUUGCACAG
((((((((.(((((.((((.((.&.................)).)))))))))......)))))))). -
19.20
>ENSMUSG00000021156 hs-mir-19a    671    678
UGUGCAAAUCUAUGCAAAACUGA&GAUCUUAGAGAAAAAUGAAUAUUUAAAUUUUAAAGUUUGCACAU
(((((((((..............&..................................))))))))). -
15.10
mir-19a ENSRNOG00000014670 2000 nt UTR 3 hits 77 113 692
---11----------------------1----------------------------------------------
------
>ENSRNOG00000014670 hs-mir-19a     77     84
UGUGCAAAUCUAUGCAAAACUGA&CAAGAAGCCAAAAUUGUUUAGAAUUUGCUUCCCAUUUUGCACC
.(((((((.....(((((.((((&.................))))..))))).......))))))). -17.60
>ENSRNOG00000014670 hs-mir-19a    113    120
UGUGCAAAUCUAUGCAAAACUGA&UUGCACCAGCCUUUAAACACUUUUCGUGGUGAAAUUUUGCACAG



((((((((.(((((.((((.((.&.................)).)))))))))......)))))))). -
19.20
>ENSRNOG00000014670 hs-mir-19a    692    699
UGUGCAAAUCUAUGCAAAACUGA&GAUCUUAGAGAAAAAUGAAUAUUUAAAUUUUAAAGUUUGCACAU
(((((((((..............&..................................))))))))). -
15.10

miRNA: mir-19a
Human predicted target: ENSG00000061987
Mouse predicted target: ENSMUSG00000034602
Rat predicted target: ENSRNOG00000004185
Hs Gene description: SF21 PROTEIN. [Source:SPTREMBL;Acc:Q8NHE2]
mir-19a ENSG00000061987 6002 nt UTR 2 hits 384 4697
---------------1----------------------------------------------------------
--------------------------------------------------------------------------
---------------------------------------1----------------------------------
-------------------
>ENSG00000061987 hs-mir-19a    384    391
UGUGCAAAUCUAUGCAAAACUGA&UAUUUCAAUUCAGUCAGAUUUAUUAGUCUGGUGUUUUUGCACC
.(((((((...((((...(((((&......................)))))...)))).))))))). -18.10
>ENSG00000061987 hs-mir-19a   4697   4704
UGUGCAAAUCUAUGCAAAACUGA&UGGUUCUACCACUACAAAGUGGAAAGUAGAAAUACUUUGCACU
.((((((((((((.....(((..&.................))).....))))).....))))))). -18.10
mir-19a ENSMUSG00000034602 2351 nt UTR 2 hits 371 1435
--------------1------------------------------------------1----------------
---------------------
>ENSMUSG00000034602 hs-mir-19a    371    378
UGUGCAAAUCUAUGCAAAACUGA&AAUGAUAUUUCCAUUCAGAUUUUUGAGGCUGGUGUUUUGCACC
.(((((((.(((..(((((((((&..............))))..)))))....)))...))))))). -18.70
>ENSMUSG00000034602 hs-mir-19a   1435   1442
UGUGCAAAUCUAUGCAAAACUGA&AGUUUUGAGGCUAUUUUAAUUAUGUAAUGAUUUAAUUUGCACU
.((((((((((...(((((((..&))))))).))........................)))))))). -16.65
mir-19a ENSRNOG00000004185 2000 nt UTR 3 hits 361 729 1482
--------------1--------------1-----------------------------1--------------
------
>ENSRNOG00000004185 hs-mir-19a    361    368
UGUGCAAAUCUAUGCAAAACUGA&AAAGAUAUUUCCAUUCAGAUUUUUGAGGCUGGUGUUUUGCACC
.(((((((.(((..(((((((((&..............))))..)))))....)))...))))))). -18.70
>ENSRNOG00000004185 hs-mir-19a    729    736
UGUGCAAAUCUAUGCAAAACUGA&UGUGAGCACAGCAGCAGAAGGUAUGAUUCGCUGACUUUGCACC
.((((((((((((((....(((.&..............)))...))))).......)).))))))). -16.51
>ENSRNOG00000004185 hs-mir-19a   1482   1489
UGUGCAAAUCUAUGCAAAACUGA&AGUUUUGAGGCUAUUUUAAUUAUGUGAUGAUUUAAUUUGCACU
.((((((((((...(((((((..&))))))).))........................)))))))). -16.65

miRNA: mir-19a



Human predicted target: ENSG00000066382
Mouse predicted target: ENSMUSG00000016386
Rat predicted target: ENSRNOG00000004863
Hs Gene description: FETAL BRAIN PROTEIN 239 (239FB).
[Source:SWISSPROT;Acc:Q15777] NM_001585
mir-19a ENSG00000066382 3244 nt UTR 2 hits 376 1035
---------------1-------------------------1--------------------------------
--------------------------------------------------------
>ENSG00000066382 hs-mir-19a    376    383
UGUGCAAAUCUAUGCAAAACUGA&UAAGAAACAGGCAGUGUUUUAAAAACCAACACAGAUUUGCACAA
(((((((((((.((....((((.&...........))))..............)).))))))))))). -
21.97
>ENSG00000066382 hs-mir-19a   1035   1042
UGUGCAAAUCUAUGCAAAACUGA&CAAGUUGUCUUCUUACUUCCUCUCCCCUCUCCCAUUUUGCACU
.(((((((...............&...................................))))))). -13.10
mir-19a ENSMUSG00000016386 2138 nt UTR 2 hits 436 1086
-----------------1-------------------------1------------------------------
------------
>ENSMUSG00000016386 hs-mir-19a    436    443
UGUGCAAAUCUAUGCAAAACUGA&AAACACAAAAGCAGUGUUUUGAAAAAUCACCCAGAUUUGCACAA
(((((((((((...((((((...&...............))))))...........))))))))))). -
22.34
>ENSMUSG00000016386 hs-mir-19a   1086   1093
UGUGCAAAUCUAUGCAAAACUGA&CCUGUUUUGUCUUCUCACUCCCCUCCCCCUCCCAUUUUGCACU
.(((((((.....(((((((...&...))))))).........................))))))). -16.11
mir-19a ENSRNOG00000004863 2000 nt UTR 2 hits 428 1081
-----------------1-------------------------1------------------------------
------
>ENSRNOG00000004863 hs-mir-19a    428    435
UGUGCAAAUCUAUGCAAAACUGA&AAACACAAAGGCAGUGUUUUGAAAAUCUACCCAGAUUUGCACAA
(((((((((((...((((((...&...............))))))...........))))))))))). -
22.34
>ENSRNOG00000004863 hs-mir-19a   1081   1088
UGUGCAAAUCUAUGCAAAACUGA&CUGCAUCGUCUUCUCACGCCCCGUCCCCCUCCCAUUUUGCACU
.(((((((.(.(((((.......&.))))).)...........................))))))). -14.89

miRNA: mir-19a
Human predicted target: ENSG00000069667
Mouse predicted target: ENSMUSG00000032238
Rat predicted target: ENSRNOG00000009880
Hs Gene description: NUCLEAR RECEPTOR ROR-ALPHA (NUCLEAR RECEPTOR RZR-
ALPHA). [Source:SWISSPROT;Acc:P35398] NM_134262
mir-19a ENSG00000069667 2191 nt UTR 2 hits 418 663
----------------1---------1-----------------------------------------------
--------------
>ENSG00000069667 hs-mir-19a    418    425
UGUGCAAAUCUAUGCAAAACUGA&GUGACUGGUGUGCAUAGCGGAGGUUGCGGCAUUACUUUGCACAA



((((((((...((((..((((..&.....................))))...))))...)))))))). -
22.80
>ENSG00000069667 hs-mir-19a    663    670
UGUGCAAAUCUAUGCAAAACUGA&UAGCUUUUCCUGUUGAAUUGAUAAGGCACUUUCAUUUUGCACC
.(((((((....(((........&.........................))).......))))))). -14.80
mir-19a ENSMUSG00000032238 2836 nt UTR 2 hits 445 698
-----------------1---------1----------------------------------------------
----------------------------------------
>ENSMUSG00000032238 hs-mir-19a    445    452
UGUGCAAAUCUAUGCAAAACUGA&GACCCCGGUGUGUAUGGCGGGAGUUGCGGCGUUACUUUGCACAG
((((((((...((((..((((..&.....................))))...))))...)))))))). -
22.50
>ENSMUSG00000032238 hs-mir-19a    698    705
UGUGCAAAUCUAUGCAAAACUGA&GCUUUUCCUGUUGAAUUGAUAAGGCACUUUCCGUUUUUGCACC
.(((((((...(((.(((.....&...........................))).))).))))))). -13.60
mir-19a ENSRNOG00000009880 2000 nt UTR 2 hits 442 696
-----------------1---------1----------------------------------------------
------
>ENSRNOG00000009880 hs-mir-19a    442    449
UGUGCAAAUCUAUGCAAAACUGA&GACCCCGGUGUGUAUGGCCAGAGUUACGGCGUUACUUUGCACAG
((((((((...((((..((((..&.....................))))...))))...)))))))). -
21.40
>ENSRNOG00000009880 hs-mir-19a    696    703
UGUGCAAAUCUAUGCAAAACUGA&UAGCUUUUCCUGUUGAAUUGAUAAGGCACUUUCCGUUUGCACC
.((((((((...(((........&.........................)))......)))))))). -15.70

miRNA: mir-19a
Human predicted target: ENSG00000077684
Mouse predicted target: ENSMUSG00000025764
Rat predicted target: ENSRNOG00000014115
Hs Gene description: PHD PROTEIN JADE-1. [Source:RefSeq;Acc:NM_024900]

NM_024900
mir-19a ENSG00000077684 3030 nt UTR 2 hits 1286 2107
---------------------------------------------------1----------------------
----------1-------------------------------------
>ENSG00000077684 hs-mir-19a   1286   1293
UGUGCAAAUCUAUGCAAAACUGA&AAAUUUAGCAUUAAAUUUGAGUACAAUGUUUUGUUUUUGCACU
.(((((((.....(((((((...&...........................))))))).))))))). -19.50
>ENSG00000077684 hs-mir-19a   2107   2114
UGUGCAAAUCUAUGCAAAACUGA&AUGACCUCUCACCAUUUUAAGAGGUAUCAGAUUCAUUUGCACU
.((((((((..((......((((&..........................))))))..)))))))). -14.60
mir-19a ENSMUSG00000025764 4109 nt UTR 2 hits 1176 1984
-----------------------------------------------1--------------------------
-----1--------------------------------------------------------------------
-----------------
>ENSMUSG00000025764 hs-mir-19a   1176   1183
UGUGCAAAUCUAUGCAAAACUGA&AAAUUUAGCAUUAAAUUUGAGUAUAAUGUUCUGUUUUUGCACU



.(((((((.....(((.(((...&...........................))).))).))))))). -16.00
>ENSMUSG00000025764 hs-mir-19a   1984   1991
UGUGCAAAUCUAUGCAAAACUGA&AUGGCCUCUCACCAUUUUAGGAGGCACCAGAUUCAUUUGCACU
.((((((((((.(((....((((&................))))...)))..))....)))))))). -17.80
mir-19a ENSRNOG00000014115 2000 nt UTR 2 hits 1164 1970
----------------------------------------------1---------------------------
----1-
>ENSRNOG00000014115 hs-mir-19a   1164   1171
UGUGCAAAUCUAUGCAAAACUGA&AAAUUUAGCAUUAAAUUUGAGUAUAAUGUUCUGUUUUUGCACU
.(((((((.....(((.(((...&...........................))).))).))))))). -16.00
>ENSRNOG00000014115 hs-mir-19a   1970   1977
UGUGCAAAUCUAUGCAAAACUGA&ACGGCCUCUCACCAUUUUAGGAGGCACCAGAUUCAUUUGCACU
.((((((((((.(((....((((&................))))...)))..))....)))))))). -17.80

miRNA: mir-19a
Human predicted target: ENSG00000081479
Mouse predicted target: ENSMUSG00000027069
Rat predicted target: ENSRNOG00000006837
Hs Gene description: LOW-DENSITY LIPOPROTEIN RECEPTOR-RELATED PROTEIN 2
PRECURSOR (MEGALIN) (GLYCOPROTEIN 330) (GP330).
[Source:SWISSPROT;Acc:P98164]
mir-19a ENSG00000081479 2000 nt UTR 2 hits 38 209
-1------1-----------------------------------------------------------------
------
>ENSG00000081479 hs-mir-19a     38     45
UGUGCAAAUCUAUGCAAAACUGA&AUACCAGCUAUUUAGGGAAUAAUUAGAAACACACUUUUGCACAU
((((((((((((.......((((&...........))))........))))........)))))))). -
15.66
>ENSG00000081479 hs-mir-19a    209    216
UGUGCAAAUCUAUGCAAAACUGA&UACAAAUAAUUAUCACAAUGUACUAUAUGUAUAUCUUUGCACU
.(((((((..((((((.......&...........................))))))..))))))). -19.20
mir-19a ENSMUSG00000027069 2094 nt UTR 2 hits 38 1972
-1------------------------------------------------------------------------
----1-----
>ENSMUSG00000027069 hs-mir-19a     38     45
UGUGCAAAUCUAUGCAAAACUGA&UUGCCAACUCUCUAGGGAACAUUUAGACACUCACUUUUGCACAU
((((((((((((.......(((.&............)))........))))........)))))))). -
15.06
>ENSMUSG00000027069 hs-mir-19a   1972   1979
UGUGCAAAUCUAUGCAAAACUGA&GAACAUUCUUGUUUCAGAAAAAGGUGAAGAGCUCCUUUGCACAG
(((((((((((.(((....((((&.............))))......))).))).....)))))))). -
17.90
mir-19a ENSRNOG00000006837 2097 nt UTR 3 hits 41 673 1690
-1------------------------1----------------------------------------1------
----------
>ENSRNOG00000006837 hs-mir-19a     41     48
UGUGCAAAUCUAUGCAAAACUGA&UCGCCAGCUCUCUAGGGAACAUUUAGACACUCACUUUUGCACAU



((((((((((((.......(((.&............)))........))))........)))))))). -
15.06
>ENSRNOG00000006837 hs-mir-19a    673    680
UGUGCAAAUCUAUGCAAAACUGA&UUGAUUGUGCUUCGUCCCUAGUUGCCAAGUCAACAUUUGCACC
.((((((((((..(((..((((.&..................)))))))..)).....)))))))). -15.80
>ENSRNOG00000006837 hs-mir-19a   1690   1697
UGUGCAAAUCUAUGCAAAACUGA&GAACAUUCUUGUUUCAGAAAAAGGUGGAGAGUCCCUUUGCACAA
(((((((((((((......((((&.............))))......))))).......)))))))). -
18.21

miRNA: mir-19a
Human predicted target: ENSG00000106004
Mouse predicted target: ENSMUSG00000038253
Rat predicted target: ENSRNOG00000006466
Hs Gene description: HOMEOBOX PROTEIN HOX-A5 (HOX-1C).
[Source:SWISSPROT;Acc:P20719] NM_019102
mir-19a ENSG00000106004 2458 nt UTR 2 hits 583 1350
-----------------------1-----------------------------1--------------------
-------------------------
>ENSG00000106004 hs-mir-19a    583    590
UGUGCAAAUCUAUGCAAAACUGA&CAAGCGGUGUGUCCCUGCGUGCCUUUAUAGGACCCUUUGCACGA
((((((((((((((((..((((.&....))))...........)))....)))))....)))))))). -
18.12
>ENSG00000106004 hs-mir-19a   1350   1357
UGUGCAAAUCUAUGCAAAACUGA&GAAACUCCUCAGAGCAGCUAAAGCGCAACUAGAGAUUUGCACAU
(((((((((((.(((....((((&........)))).)))................))))))))))). -
22.53
mir-19a ENSMUSG00000038253 2827 nt UTR 2 hits 603 1344
------------------------1----------------------------1--------------------
----------------------------------------
>ENSMUSG00000038253 hs-mir-19a    603    610
UGUGCAAAUCUAUGCAAAACUGA&CAAGCGGUGUGUCCCUGCGUGCCUUUGUAGGACCCUUUGCACGA
(((((((((((.((((((.....&.......................)))))))))...)))))))). -
18.20
>ENSMUSG00000038253 hs-mir-19a   1344   1351
UGUGCAAAUCUAUGCAAAACUGA&GAAACUCCUCAGAGCAGCUAAAGCCCAACUAGAGAUUUGCACAU
(((((((((((.(((....((((&........)))).)))................))))))))))). -
22.53
mir-19a ENSRNOG00000006466 2000 nt UTR 3 hits 619 1367 1798
------------------------1-----------------------------1----------------1--
------
>ENSRNOG00000006466 hs-mir-19a    619    626
UGUGCAAAUCUAUGCAAAACUGA&CAAGCGGUGUGUCCCUGCGUGCCUUUGUAGGACCCUUUGCACGA
(((((((((((.((((((.....&.......................)))))))))...)))))))). -
18.20
>ENSRNOG00000006466 hs-mir-19a   1367   1374
UGUGCAAAUCUAUGCAAAACUGA&GAAACUCCUCAGAGCAGCUAAAGCCCAACUAGAGAUUUGCACAU



(((((((((((.(((....((((&........)))).)))................))))))))))). -
22.53
>ENSRNOG00000006466 hs-mir-19a   1798   1805
UGUGCAAAUCUAUGCAAAACUGA&CCAUGUUAAGGUAAGCUCGCCUCCUCUUGAGUUUAUUUGCACC
.((((((((..((.(((......&..........................))).))..)))))))). -15.60

miRNA: mir-19a
Human predicted target: ENSG00000107771
Mouse predicted target: ENSMUSG00000021801
Rat predicted target: ENSRNOG00000012050
Hs Gene description: NM_018999
mir-19a ENSG00000107771 7285 nt UTR 2 hits 2017 4296
--------------------------------------------------------------------------
------1-------------------------------------------------------------------
-----------------------1--------------------------------------------------
----------------------------------------------------------------------
>ENSG00000107771 hs-mir-19a   2017   2024
UGUGCAAAUCUAUGCAAAACUGA&UAAUAUCUGAAGACUGAAAUAAUGAACUUGAAACAUUUGCACAA
(((((((((.....(((......&...........................)))....))))))))). -
16.00
>ENSG00000107771 hs-mir-19a   4296   4303
UGUGCAAAUCUAUGCAAAACUGA&CAAGUAAAAAUCUGAAUAUGAAAGAAAAUAUCAGAUUUGCACU
.((((((((((............&................................)))))))))). -18.90
mir-19a ENSMUSG00000021801 2127 nt UTR 2 hits 175 908
------1-----------------------------1-------------------------------------
------------
>ENSMUSG00000021801 hs-mir-19a    175    182
UGUGCAAAUCUAUGCAAAACUGA&UCUUCCAUUUUGUAUCCUGGCUGAAUUACAUACCAUUUGCACAU
(((((((((..((((((((..((&...))..))))))))...................))))))))). -
16.90
>ENSMUSG00000021801 hs-mir-19a    908    915
UGUGCAAAUCUAUGCAAAACUGA&UAGUGUCUGAAGACUAGAAUAAUGGACUUGAAAUAUUUGCACAA
(((((((((.....(((..((..&.......................))..)))....))))))))). -
16.10
mir-19a ENSRNOG00000012050 2000 nt UTR 2 hits 178 893
-------1---------------------------1--------------------------------------
------
>ENSRNOG00000012050 hs-mir-19a    178    185
UGUGCAAAUCUAUGCAAAACUGA&UCCUCCAUUUUAUAUCCUGGUUGAGUUACGUACCGUUUGCACAG
(((((((((...(((..((((.(&.....................).))))..)))..))))))))). -
18.10
>ENSRNOG00000012050 hs-mir-19a    893    900
UGUGCAAAUCUAUGCAAAACUGA&UAAUGUCUGAAGACUGGAAUAAUGGACUUGAAAUAUUUGCACAA
(((((((((.....(((..((..&.......................))..)))....))))))))). -
16.10



miRNA: mir-19a
Human predicted target: ENSG00000111727
Mouse predicted target: ENSMUSG00000020247
Rat predicted target: ENSRNOG00000011072
Hs Gene description: HOST CELL FACTOR 2. [Source:RefSeq;Acc:NM_013320]

NM_013320
mir-19a ENSG00000111727 2000 nt UTR 2 hits 1746 1870
---------------------------------------------------------------------1----
1-----
>ENSG00000111727 hs-mir-19a   1746   1753
UGUGCAAAUCUAUGCAAAACUGA&AAUUCAUAUGCUUUGCUUUUGGCAUAUGCUUGCUUUUUGCACU
.(((((((.....((((......&.............................))))..))))))). -16.60
>ENSG00000111727 hs-mir-19a   1870   1877
UGUGCAAAUCUAUGCAAAACUGA&AUACUUAACCAAAGUUAAAAUACAUGGUAAGCAAUUUUGCACAU
((((((((....(((...(((..&.........................)))..)))..)))))))). -
17.30
mir-19a ENSMUSG00000020247 4096 nt UTR 2 hits 1576 1693
---------------------------------------------------------------1---1------
--------------------------------------------------------------------------
----------------
>ENSMUSG00000020247 hs-mir-19a   1576   1583
UGUGCAAAUCUAUGCAAAACUGA&UUAAUUUAUGUGCUUUGCUUUGGCAGCGCUUGCUUUUUGCACU
.(((((((.....((((..(((.&.......................)))...))))..))))))). -18.70
>ENSMUSG00000020247 hs-mir-19a   1693   1700
UGUGCAAAUCUAUGCAAAACUGA&AAACAUGUCUUAACCAAAGUUACAUGGGAUGCAGAUUUGCACAU
(((((((((((..(((...((..&.........................))..)))))))))))))). -
22.20
mir-19a ENSRNOG00000011072 2181 nt UTR 2 hits 1677 1793
-------------------------------------------------------------------1---1--
--------------
>ENSRNOG00000011072 hs-mir-19a   1677   1684
UGUGCAAAUCUAUGCAAAACUGA&UAAUUGGUGUGCUUUGCUUUGGCAGCGCUUGCUCUUUUGCACU
.(((((((.....((((..(((.&......................)))...))))...))))))). -19.10
>ENSRNOG00000011072 hs-mir-19a   1793   1800
UGUGCAAAUCUAUGCAAAACUGA&UAAACAUGUCUUAACCAAAGUUACAUGUAUGCAGAUUUGCACAU
((((((((((((((((.((((..&..................))))...)))))..))))))))))). -
23.90

miRNA: mir-19a
Human predicted target: ENSG00000113300
Mouse predicted target: ENSMUSG00000020362
Rat predicted target: ENSRNOG00000002803
Hs Gene description: KIAA1194. [Source:RefSeq;Acc:NM_015455] NM_015455
mir-19a ENSG00000113300 2000 nt UTR 2 hits 219 615
--------1---------------1-------------------------------------------------
------
>ENSG00000113300 hs-mir-19a    219    226



UGUGCAAAUCUAUGCAAAACUGA&AAUAUGCUUUAUACUGCUAGACAGGGAUUGGUGUGUUUGCACC
.((((((((.(((.(((..(((.&.....................)))...)))))).)))))))). -19.10
>ENSG00000113300 hs-mir-19a    615    622
UGUGCAAAUCUAUGCAAAACUGA&UAAAAGAAGCUGCAACAGACUUUCUCUGCUCAUGAUUUGCACU
.(((((((((...(((.......&..........................)))....))))))))). -20.90
mir-19a ENSMUSG00000020362 5687 nt UTR 2 hits 309 607
------------1-----------1-------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------
>ENSMUSG00000020362 hs-mir-19a    309    316
UGUGCAAAUCUAUGCAAAACUGA&GCCUUGAAAUAGGAAGAUGUGUGAGCAGUGUGCUGUUUGCACAG
(((((((((....(((..((((.&.........................)))).))).))))))))). -
22.10
>ENSMUSG00000020362 hs-mir-19a    607    614
UGUGCAAAUCUAUGCAAAACUGA&GGUAACAAAGCUGCAUCCGACUUUCUCUGCAGUGAUUUGCACU
.(((((((((..((((.......&...........................))))..))))))))). -22.50
mir-19a ENSRNOG00000002803 2000 nt UTR 2 hits 319 611
------------1-----------1-------------------------------------------------
------
>ENSRNOG00000002803 hs-mir-19a    319    326
UGUGCAAAUCUAUGCAAAACUGA&UGCCUUGAAAUAGGAAGAUGUGUGAACAGUGUGUGUUUGCACAG
(((((((((....(((..((((.&..........................)))).)))))))))))). -
20.20
>ENSRNOG00000002803 hs-mir-19a    611    618
UGUGCAAAUCUAUGCAAAACUGA&GGUAACAAAGUUGCAUCAGACUUUCUCUGCAGUGAUUUGCACU
.(((((((((..(((((((((((&...............))))..)))...))))..))))))))). -22.80

miRNA: mir-19a
Human predicted target: ENSG00000123091
Mouse predicted target: ENSMUSG00000028557
Rat predicted target: ENSRNOG00000009158
Hs Gene description: RING FINGER PROTEIN 11 (SID1669) (CGI-123).
[Source:SWISSPROT;Acc:Q9Y3C5] NM_014372
mir-19a ENSG00000123091 3934 nt UTR 2 hits 487 1150
-------------------1-------------------------1----------------------------
--------------------------------------------------------------------------
----------
>ENSG00000123091 hs-mir-19a    487    494
UGUGCAAAUCUAUGCAAAACUGA&ACACUGGCACACACAAAAAAGUAGUUUUAAGCUUGUUUGCACAG
(((((((((....(((((((((.&.....................)))))))..))..))))))))). -
21.00
>ENSG00000123091 hs-mir-19a   1150   1157
UGUGCAAAUCUAUGCAAAACUGA&UAAGCAGGGAGAAUAAAGAUAAUUGUAUUUUAUGUUUUGCACAC
((((((((.(.((((((......&......................)))))).....).)))))))). -
17.60
mir-19a ENSMUSG00000028557 3693 nt UTR 2 hits 483 1116



-------------------1------------------------1-----------------------------
--------------------------------------------------------------------------
>ENSMUSG00000028557 hs-mir-19a    483    490
UGUGCAAAUCUAUGCAAAACUGA&GGCACAAAAAAAAAAAAAUAGUAGUUUUAAGCUUGUUUGCACAG
(((((((((....(((((((((.&.....................)))))))..))..))))))))). -
21.00
>ENSMUSG00000028557 hs-mir-19a   1116   1123
UGUGCAAAUCUAUGCAAAACUGA&CUAGGUGACUGACAGGAGAGGCAAAUGUGUUAUGUUUUGCACAC
((((((((.(..(((....(((.&............))).....)))..........).)))))))). -
17.60
mir-19a ENSRNOG00000009158 2000 nt UTR 2 hits 479 1106
-------------------1------------------------1-----------------------------
------
>ENSRNOG00000009158 hs-mir-19a    479    486
UGUGCAAAUCUAUGCAAAACUGA&UAUAACACUGGCACAAAAAAGUAGUUUUAAGCUUGUUUGCACAG
(((((((((....(((((((((.&.....................)))))))..))..))))))))). -
21.00
>ENSRNOG00000009158 hs-mir-19a   1106   1113
UGUGCAAAUCUAUGCAAAACUGA&AAGUGACUGACAGGACAGGUAAAUGUGUUUCAUGUUUUGCACAC
((((((((.(.(((((...(((.&...............))).....))))).....).)))))))). -
18.00

miRNA: mir-19a
Human predicted target: ENSG00000137843
Mouse predicted target: ENSMUSG00000006252
Rat predicted target: ENSRNOG00000007925
Hs Gene description: SERINE/THREONINE-PROTEIN KINASE PAK 6 (EC 2.7.1.-)
(P21-ACTIVATED KINASE 6) (PAK-6) (PAK-5). [Source:SWISSPROT;Acc:Q9NQU5]

NM_020168
mir-19a ENSG00000137843 3392 nt UTR 3 hits 239 1349 2963
---------1-------------------------------------------1--------------------
--------------------------------------------1-----------------
>ENSG00000137843 hs-mir-19a    239    246
UGUGCAAAUCUAUGCAAAACUGA&AUGGAGACCCCUUUCUACAGGAUGACCCCUUGAUAUUUGCACAG
(((((((((..............&..................................))))))))). -
14.90
>ENSG00000137843 hs-mir-19a   1349   1356
UGUGCAAAUCUAUGCAAAACUGA&ACAAAAGCAUCUUCCCUAGAAAUUUUUGUGAAUUGUUUGCACU
.((((((((....((((((....&.......................)))))).....)))))))). -17.40
>ENSG00000137843 hs-mir-19a   2963   2970
UGUGCAAAUCUAUGCAAAACUGA&GAGUACAUAAGCAAGCAAGGGUCAGAAAGCAGCAGUUUGCACU
.((((((((...(((....((((&.....................))))...)))...)))))))). -21.00
mir-19a ENSMUSG00000006252 2000 nt UTR 2 hits 286 1439
-----------1---------------------------------------------1----------------
------
>ENSMUSG00000006252 hs-mir-19a    286    293
UGUGCAAAUCUAUGCAAAACUGA&ACAGUGACCCCUUCUGCAGGUUUGGCCCUUUGUUAUUUGCACAG



(((((((((....((.(((((..&..................))))).))........))))))))). -
18.60
>ENSMUSG00000006252 hs-mir-19a   1439   1446
UGUGCAAAUCUAUGCAAAACUGA&CAAAAGCAUCCUUCCCUAGACAUUUUUGUGACUUGUUUGCACU
.((((((((....((((((.((.&....................)).)))))).....)))))))). -19.20
mir-19a ENSRNOG00000007925 2000 nt UTR 2 hits 255 1438
----------1----------------------------------------------1----------------
------
>ENSRNOG00000007925 hs-mir-19a    255    262
UGUGCAAAUCUAUGCAAAACUGA&ACAGUGACCCCUUCUGCAGGUUUGGCCCUUUGUUAUUUGCACAG
(((((((((....((.(((((..&..................))))).))........))))))))). -
18.60
>ENSRNOG00000007925 hs-mir-19a   1438   1445
UGUGCAAAUCUAUGCAAAACUGA&CAAAAGCAUCCUUCCCUAGAAAUUUUUGUGACUUGUUUGCACU
.((((((((....((((((....&.......................)))))).....)))))))). -17.40

miRNA: mir-19a
Human predicted target: ENSG00000146674
Mouse predicted target: ENSMUSG00000020427
Rat predicted target: ENSRNOG00000008645
Hs Gene description: INSULIN-LIKE GROWTH FACTOR BINDING PROTEIN 3
PRECURSOR (IGFBP-3) (IBP-3) (IGF-BINDING PROTEIN 3).
[Source:SWISSPROT;Acc:P17936] NM_000598
mir-19a ENSG00000146674 3500 nt UTR 2 hits 43 2498
-1------------------------------------------------------------------------
-------------------------1----------------------------------------
>ENSG00000146674 hs-mir-19a     43     50
UGUGCAAAUCUAUGCAAAACUGA&CCGCAAGGUUAAUGUGGAGCUCAAAUAUGCCUUAUUUUGCACAA
((((((((.....(((....(((&....................)))....))).....)))))))). -
17.40
>ENSG00000146674 hs-mir-19a   2498   2505
UGUGCAAAUCUAUGCAAAACUGA&UGUUUUAGUUAAUGUGGAGCUCAAAUAUGCCUUAUUUUGCACAA
((((((((((((((...((((((&....))))))..)))))).................)))))))). -
17.62
mir-19a ENSMUSG00000020427 3414 nt UTR 2 hits 42 2304
-1------------------------------------------------------------------------
------------------1--------------------------------------------
>ENSMUSG00000020427 hs-mir-19a     42     49
UGUGCAAAUCUAUGCAAAACUGA&CGUGCCACAUAAUAUGGAGCUCAAAUAUGCCUUAUUUUGCACAA
((((((((.....(((....(((&....................)))....))).....)))))))). -
17.40
>ENSMUSG00000020427 hs-mir-19a   2304   2311
UGUGCAAAUCUAUGCAAAACUGA&CCUUUUAGAUAAUAUGGAGCUCAAAUAUGCCUUAUUUUGCACAA
((((((((.....(((....(((&....................)))....))).....)))))))). -
17.40
mir-19a ENSRNOG00000008645 3446 nt UTR 2 hits 67 2387



--1-----------------------------------------------------------------------
---------------------1------------------------------------------
>ENSRNOG00000008645 hs-mir-19a     67     74
UGUGCAAAUCUAUGCAAAACUGA&UGUGCCACUUAACGUGGAGCUCAAAUACGCCUUAUUUUGCACAA
((((((((((((((.........&............)))))).................)))))))). -
16.72
>ENSRNOG00000008645 hs-mir-19a   2387   2394
UGUGCAAAUCUAUGCAAAACUGA&CCCUUUAGUUAACGUGGAGCUCAAAUACGCCUUAUUUUGCACAA
((((((((((((((...((((((&....))))))..)))))).................)))))))). -
20.02

miRNA: mir-19a
Human predicted target: ENSG00000147642
Mouse predicted target: ENSMUSG00000022340
Rat predicted target: ENSRNOG00000004200
Hs Gene description: NM_017786
mir-19a ENSG00000147642 2720 nt UTR 2 hits 119 298
----1------1--------------------------------------------------------------
-----------------------------------
>ENSG00000147642 hs-mir-19a    119    126
UGUGCAAAUCUAUGCAAAACUGA&GUCUCUAUUCUGUCGUUUUGCUCCUUGGUAUUUGAUUUGCACU
.(((((((((...(((((((.((&............)))))))))............))))))))). -22.86
>ENSG00000147642 hs-mir-19a    298    305
UGUGCAAAUCUAUGCAAAACUGA&UUCUUAUCCUAGUGGUUCAGGAAGAGAAAACGCAGUUUGCACU
.((((((((...(((....((((&................))))...........))))))))))). -16.96
mir-19a ENSMUSG00000022340 2000 nt UTR 3 hits 110 288 1171
----1------1----------------------------------1---------------------------
------
>ENSMUSG00000022340 hs-mir-19a    110    117
UGUGCAAAUCUAUGCAAAACUGA&UCUCUAUUCUGUCAGUUUUGCUUCUCGCUAUUUGAUUUGCACU
.(((((((((...((((((((((&...........))))))))))............))))))))). -28.46
>ENSMUSG00000022340 hs-mir-19a    288    295
UGUGCAAAUCUAUGCAAAACUGA&UUCUUAUACUAAUGGUUCAGGAAGAGAAAAUGCCGUUUGCACU
.((((((((....(((...((((&................))))..........))).)))))))). -16.62
>ENSMUSG00000022340 hs-mir-19a   1171   1178
UGUGCAAAUCUAUGCAAAACUGA&AAGGCAUGCAGCUGCUUGCACACACAAUCAGCACGUUUGCACU
.((((((((...(((((.((((.&........))).)..)))))..............)))))))). -17.03
mir-19a ENSRNOG00000004200 2000 nt UTR 2 hits 112 290
----1------1--------------------------------------------------------------
------
>ENSRNOG00000004200 hs-mir-19a    112    119
UGUGCAAAUCUAUGCAAAACUGA&AGUCUCUAUUGUCAUUUUUGCUCCUUGCUAUUUGAUUUGCACU
.(((((((((...((((((.(((&...........))).))))))............))))))))). -22.46
>ENSRNOG00000004200 hs-mir-19a    290    297
UGUGCAAAUCUAUGCAAAACUGA&UUCUUAUACUAAUGGUUCAGAAAGAGAAAAUGCAGUUUGCACU
.((((((((...((((...((((&................))))..........)))))))))))). -17.42



miRNA: mir-19a
Human predicted target: ENSG00000153250
Mouse predicted target: ENSMUSG00000026970
Rat predicted target: ENSRNOG00000008482
Hs Gene description: SINGLE-STRANDED DNA-BINDING PROTEIN MSSP-1 (RNA
BINDING MOTIF, SINGLE- STRANDED INTERACTING PROTEIN 1).
[Source:SWISSPROT;Acc:P29558]
mir-19a ENSG00000153250 2773 nt UTR 2 hits 103 1734
----1----------------------------------------------------------------1----
-------------------------------------
>ENSG00000153250 hs-mir-19a    103    110
UGUGCAAAUCUAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
((((((((((((.(((.((.(((&.....))).)).)))..))))..............)))))))). -
17.93
>ENSG00000153250 hs-mir-19a   1734   1741
UGUGCAAAUCUAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
((((((((((((.(((.((.(((&.....))).)).)))..))))..............)))))))). -
17.93
mir-19a ENSMUSG00000026970 2308 nt UTR 2 hits 103 1151
----1-----------------------------------------1---------------------------
-------------------
>ENSMUSG00000026970 hs-mir-19a    103    110
UGUGCAAAUCUAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
((((((((((((.(((.((.(((&.....))).)).)))..))))..............)))))))). -
17.93
>ENSMUSG00000026970 hs-mir-19a   1151   1158
UGUGCAAAUCUAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
((((((((((((.(((.((.(((&.....))).)).)))..))))..............)))))))). -
17.93
mir-19a ENSRNOG00000008482 2321 nt UTR 2 hits 107 1136
----1----------------------------------------1----------------------------
-------------------
>ENSRNOG00000008482 hs-mir-19a    107    114
UGUGCAAAUCUAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
((((((((((((.(((.((.(((&.....))).)).)))..))))..............)))))))). -
17.93
>ENSRNOG00000008482 hs-mir-19a   1136   1143
UGUGCAAAUCUAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
((((((((((((.(((.((.(((&.....))).)).)))..))))..............)))))))). -
17.93

miRNA: mir-19a
Human predicted target: ENSG00000154359
Mouse predicted target: ENSMUSG00000039633
Rat predicted target: ENSRNOG00000011349
Hs Gene description: NM_152271



mir-19a ENSG00000154359 3190 nt UTR 2 hits 70 506
--1-----------------1-----------------------------------------------------
------------------------------------------------------
>ENSG00000154359 hs-mir-19a     70     77
UGUGCAAAUCUAUGCAAAACUGA&AUCUGGCUGCAUUGAUGGCCAGAUUGUCUGCUGCCUUUGCACAU
((((((((..((.(((.(((((.&...................))).))...)))))..)))))))). -
18.30
>ENSG00000154359 hs-mir-19a    506    513
UGUGCAAAUCUAUGCAAAACUGA&AAUUUGCCUCAGAUAUAUCUGUCCUAAUGCUUAUAUUUGCACAA
(((((((((.((.(((.......&...........................))).)).))))))))). -
19.70
mir-19a ENSMUSG00000039633 2000 nt UTR 2 hits 121 702
----1-----------------------1---------------------------------------------
------
>ENSMUSG00000039633 hs-mir-19a    121    128
UGUGCAAAUCUAUGCAAAACUGA&CUGGCUCCAGUUGACAGCCGGAUUGCCCGCUGCCUUUUGCACAC
(((((((((((..((..(((((.&.......)))))....)).))).............)))))))). -
18.51
>ENSMUSG00000039633 hs-mir-19a    702    709
UGUGCAAAUCUAUGCAAAACUGA&UGACUUUGCCUCAGAUUUAUUCCCCCAUGCUUCUCUUUGCACAA
((((((((.....((((((((((&..........)))).))).........))).....)))))))). -
17.60
mir-19a ENSRNOG00000011349 2000 nt UTR 2 hits 117 649
----1--------------------1------------------------------------------------
------
>ENSRNOG00000011349 hs-mir-19a    117    124
UGUGCAAAUCUAUGCAAAACUGA&GAUCUGGCUCCUUGAUGGCCGGAUUGCCCGCUGCCUUUGCACAC
((((((((.....((((..(((.&...................))).))))........)))))))). -
16.82
>ENSRNOG00000011349 hs-mir-19a    649    656
UGUGCAAAUCUAUGCAAAACUGA&AAUUUGCCUCAGAUUUAUUUGUCCUGAUGCUUCUAUUUGCACAA
(((((((((....((((((((((&........)))).)))...........)))....))))))))). -
18.70

miRNA: mir-19a
Human predicted target: ENSG00000157851
Mouse predicted target: ENSMUSG00000029168
Rat predicted target: ENSRNOG00000008996
Hs Gene description: DIHYDROPYRIMIDINASE RELATED PROTEIN-5 (DRP-5) (ULIP6
PROTEIN) (COLLAPSIN RESPONSE MEDIATOR PROTEIN-5) (CRMP-5).
[Source:SWISSPROT;Acc:Q9BPU6]
mir-19a ENSG00000157851 3205 nt UTR 2 hits 681 2181
---------------------------1----------------------------------------------
-------------1-----------------------------------------
>ENSG00000157851 hs-mir-19a    681    688
UGUGCAAAUCUAUGCAAAACUGA&CGAGGCUGGUGCCAGGCGCGUGUAAAUGGUUUUGUUUUGCACGU



((((((((.....((((((((..&...........................)))))))))))))))). -
20.10
>ENSG00000157851 hs-mir-19a   2181   2188
UGUGCAAAUCUAUGCAAAACUGA&GAAGACUUACUUUCCUGGUAGGCAGCCUGCUUUGUUUUGCACAG
((((((((.(...(((...(((.&......................)))..)))...).)))))))). -
20.40
mir-19a ENSMUSG00000029168 4649 nt UTR 2 hits 711 1773
----------------------------1-----------------------------------------1---
--------------------------------------------------------------------------
--------------------------------------
>ENSMUSG00000029168 hs-mir-19a    711    718
UGUGCAAAUCUAUGCAAAACUGA&UGUGGCUGGUGCCAGGCGCGUGUAAAUGGUUUUGUUUUGCACGU
((((((((.....((((((((..&...........................)))))))))))))))). -
20.10
>ENSMUSG00000029168 hs-mir-19a   1773   1780
UGUGCAAAUCUAUGCAAAACUGA&GAGUGCUUUCUUCCUGGGGGCGUGUUCUGCUUUGCUUUGCACAA
((((((((.(...(((.(((...&.......................))).)))...).)))))))). -
20.40
mir-19a ENSRNOG00000008996 5030 nt UTR 2 hits 699 1761
---------------------------1------------------------------------------1---
--------------------------------------------------------------------------
------------------------------------------------------
>ENSRNOG00000008996 hs-mir-19a    699    706
UGUGCAAAUCUAUGCAAAACUGA&UGCGGCUGGUGCCAGGCGCGUGUAAAUGGUUUUGUUUUGCACGU
((((((((.....((((((((..&...........................)))))))))))))))). -
20.10
>ENSRNOG00000008996 hs-mir-19a   1761   1768
UGUGCAAAUCUAUGCAAAACUGA&AGAAUACUUUCUUCCUGGGGCACGUUCUGCCUUGCUUUGCACAA
((((((((.(...(((.(((((.&....................)).))).)))...).)))))))). -
20.20

miRNA: mir-19a
Human predicted target: ENSG00000163624
Mouse predicted target: ENSMUSG00000029330
Rat predicted target: ENSRNOG00000002142
Hs Gene description: PHOSPHATIDATE CYTIDYLYLTRANSFERASE 1 (EC 2.7.7.41)
(CDP-DIGLYCERIDE SYNTHETASE 1) (CDP-DIGLYCERIDE PYROPHOSPHORYLASE 1) (CDP-
DIACYLGLYCEROL SYNTHASE 1) (CDS 1) (CTP:PHOSPHATIDATE CYTIDYLYLTRANSFERASE
1) (CDP-DAG SYNTHASE 1) (CDP-DG SYNTHETASE 1).
[Source:SWISSPROT;Acc:Q92903] NM_001263
mir-19a ENSG00000163624 2505 nt UTR 3 hits 346 364 2201
-------------11-----------------------------------------------------------
--------------1------------
>ENSG00000163624 hs-mir-19a    346    353
UGUGCAAAUCUAUGCAAAACUGA&ACGAUGUUUUAAGAUUGCACCUGGCAGUGUGCCUUUUUGCACAA
((((((((.....(((..((((.&........................)))).)))...)))))))). -
20.70



>ENSG00000163624 hs-mir-19a    364    371
UGUGCAAAUCUAUGCAAAACUGA&ACCUGGCAGUGUGCCUUUUUGCACAAAUAUUUACUUUUGCACU
.(((((((..((((((((((((.&......)))).......))))))........))..))))))). -18.51
>ENSG00000163624 hs-mir-19a   2201   2208
UGUGCAAAUCUAUGCAAAACUGA&AUUGCCAUAAAACCCUGACUUGGCUCAUUUUGAUAUUUGCACU
.((((((((.....(((((.(((&........................))))))))..)))))))). -16.80
mir-19a ENSMUSG00000029330 4294 nt UTR 2 hits 1844 2076
-------------------------------------------------------------------------
1---------1---------------------------------------------------------------
-------------------------
>ENSMUSG00000029330 hs-mir-19a   1844   1851
UGUGCAAAUCUAUGCAAAACUGA&CAACCACCGUGAGAGCGACUGUGACCAGCGUUCCAUUUGCACU
.((((((((..((((........&...........................))))...)))))))). -19.00
>ENSMUSG00000029330 hs-mir-19a   2076   2083
UGUGCAAAUCUAUGCAAAACUGA&UGUCCGAGAUUAAAGGCUGCCCCCACUUUUGUCCCUUUGCACU
.(((((((.....((((((.((.&.......................)).))))))...))))))). -17.20
mir-19a ENSRNOG00000002142 4342 nt UTR 3 hits 368 2022 2191
--------------1-----------------------------------------------------------
------1------1------------------------------------------------------------
--------------------------
>ENSRNOG00000002142 hs-mir-19a    368    375
UGUGCAAAUCUAUGCAAAACUGA&GCCUGGCAGUGUGAUCCUUCUCACAAACACUGACCUUUGCACU
.(((((((((..((....((((.&......)))).................))..))..))))))). -14.40
>ENSRNOG00000002142 hs-mir-19a   2022   2029
UGUGCAAAUCUAUGCAAAACUGA&GCAAUCAUCCUAAGAGCCAUGUGAUGAGCGCUACAUUUGCACU
.((((((((.(((((........&...........................))).)).)))))))). -17.80
>ENSRNOG00000002142 hs-mir-19a   2191   2198
UGUGCAAAUCUAUGCAAAACUGA&GAGAAUGGGGCGUUCUCCCCAGCCUUCCUUGUGGGUUUGCACAG
(((((((((((((......(((.&...................)))........))))))))))))). -
22.44

miRNA: mir-19a
Human predicted target: ENSG00000169057
Mouse predicted target: ENSMUSG00000031393
Rat predicted target: ENSRNOG00000019947
Hs Gene description: METHYL-CPG-BINDING PROTEIN 2 (MECP-2 PROTEIN)
(MECP2). [Source:SWISSPROT;Acc:P51608] NM_004992
mir-19a ENSG00000169057 10554 nt UTR 4 hits 239 975 5757 8723
---------1----------------------------1-----------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------1-----------------------------------------------------------------
----------------------------------------------------1---------------------
-----------------------------------------------------
>ENSG00000169057 hs-mir-19a    239    246
UGUGCAAAUCUAUGCAAAACUGA&GUCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACU
.(((((((.((((((....(((.&...................))).)).....)))).))))))). -19.90



>ENSG00000169057 hs-mir-19a    975    982
UGUGCAAAUCUAUGCAAAACUGA&CUUUCCAAUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACU
.(((((((((((.((....((((&...............)))).....)).)))....)))))))). -17.80
>ENSG00000169057 hs-mir-19a   5757   5764
UGUGCAAAUCUAUGCAAAACUGA&UGCCAGGUGAAGGAGGCUCCAGGCAGCACCCAGGUUUUGCACU
.((((((((((.(((....(((.&...................)))...)))...))).))))))). -19.40
>ENSG00000169057 hs-mir-19a   8723   8730
UGUGCAAAUCUAUGCAAAACUGA&CAAAGAAUACUCAGCAUGCCUUUCUAAGUGACGCGUUUGCACC
.((((((((....(((...((((&..........))))..)))...............)))))))). -15.61
mir-19a ENSMUSG00000031393 10591 nt UTR 4 hits 238 946 5093 8754
---------1---------------------------1------------------------------------
--------------------------------------------------------------------------
-------------------------------------------------------1------------------
--------------------------------------------------------------------------
------------------------------------------------------1-------------------
------------------------------------------------------
>ENSMUSG00000031393 hs-mir-19a    238    245
UGUGCAAAUCUAUGCAAAACUGA&GUCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACU
.(((((((.((((((....(((.&...................))).)).....)))).))))))). -19.90
>ENSMUSG00000031393 hs-mir-19a    946    953
UGUGCAAAUCUAUGCAAAACUGA&CUUUCCAGUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACU
.(((((((((((.((....((((&...............)))).....)).)))....)))))))). -17.80
>ENSMUSG00000031393 hs-mir-19a   5093   5100
UGUGCAAAUCUAUGCAAAACUGA&AAAAAGGCUCUGGGAGGAAAGACAGCCUCCUAGGCUUUGCACAA
((((((((((((.(.....(((.&......................)))...).)))).)))))))). -
17.90
>ENSMUSG00000031393 hs-mir-19a   8754   8761
UGUGCAAAUCUAUGCAAAACUGA&CAAAGAAUACUCAGCAUGCCUUUCUAAGUGAUGCGUUUGCACC
.((((((((....(((..(((..&..........................)))..))))))))))). -18.30
mir-19a ENSRNOG00000019947 2028 nt UTR 2 hits 241 951
---------1----------------------------1-----------------------------------
--------
>ENSRNOG00000019947 hs-mir-19a    241    248
UGUGCAAAUCUAUGCAAAACUGA&GUCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACU
.(((((((.((((((....(((.&...................))).)).....)))).))))))). -19.90
>ENSRNOG00000019947 hs-mir-19a    951    958
UGUGCAAAUCUAUGCAAAACUGA&CUUUCCAGUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACU
.(((((((((((.((....((((&...............)))).....)).)))....)))))))). -17.80

miRNA: mir-19a
Human predicted target: ENSG00000171862
Mouse predicted target: ENSMUSG00000013663
Rat predicted target: ENSRNOG00000020723
Hs Gene description: PHOSPHATIDYLINOSITOL-3,4,5-TRISPHOSPHATE 3-
PHOSPHATASE PTEN (EC 3.1.3.67) (MUTATED IN MULTIPLE ADVANCED CANCERS 1).
[Source:SWISSPROT;Acc:O00633] NM_000314
mir-19a ENSG00000171862 2904 nt UTR 3 hits 411 1221 2252



----------------1-------------------------------1-------------------------
----------------1--------------------------
>ENSG00000171862 hs-mir-19a    411    418
UGUGCAAAUCUAUGCAAAACUGA&AGAGCUUUGUGAUAUACUGGUUCACAUCCUACCCCUUUGCACU
.(((((((...............&...................................))))))). -13.00
>ENSG00000171862 hs-mir-19a   1221   1228
UGUGCAAAUCUAUGCAAAACUGA&GACCUUACACAUUCUAUUACAAUGAAUUUUGCAGUUUUGCACAU
((((((((....(((((((....&..........................)))))))..)))))))). -
21.80
>ENSG00000171862 hs-mir-19a   2252   2259
UGUGCAAAUCUAUGCAAAACUGA&GGGCCAGGUCAUAAAUAAUGACAUUAUAAUGGGCUUUUGCACU
.((((((((((((..........&............................)))))..))))))). -15.20
mir-19a ENSMUSG00000013663 2073 nt UTR 2 hits 425 1236
----------------1--------------------------------1------------------------
---------
>ENSMUSG00000013663 hs-mir-19a    425    432
UGUGCAAAUCUAUGCAAAACUGA&GAAGAGCUCUGAUUCCCGGGUUCACGUCCUACCCCUUUGCACU
.(((((((...............&...................................))))))). -13.00
>ENSMUSG00000013663 hs-mir-19a   1236   1243
UGUGCAAAUCUAUGCAAAACUGA&GACCUUACACAUUCUAUUACAAUGAGUUUUGCAGUUUUGCACAU
((((((((....(((((((((.(&......................).)))))))))..)))))))). -
26.00
mir-19a ENSRNOG00000020723 3882 nt UTR 2 hits 1184 2564
-----------------------------------------------1--------------------------
----------------------------1---------------------------------------------
--------
>ENSRNOG00000020723 hs-mir-19a   1184   1191
UGUGCAAAUCUAUGCAAAACUGA&GACCUUACACAUUCUAUUACAAUGAGUUUUGCAGUUUUGCACAU
((((((((....(((((((((.(&......................).)))))))))..)))))))). -
26.00
>ENSRNOG00000020723 hs-mir-19a   2564   2571
UGUGCAAAUCUAUGCAAAACUGA&GACCUUACACAUUCUAUUACAAUGAGUUUUGCAGUUUUGCACAU
((((((((....(((((((((.(&......................).)))))))))..)))))))). -
26.00

miRNA: mir-19a
Human predicted target: ENSG00000176842
Mouse predicted target: ENSMUSG00000031737
Rat predicted target: ENSRNOG00000011180
Hs Gene description: IROQUOIS-CLASS HOMEODOMAIN PROTEIN IRX-5 (IROQUOIS
HOMEOBOX PROTEIN 5) (IRX-2A). [Source:SWISSPROT;Acc:P78411] NM_005853
mir-19a ENSG00000176842 2196 nt UTR 2 hits 1663 1820
------------------------------------------------------------------1-----1-
--------------
>ENSG00000176842 hs-mir-19a   1663   1670
UGUGCAAAUCUAUGCAAAACUGA&GGGUUCGGGCUUGGCUGCGGUGCUGGCGGCUCCAUUUUGCACC
.(((((((....(((...((((.&.................))))....))).......))))))). -19.30



>ENSG00000176842 hs-mir-19a   1820   1827
UGUGCAAAUCUAUGCAAAACUGA&AUUAAACCCAAGCCUGAGUGUAGAGAGGGAAUGUGUUUGCACAU
(((((((((((((((........&.................))))))...........))))))))). -
18.60
mir-19a ENSMUSG00000031737 2198 nt UTR 2 hits 1696 1839
-------------------------------------------------------------------1-----
1--------------
>ENSMUSG00000031737 hs-mir-19a   1696   1703
UGUGCAAAUCUAUGCAAAACUGA&GAGUUCAGGCUUAGUUACCCUGCUUGCGGCUCCAUUUUGCACC
.(((((((....(((((((((((&..........)))))).......))))).......))))))). -18.01
>ENSMUSG00000031737 hs-mir-19a   1839   1846
UGUGCAAAUCUAUGCAAAACUGA&AGGAAUUAAUUUGACUGACUGUAGGGACAGAACUGUUUGCACAC
(((((((((((.((((.......&...................)))).))........))))))))). -
16.30
mir-19a ENSRNOG00000011180 2000 nt UTR 3 hits 1693 1830 1876
-------------------------------------------------------------------1-----
1-1----
>ENSRNOG00000011180 hs-mir-19a   1693   1700
UGUGCAAAUCUAUGCAAAACUGA&AAGUUCAGGCUUAGCUACCCUGCUCGCAUCUCCAUUUUGCACC
.(((((((...((((((..((((&....))))..)).............))))......))))))). -15.91
>ENSRNOG00000011180 hs-mir-19a   1830   1837
UGUGCAAAUCUAUGCAAAACUGA&GGGAAUUAAUUUGCCUGUCUGUAGGGACAGAACUGUUUGCACAC
((((((((((((((((((.....&.........)))))......))))..........))))))))). -
17.50
>ENSRNOG00000011180 hs-mir-19a   1876   1883
UGUGCAAAUCUAUGCAAAACUGA&CGGCAACAUAAUUACGCUAACGCAGAAUGUACAUGUUUGCACC
.((((((((.(.((((...(((.&......................)))..)))).).)))))))). -18.50

miRNA: mir-19a
Human predicted target: ENSG00000182255
Mouse predicted target: ENSMUSG00000042604
Rat predicted target: ENSRNOG00000004918
Hs Gene description: POTASSIUM VOLTAGE-GATED CHANNEL SUBFAMILY A MEMBER 4
(POTASSIUM CHANNEL KV1.4) (HK1) (HPCN2) (HBK4) (HUKII).
[Source:SWISSPROT;Acc:P22459] NM_002233
mir-19a ENSG00000182255 2499 nt UTR 2 hits 243 744
---------1-------------------1--------------------------------------------
--------------------------
>ENSG00000182255 hs-mir-19a    243    250
UGUGCAAAUCUAUGCAAAACUGA&AAUCUAUCUUUAUAUUUUUAUUAGAAUGCAAGAAUUUUGCACAU
(((((((((((.((((...((((&....................))))..)))))))..)))))))). -
20.40
>ENSG00000182255 hs-mir-19a    744    751
UGUGCAAAUCUAUGCAAAACUGA&UUUGUUUGCAGGUAACAGGACUGGAUUUUUUUUUCUUUGCACU
.(((((((((((((((((.....&....))))))...........))))..........))))))). -16.30
mir-19a ENSMUSG00000042604 2000 nt UTR 2 hits 245 750



---------1-------------------1--------------------------------------------
------
>ENSMUSG00000042604 hs-mir-19a    245    252
UGUGCAAAUCUAUGCAAAACUGA&AUCUAUCUUUAUAUUUUUUAAUAGAAUGCAAGAAUUUUGCACAU
(((((((((((.((((...(((.&.....................)))..)))))))..)))))))). -
19.90
>ENSMUSG00000042604 hs-mir-19a    750    757
UGUGCAAAUCUAUGCAAAACUGA&UUGUUCACAGGUCUUAAAACUGGAUUUUUUUUUCUUUUGCACU
.(((((((((((.......(((.&.......)))..........))))...........))))))). -13.93
mir-19a ENSRNOG00000004918 3088 nt UTR 2 hits 241 742
---------1-------------------1--------------------------------------------
--------------------------------------------------
>ENSRNOG00000004918 hs-mir-19a    241    248
UGUGCAAAUCUAUGCAAAACUGA&AUCUAUCUUUAUAUUUUUUAAUAGAAUGCAAGAAUUUUGCACAU
(((((((((((.((((...(((.&.....................)))..)))))))..)))))))). -
19.90
>ENSRNOG00000004918 hs-mir-19a    742    749
UGUGCAAAUCUAUGCAAAACUGA&UGUUCACAGGUCUUAAGACUGGAAUUUUUUUUUCUUUUGCACU
.(((((((...............&...................................))))))). -13.10

miRNA: mir-19b
Human predicted target: ENSG00000015171
Mouse predicted target: ENSMUSG00000021156
Rat predicted target: ENSRNOG00000014670
Hs Gene description: ADENOVIRUS 5 E1A-BINDING PROTEIN (BS69 PROTEIN).
[Source:SWISSPROT;Acc:Q15326] NM_006624
mir-19b ENSG00000015171 2000 nt UTR 3 hits 98 134 722
---1-1----------------------1---------------------------------------------
------
>ENSG00000015171 hs-mir-19b     98    105
UGUGCAAAUCCAUGCAAAACUGA&CAAGAAGCCAAAAUUGUUUAGAAUUUGCUUCCCAUUUUGCACC
.(((((((.....(((((.((((&.................))))..))))).......))))))). -17.60
>ENSG00000015171 hs-mir-19b    134    141
UGUGCAAAUCCAUGCAAAACUGA&UUGCACCAGCCUUUAAACACUUUUCGUGAAGAAAUUUUGCACAG
((((((((((((((.((((.((.&.................)).))))))))..))...)))))))). -
17.60
>ENSG00000015171 hs-mir-19b    722    729
UGUGCAAAUCCAUGCAAAACUGA&GGAUCUUAGAGAAAAUGAAUAUUUAAAUUUUAAAGUUUGCACAU
(((((((((..............&..................................))))))))). -
15.10
mir-19b ENSMUSG00000021156 4018 nt UTR 3 hits 76 112 671
---11---------------------1-----------------------------------------------
--------------------------------------------------------------------------
-------------
>ENSMUSG00000021156 hs-mir-19b     76     83
UGUGCAAAUCCAUGCAAAACUGA&CAAGAAGCCAAAAUUGUUUAGAAUUUGCUUCCCAUUUUGCACC
.(((((((.....(((((.((((&.................))))..))))).......))))))). -17.60



>ENSMUSG00000021156 hs-mir-19b    112    119
UGUGCAAAUCCAUGCAAAACUGA&UUGCACCAGCCUUUAAACACUUUUCGUGGUGAAAUUUUGCACAG
((((((((.(((((.((((.((.&.................)).)))))))))......)))))))). -
21.50
>ENSMUSG00000021156 hs-mir-19b    671    678
UGUGCAAAUCCAUGCAAAACUGA&GAUCUUAGAGAAAAAUGAAUAUUUAAAUUUUAAAGUUUGCACAU
(((((((((..............&..................................))))))))). -
15.10
mir-19b ENSRNOG00000014670 2000 nt UTR 3 hits 77 113 692
---11----------------------1----------------------------------------------
------
>ENSRNOG00000014670 hs-mir-19b     77     84
UGUGCAAAUCCAUGCAAAACUGA&CAAGAAGCCAAAAUUGUUUAGAAUUUGCUUCCCAUUUUGCACC
.(((((((.....(((((.((((&.................))))..))))).......))))))). -17.60
>ENSRNOG00000014670 hs-mir-19b    113    120
UGUGCAAAUCCAUGCAAAACUGA&UUGCACCAGCCUUUAAACACUUUUCGUGGUGAAAUUUUGCACAG
((((((((.(((((.((((.((.&.................)).)))))))))......)))))))). -
21.50
>ENSRNOG00000014670 hs-mir-19b    692    699
UGUGCAAAUCCAUGCAAAACUGA&GAUCUUAGAGAAAAAUGAAUAUUUAAAUUUUAAAGUUUGCACAU
(((((((((..............&..................................))))))))). -
15.10

miRNA: mir-19b
Human predicted target: ENSG00000061987
Mouse predicted target: ENSMUSG00000034602
Rat predicted target: ENSRNOG00000004185
Hs Gene description: SF21 PROTEIN. [Source:SPTREMBL;Acc:Q8NHE2]
mir-19b ENSG00000061987 6002 nt UTR 2 hits 384 4697
---------------1----------------------------------------------------------
--------------------------------------------------------------------------
---------------------------------------1----------------------------------
-------------------
>ENSG00000061987 hs-mir-19b    384    391
UGUGCAAAUCCAUGCAAAACUGA&UAUUUCAAUUCAGUCAGAUUUAUUAGUCUGGUGUUUUUGCACC
.(((((((.(((.(((((.((((&.............)))).)))....)).)))....))))))). -18.90
>ENSG00000061987 hs-mir-19b   4697   4704
UGUGCAAAUCCAUGCAAAACUGA&UGGUUCUACCACUACAAAGUGGAAAGUAGAAAUACUUUGCACU
.((((((((((((..........&..................)))))............))))))). -16.40
mir-19b ENSMUSG00000034602 2351 nt UTR 2 hits 371 1435
--------------1------------------------------------------1----------------
---------------------
>ENSMUSG00000034602 hs-mir-19b    371    378
UGUGCAAAUCCAUGCAAAACUGA&AAUGAUAUUUCCAUUCAGAUUUUUGAGGCUGGUGUUUUGCACC
.(((((((.(((..(((((((((&..............))))..)))))....)))...))))))). -21.00
>ENSMUSG00000034602 hs-mir-19b   1435   1442
UGUGCAAAUCCAUGCAAAACUGA&AGUUUUGAGGCUAUUUUAAUUAUGUAAUGAUUUAAUUUGCACU



.((((((((((...(((((((..&))))))).))........................)))))))). -18.55
mir-19b ENSRNOG00000004185 2000 nt UTR 3 hits 361 729 1482
--------------1--------------1-----------------------------1--------------
------
>ENSRNOG00000004185 hs-mir-19b    361    368
UGUGCAAAUCCAUGCAAAACUGA&AAAGAUAUUUCCAUUCAGAUUUUUGAGGCUGGUGUUUUGCACC
.(((((((.(((..(((((((((&..............))))..)))))....)))...))))))). -21.00
>ENSRNOG00000004185 hs-mir-19b    729    736
UGUGCAAAUCCAUGCAAAACUGA&UGUGAGCACAGCAGCAGAAGGUAUGAUUCGCUGACUUUGCACC
.((((((((((((((....(((.&..............)))...))))).......)).))))))). -18.11
>ENSRNOG00000004185 hs-mir-19b   1482   1489
UGUGCAAAUCCAUGCAAAACUGA&AGUUUUGAGGCUAUUUUAAUUAUGUGAUGAUUUAAUUUGCACU
.((((((((((...(((((((..&))))))).))........................)))))))). -18.55

miRNA: mir-19b
Human predicted target: ENSG00000066382
Mouse predicted target: ENSMUSG00000016386
Rat predicted target: ENSRNOG00000004863
Hs Gene description: FETAL BRAIN PROTEIN 239 (239FB).
[Source:SWISSPROT;Acc:Q15777] NM_001585
mir-19b ENSG00000066382 3244 nt UTR 2 hits 376 1035
---------------1-------------------------1--------------------------------
--------------------------------------------------------
>ENSG00000066382 hs-mir-19b    376    383
UGUGCAAAUCCAUGCAAAACUGA&UAAGAAACAGGCAGUGUUUUAAAAACCAACACAGAUUUGCACAA
((((((((((...(((...(((.&.......)))....)))................)))))))))). -
20.51
>ENSG00000066382 hs-mir-19b   1035   1042
UGUGCAAAUCCAUGCAAAACUGA&CAAGUUGUCUUCUUACUUCCUCUCCCCUCUCCCAUUUUGCACU
.(((((((...............&...................................))))))). -13.10
mir-19b ENSMUSG00000016386 2138 nt UTR 2 hits 436 1086
-----------------1-------------------------1------------------------------
------------
>ENSMUSG00000016386 hs-mir-19b    436    443
UGUGCAAAUCCAUGCAAAACUGA&AAACACAAAAGCAGUGUUUUGAAAAAUCACCCAGAUUUGCACAA
((((((((((....((((((...&...............))))))............)))))))))). -
20.79
>ENSMUSG00000016386 hs-mir-19b   1086   1093
UGUGCAAAUCCAUGCAAAACUGA&CCUGUUUUGUCUUCUCACUCCCCUCCCCCUCCCAUUUUGCACU
.(((((((.....(((((((...&...))))))).........................))))))). -16.11
mir-19b ENSRNOG00000004863 2000 nt UTR 2 hits 428 1081
-----------------1-------------------------1------------------------------
------
>ENSRNOG00000004863 hs-mir-19b    428    435
UGUGCAAAUCCAUGCAAAACUGA&AAACACAAAGGCAGUGUUUUGAAAAUCUACCCAGAUUUGCACAA
((((((((((....((((((...&...............))))))............)))))))))). -
20.79



>ENSRNOG00000004863 hs-mir-19b   1081   1088
UGUGCAAAUCCAUGCAAAACUGA&CUGCAUCGUCUUCUCACGCCCCGUCCCCCUCCCAUUUUGCACU
.(((((((.(.(((((.......&.))))).)...........................))))))). -14.89

miRNA: mir-19b
Human predicted target: ENSG00000069667
Mouse predicted target: ENSMUSG00000032238
Rat predicted target: ENSRNOG00000009880
Hs Gene description: NUCLEAR RECEPTOR ROR-ALPHA (NUCLEAR RECEPTOR RZR-
ALPHA). [Source:SWISSPROT;Acc:P35398] NM_134262
mir-19b ENSG00000069667 2191 nt UTR 2 hits 418 663
----------------1---------1-----------------------------------------------
--------------
>ENSG00000069667 hs-mir-19b    418    425
UGUGCAAAUCCAUGCAAAACUGA&GUGACUGGUGUGCAUAGCGGAGGUUGCGGCAUUACUUUGCACAA
((((((((...((((..((((..&.....................))))...))))...)))))))). -
22.10
>ENSG00000069667 hs-mir-19b    663    670
UGUGCAAAUCCAUGCAAAACUGA&UAGCUUUUCCUGUUGAAUUGAUAAGGCACUUUCAUUUUGCACC
.(((((((....(((........&.........................))).......))))))). -14.80
mir-19b ENSMUSG00000032238 2836 nt UTR 2 hits 445 698
-----------------1---------1----------------------------------------------
----------------------------------------
>ENSMUSG00000032238 hs-mir-19b    445    452
UGUGCAAAUCCAUGCAAAACUGA&GACCCCGGUGUGUAUGGCGGGAGUUGCGGCGUUACUUUGCACAG
((((((((.(((((((..((((.&.....)))).)))))))..................)))))))). -
23.11
>ENSMUSG00000032238 hs-mir-19b    698    705
UGUGCAAAUCCAUGCAAAACUGA&GCUUUUCCUGUUGAAUUGAUAAGGCACUUUCCGUUUUUGCACC
.(((((((..(.(((........&.......................)))......)..))))))). -14.40
mir-19b ENSRNOG00000009880 2000 nt UTR 2 hits 442 696
-----------------1---------1----------------------------------------------
------
>ENSRNOG00000009880 hs-mir-19b    442    449
UGUGCAAAUCCAUGCAAAACUGA&GACCCCGGUGUGUAUGGCCAGAGUUACGGCGUUACUUUGCACAG
((((((((.(((((((..((((.&.....)))).)))))))..................)))))))). -
23.11
>ENSRNOG00000009880 hs-mir-19b    696    703
UGUGCAAAUCCAUGCAAAACUGA&UAGCUUUUCCUGUUGAAUUGAUAAGGCACUUUCCGUUUGCACC
.((((((((...(((........&.........................)))......)))))))). -15.70

miRNA: mir-19b
Human predicted target: ENSG00000106004
Mouse predicted target: ENSMUSG00000038253
Rat predicted target: ENSRNOG00000006466



Hs Gene description: HOMEOBOX PROTEIN HOX-A5 (HOX-1C).
[Source:SWISSPROT;Acc:P20719] NM_019102
mir-19b ENSG00000106004 2458 nt UTR 2 hits 583 1350
-----------------------1-----------------------------1--------------------
-------------------------
>ENSG00000106004 hs-mir-19b    583    590
UGUGCAAAUCCAUGCAAAACUGA&CAAGCGGUGUGUCCCUGCGUGCCUUUAUAGGACCCUUUGCACGA
((((((((((((((((..((((.&....)))).......))))).........)))...)))))))). -
19.60
>ENSG00000106004 hs-mir-19b   1350   1357
UGUGCAAAUCCAUGCAAAACUGA&GAAACUCCUCAGAGCAGCUAAAGCGCAACUAGAGAUUUGCACAU
((((((((((..(((....((((&........)))).))).................)))))))))). -
19.91
mir-19b ENSMUSG00000038253 2827 nt UTR 2 hits 603 1344
------------------------1----------------------------1--------------------
----------------------------------------
>ENSMUSG00000038253 hs-mir-19b    603    610
UGUGCAAAUCCAUGCAAAACUGA&CAAGCGGUGUGUCCCUGCGUGCCUUUGUAGGACCCUUUGCACGA
(((((((((((.((((((.....&.......................)))))))))...)))))))). -
20.90
>ENSMUSG00000038253 hs-mir-19b   1344   1351
UGUGCAAAUCCAUGCAAAACUGA&GAAACUCCUCAGAGCAGCUAAAGCCCAACUAGAGAUUUGCACAU
((((((((((..(((....((((&........)))).))).................)))))))))). -
19.91
mir-19b ENSRNOG00000006466 2000 nt UTR 3 hits 619 1367 1798
------------------------1-----------------------------1----------------1--
------
>ENSRNOG00000006466 hs-mir-19b    619    626
UGUGCAAAUCCAUGCAAAACUGA&CAAGCGGUGUGUCCCUGCGUGCCUUUGUAGGACCCUUUGCACGA
(((((((((((.((((((.....&.......................)))))))))...)))))))). -
20.90
>ENSRNOG00000006466 hs-mir-19b   1367   1374
UGUGCAAAUCCAUGCAAAACUGA&GAAACUCCUCAGAGCAGCUAAAGCCCAACUAGAGAUUUGCACAU
((((((((((..(((....((((&........)))).))).................)))))))))). -
19.91
>ENSRNOG00000006466 hs-mir-19b   1798   1805
UGUGCAAAUCCAUGCAAAACUGA&CCAUGUUAAGGUAAGCUCGCCUCCUCUUGAGUUUAUUUGCACC
.((((((((.......(((((.(&...........................).))))))))))))). -14.11

miRNA: mir-19b
Human predicted target: ENSG00000111727
Mouse predicted target: ENSMUSG00000020247
Rat predicted target: ENSRNOG00000011072
Hs Gene description: HOST CELL FACTOR 2. [Source:RefSeq;Acc:NM_013320]

NM_013320
mir-19b ENSG00000111727 2000 nt UTR 2 hits 1746 1870



---------------------------------------------------------------------1----
1-----
>ENSG00000111727 hs-mir-19b   1746   1753
UGUGCAAAUCCAUGCAAAACUGA&AAUUCAUAUGCUUUGCUUUUGGCAUAUGCUUGCUUUUUGCACU
.(((((((.(((.(((((.....&...........)))))...))).............))))))). -18.04
>ENSG00000111727 hs-mir-19b   1870   1877
UGUGCAAAUCCAUGCAAAACUGA&AUACUUAACCAAAGUUAAAAUACAUGGUAAGCAAUUUUGCACAU
((((((((.(((((...((((..&............))))......)))))........)))))))). -
18.80
mir-19b ENSMUSG00000020247 4096 nt UTR 2 hits 1576 1693
---------------------------------------------------------------1---1------
--------------------------------------------------------------------------
----------------
>ENSMUSG00000020247 hs-mir-19b   1576   1583
UGUGCAAAUCCAUGCAAAACUGA&UUAAUUUAUGUGCUUUGCUUUGGCAGCGCUUGCUUUUUGCACU
.(((((((.....((((..(((.&.......................)))...))))..))))))). -18.70
>ENSMUSG00000020247 hs-mir-19b   1693   1700
UGUGCAAAUCCAUGCAAAACUGA&AAACAUGUCUUAACCAAAGUUACAUGGGAUGCAGAUUUGCACAU
((((((((((..((((...((..&.........................))..)))))))))))))). -
22.20
mir-19b ENSRNOG00000011072 2181 nt UTR 2 hits 1677 1793
-------------------------------------------------------------------1---1--
--------------
>ENSRNOG00000011072 hs-mir-19b   1677   1684
UGUGCAAAUCCAUGCAAAACUGA&UAAUUGGUGUGCUUUGCUUUGGCAGCGCUUGCUCUUUUGCACU
.(((((((.(((.(((((((..(&...)..))....)))))..))).............))))))). -18.54
>ENSRNOG00000011072 hs-mir-19b   1793   1800
UGUGCAAAUCCAUGCAAAACUGA&UAAACAUGUCUUAACCAAAGUUACAUGUAUGCAGAUUUGCACAU
((((((((((((((((.((((..&..................))))...))))))..)))))))))). -
24.90

miRNA: mir-19b
Human predicted target: ENSG00000113300
Mouse predicted target: ENSMUSG00000020362
Rat predicted target: ENSRNOG00000002803
Hs Gene description: KIAA1194. [Source:RefSeq;Acc:NM_015455] NM_015455
mir-19b ENSG00000113300 2000 nt UTR 2 hits 219 615
--------1---------------1-------------------------------------------------
------
>ENSG00000113300 hs-mir-19b    219    226
UGUGCAAAUCCAUGCAAAACUGA&AAUAUGCUUUAUACUGCUAGACAGGGAUUGGUGUGUUUGCACC
.(((((((..(((.(((..(((.&.....................)))...))))))..))))))). -21.00
>ENSG00000113300 hs-mir-19b    615    622
UGUGCAAAUCCAUGCAAAACUGA&UAAAAGAAGCUGCAACAGACUUUCUCUGCUCAUGAUUUGCACU
.(((((((((...(((.......&..........................)))....))))))))). -20.20
mir-19b ENSMUSG00000020362 5687 nt UTR 2 hits 309 607



------------1-----------1-------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------
>ENSMUSG00000020362 hs-mir-19b    309    316
UGUGCAAAUCCAUGCAAAACUGA&GCCUUGAAAUAGGAAGAUGUGUGAGCAGUGUGCUGUUUGCACAG
(((((((((....(((..((((.&.........................)))).))).))))))))). -
22.10
>ENSMUSG00000020362 hs-mir-19b    607    614
UGUGCAAAUCCAUGCAAAACUGA&GGUAACAAAGCUGCAUCCGACUUUCUCUGCAGUGAUUUGCACU
.(((((((((..((((.......&...........................))))..))))))))). -22.50
mir-19b ENSRNOG00000002803 2000 nt UTR 2 hits 319 611
------------1-----------1-------------------------------------------------
------
>ENSRNOG00000002803 hs-mir-19b    319    326
UGUGCAAAUCCAUGCAAAACUGA&UGCCUUGAAAUAGGAAGAUGUGUGAACAGUGUGUGUUUGCACAG
((((((((..(((((........&............................)))))..)))))))). -
22.10
>ENSRNOG00000002803 hs-mir-19b    611    618
UGUGCAAAUCCAUGCAAAACUGA&GGUAACAAAGUUGCAUCAGACUUUCUCUGCAGUGAUUUGCACU
.(((((((((..(((((((((((&...............))))..)))...))))..))))))))). -22.80

miRNA: mir-19b
Human predicted target: ENSG00000123091
Mouse predicted target: ENSMUSG00000028557
Rat predicted target: ENSRNOG00000009158
Hs Gene description: RING FINGER PROTEIN 11 (SID1669) (CGI-123).
[Source:SWISSPROT;Acc:Q9Y3C5] NM_014372
mir-19b ENSG00000123091 3934 nt UTR 2 hits 487 1150
-------------------1-------------------------1----------------------------
--------------------------------------------------------------------------
----------
>ENSG00000123091 hs-mir-19b    487    494
UGUGCAAAUCCAUGCAAAACUGA&ACACUGGCACACACAAAAAAGUAGUUUUAAGCUUGUUUGCACAG
(((((((((....(((((((((.&.....................)))))))..))..))))))))). -
21.00
>ENSG00000123091 hs-mir-19b   1150   1157
UGUGCAAAUCCAUGCAAAACUGA&UAAGCAGGGAGAAUAAAGAUAAUUGUAUUUUAUGUUUUGCACAC
(((((((((((.(((........&...))).))).........................)))))))). -
18.81
mir-19b ENSMUSG00000028557 3693 nt UTR 2 hits 483 1116
-------------------1------------------------1-----------------------------
--------------------------------------------------------------------------
>ENSMUSG00000028557 hs-mir-19b    483    490
UGUGCAAAUCCAUGCAAAACUGA&GGCACAAAAAAAAAAAAAUAGUAGUUUUAAGCUUGUUUGCACAG
(((((((((....(((((((((.&.....................)))))))..))..))))))))). -
21.00



>ENSMUSG00000028557 hs-mir-19b   1116   1123
UGUGCAAAUCCAUGCAAAACUGA&CUAGGUGACUGACAGGAGAGGCAAAUGUGUUAUGUUUUGCACAC
((((((((.((((((....(((.&............))).....)))..)).)......)))))))). -
18.10
mir-19b ENSRNOG00000009158 2000 nt UTR 2 hits 479 1106
-------------------1------------------------1-----------------------------
------
>ENSRNOG00000009158 hs-mir-19b    479    486
UGUGCAAAUCCAUGCAAAACUGA&UAUAACACUGGCACAAAAAAGUAGUUUUAAGCUUGUUUGCACAG
(((((((((....(((((((((.&.....................)))))))..))..))))))))). -
21.00
>ENSRNOG00000009158 hs-mir-19b   1106   1113
UGUGCAAAUCCAUGCAAAACUGA&AAGUGACUGACAGGACAGGUAAAUGUGUUUCAUGUUUUGCACAC
((((((((..((((..((((...&..........................)))))))).)))))))). -
18.40

miRNA: mir-19b
Human predicted target: ENSG00000137843
Mouse predicted target: ENSMUSG00000006252
Rat predicted target: ENSRNOG00000007925
Hs Gene description: SERINE/THREONINE-PROTEIN KINASE PAK 6 (EC 2.7.1.-)
(P21-ACTIVATED KINASE 6) (PAK-6) (PAK-5). [Source:SWISSPROT;Acc:Q9NQU5]

NM_020168
mir-19b ENSG00000137843 3392 nt UTR 3 hits 239 1349 2963
---------1-------------------------------------------1--------------------
--------------------------------------------1-----------------
>ENSG00000137843 hs-mir-19b    239    246
UGUGCAAAUCCAUGCAAAACUGA&AUGGAGACCCCUUUCUACAGGAUGACCCCUUGAUAUUUGCACAG
(((((((((.((..((...(((.&.................)))..))......))..))))))))). -
17.00
>ENSG00000137843 hs-mir-19b   1349   1356
UGUGCAAAUCCAUGCAAAACUGA&ACAAAAGCAUCUUCCCUAGAAAUUUUUGUGAAUUGUUUGCACU
.((((((((....((((((....&.......................)))))).....)))))))). -17.40
>ENSG00000137843 hs-mir-19b   2963   2970
UGUGCAAAUCCAUGCAAAACUGA&GAGUACAUAAGCAAGCAAGGGUCAGAAAGCAGCAGUUUGCACU
.((((((((...(((....((((&.....................))))...)))...)))))))). -21.00
mir-19b ENSMUSG00000006252 2000 nt UTR 2 hits 286 1439
-----------1---------------------------------------------1----------------
------
>ENSMUSG00000006252 hs-mir-19b    286    293
UGUGCAAAUCCAUGCAAAACUGA&ACAGUGACCCCUUCUGCAGGUUUGGCCCUUUGUUAUUUGCACAG
(((((((((((.((((..((((.&.)))).........))))))..............))))))))). -
20.63
>ENSMUSG00000006252 hs-mir-19b   1439   1446
UGUGCAAAUCCAUGCAAAACUGA&CAAAAGCAUCCUUCCCUAGACAUUUUUGUGACUUGUUUGCACU
.((((((((....((((((.((.&....................)).)))))).....)))))))). -19.20
mir-19b ENSRNOG00000007925 2000 nt UTR 2 hits 255 1438



----------1----------------------------------------------1----------------
------
>ENSRNOG00000007925 hs-mir-19b    255    262
UGUGCAAAUCCAUGCAAAACUGA&ACAGUGACCCCUUCUGCAGGUUUGGCCCUUUGUUAUUUGCACAG
(((((((((((.((((..((((.&.)))).........))))))..............))))))))). -
20.63
>ENSRNOG00000007925 hs-mir-19b   1438   1445
UGUGCAAAUCCAUGCAAAACUGA&CAAAAGCAUCCUUCCCUAGAAAUUUUUGUGACUUGUUUGCACU
.((((((((....((((((....&.......................)))))).....)))))))). -17.40

miRNA: mir-19b
Human predicted target: ENSG00000146674
Mouse predicted target: ENSMUSG00000020427
Rat predicted target: ENSRNOG00000008645
Hs Gene description: INSULIN-LIKE GROWTH FACTOR BINDING PROTEIN 3
PRECURSOR (IGFBP-3) (IBP-3) (IGF-BINDING PROTEIN 3).
[Source:SWISSPROT;Acc:P17936] NM_000598
mir-19b ENSG00000146674 3500 nt UTR 2 hits 43 2498
-1------------------------------------------------------------------------
-------------------------1----------------------------------------
>ENSG00000146674 hs-mir-19b     43     50
UGUGCAAAUCCAUGCAAAACUGA&CCGCAAGGUUAAUGUGGAGCUCAAAUAUGCCUUAUUUUGCACAA
((((((((((((((...((((..&......))))..)))))).................)))))))). -
18.42
>ENSG00000146674 hs-mir-19b   2498   2505
UGUGCAAAUCCAUGCAAAACUGA&UGUUUUAGUUAAUGUGGAGCUCAAAUAUGCCUUAUUUUGCACAA
((((((((((((((...((((((&....))))))..)))))).................)))))))). -
19.92
mir-19b ENSMUSG00000020427 3414 nt UTR 2 hits 42 2304
-1------------------------------------------------------------------------
------------------1--------------------------------------------
>ENSMUSG00000020427 hs-mir-19b     42     49
UGUGCAAAUCCAUGCAAAACUGA&CGUGCCACAUAAUAUGGAGCUCAAAUAUGCCUUAUUUUGCACAA
((((((((.....(((....(((&....................)))....))).....)))))))). -
17.40
>ENSMUSG00000020427 hs-mir-19b   2304   2311
UGUGCAAAUCCAUGCAAAACUGA&CCUUUUAGAUAAUAUGGAGCUCAAAUAUGCCUUAUUUUGCACAA
((((((((((((((.....((((&....))))....)))))).................)))))))). -
17.92
mir-19b ENSRNOG00000008645 3446 nt UTR 2 hits 67 2387
--1-----------------------------------------------------------------------
---------------------1------------------------------------------
>ENSRNOG00000008645 hs-mir-19b     67     74
UGUGCAAAUCCAUGCAAAACUGA&UGUGCCACUUAACGUGGAGCUCAAAUACGCCUUAUUUUGCACAA
((((((((((((((.........&............)))))).................)))))))). -
19.02
>ENSRNOG00000008645 hs-mir-19b   2387   2394



UGUGCAAAUCCAUGCAAAACUGA&CCCUUUAGUUAACGUGGAGCUCAAAUACGCCUUAUUUUGCACAA
((((((((((((((...((((((&....))))))..)))))).................)))))))). -
22.32

miRNA: mir-19b
Human predicted target: ENSG00000147642
Mouse predicted target: ENSMUSG00000022340
Rat predicted target: ENSRNOG00000004200
Hs Gene description: NM_017786
mir-19b ENSG00000147642 2720 nt UTR 2 hits 119 298
----1------1--------------------------------------------------------------
-----------------------------------
>ENSG00000147642 hs-mir-19b    119    126
UGUGCAAAUCCAUGCAAAACUGA&GUCUCUAUUCUGUCGUUUUGCUCCUUGGUAUUUGAUUUGCACU
.(((((((((((.(((((((.((&............)))))))))....))......))))))))). -22.50
>ENSG00000147642 hs-mir-19b    298    305
UGUGCAAAUCCAUGCAAAACUGA&UUCUUAUCCUAGUGGUUCAGGAAGAGAAAACGCAGUUUGCACU
.((((((((...(((....((((&................))))...........))))))))))). -16.96
mir-19b ENSMUSG00000022340 2000 nt UTR 3 hits 110 288 1171
----1------1----------------------------------1---------------------------
------
>ENSMUSG00000022340 hs-mir-19b    110    117
UGUGCAAAUCCAUGCAAAACUGA&UCUCUAUUCUGUCAGUUUUGCUUCUCGCUAUUUGAUUUGCACU
.(((((((((...((((((((((&...........))))))))))............))))))))). -27.76
>ENSMUSG00000022340 hs-mir-19b    288    295
UGUGCAAAUCCAUGCAAAACUGA&UUCUUAUACUAAUGGUUCAGGAAGAGAAAAUGCCGUUUGCACU
.((((((((.(((......((((&................)))).........)))..)))))))). -17.46
>ENSMUSG00000022340 hs-mir-19b   1171   1178
UGUGCAAAUCCAUGCAAAACUGA&AAGGCAUGCAGCUGCUUGCACACACAAUCAGCACGUUUGCACU
.((((((((...(((((.((((.&........))).)..)))))..............)))))))). -17.03
mir-19b ENSRNOG00000004200 2000 nt UTR 2 hits 112 290
----1------1--------------------------------------------------------------
------
>ENSRNOG00000004200 hs-mir-19b    112    119
UGUGCAAAUCCAUGCAAAACUGA&AGUCUCUAUUGUCAUUUUUGCUCCUUGCUAUUUGAUUUGCACU
.(((((((((((.((((((.(((&...........))).))))))....))......))))))))). -22.10
>ENSRNOG00000004200 hs-mir-19b    290    297
UGUGCAAAUCCAUGCAAAACUGA&UUCUUAUACUAAUGGUUCAGAAAGAGAAAAUGCAGUUUGCACU
.((((((((...((((...((((&................))))..........)))))))))))). -17.42

miRNA: mir-19b
Human predicted target: ENSG00000153250
Mouse predicted target: ENSMUSG00000026970
Rat predicted target: ENSRNOG00000008482



Hs Gene description: SINGLE-STRANDED DNA-BINDING PROTEIN MSSP-1 (RNA
BINDING MOTIF, SINGLE- STRANDED INTERACTING PROTEIN 1).
[Source:SWISSPROT;Acc:P29558]
mir-19b ENSG00000153250 2773 nt UTR 2 hits 103 1734
----1----------------------------------------------------------------1----
-------------------------------------
>ENSG00000153250 hs-mir-19b    103    110
UGUGCAAAUCCAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
(((((((((((..(((.((.(((&.....))).)).)))....))).............)))))))). -
18.51
>ENSG00000153250 hs-mir-19b   1734   1741
UGUGCAAAUCCAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
(((((((((((..(((.((.(((&.....))).)).)))....))).............)))))))). -
18.51
mir-19b ENSMUSG00000026970 2308 nt UTR 2 hits 103 1151
----1-----------------------------------------1---------------------------
-------------------
>ENSMUSG00000026970 hs-mir-19b    103    110
UGUGCAAAUCCAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
(((((((((((..(((.((.(((&.....))).)).)))....))).............)))))))). -
18.51
>ENSMUSG00000026970 hs-mir-19b   1151   1158
UGUGCAAAUCCAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
(((((((((((..(((.((.(((&.....))).)).)))....))).............)))))))). -
18.51
mir-19b ENSRNOG00000008482 2321 nt UTR 2 hits 107 1136
----1----------------------------------------1----------------------------
-------------------
>ENSRNOG00000008482 hs-mir-19b    107    114
UGUGCAAAUCCAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
(((((((((((..(((.((.(((&.....))).)).)))....))).............)))))))). -
18.51
>ENSRNOG00000008482 hs-mir-19b   1136   1143
UGUGCAAAUCCAUGCAAAACUGA&UCUGAUCAAUUGUGCUUUAGGAAAUUAUUGACAGUUUUGCACAG
(((((((((((..(((.((.(((&.....))).)).)))....))).............)))))))). -
18.51

miRNA: mir-19b
Human predicted target: ENSG00000154359
Mouse predicted target: ENSMUSG00000039633
Rat predicted target: ENSRNOG00000011349
Hs Gene description: NM_152271
mir-19b ENSG00000154359 3190 nt UTR 2 hits 70 506
--1-----------------1-----------------------------------------------------
------------------------------------------------------
>ENSG00000154359 hs-mir-19b     70     77
UGUGCAAAUCCAUGCAAAACUGA&AUCUGGCUGCAUUGAUGGCCAGAUUGUCUGCUGCCUUUGCACAU



((((((((..((.(((.(((((.&...................))).))...)))))..)))))))). -
20.00
>ENSG00000154359 hs-mir-19b    506    513
UGUGCAAAUCCAUGCAAAACUGA&AAUUUGCCUCAGAUAUAUCUGUCCUAAUGCUUAUAUUUGCACAA
(((((((((....(((.......&...........................)))....))))))))). -
18.90
mir-19b ENSMUSG00000039633 2000 nt UTR 2 hits 121 702
----1-----------------------1---------------------------------------------
------
>ENSMUSG00000039633 hs-mir-19b    121    128
UGUGCAAAUCCAUGCAAAACUGA&CUGGCUCCAGUUGACAGCCGGAUUGCCCGCUGCCUUUUGCACAC
(((((((((((..((..(((((.&.......)))))....)).))).............)))))))). -
20.51
>ENSMUSG00000039633 hs-mir-19b    702    709
UGUGCAAAUCCAUGCAAAACUGA&UGACUUUGCCUCAGAUUUAUUCCCCCAUGCUUCUCUUUGCACAA
((((((((.....((((((((((&..........)))).))).........))).....)))))))). -
17.60
mir-19b ENSRNOG00000011349 2000 nt UTR 2 hits 117 649
----1--------------------1------------------------------------------------
------
>ENSRNOG00000011349 hs-mir-19b    117    124
UGUGCAAAUCCAUGCAAAACUGA&GAUCUGGCUCCUUGAUGGCCGGAUUGCCCGCUGCCUUUGCACAC
((((((((..((.((((..(((.&...................))).))))....))..)))))))). -
18.30
>ENSRNOG00000011349 hs-mir-19b    649    656
UGUGCAAAUCCAUGCAAAACUGA&AAUUUGCCUCAGAUUUAUUUGUCCUGAUGCUUCUAUUUGCACAA
(((((((((....((((((((((&........)))).)))...........)))....))))))))). -
18.70

miRNA: mir-19b
Human predicted target: ENSG00000157851
Mouse predicted target: ENSMUSG00000029168
Rat predicted target: ENSRNOG00000008996
Hs Gene description: DIHYDROPYRIMIDINASE RELATED PROTEIN-5 (DRP-5) (ULIP6
PROTEIN) (COLLAPSIN RESPONSE MEDIATOR PROTEIN-5) (CRMP-5).
[Source:SWISSPROT;Acc:Q9BPU6]
mir-19b ENSG00000157851 3205 nt UTR 2 hits 681 2181
---------------------------1----------------------------------------------
-------------1-----------------------------------------
>ENSG00000157851 hs-mir-19b    681    688
UGUGCAAAUCCAUGCAAAACUGA&CGAGGCUGGUGCCAGGCGCGUGUAAAUGGUUUUGUUUUGCACGU
((((((((.....((((((((..&...........................)))))))))))))))). -
20.10
>ENSG00000157851 hs-mir-19b   2181   2188
UGUGCAAAUCCAUGCAAAACUGA&GAAGACUUACUUUCCUGGUAGGCAGCCUGCUUUGUUUUGCACAG
((((((((.....(((...(((.&......................)))..))).....)))))))). -
20.20



mir-19b ENSMUSG00000029168 4649 nt UTR 2 hits 711 1773
----------------------------1-----------------------------------------1---
--------------------------------------------------------------------------
--------------------------------------
>ENSMUSG00000029168 hs-mir-19b    711    718
UGUGCAAAUCCAUGCAAAACUGA&UGUGGCUGGUGCCAGGCGCGUGUAAAUGGUUUUGUUUUGCACGU
((((((((.....((((((((..&...........................)))))))))))))))). -
20.10
>ENSMUSG00000029168 hs-mir-19b   1773   1780
UGUGCAAAUCCAUGCAAAACUGA&GAGUGCUUUCUUCCUGGGGGCGUGUUCUGCUUUGCUUUGCACAA
((((((((.(...(((.(((...&.......................))).)))...).)))))))). -
19.70
mir-19b ENSRNOG00000008996 5030 nt UTR 2 hits 699 1761
---------------------------1------------------------------------------1---
--------------------------------------------------------------------------
------------------------------------------------------
>ENSRNOG00000008996 hs-mir-19b    699    706
UGUGCAAAUCCAUGCAAAACUGA&UGCGGCUGGUGCCAGGCGCGUGUAAAUGGUUUUGUUUUGCACGU
((((((((.....((((((((..&...........................)))))))))))))))). -
20.10
>ENSRNOG00000008996 hs-mir-19b   1761   1768
UGUGCAAAUCCAUGCAAAACUGA&AGAAUACUUUCUUCCUGGGGCACGUUCUGCCUUGCUUUGCACAA
((((((((..((.(((.(((((.&....................)).))).)))..)).)))))))). -
19.90

miRNA: mir-19b
Human predicted target: ENSG00000163624
Mouse predicted target: ENSMUSG00000029330
Rat predicted target: ENSRNOG00000002142
Hs Gene description: PHOSPHATIDATE CYTIDYLYLTRANSFERASE 1 (EC 2.7.7.41)
(CDP-DIGLYCERIDE SYNTHETASE 1) (CDP-DIGLYCERIDE PYROPHOSPHORYLASE 1) (CDP-
DIACYLGLYCEROL SYNTHASE 1) (CDS 1) (CTP:PHOSPHATIDATE CYTIDYLYLTRANSFERASE
1) (CDP-DAG SYNTHASE 1) (CDP-DG SYNTHETASE 1).
[Source:SWISSPROT;Acc:Q92903] NM_001263
mir-19b ENSG00000163624 2505 nt UTR 3 hits 346 364 2201
-------------11-----------------------------------------------------------
--------------1------------
>ENSG00000163624 hs-mir-19b    346    353
UGUGCAAAUCCAUGCAAAACUGA&ACGAUGUUUUAAGAUUGCACCUGGCAGUGUGCCUUUUUGCACAA
((((((((.....(((..((((.&........................)))).)))...)))))))). -
20.70
>ENSG00000163624 hs-mir-19b    364    371
UGUGCAAAUCCAUGCAAAACUGA&ACCUGGCAGUGUGCCUUUUUGCACAAAUAUUUACUUUUGCACU
.(((((((....((((((((((.&......)))).......))))))............))))))). -17.60
>ENSG00000163624 hs-mir-19b   2201   2208
UGUGCAAAUCCAUGCAAAACUGA&AUUGCCAUAAAACCCUGACUUGGCUCAUUUUGAUAUUUGCACU
.((((((((.....(((((.(((&........................))))))))..)))))))). -16.80



mir-19b ENSMUSG00000029330 4294 nt UTR 2 hits 1844 2076
-------------------------------------------------------------------------
1---------1---------------------------------------------------------------
-------------------------
>ENSMUSG00000029330 hs-mir-19b   1844   1851
UGUGCAAAUCCAUGCAAAACUGA&CAACCACCGUGAGAGCGACUGUGACCAGCGUUCCAUUUGCACU
.((((((((..((((........&...........................))))...)))))))). -18.30
>ENSMUSG00000029330 hs-mir-19b   2076   2083
UGUGCAAAUCCAUGCAAAACUGA&UGUCCGAGAUUAAAGGCUGCCCCCACUUUUGUCCCUUUGCACU
.(((((((.....((((((.((.&.......................)).))))))...))))))). -17.20
mir-19b ENSRNOG00000002142 4342 nt UTR 3 hits 368 2022 2191
--------------1-----------------------------------------------------------
------1------1------------------------------------------------------------
--------------------------
>ENSRNOG00000002142 hs-mir-19b    368    375
UGUGCAAAUCCAUGCAAAACUGA&GCCUGGCAGUGUGAUCCUUCUCACAAACACUGACCUUUGCACU
.(((((((.(((.((........&)).))).............................))))))). -14.81
>ENSRNOG00000002142 hs-mir-19b   2022   2029
UGUGCAAAUCCAUGCAAAACUGA&GCAAUCAUCCUAAGAGCCAUGUGAUGAGCGCUACAUUUGCACU
.((((((((....((........&.............................))...)))))))). -16.60
>ENSRNOG00000002142 hs-mir-19b   2191   2198
UGUGCAAAUCCAUGCAAAACUGA&GAGAAUGGGGCGUUCUCCCCAGCCUUCCUUGUGGGUUUGCACAG
(((((((((((((......(((.&...................)))........))))))))))))). -
24.74

miRNA: mir-19b
Human predicted target: ENSG00000171862
Mouse predicted target: ENSMUSG00000013663
Rat predicted target: ENSRNOG00000020723
Hs Gene description: PHOSPHATIDYLINOSITOL-3,4,5-TRISPHOSPHATE 3-
PHOSPHATASE PTEN (EC 3.1.3.67) (MUTATED IN MULTIPLE ADVANCED CANCERS 1).
[Source:SWISSPROT;Acc:O00633] NM_000314
mir-19b ENSG00000171862 2904 nt UTR 3 hits 411 1221 2252
----------------1-------------------------------1-------------------------
----------------1--------------------------
>ENSG00000171862 hs-mir-19b    411    418
UGUGCAAAUCCAUGCAAAACUGA&AGAGCUUUGUGAUAUACUGGUUCACAUCCUACCCCUUUGCACU
.(((((((.(((((((((.((..&..)).))))))......)))...............))))))). -14.49
>ENSG00000171862 hs-mir-19b   1221   1228
UGUGCAAAUCCAUGCAAAACUGA&GACCUUACACAUUCUAUUACAAUGAAUUUUGCAGUUUUGCACAU
((((((((....(((((((....&..........................)))))))..)))))))). -
21.80
>ENSG00000171862 hs-mir-19b   2252   2259
UGUGCAAAUCCAUGCAAAACUGA&GGGCCAGGUCAUAAAUAAUGACAUUAUAAUGGGCUUUUGCACU
.((((((((((((..........&............................)))))..))))))). -17.50
mir-19b ENSMUSG00000013663 2073 nt UTR 2 hits 425 1236



----------------1--------------------------------1------------------------
---------
>ENSMUSG00000013663 hs-mir-19b    425    432
UGUGCAAAUCCAUGCAAAACUGA&GAAGAGCUCUGAUUCCCGGGUUCACGUCCUACCCCUUUGCACU
.(((((((...............&...................................))))))). -13.00
>ENSMUSG00000013663 hs-mir-19b   1236   1243
UGUGCAAAUCCAUGCAAAACUGA&GACCUUACACAUUCUAUUACAAUGAGUUUUGCAGUUUUGCACAU
((((((((....(((((((((.(&......................).)))))))))..)))))))). -
26.00
mir-19b ENSRNOG00000020723 3882 nt UTR 2 hits 1184 2564
-----------------------------------------------1--------------------------
----------------------------1---------------------------------------------
--------
>ENSRNOG00000020723 hs-mir-19b   1184   1191
UGUGCAAAUCCAUGCAAAACUGA&GACCUUACACAUUCUAUUACAAUGAGUUUUGCAGUUUUGCACAU
((((((((....(((((((((.(&......................).)))))))))..)))))))). -
26.00
>ENSRNOG00000020723 hs-mir-19b   2564   2571
UGUGCAAAUCCAUGCAAAACUGA&GACCUUACACAUUCUAUUACAAUGAGUUUUGCAGUUUUGCACAU
((((((((....(((((((((.(&......................).)))))))))..)))))))). -
26.00

miRNA: mir-19b
Human predicted target: ENSG00000176842
Mouse predicted target: ENSMUSG00000031737
Rat predicted target: ENSRNOG00000011180
Hs Gene description: IROQUOIS-CLASS HOMEODOMAIN PROTEIN IRX-5 (IROQUOIS
HOMEOBOX PROTEIN 5) (IRX-2A). [Source:SWISSPROT;Acc:P78411] NM_005853
mir-19b ENSG00000176842 2196 nt UTR 2 hits 1663 1820
------------------------------------------------------------------1-----1-
--------------
>ENSG00000176842 hs-mir-19b   1663   1670
UGUGCAAAUCCAUGCAAAACUGA&GGGUUCGGGCUUGGCUGCGGUGCUGGCGGCUCCAUUUUGCACC
.(((((((....(((...((((.&.................))))....))).......))))))). -19.30
>ENSG00000176842 hs-mir-19b   1820   1827
UGUGCAAAUCCAUGCAAAACUGA&AUUAAACCCAAGCCUGAGUGUAGAGAGGGAAUGUGUUUGCACAU
((((((((..(((.(....(((.&....................)))....)..)))..)))))))). -
18.30
mir-19b ENSMUSG00000031737 2198 nt UTR 2 hits 1696 1839
-------------------------------------------------------------------1-----
1--------------
>ENSMUSG00000031737 hs-mir-19b   1696   1703
UGUGCAAAUCCAUGCAAAACUGA&GAGUUCAGGCUUAGUUACCCUGCUUGCGGCUCCAUUUUGCACC
.(((((((....(((((((((((&..........)))))).......))))).......))))))). -18.01
>ENSMUSG00000031737 hs-mir-19b   1839   1846
UGUGCAAAUCCAUGCAAAACUGA&AGGAAUUAAUUUGACUGACUGUAGGGACAGAACUGUUUGCACAC



(((((((((((.((((.......&...................)))).))........))))))))). -
18.10
mir-19b ENSRNOG00000011180 2000 nt UTR 3 hits 1693 1830 1876
-------------------------------------------------------------------1-----
1-1----
>ENSRNOG00000011180 hs-mir-19b   1693   1700
UGUGCAAAUCCAUGCAAAACUGA&AAGUUCAGGCUUAGCUACCCUGCUCGCAUCUCCAUUUUGCACC
.(((((((...((((((..((((&....))))..)).............))))......))))))). -15.91
>ENSRNOG00000011180 hs-mir-19b   1830   1837
UGUGCAAAUCCAUGCAAAACUGA&GGGAAUUAAUUUGCCUGUCUGUAGGGACAGAACUGUUUGCACAC
(((((((((((.((((.......&...................)))).))........))))))))). -
18.10
>ENSRNOG00000011180 hs-mir-19b   1876   1883
UGUGCAAAUCCAUGCAAAACUGA&CGGCAACAUAAUUACGCUAACGCAGAAUGUACAUGUUUGCACC
.((((((((...((((...(((.&......................)))..))))...)))))))). -18.50

miRNA: mir-19b
Human predicted target: ENSG00000179456
Mouse predicted target: ENSMUSG00000044051
Rat predicted target: ENSRNOG00000004423
Hs Gene description: ZINC FINGER PROTEIN 238 (TRANSCRIPTIONAL REPRESSOR
RP58) (58 KDA REPRESSOR PROTEIN) (ZINC FINGER PROTEIN C2H2-171) (TRANSLIN
ASSOCIATED ZINC FINGER PROTEIN-1) (TAZ-1). [Source:SWISSPROT;Acc:Q99592]

NM_006352
mir-19b ENSG00000179456 4106 nt UTR 2 hits 125 1476
----1------------------------------------------------------1--------------
--------------------------------------------------------------------------
-----------------
>ENSG00000179456 hs-mir-19b    125    132
UGUGCAAAUCCAUGCAAAACUGA&UUCCUGGAAAUAAAAAGUUGGGAUAUUAACUUGUUUUUGCACU
.(((((((..((..(..((((..&...............))))..).........))..))))))). -16.30
>ENSG00000179456 hs-mir-19b   1476   1483
UGUGCAAAUCCAUGCAAAACUGA&GUGGUUUUAAUGACCAGCACGCAAGGCAAAAGCAUUUUGCACAG
((((((((.((.(((....(((.&..............)))...))).)).........)))))))). -
19.10
mir-19b ENSMUSG00000044051 4089 nt UTR 2 hits 135 1454
-----1----------------------------------------------------1---------------
--------------------------------------------------------------------------
----------------
>ENSMUSG00000044051 hs-mir-19b    135    142
UGUGCAAAUCCAUGCAAAACUGA&UUCCUGGAACUGAAAAGUUGGGAUCUUAACUUGUUUUUGCACU
.(((((((..((..(..((((..&...............))))..).........))..))))))). -16.30
>ENSMUSG00000044051 hs-mir-19b   1454   1461
UGUGCAAAUCCAUGCAAAACUGA&GUGUGGUUCUGAUGGCCAGCGCGGGGCAGAAGCGUUUUGCACAC
((((((((....(((....(((.&.....................))).))).......)))))))). -
19.20
mir-19b ENSRNOG00000004423 2000 nt UTR 2 hits 126 1441



-----1---------------------------------------------------1----------------
------
>ENSRNOG00000004423 hs-mir-19b    126    133
UGUGCAAAUCCAUGCAAAACUGA&UCUUGUUUCCUGGAACUGAAAAGUUGGAAUCUUGUUUUGCACU
.(((((((((((.((((......&..))))....)))).....................))))))). -15.79
>ENSRNOG00000004423 hs-mir-19b   1441   1448
UGUGCAAAUCCAUGCAAAACUGA&UGUGGGUCUGAUGGCCAGCGUGCAGGGCAGAGCAUUUUGCACAC
(((((((((((.((((...(((.&...............)))..)))))))........)))))))). -
22.40

miRNA: mir-19b
Human predicted target: ENSG00000180592
Mouse predicted target: ENSMUSG00000048466
Rat predicted target: ENSRNOG00000000149
mir-19b ENSG00000180592 2000 nt UTR 2 hits 1445 1561
---------------------------------------------------------1----1-----------
------
>ENSG00000180592 hs-mir-19b   1445   1452
UGUGCAAAUCCAUGCAAAACUGA&CUACUGCAAGUGACAAUCAGAGGUGACUAUCUAUAUUUGCACU
.((((((((.....((...((((&................))))...)).........)))))))). -16.34
>ENSG00000180592 hs-mir-19b   1561   1568
UGUGCAAAUCCAUGCAAAACUGA&GUGAUGAUGGAAGCAGUAAAUCAAAAUUAUGGAAAUUUGCACU
.(((((((((((((.........&...........................)))))..)))))))). -18.30
mir-19b ENSMUSG00000048466 3521 nt UTR 3 hits 1105 1215 3446
--------------------------------------------1---1-------------------------
---------------------------------------------------------------1---
>ENSMUSG00000048466 hs-mir-19b   1105   1112
UGUGCAAAUCCAUGCAAAACUGA&CUACUGCAAGUGACAAUCAGAGGUGACUAUCUAUAUUUGCACU
.((((((((.....((...((((&................))))...)).........)))))))). -16.34
>ENSMUSG00000048466 hs-mir-19b   1215   1222
UGUGCAAAUCCAUGCAAAACUGA&GUAAAGAUGAGAGCAGUAAAUCAAAAUUAUGGAAAUUUGCACU
.(((((((((((((.........&...........................)))))..)))))))). -18.30
>ENSMUSG00000048466 hs-mir-19b   3446   3453
UGUGCAAAUCCAUGCAAAACUGA&UGGAAAUUUCUACUGAUAUGCGAAUGGGAGUUUUGUUUGCACAC
((((((((((((((((.......&..................)))..)))).......))))))))). -
19.31
mir-19b ENSRNOG00000000149 2000 nt UTR 2 hits 1093 1255
-------------------------------------------1------1-----------------------
------
>ENSRNOG00000000149 hs-mir-19b   1093   1100
UGUGCAAAUCCAUGCAAAACUGA&UUCUACUGCAAGUGACAAUCAGAGGUGACUCUAUAUUUGCACU
.((((((((....(((...((((&..................))))...)).).....)))))))). -17.50
>ENSRNOG00000000149 hs-mir-19b   1255   1262
UGUGCAAAUCCAUGCAAAACUGA&GUAAAGACAAGAGCAGUAAAUCAAAACUAUGGAAAUUUGCACU
.(((((((((((((.........&...........................)))))..)))))))). -18.20



miRNA: mir-19b
Human predicted target: ENSG00000182255
Mouse predicted target: ENSMUSG00000042604
Rat predicted target: ENSRNOG00000004918
Hs Gene description: POTASSIUM VOLTAGE-GATED CHANNEL SUBFAMILY A MEMBER 4
(POTASSIUM CHANNEL KV1.4) (HK1) (HPCN2) (HBK4) (HUKII).
[Source:SWISSPROT;Acc:P22459] NM_002233
mir-19b ENSG00000182255 2499 nt UTR 2 hits 243 744
---------1-------------------1--------------------------------------------
--------------------------
>ENSG00000182255 hs-mir-19b    243    250
UGUGCAAAUCCAUGCAAAACUGA&AAUCUAUCUUUAUAUUUUUAUUAGAAUGCAAGAAUUUUGCACAU
((((((((..(.((((...((((&....................))))..)))).)...)))))))). -
19.20
>ENSG00000182255 hs-mir-19b    744    751
UGUGCAAAUCCAUGCAAAACUGA&UUUGUUUGCAGGUAACAGGACUGGAUUUUUUUUUCUUUGCACU
.(((((((((((((((((.....&....))))))...........))))..........))))))). -18.60
mir-19b ENSMUSG00000042604 2000 nt UTR 2 hits 245 750
---------1-------------------1--------------------------------------------
------
>ENSMUSG00000042604 hs-mir-19b    245    252
UGUGCAAAUCCAUGCAAAACUGA&AUCUAUCUUUAUAUUUUUUAAUAGAAUGCAAGAAUUUUGCACAU
((((((((..(.((((...(((.&.....................)))..)))).)...)))))))). -
18.70
>ENSMUSG00000042604 hs-mir-19b    750    757
UGUGCAAAUCCAUGCAAAACUGA&UUGUUCACAGGUCUUAAAACUGGAUUUUUUUUUCUUUUGCACU
.(((((((((((.......(((.&.......)))..........))))...........))))))). -16.23
mir-19b ENSRNOG00000004918 3088 nt UTR 2 hits 241 742
---------1-------------------1--------------------------------------------
--------------------------------------------------
>ENSRNOG00000004918 hs-mir-19b    241    248
UGUGCAAAUCCAUGCAAAACUGA&AUCUAUCUUUAUAUUUUUUAAUAGAAUGCAAGAAUUUUGCACAU
((((((((..(.((((...(((.&.....................)))..)))).)...)))))))). -
18.70
>ENSRNOG00000004918 hs-mir-19b    742    749
UGUGCAAAUCCAUGCAAAACUGA&UGUUCACAGGUCUUAAGACUGGAAUUUUUUUUUCUUUUGCACU
.(((((((((((.......(((.&......)))..........))))............))))))). -16.13

miRNA: mir-20
Human predicted target: ENSG00000006062
Mouse predicted target: ENSMUSG00000020941
Rat predicted target: ENSRNOG00000003278
Hs Gene description: MITOGEN-ACTIVATED PROTEIN KINASE KINASE KINASE 14 (EC
2.7.1.37) (NF- KAPPA BETA-INDUCING KINASE) (SERINE/THREONINE PROTEIN
KINASE NIK) (HSNIK). [Source:SWISSPROT;Acc:Q99558] NM_003954
mir-20 ENSG00000006062 3508 nt UTR 2 hits 1008 1034



----------------------------------------11--------------------------------
-------------------------------------------------------------------
>ENSG00000006062 hs-mir-20   1008   1015
UAAAGUGCUUAUAGUGCAGGUAG&CCUGCCCUGCCCCUGGCCAGAGGGUACUGCCGACGGCACUUUGC
(((((((((..((((((.(((((&......)))))............)))))).....))))))))). -
22.92
>ENSG00000006062 hs-mir-20   1034   1041
UAAAGUGCUUAUAGUGCAGGUAG&CUGCCGACGGCACUUUGCACUCUGAUGACCUCAAAGCACUUUC
.(((((((((..(((((.(((((&)))))....)))))...................))))))))). -25.00
mir-20 ENSMUSG00000020941 2000 nt UTR 2 hits 815 841
--------------------------------11----------------------------------------
------
>ENSMUSG00000020941 hs-mir-20    815    822
UAAAGUGCUUAUAGUGCAGGUAG&AUCCAGCAUGGUGUGGCAAGGCAUUGCCAGCAGCAGCACUUUGC
(((((((((.....(((.(((((&.......................))))).)))..))))))))). -
21.20
>ENSMUSG00000020941 hs-mir-20    841    848
UAAAGUGCUUAUAGUGCAGGUAG&CCAGCAGCAGCACUUUGCACUCAGGUGACCUCAAAGCACUUUC
.(((((((((..((((((((...&.............))))))))............))))))))). -20.34
mir-20 ENSRNOG00000003278 3053 nt UTR 4 hits 667 693 1783 1809
--------------------------11-------------------------------------------11-
-------------------------------------------------
>ENSRNOG00000003278 hs-mir-20    667    674
UAAAGUGCUUAUAGUGCAGGUAG&GCCACCCUCUGGGGGGUGGCAAGACACUGCCAGCAGCACUUUGC
(((((((((......((.(((((&..........................))))).))))))))))). -
21.50
>ENSRNOG00000003278 hs-mir-20    693    700
UAAAGUGCUUAUAGUGCAGGUAG&CUGCCAGCAGCACUUUGCACUCUGAUGACCUCAAAGCACUUUC
.(((((((((..(((((.(((((&)))))....)))))...................))))))))). -22.80
>ENSRNOG00000003278 hs-mir-20   1783   1790
UAAAGUGCUUAUAGUGCAGGUAG&CAUGCCAGCCUCAUGGUGGCAAGACACUGCCAGCAGCACUUUGC
(((((((((......((.(((((&..........................))))).))))))))))). -
21.50
>ENSRNOG00000003278 hs-mir-20   1809   1816
UAAAGUGCUUAUAGUGCAGGUAG&CUGCCAGCAGCACUUUGCACUCUGAUGACCUCAAAGCACUUUC
.(((((((((..(((((.(((((&)))))....)))))...................))))))))). -22.80

miRNA: mir-20
Human predicted target: ENSG00000049759
Mouse predicted target: ENSMUSG00000024589
Rat predicted target: ENSRNOG00000017610
Hs Gene description: UBIQUITIN-PROTEIN LIGASE NEDD4-LIKE; NEURAL PRECURSOR
CELL EXPRESSED, DEVELOPMENTALLY DOWN-REGULATED GENE 4-LIKE; POTENTIAL
EPITHELIAL SODIUM CHANNEL REGULATOR; HOMOLOG OF YEAST UBIQUITIN-PROTEIN
LIGASE RSP5. [Source:RefSeq;Acc:NM_015277]
mir-20 ENSG00000049759 3888 nt UTR 2 hits 47 1045



-1---------------------------------------1--------------------------------
--------------------------------------------------------------------------
--------
>ENSG00000049759 hs-mir-20     47     54
UAAAGUGCUUAUAGUGCAGGUAG&CUCGGGGGUGGUUGUUCUUCAAGCAAGUUCUGCUUGCACUUUU
.(((((((.......(((((...&............................)))))..))))))). -17.30
>ENSG00000049759 hs-mir-20   1045   1052
UAAAGUGCUUAUAGUGCAGGUAG&AACCAGUUUUUGUUGUAAAUGCACCAAUUCUGAAGGCACUUUAU
((((((((((.(((....(((..&......................)))....))).)))))))))). -
21.50
mir-20 ENSMUSG00000024589 2421 nt UTR 2 hits 48 1020
-1--------------------------------------1---------------------------------
-----------------------
>ENSMUSG00000024589 hs-mir-20     48     55
UAAAGUGCUUAUAGUGCAGGUAG&CGUCCGGGGCACUGCCCUUCCAGCAAGUUCCAAGCGCACUUUU
.(((((((...((((((.((...&...))...)))))).....................))))))). -18.55
>ENSMUSG00000024589 hs-mir-20   1020   1027
UAAAGUGCUUAUAGUGCAGGUAG&AACCUUCCUUUGCUGUAUCUGCGUCCCUUCUGAAGGCACUUUAU
((((((((((.(((((((((((.&...............))))))))......))).)))))))))). -
25.90
mir-20 ENSRNOG00000017610 2000 nt UTR 2 hits 50 1018
-1--------------------------------------1---------------------------------
------
>ENSRNOG00000017610 hs-mir-20     50     57
UAAAGUGCUUAUAGUGCAGGUAG&GCGUCAGGGCACCGCCCUUCCAGCAAGGUCCGCGUGCACUUUU
.(((((((..((..(((.((.((&................)).)).)))..))......))))))). -17.00
>ENSRNOG00000017610 hs-mir-20   1018   1025
UAAAGUGCUUAUAGUGCAGGUAG&AACCCUUCUUUGCUGUAUCCUCGUCCCUUCUGAAGGCACUUUAC
((((((((((.(((...(((...&.........................))).))).)))))))))). -
20.60

miRNA: mir-20
Human predicted target: ENSG00000100784
Mouse predicted target: ENSMUSG00000021180
Rat predicted target: ENSRNOG00000004362
Hs Gene description: RIBOSOMAL PROTEIN S6 KINASE, 90KDA, POLYPEPTIDE 5;
MITOGEN- AND STRESS-ACTIVATED PROTEIN KINASE 1; RIBOSOMAL PROTEIN S6
KINASE, 90KD, POLYPEPTIDE 5. [Source:RefSeq;Acc:NM_004755] NM_004755
mir-20 ENSG00000100784 3268 nt UTR 3 hits 757 1142 2357
------------------------------1--------------1----------------------------
--------------------1------------------------------------
>ENSG00000100784 hs-mir-20    757    764
UAAAGUGCUUAUAGUGCAGGUAG&AUUAAGGUACAUGUCUCUCUGUUUUAAGUAAUAUUGCACUUUAU
((((((((((((...((((..((&..............))..)))).....))))....)))))))). -
17.30
>ENSG00000100784 hs-mir-20   1142   1149
UAAAGUGCUUAUAGUGCAGGUAG&AAAUCCAGAAAGCAUAUUUUAUAAACUUAUGCAGAGCACUUUU



.(((((((((....((((...((&.........................))..))))))))))))). -18.50
>ENSG00000100784 hs-mir-20   2357   2364
UAAAGUGCUUAUAGUGCAGGUAG&UCCUAUGCAGGCUGUGUAUUAACAUACAGUGAAUUGCACUUUAA
((((((((.(((((((((((...&.)))..))..))))))...................)))))))). -
18.55
mir-20 ENSMUSG00000021180 3662 nt UTR 2 hits 705 1081
----------------------------1--------------1------------------------------
-------------------------------------------------------------------------
>ENSMUSG00000021180 hs-mir-20    705    712
UAAAGUGCUUAUAGUGCAGGUAG&AUUAAGGUACAUGUCUCUUGGUUUUAUGUAAUAUGGCACUUUAU
(((((((((.(((.((((.....&..........................)))).)))))))))))). -
19.20
>ENSMUSG00000021180 hs-mir-20   1081   1088
UAAAGUGCUUAUAGUGCAGGUAG&UUAAAUCCACAGAGCAUUUUAUAAACUUAUGCAGAGCACUUUU
.(((((((((....((((...((&.........................))..))))))))))))). -18.50
mir-20 ENSRNOG00000004362 2000 nt UTR 2 hits 720 1069
----------------------------1-------------1-------------------------------
------
>ENSRNOG00000004362 hs-mir-20    720    727
UAAAGUGCUUAUAGUGCAGGUAG&GUUAAGGUACAUGUCUCUUGGUUUUAUGUAACAUGGCACUUUAU
(((((((((.....((((.....&..........................))))....))))))))). -
18.80
>ENSRNOG00000004362 hs-mir-20   1069   1076
UAAAGUGCUUAUAGUGCAGGUAG&CUUGACCCACACCGCAUUUUAUAAACUUAUGCAGAGCACUUUU
.(((((((((..(((((.(((..&..........))))))))...............))))))))). -20.13

miRNA: mir-20
Human predicted target: ENSG00000101412
Mouse predicted target: ENSMUSG00000027490
Rat predicted target: ENSRNOG00000016708
Hs Gene description: TRANSCRIPTION FACTOR E2F1 (E2F-1) (RETINOBLASTOMA
BINDING PROTEIN 3) (RBBP-3) (PRB-BINDING PROTEIN E2F-1) (PBR3)
(RETINOBLASTOMA-ASSOCIATED PROTEIN 1) (RBAP-1).
[Source:SWISSPROT;Acc:Q01094] NM_005225
mir-20 ENSG00000101412 2000 nt UTR 2 hits 387 980
---------------1-----------------------1----------------------------------
------
>ENSG00000101412 hs-mir-20    387    394
UAAAGUGCUUAUAGUGCAGGUAG&AUGAGUCCAUGUGUGCGCGUGGGGGGGCUCUAACUGCACUUUC
.(((((((...(((.((......&..........................)).)))...))))))). -18.20
>ENSG00000101412 hs-mir-20    980    987
UAAAGUGCUUAUAGUGCAGGUAG&CUGCCUCCCCACUGCUCUGCCCCACCCUCCAAUCUGCACUUUGA
((((((((...(((((.((((((&))))))...))))).....................)))))))). -
21.45
mir-20 ENSMUSG00000027490 2626 nt UTR 2 hits 470 985
------------------1--------------------1----------------------------------
--------------------------------



>ENSMUSG00000027490 hs-mir-20    470    477
UAAAGUGCUUAUAGUGCAGGUAG&AUGUGUGCGCAUUGGGGUGGGGGUGGGCUCUAACUGCACUUUU
.(((((((...(((.((......&..........................)).)))...))))))). -18.20
>ENSMUSG00000027490 hs-mir-20    985    992
UAAAGUGCUUAUAGUGCAGGUAG&AGUGCUCCUCUGCUGUCCUCCCCACCCUCCAGUCUGCACUUUGA
((((((((..((((((.(((.((&....))))).))))))...................)))))))). -
17.90
mir-20 ENSRNOG00000016708 2000 nt UTR 2 hits 383 902
---------------1--------------------1-------------------------------------
------
>ENSRNOG00000016708 hs-mir-20    383    390
UAAAGUGCUUAUAGUGCAGGUAG&CAUGUGUGCGCAUUGGGGUGGGGUGGGCUCUAACAGCACUUUU
.((((((((..(((.((......&..........................)).)))..)))))))). -18.90
>ENSRNOG00000016708 hs-mir-20    902    909
UAAAGUGCUUAUAGUGCAGGUAG&UGGAGCGCUCCACUGCCCUUCCCACUGGCCAGUCUGCACUUUGG
((((((((...(((((..(((((&............))))).....)))))........)))))))). -
22.00

miRNA: mir-20
Human predicted target: ENSG00000103479
Mouse predicted target: ENSMUSG00000031666
Rat predicted target: ENSRNOG00000012153
Hs Gene description: RETINOBLASTOMA-LIKE PROTEIN 2 (130 KDA
RETINOBLASTOMA-ASSOCIATED PROTEIN) (PRB2) (P130) (RBR-2).
[Source:SWISSPROT;Acc:Q08999] NM_005611
mir-20 ENSG00000103479 2000 nt UTR 2 hits 634 695
-------------------------1-1----------------------------------------------
------
>ENSG00000103479 hs-mir-20    634    641
UAAAGUGCUUAUAGUGCAGGUAG&GUGUGCAAUGUCUGAGUGAACCUGUAUAAGUGGAGGCACUUUAG
((((((((((.(.((((((((..&...................)))))))).)....)))))))))). -
26.80
>ENSG00000103479 hs-mir-20    695    702
UAAAGUGCUUAUAGUGCAGGUAG&UUUUGUAACCCAGAUUUUGCUGUAUAUUUGUGAUAGCACUUUC
.((((((((((((((((((....&...................))))))...))))..)))))))). -19.50
mir-20 ENSMUSG00000031666 2565 nt UTR 2 hits 690 751
---------------------------1--1-------------------------------------------
-----------------------------
>ENSMUSG00000031666 hs-mir-20    690    697
UAAAGUGCUUAUAGUGCAGGUAG&GCGUGCAAUGUCUGAAGGAACCUGUGUAAUUGGUGGCACUUUAU
(((((((((.((.(..(((((..&...................)))))..).))....))))))))). -
24.90
>ENSMUSG00000031666 hs-mir-20    751    758
UAAAGUGCUUAUAGUGCAGGUAG&CAUUGUGACCCAGGGUUUGCUGUAUAUUUAUGAUGGCACUUUC
.((((((((((((((((((....&...................))))))...))))..)))))))). -19.50
mir-20 ENSRNOG00000012153 3206 nt UTR 4 hits 538 599 1804 1865



---------------------1-1------------------------------------------------1-
1------------------------------------------------------
>ENSRNOG00000012153 hs-mir-20    538    545
UAAAGUGCUUAUAGUGCAGGUAG&GCCGUGCAUGUCUGAGUGAACCUGUGUACUUGGUGGCACUUUAG
(((((((((...(((((((((..&...................))))))..)))....))))))))). -
25.80
>ENSRNOG00000012153 hs-mir-20    599    606
UAAAGUGCUUAUAGUGCAGGUAG&CAUUGUGACCCAGAUUUUGCUGUAUAUUUAUGGUGGCACUUUC
.((((((((((((((((((....&...................))))))...))))..)))))))). -19.50
>ENSRNOG00000012153 hs-mir-20   1804   1811
UAAAGUGCUUAUAGUGCAGGUAG&GCCGUGCAUGUCUGAGUGAACCUGUGUACUUGGUGGCACUUUAG
(((((((((...(((((((((..&...................))))))..)))....))))))))). -
25.80
>ENSRNOG00000012153 hs-mir-20   1865   1872
UAAAGUGCUUAUAGUGCAGGUAG&CAUUGUGACCCAGAUUUUGCUGUAUAUUUAUGGUGGCACUUUC
.((((((((((((((((((....&...................))))))...))))..)))))))). -19.50

miRNA: mir-20
Human predicted target: ENSG00000109189
Mouse predicted target: ENSMUSG00000048255
Rat predicted target: ENSRNOG00000002106
Hs Gene description: NM_022832
mir-20 ENSG00000109189 4611 nt UTR 3 hits 1488 1789 3367
-----------------------------------------------------------1-----------1--
------------------------------------------------------------1-------------
-------------------------------------
>ENSG00000109189 hs-mir-20   1488   1495
UAAAGUGCUUAUAGUGCAGGUAG&AUGUUAGUGGCCAUUUUGCAACAAUGAAGAGGAUAGCACUUUAU
(((((((((.....(((((((..&.........)))....))))..............))))))))). -
19.21
>ENSG00000109189 hs-mir-20   1789   1796
UAAAGUGCUUAUAGUGCAGGUAG&CUGGAAGGUGAGUUUUGAUCUCUUUUUAAGGAGAGGCACUUUC
.(((((((((.............&.................................))))))))). -14.70
>ENSG00000109189 hs-mir-20   3367   3374
UAAAGUGCUUAUAGUGCAGGUAG&CUGUACCUUAAUUUUUUAAAAUGUAACCAAUUCAAGCACUUUAA
((((((((((...((((((....&))))))...........................)))))))))). -
20.01
mir-20 ENSMUSG00000048255 3996 nt UTR 2 hits 1538 1839
-------------------------------------------------------------1-----------
1-------------------------------------------------------------------------
-------------
>ENSMUSG00000048255 hs-mir-20   1538   1545
UAAAGUGCUUAUAGUGCAGGUAG&UCAUCAGUGGCCAUCGUGCAGCAGUGAAGAGGAUAGCACUUUAU
((((((((((((.((((((((..&.........)))....)))).).)))........))))))))). -
19.00
>ENSMUSG00000048255 hs-mir-20   1839   1846
UAAAGUGCUUAUAGUGCAGGUAG&UACAUGGAUGGUGAACCUUCAUUCUUUAAGGAGAGGCACUUUU



.(((((((((..((((.((((..&..............)))).))))..........))))))))). -19.20
mir-20 ENSRNOG00000002106 3862 nt UTR 2 hits 1404 1704
--------------------------------------------------------1-----------1-----
--------------------------------------------------------------------------
-------
>ENSRNOG00000002106 hs-mir-20   1404   1411
UAAAGUGCUUAUAGUGCAGGUAG&AUGUCAGUGGCCAUUUUGCAGCAACGAAGAGGAUAGCACUUUAU
(((((((((.....(((((((..&.........)))....))))..............))))))))). -
18.11
>ENSRNOG00000002106 hs-mir-20   1704   1711
UAAAGUGCUUAUAGUGCAGGUAG&UACGUUGGAGGUGAACCUUCAUUCUUCGAGGAGAGGCACUUUU
.(((((((((..((((.((((..&..............)))).))))..........))))))))). -19.20

miRNA: mir-20
Human predicted target: ENSG00000111540
Mouse predicted target: ENSMUSG00000000711
Rat predicted target: ENSRNOG00000006130
Hs Gene description: RAS-RELATED PROTEIN RAB-5B.
[Source:SWISSPROT;Acc:P35239]
mir-20 ENSG00000111540 4491 nt UTR 2 hits 145 964
-----1--------------------------------1-----------------------------------
--------------------------------------------------------------------------
--------------------------------
>ENSG00000111540 hs-mir-20    145    152
UAAAGUGCUUAUAGUGCAGGUAG&GCUCCCAAGGGCUGCCUCCUGACAGCUCCGUCAUGGCACUUUU
.((((((((.(..(.((((((((&...........)))))).......)).)..)...)))))))). -20.41
>ENSG00000111540 hs-mir-20    964    971
UAAAGUGCUUAUAGUGCAGGUAG&GCCUCAGCCCCAGCCACCAUAUACCCCUGCAGUUUGCACUUUAA
((((((((....(.((((((...&.........................)))))).)..)))))))). -
25.20
mir-20 ENSMUSG00000000711 2009 nt UTR 2 hits 144 937
-----1-------------------------------1------------------------------------
-------
>ENSMUSG00000000711 hs-mir-20    144    151
UAAAGUGCUUAUAGUGCAGGUAG&GCUCCCAAGGGCUGCCUCCUGACAGCUCCGUCAUGGCACUUUU
.((((((((.(..(.((((((((&...........)))))).......)).)..)...)))))))). -20.41
>ENSMUSG00000000711 hs-mir-20    937    944
UAAAGUGCUUAUAGUGCAGGUAG&UGGCCUUAACCCCAGACACCAUGCCCCUGCAGUUUGCACUUUAA
((((((((....(.((((((...&.........................)))))).)..)))))))). -
25.20
mir-20 ENSRNOG00000006130 3643 nt UTR 3 hits 151 937 1884
------1------------------------------1------------------------------------
-1----------------------------------------------------------------------
>ENSRNOG00000006130 hs-mir-20    151    158
UAAAGUGCUUAUAGUGCAGGUAG&GCUCCCAAGGGCUGCCUCCUGACAGCUCCGUCAUGGCACUUUU
.((((((((.(..(.((((((((&...........)))))).......)).)..)...)))))))). -20.41
>ENSRNOG00000006130 hs-mir-20    937    944



UAAAGUGCUUAUAGUGCAGGUAG&UGGCCUUAACCCCAGACACCAUGCCCCUGCAGUUUGCACUUUAA
((((((((....(.((((((...&.........................)))))).)..)))))))). -
25.20
>ENSRNOG00000006130 hs-mir-20   1884   1891
UAAAGUGCUUAUAGUGCAGGUAG&UGGCCUUAACCCCAGACACCAUGCCCCUGCAGUUUGCACUUUAA
((((((((....(.((((((...&.........................)))))).)..)))))))). -
25.20

miRNA: mir-20
Human predicted target: ENSG00000117289
Mouse predicted target: ENSMUSG00000038393
Rat predicted target: ENSRNOG00000021201
Hs Gene description: THIOREDOXIN INTERACTING PROTEIN; UPREGULATED BY 1,25-
DIHYDROXYVITAMIN D-3. [Source:RefSeq;Acc:NM_006472] NM_006472
mir-20 ENSG00000117289 3417 nt UTR 2 hits 796 1193
-------------------------------1---------------1--------------------------
---------------------------------------------------------------
>ENSG00000117289 hs-mir-20    796    803
UAAAGUGCUUAUAGUGCAGGUAG&AAGUCCUUGGAAUUGAUUCUAAGGUGAUGUUCUUAGCACUUUAA
(((((((((...((.(((..(((&..................)))......))).)).))))))))). -
18.20
>ENSG00000117289 hs-mir-20   1193   1200
UAAAGUGCUUAUAGUGCAGGUAG&AGCUGCCAGCACUUGGUCAGUCACUCUCAGCCAUAGCACUUUGU
(((((((((...(((((.(((((&..))))).))))).....................))))))))). -
26.15
mir-20 ENSMUSG00000038393 3337 nt UTR 2 hits 712 1130
----------------------------1----------------1----------------------------
------------------------------------------------------------
>ENSMUSG00000038393 hs-mir-20    712    719
UAAAGUGCUUAUAGUGCAGGUAG&AACCCCUUGGAAUUGAUUCUAAGGUGAUGUUCUUAGCACUUUAG
(((((((((...((.(((..(((&..................)))......))).)).))))))))). -
18.20
>ENSMUSG00000038393 hs-mir-20   1130   1137
UAAAGUGCUUAUAGUGCAGGUAG&GCCUCAGCCCUGGCUCGGAAGCUCACUAAGCCUUAGCACUUUGU
(((((((((..(((((((((...&........))))...........)))))......))))))))). -
20.90
mir-20 ENSRNOG00000021201 2072 nt UTR 2 hits 539 981
---------------------1-----------------1----------------------------------
---------
>ENSRNOG00000021201 hs-mir-20    539    546
UAAAGUGCUUAUAGUGCAGGUAG&GACUCCUUAGAAUUGAUUCUAAGGUGAUGUUCUUGGCACUUUAG
(((((((((...((.(((..(((&..................)))......))).)).))))))))). -
18.20
>ENSRNOG00000021201 hs-mir-20    981    988
UAAAGUGCUUAUAGUGCAGGUAG&GUGGCCUCUAGCACUCCAAAACUUACUCCGCCUUAGCACUUUGU
(((((((((...(((((((((..&...))))...)))))...................))))))))). -
22.35



miRNA: mir-20
Human predicted target: ENSG00000119414
Mouse predicted target: ENSMUSG00000026753
Rat predicted target: ENSRNOG00000015145
Hs Gene description: SERINE/THREONINE PROTEIN PHOSPHATASE 6 (EC 3.1.3.16)
(PP6). [Source:SWISSPROT;Acc:O00743] NM_002721
mir-20 ENSG00000119414 2545 nt UTR 2 hits 89 1419
---1----------------------------------------------------1-----------------
----------------------------
>ENSG00000119414 hs-mir-20     89     96
UAAAGUGCUUAUAGUGCAGGUAG&UCUUGUAUUACCCUCUACAAUAUACUUUUUAUUGAGCACUUUGC
((((((((((((((((((((...&.)))))))))......................))))))))))). -
22.54
>ENSG00000119414 hs-mir-20   1419   1426
UAAAGUGCUUAUAGUGCAGGUAG&CCAGGAAAUACUUGUGAAGCCAGCCAAUUAAUAAAGCACUUUAG
((((((((((.((((((.(((..&..................))).))..))))...)))))))))). -
20.70
mir-20 ENSMUSG00000026753 2670 nt UTR 2 hits 83 1417
---1----------------------------------------------------1-----------------
---------------------------------
>ENSMUSG00000026753 hs-mir-20     83     90
UAAAGUGCUUAUAGUGCAGGUAG&CUUUCUUGUACCCUCUACAAUAUACUUUUUAUUGAGCACUUUGC
(((((((((((..(((((((.((&))..))))))).....................))))))))))). -
21.20
>ENSMUSG00000026753 hs-mir-20   1417   1424
UAAAGUGCUUAUAGUGCAGGUAG&CAUCCUAGGAAAUCCAUGUGAAGUCGAUUGAUAAAGCACUUUAG
((((((((((((..((((((...&.............)).))))..)).........)))))))))). -
16.90
mir-20 ENSRNOG00000015145 4943 nt UTR 4 hits 85 1394 2761 3610
---1---------------------------------------------------1------------------
------------------------------------1---------------------------------1---
--------------------------------------------------
>ENSRNOG00000015145 hs-mir-20     85     92
UAAAGUGCUUAUAGUGCAGGUAG&CUUUCUUGUACCCUCUACAAUAUACUUUUUAUUGAGCACUUUGC
(((((((((((..(((((((.((&))..))))))).....................))))))))))). -
21.20
>ENSRNOG00000015145 hs-mir-20   1394   1401
UAAAGUGCUUAUAGUGCAGGUAG&AUCCCAGGAAAUCCAUGUGAAGGCUGAUUGAUAAAGCACUUUAG
((((((((((((....(((.(..&.....................).)))....)).)))))))))). -
19.70
>ENSRNOG00000015145 hs-mir-20   2761   2768
UAAAGUGCUUAUAGUGCAGGUAG&UGUACUGUGAAAGCCUGCCGCUGUCAGAAGUAGAAGCACUUUU
.((((((((((((((((((((..&............)))))).))))).........))))))))). -27.10
>ENSRNOG00000015145 hs-mir-20   3610   3617
UAAAGUGCUUAUAGUGCAGGUAG&AUCCCAGGAAAUCCAUGUGAAGGCUGAUUGAUAAAGCACUUUAG



((((((((((((....(((.(..&.....................).)))....)).)))))))))). -
19.70

miRNA: mir-20
Human predicted target: ENSG00000119508
Mouse predicted target: ENSMUSG00000028341
Rat predicted target: ENSRNOG00000005964
Hs Gene description: NUCLEAR HORMONE RECEPTOR NOR-1 (NEURON-DERIVED ORPHAN
RECEPTOR 1) (MITOGEN INDUCED NUCLEAR ORPHAN RECEPTOR).
[Source:SWISSPROT;Acc:Q92570] NM_173199
mir-20 ENSG00000119508 5024 nt UTR 2 hits 284 1578
-----------1---------------------------------------------------1----------
--------------------------------------------------------------------------
-----------------------------------------------------
>ENSG00000119508 hs-mir-20    284    291
UAAAGUGCUUAUAGUGCAGGUAG&AGUUCAUGAGGGUUUUCUAAGAAAUUGCUAACAAAGCACUUUU
.(((((((((.....((((.(((&................))).....)))).....))))))))). -18.30
>ENSG00000119508 hs-mir-20   1578   1585
UAAAGUGCUUAUAGUGCAGGUAG&UUCAUUUGCAGUGACUUUUAAGGCAGUACUGUUUAGCACUUUGA
(((((((((.(((((((..((..&......................)).)))))))..))))))))). -
24.00
mir-20 ENSMUSG00000028341 2000 nt UTR 2 hits 291 1650
-----------1-----------------------------------------------------1--------
------
>ENSMUSG00000028341 hs-mir-20    291    298
UAAAGUGCUUAUAGUGCAGGUAG&AGUUCAUGAGGCUUUUCUAAGAAAUUGCUGACAAAGCACUUUU
.(((((((((.....((((.(((&................))).....)))).....))))))))). -18.30
>ENSMUSG00000028341 hs-mir-20   1650   1657
UAAAGUGCUUAUAGUGCAGGUAG&UUCACUUGCAGUGACCUUUAAGGCAGCACUGUUUAGCACUUUGA
(((((((((.(((((((((((..&.............))))........)))))))..))))))))). -
27.50
mir-20 ENSRNOG00000005964 3812 nt UTR 2 hits 290 1599
-----------1---------------------------------------------------1----------
--------------------------------------------------------------------------
-----
>ENSRNOG00000005964 hs-mir-20    290    297
UAAAGUGCUUAUAGUGCAGGUAG&AGUUCAUGAGGCUUUUCUAAGAAAUUGCUGACGAAGCACUUUU
.(((((((((.....((((.(((&................))).....)))).....))))))))). -19.40
>ENSRNOG00000005964 hs-mir-20   1599   1606
UAAAGUGCUUAUAGUGCAGGUAG&UUUGUUUGCAGUGACCUUUAAGGCAGCACUGUUUAGCACUUUGA
(((((((((.(((((((((((..&.............))))........)))))))..))))))))). -
27.50

miRNA: mir-20
Human predicted target: ENSG00000124201
Mouse predicted target: ENSMUSG00000039501



Rat predicted target: ENSRNOG00000008194
Hs Gene description: NM_021035
mir-20 ENSG00000124201 2000 nt UTR 3 hits 484 979 1324
-------------------1-------------------1------------1---------------------
------
>ENSG00000124201 hs-mir-20    484    491
UAAAGUGCUUAUAGUGCAGGUAG&CAUUUGUUUCUAGAUUUACCCCUGCGCUAGAGUAAGCACUUUAU
((((((((((((((((((((...&....................))))))))...)))))))))))). -
32.30
>ENSG00000124201 hs-mir-20    979    986
UAAAGUGCUUAUAGUGCAGGUAG&GUCGUCAUUAAGGAGUGACCCCUUUCCUGUAACCUGCACUUUGG
((((((((......((((((.((&.....................))..))))))....)))))))). -
21.90
>ENSG00000124201 hs-mir-20   1324   1331
UAAAGUGCUUAUAGUGCAGGUAG&CCUAUGUAUGCAUUUCCUUUUUUUGUCUUUACUAUGCACUUUAG
((((((((..((((((.((..((&......................))..)).)))))))))))))). -
20.50
mir-20 ENSMUSG00000039501 2926 nt UTR 3 hits 164 886 2587
------1----------------------------1--------------------------------------
-----------------------------1--------------
>ENSMUSG00000039501 hs-mir-20    164    171
UAAAGUGCUUAUAGUGCAGGUAG&ACAUGUGAUUCUAUAUGUACCCUGCGCUAGAGUAAGCACUUUAC
((((((((((((((((((((...&....................))))))))...)))))))))))). -
32.20
>ENSMUSG00000039501 hs-mir-20    886    893
UAAAGUGCUUAUAGUGCAGGUAG&UUAUUGUAUGCAUUUCCUUUUUUUGUCUUUACUAUGCACUUUAA
((((((((..((((((.((..((&......................))..)).)))))))))))))). -
20.50
>ENSMUSG00000039501 hs-mir-20   2587   2594
UAAAGUGCUUAUAGUGCAGGUAG&GAGCGAGCAUGGACAAGGGUGCUUUCGUGUGAGCGGCACUUUAA
(((((((((....(..((((((.&...................)))))..)..)....))))))))). -
19.60
mir-20 ENSRNOG00000008194 2000 nt UTR 3 hits 165 867 1140
------1---------------------------1----------1----------------------------
------
>ENSRNOG00000008194 hs-mir-20    165    172
UAAAGUGCUUAUAGUGCAGGUAG&ACAUGUGAUUCUAGAUGUACCCUGCGCUAGAGUAAGCACUUUAC
((((((((((((((((((((...&....................))))))))...)))))))))))). -
32.20
>ENSRNOG00000008194 hs-mir-20    867    874
UAAAGUGCUUAUAGUGCAGGUAG&CUUAUGUAUGCAUUUCCUUUUUUUGUCUUUACUAUGCACUUUAA
((((((((..((((((.((..((&......................))..)).)))))))))))))). -
20.50
>ENSRNOG00000008194 hs-mir-20   1140   1147
UAAAGUGCUUAUAGUGCAGGUAG&AGACGAUAUACCCUGUGCCUAUUCCUAAAAGUUCAGCACUUUAC
(((((((((.((((..((((...&...........))))..).)))............))))))))). -
22.52



miRNA: mir-20
Human predicted target: ENSG00000124209
Mouse predicted target: ENSMUSG00000027519
Rat predicted target: ENSRNOG00000005762
Hs Gene description: RAS-RELATED PROTEIN RAB-22A (RAB-22).
[Source:SWISSPROT;Acc:Q9UL26] NM_020673
mir-20 ENSG00000124209 3680 nt UTR 3 hits 341 544 3126
-------------1-------1----------------------------------------------------
---------------------------------------------------1----------------------
>ENSG00000124209 hs-mir-20    341    348
UAAAGUGCUUAUAGUGCAGGUAG&CAAGAUUUUAUGUAACAUUUGUAAAGGGAAAAUUAGCACUUUU
.((((((((.....(((((((..&................)))))))...........)))))))). -16.49
>ENSG00000124209 hs-mir-20    544    551
UAAAGUGCUUAUAGUGCAGGUAG&CUGAUGGAAAUGAUUUCAUCUCUGCCAUCUCUAAAGCACUUUU
.(((((((((.(((.(..(((((&.....................)))))..).)))))))))))). -22.40
>ENSG00000124209 hs-mir-20   3126   3133
UAAAGUGCUUAUAGUGCAGGUAG&GAUGUUGUUUGAAGUCCCUGUUUCCCAUUGUGUACGCACUUUC
.(((((((.(((((((((((...&................)))).....)))))))...))))))). -20.60
mir-20 ENSMUSG00000027519 5553 nt UTR 3 hits 321 468 2105
------------1-----1-------------------------------------------------------
----------1---------------------------------------------------------------
--------------------------------------------------------------------------
-
>ENSMUSG00000027519 hs-mir-20    321    328
UAAAGUGCUUAUAGUGCAGGUAG&GUCAGGAUUUCAUGUGUUAUUUGUAAGGGAAAUGAGCACUUUC
.(((((((((((..(((((((((&................)))))))))......))))))))))). -22.00
>ENSMUSG00000027519 hs-mir-20    468    475
UAAAGUGCUUAUAGUGCAGGUAG&UGGGUGUUCCUAGGACAGCUUCCGCCAUCUCUAAAGCACUUUGC
((((((((((.(((.(..(((..&.......................)))..).))))))))))))). -
20.90
>ENSMUSG00000027519 hs-mir-20   2105   2112
UAAAGUGCUUAUAGUGCAGGUAG&UUCUUUUUAAGAACGCAUAUGAAAAAACAGUCAUAGCACUUUU
.(((((((((((.((((......&..............))))))).............)))))))). -15.51
mir-20 ENSRNOG00000005762 2966 nt UTR 4 hits 310 433 1220 1367
------------1----1------------------------------1-----1-------------------
---------------------------------------------
>ENSRNOG00000005762 hs-mir-20    310    317
UAAAGUGCUUAUAGUGCAGGUAG&AAUCAGGAUUCAUGUAUCAUUGUAAAGGGAAACAAGCACUUUC
.(((((((((((((((.......&.................))))))..........))))))))). -15.50
>ENSRNOG00000005762 hs-mir-20    433    440
UAAAGUGCUUAUAGUGCAGGUAG&GGGAAGUGAUCACAAGUAGAUGGGUGGUCUCUAAAGCACUUUGA
((((((((((.(((.((......&..........................))..))))))))))))). -
18.50
>ENSRNOG00000005762 hs-mir-20   1220   1227
UAAAGUGCUUAUAGUGCAGGUAG&AAUCAGGAUUCAUGUAUCAUUGUAAAGGGAAACAAGCACUUUC
.(((((((((((((((.......&.................))))))..........))))))))). -15.50
>ENSRNOG00000005762 hs-mir-20   1367   1374



UAAAGUGCUUAUAGUGCAGGUAG&UGGAUGUCCCUGGGACAGUUCUCACCGUCUCUAAAGCACUUUGA
((((((((((.(((....(((((&....................)).)))....))))))))))))). -
21.10

miRNA: mir-20
Human predicted target: ENSG00000127152
Mouse predicted target: ENSMUSG00000048251
Rat predicted target: ENSRNOG00000005776
Hs Gene description: B-CELL CLL/LYMPHOMA 11B ISOFORM 2; B-CELL
LYMPHOMA/LEUKAEMIA 11B; ZINC FINGER PROTEIN HRIT1 ALPHA.
[Source:RefSeq;Acc:NM_022898] NM_138576
mir-20 ENSG00000127152 6864 nt UTR 3 hits 658 1376 4626
--------------------------1----------------------------1------------------
--------------------------------------------------------------------------
-------------------------------------1------------------------------------
-----------------------------------------------------
>ENSG00000127152 hs-mir-20    658    665
UAAAGUGCUUAUAGUGCAGGUAG&UGGAUGUACAGCGGAUAACAAUCUUUCAAGUCGUAGCACUUUGU
(((((((((.....((.(((...&......................))).))......))))))))). -
16.50
>ENSG00000127152 hs-mir-20   1376   1383
UAAAGUGCUUAUAGUGCAGGUAG&ACUGUUAAGAUUAGACAUUUGAAUUCUGUUGACCCGCACUUUAA
((((((((.......(((((...&........................)))))......)))))))). -
18.42
>ENSG00000127152 hs-mir-20   4626   4633
UAAAGUGCUUAUAGUGCAGGUAG&UAUUGCUUGGUAUUUGUGCUCUGUUUAAGAAACAGGCACUUUU
.(((((((((..((..((((((.&..........))))))..)).............))))))))). -20.16
mir-20 ENSMUSG00000048251 2000 nt UTR 2 hits 679 1393
---------------------------1---------------------------1------------------
------
>ENSMUSG00000048251 hs-mir-20    679    686
UAAAGUGCUUAUAGUGCAGGUAG&UGGAUGUACAGCGGAUUACAAUCUUUAAAAUUGUAGCACUUUGU
(((((((((.(((((..((((..&....................)))).....)))))))))))))). -
18.20
>ENSMUSG00000048251 hs-mir-20   1393   1400
UAAAGUGCUUAUAGUGCAGGUAG&CUUGUUGGGAUUUGAUGUUUGAAUUCUGUUGACCCGCACUUUAA
((((((((.......(((((...&........................)))))......)))))))). -
18.42
mir-20 ENSRNOG00000005776 2000 nt UTR 2 hits 673 1379
--------------------------1----------------------------1------------------
------
>ENSRNOG00000005776 hs-mir-20    673    680
UAAAGUGCUUAUAGUGCAGGUAG&UGGAUGUACAGCGGAUUACAAUCUUUAAAAUUGUAGCACUUUGU
(((((((((.(((((..((((..&....................)))).....)))))))))))))). -
18.20
>ENSRNOG00000005776 hs-mir-20   1379   1386
UAAAGUGCUUAUAGUGCAGGUAG&CUUGUUGGGAUUUGAUGUUUGAAUUCUGUUGACCCGCACUUUAA



((((((((.......(((((...&........................)))))......)))))))). -
18.42

miRNA: mir-20
Human predicted target: ENSG00000140526
Mouse predicted target: ENSMUSG00000039202
Rat predicted target: ENSRNOG00000017120
Hs Gene description: ABHYDROLASE DOMAIN CONTAINING PROTEIN 2 (PROTEIN
PHPS1-2). [Source:SWISSPROT;Acc:P08910] NM_007011
mir-20 ENSG00000140526 2328 nt UTR 2 hits 1472 1946
----------------------------------------------------------1---------------
---1----------------
>ENSG00000140526 hs-mir-20   1472   1479
UAAAGUGCUUAUAGUGCAGGUAG&UCCGAUCCUGUGGUACUUGAAUAUCCAAAAACCCUGCACUUUGA
((((((((...((.((((((...&......)))))).))....................)))))))). -
18.60
>ENSG00000140526 hs-mir-20   1946   1953
UAAAGUGCUUAUAGUGCAGGUAG&UAGGUUUCCUUUUCACGUUCUUUUAGCACAGACUGGCACUUUAC
(((((((((....((((..(.((&...................)).)..)))).....))))))))). -
20.10
mir-20 ENSMUSG00000039202 2523 nt UTR 2 hits 1395 1782
-------------------------------------------------------1---------------1--
---------------------------
>ENSMUSG00000039202 hs-mir-20   1395   1402
UAAAGUGCUUAUAGUGCAGGUAG&CUGGAACGUUGUGGUACUUGAGUCCCUAAGAACCUGCACUUUGA
((((((((((.(((..((((((.&..............)))))).....))).))....)))))))). -
18.00
>ENSMUSG00000039202 hs-mir-20   1782   1789
UAAAGUGCUUAUAGUGCAGGUAG&CCAUUUCUCUGUUGCAUUUCCCUUAGCACAGAUUGGCACUUUAU
(((((((((....(((((((...&....................)))..)))).....))))))))). -
22.90
mir-20 ENSRNOG00000017120 2526 nt UTR 2 hits 1387 1791
-------------------------------------------------------1---------------1--
----------------------------
>ENSRNOG00000017120 hs-mir-20   1387   1394
UAAAGUGCUUAUAGUGCAGGUAG&CUGGAACCCUGUGGUACUUGAGUCCCUAAGAACCUGCACUUUGG
((((((((...((.((((((...&.......)))))).))...................)))))))). -
18.85
>ENSRNOG00000017120 hs-mir-20   1791   1798
UAAAGUGCUUAUAGUGCAGGUAG&CCAUUUCUCUGUUGCAUUUCUCUUAGCACAGAUUGGCACUUUAU
(((((((((....(((((((.((&...................))))).)))).....))))))))). -
21.70

miRNA: mir-20
Human predicted target: ENSG00000149126
Mouse predicted target: ENSMUSG00000024695



Rat predicted target: ENSRNOG00000012524
Hs Gene description: ZINC FINGER PROTEIN 91 ISOFORM 1.
[Source:RefSeq;Acc:NM_053023]
mir-20 ENSG00000149126 5340 nt UTR 2 hits 504 803
--------------------1-----------1-----------------------------------------
--------------------------------------------------------------------------
------------------------------------------------------------------
>ENSG00000149126 hs-mir-20    504    511
UAAAGUGCUUAUAGUGCAGGUAG&GAAUUCUAAUCUCUGGAGGCUGGCAGCUUGACUUGGCACUUUAG
(((((((((...(((.(((((..&.........................)))))))).))))))))). -
23.30
>ENSG00000149126 hs-mir-20    803    810
UAAAGUGCUUAUAGUGCAGGUAG&CGAUGAGAAAAGUCCCAGGCUAAUGGCAGAAAUUUGCACUUUGA
((((((((..((..(((...(((&...................)))...)))...))..)))))))). -
18.60
mir-20 ENSMUSG00000024695 2110 nt UTR 2 hits 468 754
------------------1-----------1-------------------------------------------
-----------
>ENSMUSG00000024695 hs-mir-20    468    475
UAAAGUGCUUAUAGUGCAGGUAG&UAAUUCUAUUUUCCGGAGGCUGGCAGCUUGACUUGGCACUUUAG
(((((((((...(((.(((((..&.........................)))))))).))))))))). -
23.30
>ENSMUSG00000024695 hs-mir-20    754    761
UAAAGUGCUUAUAGUGCAGGUAG&CAGUGAGAAAAGUCCCAGGCUAAUGGCAGAAAUUUGCACUUUGA
((((((((..((..(((...(((&...................)))...)))...))..)))))))). -
18.60
mir-20 ENSRNOG00000012524 2000 nt UTR 2 hits 485 778
-------------------1-----------1------------------------------------------
------
>ENSRNOG00000012524 hs-mir-20    485    492
UAAAGUGCUUAUAGUGCAGGUAG&UAAUUCUAUUUCCUGGAGGCUGGCAGCUUAACUUGGCACUUUAG
(((((((((...(((((.(((..&..................))).))).))......))))))))). -
21.50
>ENSRNOG00000012524 hs-mir-20    778    785
UAAAGUGCUUAUAGUGCAGGUAG&CAGUGAGAAAAGUCCCAGGCUAAUGGCAGAAAUUUGCACUUUGA
((((((((..((..(((...(((&...................)))...)))...))..)))))))). -
18.60

miRNA: mir-20
Human predicted target: ENSG00000157851
Mouse predicted target: ENSMUSG00000029168
Rat predicted target: ENSRNOG00000008996
Hs Gene description: DIHYDROPYRIMIDINASE RELATED PROTEIN-5 (DRP-5) (ULIP6
PROTEIN) (COLLAPSIN RESPONSE MEDIATOR PROTEIN-5) (CRMP-5).
[Source:SWISSPROT;Acc:Q9BPU6]
mir-20 ENSG00000157851 3205 nt UTR 2 hits 185 389



-------1-------1----------------------------------------------------------
-------------------------------------------------------
>ENSG00000157851 hs-mir-20    185    192
UAAAGUGCUUAUAGUGCAGGUAG&AAGUGAUUCACUGUGCUUCGAGCCAACUCUAACAGGCACUUUGA
((((((((((..((..(((....&..........)))..))................)))))))))). -
21.77
>ENSG00000157851 hs-mir-20    389    396
UAAAGUGCUUAUAGUGCAGGUAG&GCCCUGCCCCCUGGCUGACUGGCCAGUUGCCCAGAGCACUUUAG
((((((((((.((((.(((.(((&..........))).)))))))............)))))))))). -
23.02
mir-20 ENSMUSG00000029168 4649 nt UTR 2 hits 196 400
-------1-------1----------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------
>ENSMUSG00000029168 hs-mir-20    196    203
UAAAGUGCUUAUAGUGCAGGUAG&CGUGAUUCACGGGGCUUUGAUCCACCCCUAACAAGGCACUUUGA
((((((((((...((..(((...&..........................))).)).)))))))))). -
18.60
>ENSMUSG00000029168 hs-mir-20    400    407
UAAAGUGCUUAUAGUGCAGGUAG&CUCUGCCCUGCUGCCCACCCACACAGGUGUCCAGAGCACUUUAG
((((((((((.....((((((((&..))))).)))......................)))))))))). -
22.83
mir-20 ENSRNOG00000008996 5030 nt UTR 2 hits 192 395
-------1-------1----------------------------------------------------------
--------------------------------------------------------------------------
------------------------------------------------------
>ENSRNOG00000008996 hs-mir-20    192    199
UAAAGUGCUUAUAGUGCAGGUAG&CAUGAUUCACGGGGCUUUGAUCCACCCCUAACAAGGCACUUUGA
((((((((((...((..(((...&..........................))).)).)))))))))). -
18.60
>ENSRNOG00000008996 hs-mir-20    395    402
UAAAGUGCUUAUAGUGCAGGUAG&CUCUGCCCUGCUGCCCAACCAGACAGGUGUCCAGAGCACUUUAG
((((((((((.....((((((((&..))))).)))......................)))))))))). -
22.83

miRNA: mir-20
Human predicted target: ENSG00000158417
Mouse predicted target: ENSMUSG00000026083
Rat predicted target: ENSRNOG00000011187
Hs Gene description: TRANSLATION INITIATION FACTOR IF-2.
[Source:SWISSPROT;Acc:O60841] NM_015904
mir-20 ENSG00000158417 2364 nt UTR 2 hits 1678 1758
-------------------------------------------------------------------1--1---
---------------------
>ENSG00000158417 hs-mir-20   1678   1685
UAAAGUGCUUAUAGUGCAGGUAG&AACACAAUUAUUUACAUGCAAUACUGACAAAUUUGGCACUUUU
.((((((((.....((((.((((&...........)))).))))..............)))))))). -18.01



>ENSG00000158417 hs-mir-20   1758   1765
UAAAGUGCUUAUAGUGCAGGUAG&UUUAAAAUUAUAAAAACUCCGAGCAUUACUAUCAUGCACUUUGC
((((((((.((((((((.((.((&................))))..)))))).))....)))))))). -
20.90
mir-20 ENSMUSG00000026083 2000 nt UTR 2 hits 1225 1306
------------------------------------------------1---1---------------------
------
>ENSMUSG00000026083 hs-mir-20   1225   1232
UAAAGUGCUUAUAGUGCAGGUAG&AACACAAUUAUUUACAUGCAAUACUGACAAAUUUGGCACUUUU
.((((((((.....((((.((((&...........)))).))))..............)))))))). -18.01
>ENSMUSG00000026083 hs-mir-20   1306   1313
UAAAGUGCUUAUAGUGCAGGUAG&UGUAGAAUUAUGAAAACUCAGAGCAUCACUAUCAUGCACUUUGC
((((((((..((((((...((..&......................))..))))))...)))))))). -
20.90
mir-20 ENSRNOG00000011187 2000 nt UTR 2 hits 1069 1151
------------------------------------------1---1---------------------------
------
>ENSRNOG00000011187 hs-mir-20   1069   1076
UAAAGUGCUUAUAGUGCAGGUAG&AACACAAUUAUUUACAUGCAAUACUGACAAAUUUGGCACUUUU
.((((((((.....((((.((((&...........)))).))))..............)))))))). -18.01
>ENSRNOG00000011187 hs-mir-20   1151   1158
UAAAGUGCUUAUAGUGCAGGUAG&UGUAGAAUUAUGAAAACUCAGAGCAUCACUGUCAUGCACUUUGC
((((((((..((((((...((..&......................))..))))))...)))))))). -
20.90

miRNA: mir-20
Human predicted target: ENSG00000166090
Mouse predicted target: ENSMUSG00000040770
Rat predicted target: ENSRNOG00000016804
Hs Gene description: INTERLEUKIN-17E PRECURSOR (IL-17E).
[Source:SWISSPROT;Acc:Q9H293] NM_172314
mir-20 ENSG00000166090 2523 nt UTR 2 hits 325 1862
------------1-------------------------------------------------------------
1--------------------------
>ENSG00000166090 hs-mir-20    325    332
UAAAGUGCUUAUAGUGCAGGUAG&CUUUUCCCAUCCCCUGCUACCCUGGCCCAGCACAGGCACUUUC
.(((((((((...((((.(((((&................)))))........))))))))))))). -21.80
>ENSG00000166090 hs-mir-20   1862   1869
UAAAGUGCUUAUAGUGCAGGUAG&GUCUAACUAUCAAAAAGGGCAGACUUCCUGCAACUGCACUUUAU
((((((((......((((((.((&.......................)).))))))...)))))))). -
24.70
mir-20 ENSMUSG00000040770 2475 nt UTR 3 hits 162 175 322
------2-----1-------------------------------------------------------------
-------------------------
>ENSMUSG00000040770 hs-mir-20    162    169
UAAAGUGCUUAUAGUGCAGGUAG&CAAGAUGGAGGACUUGGGGAGAAACUCUGACUUUUGCACUUUU
.(((((((....(((.(((((..&.......................)).))))))...))))))). -18.70



>ENSMUSG00000040770 hs-mir-20    175    182
UAAAGUGCUUAUAGUGCAGGUAG&UUGGGGAGAAACUCUGACUUUUGCACUUUUUGGAAGCACUUUU
.(((((((((..((((((((.((&.................))))))))))......))))))))). -23.60
>ENSMUSG00000040770 hs-mir-20    322    329
UAAAGUGCUUAUAGUGCAGGUAG&CUCCUUUCCCCUGAAUCCCCCAACUCCUGGCACAGGCACUUUC
.(((((((((...(((((((.((&.......................)))))).)))))))))))). -23.00
mir-20 ENSRNOG00000016804 2003 nt UTR 3 hits 170 183 332
------11-----1------------------------------------------------------------
-------
>ENSRNOG00000016804 hs-mir-20    170    177
UAAAGUGCUUAUAGUGCAGGUAG&CAAGAUGGAGGACUUGGGGAGAAACUCUGACUUUUGCACUUUU
.(((((((....(((.(((((..&.......................)).))))))...))))))). -18.70
>ENSRNOG00000016804 hs-mir-20    183    190
UAAAGUGCUUAUAGUGCAGGUAG&UUGGGGAGAAACUCUGACUUUUGCACUUUUUAAAAGCACUUUU
.(((((((((..((((((((.((&.................))))))))))......))))))))). -22.50
>ENSRNOG00000016804 hs-mir-20    332    339
UAAAGUGCUUAUAGUGCAGGUAG&UCUUCCUUUCCUCUGAACCCCCCAGCCCAGCACUGGCACUUUC
.((((((((...(((((.(((..&........................)))..))))))))))))). -23.30

miRNA: mir-20
Human predicted target: ENSG00000168090
Mouse predicted target: ENSMUSG00000019494
Rat predicted target: ENSRNOG00000001346
Hs Gene description: COP9 SUBUNIT 6 (MOV34 HOMOLOG, 34 KD).
[Source:RefSeq;Acc:NM_006833] NM_006833
mir-20 ENSG00000168090 2118 nt UTR 2 hits 881 2041
-----------------------------------1--------------------------------------
-------1---
>ENSG00000168090 hs-mir-20    881    888
UAAAGUGCUUAUAGUGCAGGUAG&CCCCAGUGUCUAUACUGGGGGCCUGGCAGGGAGAUGCACUUUAC
((((((((((.(..(((((((..&....................))))).))..).)).)))))))). -
22.10
>ENSG00000168090 hs-mir-20   2041   2048
UAAAGUGCUUAUAGUGCAGGUAG&CAGUAGGUUGGGUAAUCACACUACCUGCACGAACAGCACUUUGG
(((((((((....((((((((((&....................))))))))))....))))))))). -
34.40
mir-20 ENSMUSG00000019494 2107 nt UTR 2 hits 1713 1924
--------------------------------------------------------------------1-----
--1--------
>ENSMUSG00000019494 hs-mir-20   1713   1720
UAAAGUGCUUAUAGUGCAGGUAG&CAGUAGGUCAGGUAAUUACACUACCUGCACGAACAGCACUUUGG
(((((((((....((((((((((&....................))))))))))....))))))))). -
34.40
>ENSMUSG00000019494 hs-mir-20   1924   1931
UAAAGUGCUUAUAGUGCAGGUAG&CGGUAGCACAGAGAGGACCACUAUCUGCACUGUCAGCACUUUAG
(((((((((.(((((((((((((&....................))))))))))))).))))))))). -
36.80



mir-20 ENSRNOG00000001346 2091 nt UTR 2 hits 1504 1711
------------------------------------------------------------1-------1-----
----------
>ENSRNOG00000001346 hs-mir-20   1504   1511
UAAAGUGCUUAUAGUGCAGGUAG&GCAGUAGGUCAGGCAAUGCACUACCUGCACGAACAGCACUUUGG
(((((((((....((((((((((&....................))))))))))....))))))))). -
34.40
>ENSRNOG00000001346 hs-mir-20   1711   1718
UAAAGUGCUUAUAGUGCAGGUAG&CGGUAGCACAGAGAGGACCACUAUCUGCACUGUCAGCACUUUAG
(((((((((.(((((((((((((&....................))))))))))))).))))))))). -
36.80

miRNA: mir-20
Human predicted target: ENSG00000175142
Mouse predicted target: ENSMUSG00000033809
Rat predicted target: ENSRNOG00000001712
Hs Gene description: DOLICHYL-P-MAN:MAN(5)GLCNAC(2)-PP-DOLICHYL
MANNOSYLTRANSFERASE (EC 2.4.1.-) (DOL-P-MAN DEPENDENT ALPHA(1-3)-
MANNOSYLTRANSFERASE) (NOT56-LIKE PROTEIN). [Source:SWISSPROT;Acc:Q92685]

NM_005787
mir-20 ENSG00000175142 2091 nt UTR 2 hits 194 314
-------1----1-------------------------------------------------------------
----------
>ENSG00000175142 hs-mir-20    194    201
UAAAGUGCUUAUAGUGCAGGUAG&AGCAGAUAAAGAAUUCACUCAAGCAGUCCUAAGAGGCACUUUAU
((((((((((.(((..(..((..&......................)).)..)))..)))))))))). -
19.30
>ENSG00000175142 hs-mir-20    314    321
UAAAGUGCUUAUAGUGCAGGUAG&AGUGGGGUGGGAGGAGAGGGAGAGAGCACAGGCAGGCACUUUU
.(((((((((.(.((((......&.........................)))).)..))))))))). -20.50
mir-20 ENSMUSG00000033809 2082 nt UTR 2 hits 190 308
-------1----1-------------------------------------------------------------
----------
>ENSMUSG00000033809 hs-mir-20    190    197
UAAAGUGCUUAUAGUGCAGGUAG&AUGGAAACGAACAACUCAUCAGGCAGUCUUAAGAGGCACUUUAU
((((((((((..(((((.(((((&..............)).)))..)))..))....)))))))))). -
18.80
>ENSMUSG00000033809 hs-mir-20    308    315
UAAAGUGCUUAUAGUGCAGGUAG&AUGGAGUGGGAGGAGAGAGAAGAGAGCACAGGCAGGCACUUUC
.(((((((((.(.((((......&.........................)))).)..))))))))). -20.50
mir-20 ENSRNOG00000001712 2083 nt UTR 2 hits 188 304
-------1----1-------------------------------------------------------------
----------
>ENSRNOG00000001712 hs-mir-20    188    195
UAAAGUGCUUAUAGUGCAGGUAG&UUGGAAACGAACGACUCGCCAGGCAGUCUUAAGAGGCACUUUAU
((((((((((..(((((.(((..&.................)))..)))..))....)))))))))). -
22.10



>ENSRNOG00000001712 hs-mir-20    304    311
UAAAGUGCUUAUAGUGCAGGUAG&AUGGACUGGGCAGAGAGAGAAGAGAGCACAGGCAGGCACUUUC
.(((((((((.(.((((......&.........................)))).)..))))))))). -20.50

miRNA: mir-22
Human predicted target: ENSG00000136295
Mouse predicted target: ENSMUSG00000036565
Rat predicted target: ENSRNOG00000001231
Rat predicted target: ENSRNOG00000001233
mir-22 ENSG00000136295 5061 nt UTR 3 hits 768 1462 1567
------------------------------1---------------------------1---1-----------
--------------------------------------------------------------------------
-------------------------------------------------------
>ENSG00000136295 hs-mir-22    768    775
AAGCUGCCAGUUGAAGAACUGU&UUGGUGCCAAACCCCCUUCCCCCACCCAGAGACUGGGCAGCUG
.(((((((((((((((......&...............))))...........)))).))))))). -22.10
>ENSG00000136295 hs-mir-22   1462   1469
AAGCUGCCAGUUGAAGAACUGU&CUCGAUGCCUGUGCCAAGGCCAGGGGCAGCCAGAGGGCAGCUG
.(((((((.((((.....(((.&....................)))...)))).....))))))). -23.20
>ENSG00000136295 hs-mir-22   1567   1574
AAGCUGCCAGUUGAAGAACUGU&UUUACAGACGCAUGGCUCUUCCUCCCAGAGCAGCCGGCAGCUA
.(((((((.((((((((.((((&...........)))).)))))..........))).))))))). -23.90
mir-22 ENSMUSG00000036565 2000 nt UTR 3 hits 779 1390 1481
-------------------------------1-----------------------1---1--------------
------
>ENSMUSG00000036565 hs-mir-22    779    786
AAGCUGCCAGUUGAAGAACUGU&UGCCAAACCCUCUUUCCCAUUCAUUCCUGAAGAGUGGCAGCUUU
(((((((((.((..((......&..........................))...)).))))))))). -22.70
>ENSMUSG00000036565 hs-mir-22   1390   1397
AAGCUGCCAGUUGAAGAACUGU&CCAGCCAGCCAGUGUGAGCUCUGGUCUGUGAGAUGGGCAGCUA
.(((((((.(((..(((((((.&.........))))...........)))....))).))))))). -22.10
>ENSMUSG00000036565 hs-mir-22   1481   1488
AAGCUGCCAGUUGAAGAACUGU&UGGUUUACAGACCUGUGGCCCUCCUGGAGCAACCUGGCAGCUA
.((((((((((((.((..((((&......))))..))...............))).))))))))). -24.99
mir-22 ENSRNOG00000001231 2000 nt UTR 3 hits 775 1384 1489
------------------------------1------------------------1---1--------------
------
>ENSRNOG00000001231 hs-mir-22    775    782
AAGCUGCCAGUUGAAGAACUGU&GUGCCAAACCCUCUUUCCCUUUGUUCCCGGAGAGUGGCAGCUUC
(((((((((.((...((((...&......................)))).....)).))))))))). -24.50
>ENSRNOG00000001231 hs-mir-22   1384   1391
AAGCUGCCAGUUGAAGAACUGU&CCAGCCAGCCAGUAUGAGCUCUGGUCUGCGGGACAGGCAGCUA
.(((((((.(((..(((((((.&.........))))...........)))....))).))))))). -21.80
>ENSRNOG00000001231 hs-mir-22   1489   1496
AAGCUGCCAGUUGAAGAACUGU&UGGUUUACAGACCUGUGGCCCUCCUGGAGCAACCUGGCAGCUA
.((((((((((((.((..((((&......))))..))...............))).))))))))). -24.99
mir-22 ENSRNOG00000001233 2000 nt UTR 3 hits 775 1384 1489



------------------------------1------------------------1---1--------------
------
>ENSRNOG00000001233 hs-mir-22    775    782
AAGCUGCCAGUUGAAGAACUGU&GUGCCAAACCCUCUUUCCCUUUGUUCCCGGAGAGUGGCAGCUUC
(((((((((.((...((((...&......................)))).....)).))))))))). -24.50
>ENSRNOG00000001233 hs-mir-22   1384   1391
AAGCUGCCAGUUGAAGAACUGU&CCAGCCAGCCAGUAUGAGCUCUGGUCUGCGGGACAGGCAGCUA
.(((((((.(((..(((((((.&.........))))...........)))....))).))))))). -21.80
>ENSRNOG00000001233 hs-mir-22   1489   1496
AAGCUGCCAGUUGAAGAACUGU&UGGUUUACAGACCUGUGGCCCUCCUGGAGCAACCUGGCAGCUA
.((((((((((((.((..((((&......))))..))...............))).))))))))). -24.99

miRNA: mir-22
Human predicted target: ENSG00000137101
Mouse predicted target: ENSMUSG00000028459
Rat predicted target: ENSRNOG00000017485
Hs Gene description: B-CELL DIFFERENTIATION ANTIGEN CD72 (LYB-2).
[Source:SWISSPROT;Acc:P21854] NM_001782
mir-22 ENSG00000137101 2000 nt UTR 3 hits 898 1303 1513
-----------------------------------1----------------1-------1-------------
------
>ENSG00000137101 hs-mir-22    898    905
AAGCUGCCAGUUGAAGAACUGU&GAGACCACGGGCUCCACUGCUAAGAGCGUGCCCCAGGCAGCUG
.((((((((((....((.((((&......))))..))....)))..............))))))). -19.93
>ENSG00000137101 hs-mir-22   1303   1310
AAGCUGCCAGUUGAAGAACUGU&AGGUGCUGAUGAAGUUGUCUGUGGCCACAGCCAGAGGCAGCUG
.(((((((..(((.....((((&..........................)))).))).))))))). -19.40
>ENSG00000137101 hs-mir-22   1513   1520
AAGCUGCCAGUUGAAGAACUGU&CAGGCUGGACCAGGGUCUCCGGAGUGGUCACCAAGGGCAGCUG
.(((((((.(.(((...(((.(&....................).)))..))).)...))))))). -21.70
mir-22 ENSMUSG00000028459 2301 nt UTR 3 hits 1084 1489 1696
-------------------------------------------1---------------1-------1------
-------------------
>ENSMUSG00000028459 hs-mir-22   1084   1091
AAGCUGCCAGUUGAAGAACUGU&GAGCUCACAGGCCUCACUGCUAAGAGCGUGCCCCAGGCAGCUG
.((((((((((((.((..((((&......))))..))))..)))..............))))))). -21.73
>ENSMUSG00000028459 hs-mir-22   1489   1496
AAGCUGCCAGUUGAAGAACUGU&AAGUACUGAUGAAGUUGUCAGUGGCCACAGCCAGAGGCAGCUG
.(((((((.((((..(.((((.&..................))))..)..))))....))))))). -23.40
>ENSMUSG00000028459 hs-mir-22   1696   1703
AAGCUGCCAGUUGAAGAACUGU&CAGGCUGGACCAGGAUGUCUGGAGUGGUCACUAAGGGCAGCUG
.(((((((...(((...(((.(&....................).)))..))).....))))))). -21.40
mir-22 ENSRNOG00000017485 2375 nt UTR 4 hits 616 1021 1231 2052
------------------------1---------------1--------1------------------------
--------1------------
>ENSRNOG00000017485 hs-mir-22    616    623
AAGCUGCCAGUUGAAGAACUGU&GAGAUCACAGGCCUCACUGCUAAGAGCGUGCCCCAGGCAGCUG



.((((((((((((.((..((((&......))))..))))..)))..............))))))). -21.73
>ENSRNOG00000017485 hs-mir-22   1021   1028
AAGCUGCCAGUUGAAGAACUGU&ACGUACUGAUGAAGUUGUCAGUGGCCACAGCCAGAGGCAGCUG
.(((((((.((((..(.((((.&..................))))..)..))))....))))))). -23.40
>ENSRNOG00000017485 hs-mir-22   1231   1238
AAGCUGCCAGUUGAAGAACUGU&CAGGCUGGACCAGGGACUCUGGAGAGGCCACCAAGGGCAGCUG
.(((((((..(((..(..((.(&......................).))..)..))).))))))). -20.40
>ENSRNOG00000017485 hs-mir-22   2052   2059
AAGCUGCCAGUUGAAGAACUGU&UGGCAAGGGGCAUCUUGGCGAGGGGCGUGGGCUCAGGCAGCUG
.(((((((((((.(.(..((..&.....................))..).).))))..))))))). -22.50

miRNA: mir-22
Human predicted target: ENSG00000139651
Mouse predicted target: ENSMUSG00000046897
Rat predicted target: ENSRNOG00000012192
Hs Gene description: ORILYT TD-ELEMENT BINDING PROTEIN 7.
[Source:SPTREMBL;Acc:Q8NDX6]
mir-22 ENSG00000139651 3834 nt UTR 2 hits 329 578
-------------1---------1--------------------------------------------------
--------------------------------------------------------------------------
------
>ENSG00000139651 hs-mir-22    329    336
AAGCUGCCAGUUGAAGAACUGU&CUGAAGUGUGGCUCCCACAACCUUGGACUCCAGCUGGCAGCUG
.((((((((((((.((..(...&........................)..)).)))))))))))). -29.00
>ENSG00000139651 hs-mir-22    578    585
AAGCUGCCAGUUGAAGAACUGU&UCGCCUCCUUUUUGAGGAAGAAUAAGGUCAGGAAUGGCAGCUG
.((((((((.((((....((..&........................)).))))...)))))))). -21.90
mir-22 ENSMUSG00000046897 4915 nt UTR 3 hits 320 540 4449
------------1--------1----------------------------------------------------
--------------------------------------------------------------------------
-----------------------------1-------------------
>ENSMUSG00000046897 hs-mir-22    320    327
AAGCUGCCAGUUGAAGAACUGU&AGACUGAAAUGUUCCCACAACCUUGGACUGGAACUGGCAGCUA
.(((((((((((..((..(...&........................)..))..))))))))))). -26.90
>ENSMUSG00000046897 hs-mir-22    540    547
AAGCUGCCAGUUGAAGAACUGU&AGCCCGCCUAUUUGAAAGCAAAUAGGAAGGGGGCUGGCAGCUG
.(((((((((((......((((&.....................))))......))))))))))). -26.10
>ENSMUSG00000046897 hs-mir-22   4449   4456
AAGCUGCCAGUUGAAGAACUGU&UGUCCGGUGAAUGCCAGUCAGUGGAUUCACAUCUGGGCAGCUG
.(((((((((.((((..((((.&..................))))...))))...)).))))))). -25.60
mir-22 ENSRNOG00000012192 2000 nt UTR 2 hits 318 549
------------1--------1----------------------------------------------------
------
>ENSRNOG00000012192 hs-mir-22    318    325
AAGCUGCCAGUUGAAGAACUGU&AGACUGAAGUGUUCCCACAACCUAGGACUGGAACUGGCAGCUA
.(((((((((((..((..(((.&......................)))..))..))))))))))). -29.00
>ENSRNOG00000012192 hs-mir-22    549    556



AAGCUGCCAGUUGAAGAACUGU&GUACUUCCUCUUUGAAAGCAGGCAGGGCGGGGGCUGGCAGCUG
.(((((((((((...(..((((&.....................))))..)...))))))))))). -31.00

miRNA: mir-22
Human predicted target: ENSG00000162377
Mouse predicted target: ENSMUSG00000034625
Rat predicted target: ENSRNOG00000010636
Hs Gene description: NM_023077
mir-22 ENSG00000162377 2878 nt UTR 2 hits 43 778
-1-----------------------------1------------------------------------------
------------------------------------------
>ENSG00000162377 hs-mir-22     43     50
AAGCUGCCAGUUGAAGAACUGU&CACCCUCCCUCCCAGGCAACAAACUGCUUGAGGCUGGCAGCUC
.(((((((((((.(((...(((&..................))).....)))..))))))))))). -25.40
>ENSG00000162377 hs-mir-22    778    785
AAGCUGCCAGUUGAAGAACUGU&CUGCCCAUCAUGCUGAGGGAGCAGAUUCUUCCCAAGGCAGCUUC
((((((((....((((((((((&....................)))).))))))....)))))))). -28.20
mir-22 ENSMUSG00000034625 2156 nt UTR 2 hits 43 1065
-1----------------------------------------1-------------------------------
-------------
>ENSMUSG00000034625 hs-mir-22     43     50
AAGCUGCCAGUUGAAGAACUGU&CCCAGCCCCCUUUCCAGCAACAGACGAUUCACCCUGGCAGCUC
.(((((((((.((((...((((&...................))))....))))..))))))))). -26.80
>ENSMUSG00000034625 hs-mir-22   1065   1072
AAGCUGCCAGUUGAAGAACUGU&UCUGUCACUACCCUGGUCCCCCUAUGUGGCAGUGUGGCAGCUA
.((((((((........(((((&............................))))).)))))))). -22.10
mir-22 ENSRNOG00000010636 3328 nt UTR 3 hits 42 1120 2384
-1------------------------------------------1-----------------------------
---------------------1--------------------------------------
>ENSRNOG00000010636 hs-mir-22     42     49
AAGCUGCCAGUUGAAGAACUGU&GUGGCCCACCCCCUUCCAAGCAACAGCUUCACCCUGGCAGCUC
.(((((((((.(((((..((((&......................)))))))))..))))))))). -28.40
>ENSRNOG00000010636 hs-mir-22   1120   1127
AAGCUGCCAGUUGAAGAACUGU&UAUUUGGUAUGAUUGAACACCAGAGGCCAACCCUGGGCAGCUA
.(((((((.((((.....(((.&....................)))....))))....))))))). -22.10
>ENSRNOG00000010636 hs-mir-22   2384   2391
AAGCUGCCAGUUGAAGAACUGU&GGCCAACAAAAGGCACUGGGAAGAUACUAACCCUGGGCAGCUA
.(((((((.((((.........&...........................))))....))))))). -19.20

miRNA: mir-22
Human predicted target: ENSG00000166484
Mouse predicted target: ENSMUSG00000001034
Rat predicted target: ENSRNOG00000002412
Hs Gene description: MITOGEN-ACTIVATED PROTEIN KINASE 7 (EC 2.7.1.-)
(EXTRACELLULAR SIGNAL- REGULATED KINASE 5) (ERK-5) (ERK4) (BMK1 KINASE).
[Source:SWISSPROT;Acc:Q13164] NM_139032



mir-22 ENSG00000166484 2313 nt UTR 2 hits 1362 2063
------------------------------------------------------1-------------------
--------1----------
>ENSG00000166484 hs-mir-22   1362   1369
AAGCUGCCAGUUGAAGAACUGU&GCCACCUAGGUAGAAGCCAUUGAGGUUGGCAAAGUGGCAGCUG
.((((((((.(((...((((..&.......................))))..)))..)))))))). -23.50
>ENSG00000166484 hs-mir-22   2063   2070
AAGCUGCCAGUUGAAGAACUGU&CAGGAGGUGCAUGUUCUGCAGCCCUGGGGAGGAGGGGCAGCUG
.(((((((.((((.((((((((&........))).))))).)))).............))))))). -26.44
mir-22 ENSMUSG00000001034 2301 nt UTR 2 hits 831 1250
---------------------------------1---------------1------------------------
-------------------
>ENSMUSG00000001034 hs-mir-22    831    838
AAGCUGCCAGUUGAAGAACUGU&CAGUAAGGAAACUGCUGAGGUGGGGUGCAAAAGCUGGCAGCUA
.(((((((((((.....(((.(&.....................).))).....))))))))))). -26.90
>ENSMUSG00000001034 hs-mir-22   1250   1257
AAGCUGCCAGUUGAAGAACUGU&ACCACCCAGGUAGAAACCGUUGAGAUUGGCGAAAUGGCAGCUUC
(((((((((.(((..((.((..&......................)).))..)))..))))))))). -21.70
mir-22 ENSRNOG00000002412 2302 nt UTR 3 hits 823 1240 1921
--------------------------------1----------------1------------------------
--1----------------
>ENSRNOG00000002412 hs-mir-22    823    830
AAGCUGCCAGUUGAAGAACUGU&CAGUAAGGAAUUGGCUGAGGUGGGAUGUAUAAGCUGGCAGCUA
.(((((((((((......(..(&...................)..)........))))))))))). -24.84
>ENSRNOG00000002412 hs-mir-22   1240   1247
AAGCUGCCAGUUGAAGAACUGU&CCCACCCAGGUAGAAGCCGUUGAGGUUGGCAAAAUGGCAGCUUC
(((((((((((..(..(((.((&...............)).)))....)..))....))))))))). -22.00
>ENSRNOG00000002412 hs-mir-22   1921   1928
AAGCUGCCAGUUGAAGAACUGU&CAGGAGGUGCAGGUUCUGCAGCCCUAGGUAGGGGUGGCAGCUG
.((((((((((((.((((((((&........)))).)))).))))............)))))))). -27.70

miRNA: mir-22
Human predicted target: ENSG00000168096
Mouse predicted target: ENSMUSG00000022515
Rat predicted target: ENSRNOG00000003186
mir-22 ENSG00000168096 2396 nt UTR 4 hits 178 683 1475 1548
-------1-------------------1------------------------------1--1------------
----------------------
>ENSG00000168096 hs-mir-22    178    185
AAGCUGCCAGUUGAAGAACUGU&AGACAGAGGCAAGACGGGGGCUGCGGCCCUGGCUCGGCAGCUC
.((((((((((...((..((((&......................))))..)).))).))))))). -23.10
>ENSG00000168096 hs-mir-22    683    690
AAGCUGCCAGUUGAAGAACUGU&AGACAGAGGCAAGACGGGGGCUGCGGCCCUGGCUCGGCAGCUC
.((((((((((...((..((((&......................))))..)).))).))))))). -23.10
>ENSG00000168096 hs-mir-22   1475   1482
AAGCUGCCAGUUGAAGAACUGU&AGUAAACACUGGGGAACAAACGUGCCCCUGGCUGGGGCAGCUC
.(((((((((((..........&.............................))))..))))))). -18.50



>ENSG00000168096 hs-mir-22   1548   1555
AAGCUGCCAGUUGAAGAACUGU&AGCUGGUUCCAUCCAGAACCAAAACAAACACACAGGGCAGCUG
.(((((((..(((..(((((((&.)).)))))....)))...................))))))). -19.30
mir-22 ENSMUSG00000022515 2372 nt UTR 4 hits 160 234 621 695
------1--1--------------1--1----------------------------------------------
---------------------
>ENSMUSG00000022515 hs-mir-22    160    167
AAGCUGCCAGUUGAAGAACUGU&UAUGGACAGGAAGACAGGACUGCGGUCCCCACUAGGGCAGCUUG
((((((((...((..(.(((((&.....................))))))..))....)))))))). -22.80
>ENSMUSG00000022515 hs-mir-22    234    241
AAGCUGCCAGUUGAAGAACUGU&GCACCCAGAUCCUGGUGGAGAGGCCCAUGCUGGUAGGCAGCUUU
(((((((((((....(..((.(&..................).))..)...)))....)))))))). -17.90
>ENSMUSG00000022515 hs-mir-22    621    628
AAGCUGCCAGUUGAAGAACUGU&UAUGGACAGGAAGACAGGACUGCGGUCCCCACUAGGGCAGCUUG
((((((((...((..(.(((((&.....................))))))..))....)))))))). -22.80
>ENSMUSG00000022515 hs-mir-22    695    702
AAGCUGCCAGUUGAAGAACUGU&GCACCCAGAUCCUGGUGGAGAGGCCCAUGCUGGUAGGCAGCUUU
(((((((((((....(..((.(&..................).))..)...)))....)))))))). -17.90
mir-22 ENSRNOG00000003186 2000 nt UTR 2 hits 266 346
----------1--1------------------------------------------------------------
------
>ENSRNOG00000003186 hs-mir-22    266    273
AAGCUGCCAGUUGAAGAACUGU&UGUGGACAGGAGGACAGGACUUCAGUCCUCACUAGGGCAGCUUG
((((((((((((((((..((((&.............))))..)))))......)))..)))))))). -27.40
>ENSRNOG00000003186 hs-mir-22    346    353
AAGCUGCCAGUUGAAGAACUGU&AGAUUCUGGUGGAGAGGCCCAUGCUGGUAGGCAGAGGCAGCUUU
((((((((..(((....(((((&......................)).)))...))).)))))))). -19.00

miRNA: mir-23a
Human predicted target: ENSG00000107562
Mouse predicted target: ENSMUSG00000030130
Rat predicted target: ENSRNOG00000013589
Hs Gene description: STROMAL CELL-DERIVED FACTOR 1 PRECURSOR (SDF-1)
(CXCL12) (PRE-B CELL GROWTH STIMULATING FACTOR) (PBSF) (HIRH).
[Source:SWISSPROT;Acc:P48061] NM_000609
mir-23a ENSG00000107562 3504 nt UTR 3 hits 1387 1452 1976
-------------------------------------------------------1--1---------------
-----1-------------------------------------------------------------
>ENSG00000107562 hs-mir-23a   1387   1394
AUCACAUUGCCAGGGAUUUCC&ACUGGCAAUUUGUAAAGAAAUAUAUAUGAUAUAUAAAUGUGAUU
(((((((((((((........&.))))).............................)))))))). -17.65
>ENSG00000107562 hs-mir-23a   1452   1459
AUCACAUUGCCAGGGAUUUCC&CAGUGUAUUUUUUCACUUGUACUAAAAUUGUAUCAAAUGUGAC
.(((((((....(.(((((..&........................))))).)....))))))). -13.00
>ENSG00000107562 hs-mir-23a   1976   1983
AUCACAUUGCCAGGGAUUUCC&UAAAUCAUUAAAUACCAUUCAGCUUGAAUCAUUUUAAUGUGAC
.((((((((.....(((((..&.........................)))))....)))))))). -15.10



mir-23a ENSMUSG00000030130 3486 nt UTR 3 hits 830 1888 2470
---------------------------------1----------------------------------------
-1----------------------1-----------------------------------------
>ENSMUSG00000030130 hs-mir-23a    830    837
AUCACAUUGCCAGGGAUUUCC&GGCCUCCUGUAGAAUGGAGCCAGACCAUCCUGGAUAAUGUGAG
.((((((((((((((......&...........................)))))).)))))))). -24.00
>ENSMUSG00000030130 hs-mir-23a   1888   1895
AUCACAUUGCCAGGGAUUUCC&UAAAUCAUUAAAUACCAUUCAGCUUGAAUCAUUUUAAUGUGAC
.((((((((.....(((((..&.........................)))))....)))))))). -15.10
>ENSMUSG00000030130 hs-mir-23a   2470   2477
AUCACAUUGCCAGGGAUUUCC&GUGGGAACUGAGAUAGAUACACUCCUCUAUGUUGCAAUGUGAUU
(((((((((((((((((((((&..)))))...............))))...))..)))))))))). -20.56
mir-23a ENSRNOG00000013589 3497 nt UTR 3 hits 847 1895 2465
---------------------------------1----------------------------------------
-1----------------------1-----------------------------------------
>ENSRNOG00000013589 hs-mir-23a    847    854
AUCACAUUGCCAGGGAUUUCC&GGCCUCCUGUAGAAUGGAGCCAGCCCCUCCUGGAUAAUGUGAG
.((((((((((((((......&...........................)))))).)))))))). -23.80
>ENSRNOG00000013589 hs-mir-23a   1895   1902
AUCACAUUGCCAGGGAUUUCC&UAAAUCAUUAAAUACCAUUCAGCUUGAAUCAUUUUAAUGUGAC
.((((((((.....(((((..&.........................)))))....)))))))). -15.10
>ENSRNOG00000013589 hs-mir-23a   2465   2472
AUCACAUUGCCAGGGAUUUCC&GUGGGAACUGAGAGAGAUACCCUCCCAUAUGUUGCAAUGUGAUU
((((((((((.(((((((((.&.............))))).))))..........)))))))))). -24.40

miRNA: mir-23a
Human predicted target: ENSG00000108179
Mouse predicted target: ENSMUSG00000021868
Rat predicted target: ENSRNOG00000010558
Hs Gene description: PEPTIDYL-PROLYL CIS-TRANS ISOMERASE, MITOCHONDRIAL
PRECURSOR (EC 5.2.1.8) (PPIASE) (ROTAMASE) (CYCLOPHILIN F).
[Source:SWISSPROT;Acc:P30405] NM_005729
mir-23a ENSG00000108179 3492 nt UTR 2 hits 679 845
---------------------------1-----1----------------------------------------
------------------------------------------------------------------
>ENSG00000108179 hs-mir-23a    679    686
AUCACAUUGCCAGGGAUUUCC&CCUGGGAACAAACCUCACUUGAGCUGUGCCUAGACAAUGUGAA
.(((((((((.(((.((((((&....)))).................)).))).).)))))))). -19.92
>ENSG00000108179 hs-mir-23a    845    852
AUCACAUUGCCAGGGAUUUCC&AAACAUUUCUGGAACAUGGAUUUGUGUUCACCUUAAAUGUGAA
.(((((((.((((..((....&....))..)))).......................))))))). -18.45
mir-23a ENSMUSG00000021868 2862 nt UTR 2 hits 667 835
--------------------------1------1----------------------------------------
-----------------------------------------
>ENSMUSG00000021868 hs-mir-23a    667    674
AUCACAUUGCCAGGGAUUUCC&CUGGGAACAGACCUGUGAGCCCGGUCUUUCUGCUCAAUGUGAA
.((((((((.(((..(...((&......................))..)..)))..)))))))). -20.30



>ENSMUSG00000021868 hs-mir-23a    835    842
AUCACAUUGCCAGGGAUUUCC&AAAGAUUUCUGGGACAGUCCUGUGUGUUCAUCUCAAAUGUGAUA
(((((((((((((((..((((&..........))))...))))).))..........)))))))). -20.70
mir-23a ENSRNOG00000010558 2838 nt UTR 3 hits 645 807 1328
-------------------------1------1--------------------1--------------------
----------------------------------------
>ENSRNOG00000010558 hs-mir-23a    645    652
AUCACAUUGCCAGGGAUUUCC&CUGGGGACAGACCUGUGAGCCAGGCCUGUCUGCUCAAUGUGAA
.(((((((((((((..(.(((&....))).)..)))).).................)))))))). -20.12
>ENSRNOG00000010558 hs-mir-23a    807    814
AUCACAUUGCCAGGGAUUUCC&AGAAGAUUUCUGAACAGUCCUCUGUGUUCAUCUCAAAUGUGAUA
((((((((((((((((((...&...............))))).))).))........)))))))). -19.70
>ENSRNOG00000010558 hs-mir-23a   1328   1335
AUCACAUUGCCAGGGAUUUCC&UGCUUAAUGAUCGAGCUUCAGUUUCUCUCAGCCAUAAUGUGAC
.((((((((..(((((.....&.......................)))))......)))))))). -14.80

miRNA: mir-23a
Human predicted target: ENSG00000109332
Mouse predicted target: ENSMUSG00000043574
Rat predicted target: ENSRNOG00000013741
Hs Gene description: UBIQUITIN-CONJUGATING ENZYME E2-17 KDA 3 (EC
6.3.2.19) (UBIQUITIN- PROTEIN LIGASE) (UBIQUITIN CARRIER PROTEIN)
(E2(17)KB 3). [Source:SWISSPROT;Acc:P47986] NM_003340
mir-23a ENSG00000109332 3439 nt UTR 2 hits 540 2616
---------------------1----------------------------------------------------
------------------------------1---------------------------------
>ENSG00000109332 hs-mir-23a    540    547
AUCACAUUGCCAGGGAUUUCC&AUUGGUAUUGAAUUUAUAGCAUCAGCAGAACAGAAAAUGUGAUG
(((((((((((((........&.))))).............................)))))))). -14.15
>ENSG00000109332 hs-mir-23a   2616   2623
AUCACAUUGCCAGGGAUUUCC&AAAUGACUCAGUUUGUUUUUCCUGGGCGAGUUUGCAAUGUGAUA
((((((((((((((((.....&..................)))))).........)))))))))). -23.40
mir-23a ENSMUSG00000043574 2818 nt UTR 2 hits 536 2557
---------------------1----------------------------------------------------
----------------------------1----------
>ENSMUSG00000043574 hs-mir-23a    536    543
AUCACAUUGCCAGGGAUUUCC&AAUUGGUAUUGAAUUAUAGCAUCAGCAGAACAGAAAAUGUGAUG
(((((((((((((........&..)))))............................)))))))). -14.18
>ENSMUSG00000043574 hs-mir-23a   2557   2564
AUCACAUUGCCAGGGAUUUCC&GAAUUUCCUUUUGAUUUUUUCUUGGGCAGGUUUGCAAUGUGAUA
((((((((((.(((((.(((.&))).)))))........................)))))))))). -21.51
mir-23a ENSRNOG00000013741 3926 nt UTR 2 hits 538 2643
---------------------1----------------------------------------------------
-------------------------------1------------------------------------------
----------
>ENSRNOG00000013741 hs-mir-23a    538    545
AUCACAUUGCCAGGGAUUUCC&AAUUGGUAUUGAAUUAUAGCAUCAGCAGAACAGAAAAUGUGAUG



(((((((((((((........&..)))))............................)))))))). -14.18
>ENSRNOG00000013741 hs-mir-23a   2643   2650
AUCACAUUGCCAGGGAUUUCC&UGAAUUUCCUUUGACUUUUUCUUGGGCAGGUUUGCAAUGUGAUA
((((((((((.(((((.(((.&.))).))))).......................)))))))))). -21.55

miRNA: mir-23a
Human predicted target: ENSG00000119408
Mouse predicted target: ENSMUSG00000026749
Rat predicted target: ENSRNOG00000010897
Hs Gene description: PUTATIVE SERINE-THREONINE PROTEIN KINASE.
[Source:RefSeq;Acc:NM_014397] NM_014397
mir-23a ENSG00000119408 3495 nt UTR 2 hits 304 1123
------------1-------------------------------1-----------------------------
------------------------------------------------------------------
>ENSG00000119408 hs-mir-23a    304    311
AUCACAUUGCCAGGGAUUUCC&CAGCGAGCCACGGCAGCCCCCUGUAUCUGGAUUGUAAUGUGAA
.((((((((((((((..((((&...........)).))..)))))..........))))))))). -22.10
>ENSG00000119408 hs-mir-23a   1123   1130
AUCACAUUGCCAGGGAUUUCC&UCCCAAACAGGAUUAACUGUGAAGACUAAUUUAUAAAUGUGAA
.(((((((.((((..(..(((&.........))).)..))).)..............))))))). -14.76
mir-23a ENSMUSG00000026749 2377 nt UTR 2 hits 238 1164
---------1------------------------------------1---------------------------
----------------------
>ENSMUSG00000026749 hs-mir-23a    238    245
AUCACAUUGCCAGGGAUUUCC&GUUUGGCAGCCAUGGAAACCCCUUGUACCUACUGAAAUGUGAA
.(((((((((.((((.(((((&.............))))).)))).)).........))))))). -22.10
>ENSMUSG00000026749 hs-mir-23a   1164   1171
AUCACAUUGCCAGGGAUUUCC&UUCCUAAUAGGAUUAACUGUGAAGACUAACUUAUAAAUGUGAA
.(((((((.((((..(..(((&.........))).)..))).)..............))))))). -14.76
mir-23a ENSRNOG00000010897 2328 nt UTR 2 hits 211 1133
--------1------------------------------------1----------------------------
--------------------
>ENSRNOG00000010897 hs-mir-23a    211    218
AUCACAUUGCCAGGGAUUUCC&GCUUUAGUGGGGGAGGGGCUUGGCAGGCCUACUGAAAUGUGAA
.(((((((((((((..(((((&...........)))))..))))))...........))))))). -23.70
>ENSRNOG00000010897 hs-mir-23a   1133   1140
AUCACAUUGCCAGGGAUUUCC&UUCCCAACAGGAUUAACUGUGAAGACUAACUUAUAAAUGUGAA
.(((((((.((.((((.....&.))))....))........................))))))). -15.71

miRNA: mir-23a
Human predicted target: ENSG00000137942
Mouse predicted target: ENSMUSG00000039735
Rat predicted target: ENSRNOG00000013798
Hs Gene description: NM_017737
mir-23a ENSG00000137942 4245 nt UTR 3 hits 1740 1829 2769



---------------------------------------------------------------------1---
1------------------------------------1------------------------------------
-----------------------
>ENSG00000137942 hs-mir-23a   1740   1747
AUCACAUUGCCAGGGAUUUCC&UUAGAUAUUGAAUCUCGUUACAGGGUUAUUUAUAUAAUGUGAC
.((((((((((.(((((((..&.........))))))).......)).........)))))))). -16.10
>ENSG00000137942 hs-mir-23a   1829   1836
AUCACAUUGCCAGGGAUUUCC&GCUAUUUUUAUUUUAAAGGUUAGCAAUGAGGAGGAAAUGUGAUC
((((((((.((.......(((&.............................))))).)))))))). -14.51
>ENSG00000137942 hs-mir-23a   2769   2776
AUCACAUUGCCAGGGAUUUCC&UCUAAUUUCAGAAGAUUCACCUUUUAAAAAAUGCAAAUGUGAA
.(((((((((.(((((((((.&..........))))..)).)))..........)).))))))). -15.20
mir-23a ENSMUSG00000039735 5380 nt UTR 5 hits 1902 2621 2876 2965
3441
--------------------------------------------------------------------------
--1---------------------------1----------1--1------------------1----------
--------------------------------------------------------------------
>ENSMUSG00000039735 hs-mir-23a   1902   1909
AUCACAUUGCCAGGGAUUUCC&UCUGCUCUAGCCUGCAGCCCAGUUACCGACUCUGAAAUGUGAC
.(((((((..(((((......&.............................))))).))))))). -19.10
>ENSMUSG00000039735 hs-mir-23a   2621   2628
AUCACAUUGCCAGGGAUUUCC&CGUUUGGUUCUUUACUGUUGUGAGGGGAGAAAGAGAAUGUGAA
.(((((((..(.....(..((&.......................))..)....)..))))))). -14.70
>ENSMUSG00000039735 hs-mir-23a   2876   2883
AUCACAUUGCCAGGGAUUUCC&UUAGAUAUUAAAUCUCGUUACAGGGUUAUUUAUAUAAUGUGAC
.((((((((((.(((((((..&.........))))))).......)).........)))))))). -15.70
>ENSMUSG00000039735 hs-mir-23a   2965   2972
AUCACAUUGCCAGGGAUUUCC&GCUAUUUUUAUUUCAAAAGUUAGCAAUGAGAAGGAAAUGUGAC
.(((((((.((..........&................................)).))))))). -15.20
>ENSMUSG00000039735 hs-mir-23a   3441   3448
AUCACAUUGCCAGGGAUUUCC&CUGCUGCUGGAACCAAAGAGACUCGGAGCACCUUAAAUGUGAUA
((((((((...(((...((((&........................))))..)))..)))))))). -19.60
mir-23a ENSRNOG00000013798 5105 nt UTR 5 hits 1674 2358 2612 2701
4695
------------------------------------------------------------------1-------
--------------------1---------1---1---------------------------------------
---------------------------------------1-----------------
>ENSRNOG00000013798 hs-mir-23a   1674   1681
AUCACAUUGCCAGGGAUUUCC&UGCUCUAGCCUGCAGCCCAGUUAAAGACUCUGUGAAAUGUGAC
.(((((((.((((((......&...........................))))).).))))))). -18.90
>ENSRNOG00000013798 hs-mir-23a   2358   2365
AUCACAUUGCCAGGGAUUUCC&AAUUUGGUUCUUUACUGUUUUGGGGGGAGAAGAACAAUGUGAA
.((((((((.......(..((&.......................))..)......)))))))). -17.42
>ENSRNOG00000013798 hs-mir-23a   2612   2619
AUCACAUUGCCAGGGAUUUCC&UUAGAUAUUAAAUCUCGUUACAGGGUUAUUUAUAUAAUGUGAC
.((((((((((.(((((((..&.........))))))).......)).........)))))))). -15.70
>ENSRNOG00000013798 hs-mir-23a   2701   2708
AUCACAUUGCCAGGGAUUUCC&GCUAUUUUUAUUUCAGAAGUUAGCAAUGAGAAGGAAAUGUGAC



.(((((((.((...((((((.&...............))))))...........)).))))))). -15.44
>ENSRNOG00000013798 hs-mir-23a   4695   4702
AUCACAUUGCCAGGGAUUUCC&UGCUCUAGCCUGCAGCCCAGUUAAAGACUCUGUGAAAUGUGAC
.(((((((.((((((......&...........................))))).).))))))). -18.90

miRNA: mir-23a
Human predicted target: ENSG00000151615
Mouse predicted target: ENSMUSG00000031688
Rat predicted target: ENSRNOG00000012167
Hs Gene description: POU DOMAIN, CLASS 4, TRANSCRIPTION FACTOR 2 (BRAIN-
SPECIFIC HOMEOBOX/POU DOMAIN PROTEIN 3B) (BRN-3B).
[Source:SWISSPROT;Acc:Q12837] NM_004575
mir-23a ENSG00000151615 3663 nt UTR 4 hits 102 173 463 1665
----1-1-----------1-----------------------------------------------1-------
-------------------------------------------------------------------------
>ENSG00000151615 hs-mir-23a    102    109
AUCACAUUGCCAGGGAUUUCC&CUUUUCACUUUUGGCGACUAGAAACAAUUCCAGUAAAUGUGAA
.(((((((....((((((...&.........................))))))....))))))). -17.50
>ENSG00000151615 hs-mir-23a    173    180
AUCACAUUGCCAGGGAUUUCC&GCGAACGAGCGAACAACUGAGCCCAAGCCGGUGAGAAUGUGAA
.((((((((((.(((.(((..&..................)))))).....)))...))))))). -16.00
>ENSG00000151615 hs-mir-23a    463    470
AUCACAUUGCCAGGGAUUUCC&UUCAGGACUAAAACUUUAAACUAGAGUUGAUGCUUAAUGUGAUA
(((((((((.((..(((((..&.......................)))))..))..))))))))). -15.80
>ENSG00000151615 hs-mir-23a   1665   1672
AUCACAUUGCCAGGGAUUUCC&AUUAAAAUAUGCUAUUAAAAUUAAAUGGCUUUUAAAAUGUGAUG
((((((((((((..(((((..&.................)))))...))))......)))))))). -18.60
mir-23a ENSMUSG00000031688 2000 nt UTR 2 hits 113 490
----1--------------1------------------------------------------------------
------
>ENSMUSG00000031688 hs-mir-23a    113    120
AUCACAUUGCCAGGGAUUUCC&CUUUCUACUUUGGCUAUCAGAAAACAAUUCCGGUAAAUGUGAA
.((((((((((.((((((...&.........................))))))))).))))))). -21.00
>ENSMUSG00000031688 hs-mir-23a    490    497
AUCACAUUGCCAGGGAUUUCC&UUCAGGACUGAAACUCGAAGCUAGAGUUGAUGCUUAAUGUGAUA
(((((((((.((..(((((..&.......................)))))..))..))))))))). -15.80
mir-23a ENSRNOG00000012167 3709 nt UTR 2 hits 114 489
----1--------------1------------------------------------------------------
--------------------------------------------------------------------------
-
>ENSRNOG00000012167 hs-mir-23a    114    121
AUCACAUUGCCAGGGAUUUCC&UCUUUCUACUUUGGCUAUCAGAAACAAUUCCGGUAAAUGUGAA
.((((((((((.((((((...&.........................))))))))).))))))). -21.00
>ENSRNOG00000012167 hs-mir-23a    489    496
AUCACAUUGCCAGGGAUUUCC&UUCAGGACUGAAACUCGAAGCUAGAGUUGAUGCUUAAUGUGAC
.((((((((.((..(((((..&.......................)))))..))..)))))))). -14.80



miRNA: mir-23a
Human predicted target: ENSG00000156804
Mouse predicted target: ENSMUSG00000022358
Rat predicted target: ENSRNOG00000006738
Hs Gene description: F-BOX ONLY PROTEIN 32 (MUSCLE ATROPHY F-BOX PROTEIN)
(MAFBX) (ATROGIN- 1). [Source:SWISSPROT;Acc:Q969P5] NM_148177
mir-23a ENSG00000156804 2267 nt UTR 2 hits 181 388
-------1-------1----------------------------------------------------------
-----------------
>ENSG00000156804 hs-mir-23a    181    188
AUCACAUUGCCAGGGAUUUCC&AGGGGAGAAAUGCAGUUGCUGACUGGGAAUUUAAGAAUGUGAA
.(((((((.(...((((((((&........................))))))))..)))))))). -18.00
>ENSG00000156804 hs-mir-23a    388    395
AUCACAUUGCCAGGGAUUUCC&CAAAACUCAAAUACAAAAUAGGACGCUUUGUUUACAAUGUGAA
.((((((((.(((((...(((&....................)))..)))))....)))))))). -19.50
mir-23a ENSMUSG00000022358 3387 nt UTR 2 hits 172 365
------1-------1-----------------------------------------------------------
--------------------------------------------------------------
>ENSMUSG00000022358 hs-mir-23a    172    179
AUCACAUUGCCAGGGAUUUCC&CGGGGAAGAGAUGCAGUUGCCGAUGGAAAUUUACAAAUGUGAA
.(((((((.....((((((((&........................))))))))...))))))). -19.30
>ENSMUSG00000022358 hs-mir-23a    365    372
AUCACAUUGCCAGGGAUUUCC&AAAAGCUCAAAAACAAGAUGGAACACUCUGUUUACAAUGUGAA
.((((((((.(((((..((((&...................))))..)))))....)))))))). -22.20
mir-23a ENSRNOG00000006738 2003 nt UTR 3 hits 168 364 1429
------1-------1------------------------------------------1----------------
-------
>ENSRNOG00000006738 hs-mir-23a    168    175
AUCACAUUGCCAGGGAUUUCC&GUGGGAAGAGAUGCGGUUGCCAAUGGAAACUUACAAAUGUGAA
.(((((((....(((.(((((&........................))))))))...))))))). -16.90
>ENSRNOG00000006738 hs-mir-23a    364    371
AUCACAUUGCCAGGGAUUUCC&GGCAAAACUCAAGGACAAGAUGGAACACUCUUUAUAAUGUGAA
.((((((((..((((..((((&.....................))))..))))...)))))))). -18.60
>ENSRNOG00000006738 hs-mir-23a   1429   1436
AUCACAUUGCCAGGGAUUUCC&GCAAAAUAAGCAGAAAUAGGCGUUUGUUCCAUGUAAAUGUGAA
.(((((((..(((((((..((&..................)).....))))).))..))))))). -18.20

miRNA: mir-23a
Human predicted target: ENSG00000168819
Mouse predicted target: ENSMUSG00000049322
Rat predicted target: ENSRNOG00000009194
Hs Gene description: ZINC FINGER PROTEIN 292.
[Source:SWISSPROT;Acc:O60281]
mir-23a ENSG00000168819 2000 nt UTR 2 hits 771 838
------------------------------1--1----------------------------------------
------



>ENSG00000168819 hs-mir-23a    771    778
AUCACAUUGCCAGGGAUUUCC&GAUAUAGUUACUAUGAGUCCAUGAAAUACAAUGGAAAUGUGAA
.(((((((.(((.((((((..&..............))))))...........))).))))))). -20.30
>ENSG00000168819 hs-mir-23a    838    845
AUCACAUUGCCAGGGAUUUCC&UUUAAACAUUUGGUAUUAAAAAAAAAUCCUUUGUGAAUGUGAUA
((((((((((.((((((((..&.......................)))))))).)).)))))))). -21.90
mir-23a ENSMUSG00000049322 2110 nt UTR 2 hits 742 807
-----------------------------1--1-----------------------------------------
-----------
>ENSMUSG00000049322 hs-mir-23a    742    749
AUCACAUUGCCAGGGAUUUCC&GAUAUAGUUACUAUGAGUCCCUGAAAUGUAACGGAAAUGUGAA
.(((((((.((((((((((..&..............))))))))..........)).))))))). -22.40
>ENSMUSG00000049322 hs-mir-23a    807    814
AUCACAUUGCCAGGGAUUUCC&AUUUUAAACAUUGGUAUUUUAAGAUAUCCUUUGUCAAUGUGAUA
((((((((((.((((((.((.&......................)).)))))).).))))))))). -24.10
mir-23a ENSRNOG00000009194 2113 nt UTR 2 hits 733 798
-----------------------------1-1------------------------------------------
-----------
>ENSRNOG00000009194 hs-mir-23a    733    740
AUCACAUUGCCAGGGAUUUCC&UCAGAUAGCUACUCCAAGUCCCGAAAUGUAAUGGAAAUGUGAA
.(((((((.((((((((((..&...............))))))).........))).))))))). -22.20
>ENSRNOG00000009194 hs-mir-23a    798    805
AUCACAUUGCCAGGGAUUUCC&AUUUUAAACAUUGCUAUUUUAAGAUAUCCUUUGUCAAUGUGAUA
((((((((((.((((((.((.&......................)).)))))).).))))))))). -24.10

miRNA: mir-23b
Human predicted target: ENSG00000107562
Mouse predicted target: ENSMUSG00000030130
Rat predicted target: ENSRNOG00000013589
Hs Gene description: STROMAL CELL-DERIVED FACTOR 1 PRECURSOR (SDF-1)
(CXCL12) (PRE-B CELL GROWTH STIMULATING FACTOR) (PBSF) (HIRH).
[Source:SWISSPROT;Acc:P48061] NM_000609
mir-23b ENSG00000107562 3504 nt UTR 3 hits 1387 1452 1976
-------------------------------------------------------1--1---------------
-----1-------------------------------------------------------------
>ENSG00000107562 hs-mir-23b   1387   1394
AUCACAUUGCCAGGGAUUACCAC&ACUGGCAAUUUGUAAAGAAAUAUAUAUGAUAUAUAAAUGUGAUU
(((((((((((((..........&.))))).............................)))))))). -
17.65
>ENSG00000107562 hs-mir-23b   1452   1459
AUCACAUUGCCAGGGAUUACCAC&CAGUGUAUUUUUUCACUUGUACUAAAAUUGUAUCAAAUGUGAC
.(((((((..((((((....(((&..))).......)).))))................))))))). -12.47
>ENSG00000107562 hs-mir-23b   1976   1983
AUCACAUUGCCAGGGAUUACCAC&UAAAUCAUUAAAUACCAUUCAGCUUGAAUCAUUUUAAUGUGAC
.((((((((.....((((.....&..........................))))....)))))))). -14.60
mir-23b ENSMUSG00000030130 3486 nt UTR 3 hits 830 1888 2470



---------------------------------1----------------------------------------
-1----------------------1-----------------------------------------
>ENSMUSG00000030130 hs-mir-23b    830    837
AUCACAUUGCCAGGGAUUACCAC&GGCCUCCUGUAGAAUGGAGCCAGACCAUCCUGGAUAAUGUGAG
.((((((((((((((........&...........................)))))).)))))))). -24.00
>ENSMUSG00000030130 hs-mir-23b   1888   1895
AUCACAUUGCCAGGGAUUACCAC&UAAAUCAUUAAAUACCAUUCAGCUUGAAUCAUUUUAAUGUGAC
.((((((((.....((((.....&..........................))))....)))))))). -14.60
>ENSMUSG00000030130 hs-mir-23b   2470   2477
AUCACAUUGCCAGGGAUUACCAC&GUGGGAACUGAGAUAGAUACACUCCUCUAUGUUGCAAUGUGAUU
((((((((((((((((...((((&))))..................))))...))..)))))))))). -
21.60
mir-23b ENSRNOG00000013589 3497 nt UTR 3 hits 847 1895 2465
---------------------------------1----------------------------------------
-1----------------------1-----------------------------------------
>ENSRNOG00000013589 hs-mir-23b    847    854
AUCACAUUGCCAGGGAUUACCAC&GGCCUCCUGUAGAAUGGAGCCAGCCCCUCCUGGAUAAUGUGAG
.((((((((((((((........&...........................)))))).)))))))). -23.80
>ENSRNOG00000013589 hs-mir-23b   1895   1902
AUCACAUUGCCAGGGAUUACCAC&UAAAUCAUUAAAUACCAUUCAGCUUGAAUCAUUUUAAUGUGAC
.((((((((.....((((.....&..........................))))....)))))))). -14.60
>ENSRNOG00000013589 hs-mir-23b   2465   2472
AUCACAUUGCCAGGGAUUACCAC&GUGGGAACUGAGAGAGAUACCCUCCCAUAUGUUGCAAUGUGAUU
((((((((((((((((...((((&))))..................))))...))..)))))))))). -
23.30

miRNA: mir-23b
Human predicted target: ENSG00000108179
Mouse predicted target: ENSMUSG00000021868
Rat predicted target: ENSRNOG00000010558
Hs Gene description: PEPTIDYL-PROLYL CIS-TRANS ISOMERASE, MITOCHONDRIAL
PRECURSOR (EC 5.2.1.8) (PPIASE) (ROTAMASE) (CYCLOPHILIN F).
[Source:SWISSPROT;Acc:P30405] NM_005729
mir-23b ENSG00000108179 3492 nt UTR 2 hits 679 845
---------------------------1-----1----------------------------------------
------------------------------------------------------------------
>ENSG00000108179 hs-mir-23b    679    686
AUCACAUUGCCAGGGAUUACCAC&CCUGGGAACAAACCUCACUUGAGCUGUGCCUAGACAAUGUGAA
.(((((((((.(((.((..(((.&...................)).)..)).))).).)))))))). -20.60
>ENSG00000108179 hs-mir-23b    845    852
AUCACAUUGCCAGGGAUUACCAC&AAACAUUUCUGGAACAUGGAUUUGUGUUCACCUUAAAUGUGAA
.(((((((.((((..((......&....))..)))).......................))))))). -18.45
mir-23b ENSMUSG00000021868 2862 nt UTR 2 hits 667 835
--------------------------1------1----------------------------------------
-----------------------------------------
>ENSMUSG00000021868 hs-mir-23b    667    674
AUCACAUUGCCAGGGAUUACCAC&CUGGGAACAGACCUGUGAGCCCGGUCUUUCUGCUCAAUGUGAA



.((((((((...((((..(((..&......................)))..))))...)))))))). -22.90
>ENSMUSG00000021868 hs-mir-23b    835    842
AUCACAUUGCCAGGGAUUACCAC&AAAGAUUUCUGGGACAGUCCUGUGUGUUCAUCUCAAAUGUGAUA
(((((((((((((((....(((.&.........))).....))))).))..........)))))))). -
21.30
mir-23b ENSRNOG00000010558 2838 nt UTR 3 hits 645 807 1328
-------------------------1------1--------------------1--------------------
----------------------------------------
>ENSRNOG00000010558 hs-mir-23b    645    652
AUCACAUUGCCAGGGAUUACCAC&CUGGGGACAGACCUGUGAGCCAGGCCUGUCUGCUCAAUGUGAA
.(((((((((((((..(..(((.&.)))....)..)))).).................)))))))). -19.02
>ENSRNOG00000010558 hs-mir-23b    807    814
AUCACAUUGCCAGGGAUUACCAC&AGAAGAUUUCUGAACAGUCCUCUGUGUUCAUCUCAAAUGUGAUA
((((((((((((((((((.....&...............))))).))).))........)))))))). -
20.30
>ENSRNOG00000010558 hs-mir-23b   1328   1335
AUCACAUUGCCAGGGAUUACCAC&UGCUUAAUGAUCGAGCUUCAGUUUCUCUCAGCCAUAAUGUGAC
.((((((((..(((((.......&.......................)))))......)))))))). -14.80

miRNA: mir-23b
Human predicted target: ENSG00000137942
Mouse predicted target: ENSMUSG00000039735
Rat predicted target: ENSRNOG00000013798
Hs Gene description: NM_017737
mir-23b ENSG00000137942 4245 nt UTR 3 hits 1740 1829 2769
---------------------------------------------------------------------1---
1------------------------------------1------------------------------------
-----------------------
>ENSG00000137942 hs-mir-23b   1740   1747
AUCACAUUGCCAGGGAUUACCAC&UUAGAUAUUGAAUCUCGUUACAGGGUUAUUUAUAUAAUGUGAC
.((((((((....((((.(((..&.......................))).))))...)))))))). -17.40
>ENSG00000137942 hs-mir-23b   1829   1836
AUCACAUUGCCAGGGAUUACCAC&GCUAUUUUUAUUUUAAAGGUUAGCAAUGAGGAGGAAAUGUGAUC
((((((((.((...(...(((..&.................)))...).....))....)))))))). -
17.30
>ENSG00000137942 hs-mir-23b   2769   2776
AUCACAUUGCCAGGGAUUACCAC&UCUAAUUUCAGAAGAUUCACCUUUUAAAAAAUGCAAAUGUGAA
.(((((((((.(((((.......&................)).)))..........)).))))))). -14.40
mir-23b ENSMUSG00000039735 5380 nt UTR 5 hits 1902 2621 2876 2965
3441
--------------------------------------------------------------------------
--1---------------------------1----------1--1------------------1----------
--------------------------------------------------------------------
>ENSMUSG00000039735 hs-mir-23b   1902   1909
AUCACAUUGCCAGGGAUUACCAC&UCUGCUCUAGCCUGCAGCCCAGUUACCGACUCUGAAAUGUGAC
.(((((((..(((((........&.............................))))).))))))). -19.10
>ENSMUSG00000039735 hs-mir-23b   2621   2628



AUCACAUUGCCAGGGAUUACCAC&CGUUUGGUUCUUUACUGUUGUGAGGGGAGAAAGAGAAUGUGAA
.((((((((((((..(..((((.&....))))...)..)))..))..............))))))). -15.43
>ENSMUSG00000039735 hs-mir-23b   2876   2883
AUCACAUUGCCAGGGAUUACCAC&UUAGAUAUUAAAUCUCGUUACAGGGUUAUUUAUAUAAUGUGAC
.((((((((....((((.(((..&.......................))).))))...)))))))). -17.40
>ENSMUSG00000039735 hs-mir-23b   2965   2972
AUCACAUUGCCAGGGAUUACCAC&GCUAUUUUUAUUUCAAAAGUUAGCAAUGAGAAGGAAAUGUGAC
.(((((((.((............&................................)).))))))). -15.20
>ENSMUSG00000039735 hs-mir-23b   3441   3448
AUCACAUUGCCAGGGAUUACCAC&CUGCUGCUGGAACCAAAGAGACUCGGAGCACCUUAAAUGUGAUA
((((((((...(((..((.((..&........................))))..)))..)))))))). -
19.50
mir-23b ENSRNOG00000013798 5105 nt UTR 5 hits 1674 2358 2612 2701
4695
------------------------------------------------------------------1-------
--------------------1---------1---1---------------------------------------
---------------------------------------1-----------------
>ENSRNOG00000013798 hs-mir-23b   1674   1681
AUCACAUUGCCAGGGAUUACCAC&UGCUCUAGCCUGCAGCCCAGUUAAAGACUCUGUGAAAUGUGAC
.(((((((.((((((........&...........................))))).).))))))). -18.90
>ENSRNOG00000013798 hs-mir-23b   2358   2365
AUCACAUUGCCAGGGAUUACCAC&AAUUUGGUUCUUUACUGUUUUGGGGGGAGAAGAACAAUGUGAA
.((((((((((((((...((((.&....)))).........))))))...........)))))))). -18.00
>ENSRNOG00000013798 hs-mir-23b   2612   2619
AUCACAUUGCCAGGGAUUACCAC&UUAGAUAUUAAAUCUCGUUACAGGGUUAUUUAUAUAAUGUGAC
.((((((((....((((.(((..&.......................))).))))...)))))))). -17.40
>ENSRNOG00000013798 hs-mir-23b   2701   2708
AUCACAUUGCCAGGGAUUACCAC&GCUAUUUUUAUUUCAGAAGUUAGCAAUGAGAAGGAAAUGUGAC
.(((((((.((............&................................)).))))))). -15.20
>ENSRNOG00000013798 hs-mir-23b   4695   4702
AUCACAUUGCCAGGGAUUACCAC&UGCUCUAGCCUGCAGCCCAGUUAAAGACUCUGUGAAAUGUGAC
.(((((((.((((((........&...........................))))).).))))))). -18.90

miRNA: mir-23b
Human predicted target: ENSG00000168819
Mouse predicted target: ENSMUSG00000049322
Rat predicted target: ENSRNOG00000009194
Hs Gene description: ZINC FINGER PROTEIN 292.
[Source:SWISSPROT;Acc:O60281]
mir-23b ENSG00000168819 2000 nt UTR 2 hits 771 838
------------------------------1--1----------------------------------------
------
>ENSG00000168819 hs-mir-23b    771    778
AUCACAUUGCCAGGGAUUACCAC&GAUAUAGUUACUAUGAGUCCAUGAAAUACAAUGGAAAUGUGAA
.(((((((.(((.(((((.....&...............)))))...........))).))))))). -19.80
>ENSG00000168819 hs-mir-23b    838    845
AUCACAUUGCCAGGGAUUACCAC&UUUAAACAUUUGGUAUUAAAAAAAAAUCCUUUGUGAAUGUGAUA



((((((((((.(((((((((((.&..........)))))..........)))))).)).)))))))). -
23.40
mir-23b ENSMUSG00000049322 2110 nt UTR 2 hits 742 807
-----------------------------1--1-----------------------------------------
-----------
>ENSMUSG00000049322 hs-mir-23b    742    749
AUCACAUUGCCAGGGAUUACCAC&GAUAUAGUUACUAUGAGUCCCUGAAAUGUAACGGAAAUGUGAA
.(((((((.(((((((((.....&...............)))))))..........)).))))))). -21.90
>ENSMUSG00000049322 hs-mir-23b    807    814
AUCACAUUGCCAGGGAUUACCAC&AUUUUAAACAUUGGUAUUUUAAGAUAUCCUUUGUCAAUGUGAUA
((((((((((.(((((((((((.&...........))))).........)))))).).))))))))). -
25.50
mir-23b ENSRNOG00000009194 2113 nt UTR 2 hits 733 798
-----------------------------1-1------------------------------------------
-----------
>ENSRNOG00000009194 hs-mir-23b    733    740
AUCACAUUGCCAGGGAUUACCAC&UCAGAUAGCUACUCCAAGUCCCGAAAUGUAAUGGAAAUGUGAA
.(((((((.(((((((((.....&................)))))).........))).))))))). -21.90
>ENSRNOG00000009194 hs-mir-23b    798    805
AUCACAUUGCCAGGGAUUACCAC&AUUUUAAACAUUGCUAUUUUAAGAUAUCCUUUGUCAAUGUGAUA
((((((((((.((((((......&.........................)))))).).))))))))). -
22.00

miRNA: mir-24
Human predicted target: ENSG00000100226
Mouse predicted target: ENSMUSG00000042535
Rat predicted target: ENSRNOG00000014634
Hs Gene description: GTP-BINDING PROTEIN 1 (G-PROTEIN 1) (GP-1) (GP1).
[Source:SWISSPROT;Acc:O00178] NM_014027
mir-24 ENSG00000100226 4873 nt UTR 2 hits 997 1030
---------------------------------------1-1--------------------------------
--------------------------------------------------------------------------
-----------------------------------------------
>ENSG00000100226 hs-mir-24    997   1004
UGGCUCAGUUCAGCAGGAACAG&AGCACCUCCUGUUGGAGGGGUGGAGGGAUGUUCCCCUGAGCCAG
((((((((((((((((((....&......))))))))))...................)))))))). -30.00
>ENSG00000100226 hs-mir-24   1030   1037
UGGCUCAGUUCAGCAGGAACAG&CCCUGAGCCAGGCUGAGACUAGAACCCCAUCUUCCCUGAGCCAG
((((((((((((((.((..(((&..)))..))..))))))..................)))))))). -28.46
mir-24 ENSMUSG00000042535 3379 nt UTR 3 hits 866 1032 3294
----------------------------------1------1--------------------------------
---------------------------------------------------------1----
>ENSMUSG00000042535 hs-mir-24    866    873
UGGCUCAGUUCAGCAGGAACAG&CAGGAGGCUCUUCCUGUUUCUACUUAGAUCUCUGGCUGAGCCU
.(((((((((.((((((((.((&.......)).))))))))...............))))))))). -26.69
>ENSMUSG00000042535 hs-mir-24   1032   1039
UGGCUCAGUUCAGCAGGAACAG&AACCGCUACAGCCAUGCCACAUAGCAGUGAAGGGUCUGAGCCC



.((((((((((((((((.....&...........)).)))..........))))....))))))). -20.50
>ENSMUSG00000042535 hs-mir-24   3294   3301
UGGCUCAGUUCAGCAGGAACAG&AGCCUCUGAGAGACCCAGGGCAGGGGGCAGAGGCACUGAGCCC
.((((((((((((.(((.....&..))))))).........................)))))))). -23.41
mir-24 ENSRNOG00000014634 3291 nt UTR 3 hits 821 956 1965
--------------------------------1-----1-----------------------------------
----1-----------------------------------------------------
>ENSRNOG00000014634 hs-mir-24    821    828
UGGCUCAGUUCAGCAGGAACAG&CUGGAGGUUCUUCCUGUUUCCACUUAUGUCUCUGGCUGAGCCU
.(((((((((.((((((((...&..........))))))))...............))))))))). -26.19
>ENSRNOG00000014634 hs-mir-24    956    963
UGGCUCAGUUCAGCAGGAACAG&CCAUGCUACAGCCAUGCCACAUAGCAGGGAAGGGCCUGAGCCC
.(((((((..(((((((.....&)).)))).........................)..))))))). -21.61
>ENSRNOG00000014634 hs-mir-24   1965   1972
UGGCUCAGUUCAGCAGGAACAG&CUGUUAUUAACAGGGACCACAAAGGUCCUUCAGAACUGAGCCC
.((((((((((.(.((((((((&)))).....................)))).).)))))))))). -26.99

miRNA: mir-24
Human predicted target: ENSG00000162065
Mouse predicted target: ENSMUSG00000036473
Rat predicted target: ENSRNOG00000006708
mir-24 ENSG00000162065 4527 nt UTR 4 hits 329 348 1223 1834
-------------2----------------------------------1------------------------
1-------------------------------------------------------------------------
-----------------------------------
>ENSG00000162065 hs-mir-24    329    336
UGGCUCAGUUCAGCAGGAACAG&CCCAAGGCCUUGGGAGUGUCUGGGUCUUGCUGCCCCUGAGCCU
.(((((((..((((((((.(((&...................)))..))))))))...))))))). -32.20
>ENSG00000162065 hs-mir-24    348    355
UGGCUCAGUUCAGCAGGAACAG&CUGGGUCUUGCUGCCCCUGAGCCUCUCUAGGCAGCCUGAGCCC
.(((((((..((((((((.(((&)))..))))))))......................))))))). -27.55
>ENSG00000162065 hs-mir-24   1223   1230
UGGCUCAGUUCAGCAGGAACAG&CUUACAGCCUUUGGGCCCCUGGGCCCCUGCCCUGCCUGAGCCC
.(((((((....(((((..(((&..................)))....))))).....))))))). -26.80
>ENSG00000162065 hs-mir-24   1834   1841
UGGCUCAGUUCAGCAGGAACAG&UCAUCUCAGCCCACCGCAGCCCUCCAGGCCCCCGCCUGAGCCC
.(((((((....((.(((....&......................)))..))......))))))). -20.60
mir-24 ENSMUSG00000036473 4940 nt UTR 4 hits 883 1023 1687 2372
-----------------------------------1----1--------------------------1------
--------------------1-----------------------------------------------------
--------------------------------------------------
>ENSMUSG00000036473 hs-mir-24    883    890
UGGCUCAGUUCAGCAGGAACAG&AGGCCUGGCCCUGGCUUGGACUUAGGUUAGGAUUCCUGAGCCC
.((((((((((((((((..(((&....)))..)))).)).)))...............))))))). -25.96
>ENSMUSG00000036473 hs-mir-24   1023   1030
UGGCUCAGUUCAGCAGGAACAG&GUACCCACAAUUGCCAAGGCUACAUUUCCAUGCCCCUGAGCCU
.(((((((....(((((((...&.........................)))).)))..))))))). -24.20



>ENSMUSG00000036473 hs-mir-24   1687   1694
UGGCUCAGUUCAGCAGGAACAG&AUUAAGGCCUUCAGGUCUCUGGAUGUCUGUGCUUCCUGAGCCC
.(((((((....(((((..(((&..................)))....))))).....))))))). -24.70
>ENSMUSG00000036473 hs-mir-24   2372   2379
UGGCUCAGUUCAGCAGGAACAG&CUACAGAAGGUUAUAAGCCUCAAUGCCCACUUCCCCUGAGCCC
.(((((((...((..((.....&.........................))..))....))))))). -18.50
mir-24 ENSRNOG00000006708 4128 nt UTR 4 hits 916 1383 2970 3496
------------------------------------1------------------1------------------
--------------------------------------------1--------------------1--------
------------------
>ENSRNOG00000006708 hs-mir-24    916    923
UGGCUCAGUUCAGCAGGAACAG&AUUAUGACCUCUAGGUCUCUGGAUGUCUGUGCUCCCUGAGCCC
.(((((((....(((((..(((&..................)))....))))).....))))))). -24.70
>ENSRNOG00000006708 hs-mir-24   1383   1390
UGGCUCAGUUCAGCAGGAACAG&CCACAGAAUGGUGUAAGCCUCAGCGCCCAUCCCCCCUGAGCCC
.(((((((....(((((.(((.&...........)))...)))..))...........))))))). -19.36
>ENSRNOG00000006708 hs-mir-24   2970   2977
UGGCUCAGUUCAGCAGGAACAG&AUUAUGACCUCUAGGUCUCUGGAUGUCUGUGCUCCCUGAGCCC
.(((((((....(((((..(((&..................)))....))))).....))))))). -24.70
>ENSRNOG00000006708 hs-mir-24   3496   3503
UGGCUCAGUUCAGCAGGAACAG&CCACAGAAUGGUGUAAGCCUCAGCGCCCAUCCCCCCUGAGCCC
.(((((((....(((((.(((.&...........)))...)))..))...........))))))). -19.36

miRNA: mir-24
Human predicted target: ENSG00000162236
Mouse predicted target: ENSMUSG00000010110
Rat predicted target: ENSRNOG00000018847
Hs Gene description: SYNTAXIN 5. [Source:SWISSPROT;Acc:Q13190] NM_003164
mir-24 ENSG00000162236 2000 nt UTR 3 hits 72 463 1658
--1---------------1-----------------------------------------------1-------
------
>ENSG00000162236 hs-mir-24     72     79
UGGCUCAGUUCAGCAGGAACAG&GACCCUCCUGGGAAGGCAAGUGGCCAGUGCUGCCACUGAGCCU
.((((((((.(((((((.((..&...................))..))..)))))..)))))))). -28.40
>ENSG00000162236 hs-mir-24    463    470
UGGCUCAGUUCAGCAGGAACAG&CUUUCUUCCUCUUUCACCAUGUGAGGCAGGGAGCCCUGAGCCC
.((((((((((.((....(((.&...................)))...))...)))..))))))). -21.40
>ENSG00000162236 hs-mir-24   1658   1665
UGGCUCAGUUCAGCAGGAACAG&CCGAGCUGAAACACUGGCUAGAUUCCGGUAGGGGUCUGAGCCAU
((((((((((((((.((.....&))..)))))).........................)))))))). -25.51
mir-24 ENSMUSG00000010110 2573 nt UTR 3 hits 77 464 2135
---1--------------1-------------------------------------------------------
-----------1-----------------
>ENSMUSG00000010110 hs-mir-24     77     84
UGGCUCAGUUCAGCAGGAACAG&GAUCCUCCUGGGAGGACAGGUGGCUACUAUUGCCACUGAGCCU
.((((((((((((.((((....&..)))).)))).......................)))))))). -25.00
>ENSMUSG00000010110 hs-mir-24    464    471



UGGCUCAGUUCAGCAGGAACAG&GCCGCCUUCUCCUCACCAUGUGAGGUGAGGGGGCUCUGAGCCC
.(((((((((((.(((((....&.........))))..........).))))......))))))). -20.20
>ENSMUSG00000010110 hs-mir-24   2135   2142
UGGCUCAGUUCAGCAGGAACAG&GGCUCCUUGGCGUUUGGUGGCGUCAGGUUCUGCGCCUGAGCCC
.(((((((....((((((....&...........................))))))..))))))). -25.20
mir-24 ENSRNOG00000018847 2575 nt UTR 3 hits 80 471 2494
---1--------------1-------------------------------------------------------
-------------------------1---
>ENSRNOG00000018847 hs-mir-24     80     87
UGGCUCAGUUCAGCAGGAACAG&AACCCUUCUGGAAGGACAGGUGGCCACUAUUGCCACUGAGCCU
.((((((((((((.(((.....&...))).)))).......................)))))))). -23.40
>ENSRNOG00000018847 hs-mir-24    471    478
UGGCUCAGUUCAGCAGGAACAG&CCACCUUCUCCUCACCAUGUGAGGUGGGGGGGGCUCUGAGCCC
.(((((((...(((((((....&........))))....................)))))))))). -20.05
>ENSRNOG00000018847 hs-mir-24   2494   2501
UGGCUCAGUUCAGCAGGAACAG&GGCGUCCGGGUGUUUGGUGGCGUCAGGUUCUGCGCCUGAGCCC
.(((((((....((((((....&...........................))))))..))))))). -25.20

miRNA: mir-24
Human predicted target: ENSG00000166484
Mouse predicted target: ENSMUSG00000001034
Rat predicted target: ENSRNOG00000002412
Hs Gene description: MITOGEN-ACTIVATED PROTEIN KINASE 7 (EC 2.7.1.-)
(EXTRACELLULAR SIGNAL- REGULATED KINASE 5) (ERK-5) (ERK4) (BMK1 KINASE).
[Source:SWISSPROT;Acc:Q13164] NM_139032
mir-24 ENSG00000166484 2313 nt UTR 4 hits 156 1520 1606 2196
------1-----------------------------------------------------1---1---------
-------------1-----
>ENSG00000166484 hs-mir-24    156    163
UGGCUCAGUUCAGCAGGAACAG&CAUCUCAGACCCACCUUUCAGCCUUAAGCAGCCACCUGAGCCAC
((((((((....(((((.....&.....................)))...))......)))))))). -20.40
>ENSG00000166484 hs-mir-24   1520   1527
UGGCUCAGUUCAGCAGGAACAG&GAGGAGAGAAGGGUUGGGGCUGCUGAGGCAGGGAACUGAGCCC
.(((((((((((((((...(((&.............)))...)))))........)))))))))). -27.70
>ENSG00000166484 hs-mir-24   1606   1613
UGGCUCAGUUCAGCAGGAACAG&UCACGUGGCAGCCUGGCGGGAUGGGGGCACCCUCCCUGAGCCAG
(((((((((((.(((((..((.&.....))....)))).).)))..............)))))))). -23.33
>ENSG00000166484 hs-mir-24   2196   2203
UGGCUCAGUUCAGCAGGAACAG&CAGCUUGUAGUCAUUCCAGCCGCGGAAGAAACUUACUGAGCCAU
(((((((((((.((.((((...&.............)))).))....))........))))))))). -23.50
mir-24 ENSMUSG00000001034 2301 nt UTR 3 hits 158 1486 2183
------1----------------------------------------------------1--------------
-------------1-----
>ENSMUSG00000001034 hs-mir-24    158    165
UGGCUCAGUUCAGCAGGAACAG&CAUCUCAGACCCACCUUUCAGCCUUAAGCAGCCACCUGAGCCAC
((((((((....(((((.....&.....................)))...))......)))))))). -20.40
>ENSMUSG00000001034 hs-mir-24   1486   1493



UGGCUCAGUUCAGCAGGAACAG&UGAUGUGGCAUCCUAUCGGAUGGGGGGCACCCUCCCUGAGCCAC
(((((((((((...((((....&..........))))...)))...............)))))))). -20.16
>ENSMUSG00000001034 hs-mir-24   2183   2190
UGGCUCAGUUCAGCAGGAACAG&CAGCUUGUAGUCGCUCCAGCCCCGGAAGAAACUCACUGAGCCGU
(((((((((((.((.(((....&..............))).))....))........))))))))). -22.00
mir-24 ENSRNOG00000002412 2302 nt UTR 3 hits 159 1475 2050
------1---------------------------------------------------1---------------
-------1-----------
>ENSRNOG00000002412 hs-mir-24    159    166
UGGCUCAGUUCAGCAGGAACAG&CAUCUCAGACCCACCGUUCAGCCUUAAGCAGCCGCCUGAGCCAC
((((((((....((.((.....&...............................)))))))))))). -20.50
>ENSRNOG00000002412 hs-mir-24   1475   1482
UGGCUCAGUUCAGCAGGAACAG&AUUAUGUGGCAUCCUAUUGGAUGAGGGCACCCUCCCUGAGCCAC
(((((((((((((.((((....&...........)))).)))))..............)))))))). -23.93
>ENSRNOG00000002412 hs-mir-24   2050   2057
UGGCUCAGUUCAGCAGGAACAG&CAGCUUGUAGUCGUUCCAACCCCGGAAGAAACUCACUGAGCCGU
(((((((((((....(((((..&............))))).......))........))))))))). -23.60

miRNA: mir-24
Human predicted target: ENSG00000167771
Mouse predicted target: ENSMUSG00000024968
Rat predicted target: ENSRNOG00000021183
Hs Gene description: NM_173587
mir-24 ENSG00000167771 2635 nt UTR 3 hits 1064 1145 2189
------------------------------------------1--1----------------------------
-------------1------------------
>ENSG00000167771 hs-mir-24   1064   1071
UGGCUCAGUUCAGCAGGAACAG&AGGAGGGGGGAAGGGAGGGAGGGGGAGCCCUUGGUCUGAGCCGC
((((((((..((..(((.....&............................)))))..)))))))). -22.40
>ENSG00000167771 hs-mir-24   1145   1152
UGGCUCAGUUCAGCAGGAACAG&GCCCCUUCCUAGGACGCAAGGGCUCGGCUUAAUCGCUGAGCCU
.((((((((..((((((((...&.....)))))................))).....)))))))). -22.39
>ENSG00000167771 hs-mir-24   2189   2196
UGGCUCAGUUCAGCAGGAACAG&GAGCUCCACCACUCUUGCCUGAGAGUGUUCCAGCCCUGAGCCAC
((((((((....((.((((((.&.........................)))))).)).)))))))). -27.90
mir-24 ENSMUSG00000024968 2567 nt UTR 3 hits 951 1028 1997
--------------------------------------1--1--------------------------------
-----1-----------------------
>ENSMUSG00000024968 hs-mir-24    951    958
UGGCUCAGUUCAGCAGGAACAG&CCAUAGGGCAAGAGGGGAGAGGAGGAGCCCUUGGUCUGAGCCAU
((((((((..((..(((.....&............................)))))..)))))))). -23.20
>ENSMUSG00000024968 hs-mir-24   1028   1035
UGGCUCAGUUCAGCAGGAACAG&GGCAAGGUUCCUGGAACCCAAGACUCAAUGUGUUGCUGAGCCU
.((((((((.((.(((((((..&......)))))))...............))....)))))))). -27.69
>ENSMUSG00000024968 hs-mir-24   1997   2004
UGGCUCAGUUCAGCAGGAACAG&GAACUCCACCACUCUUGCCUGAGAGUGUUCCAGCCCUGAGCCAC
((((((((....((.((((((.&.........................)))))).)).)))))))). -27.90



mir-24 ENSRNOG00000021183 2565 nt UTR 4 hits 313 684 975 2055
------------1--------------1----------1-----------------------------------
--------1--------------------
>ENSRNOG00000021183 hs-mir-24    313    320
UGGCUCAGUUCAGCAGGAACAG&UGGCCUCUGGGCCUACCCUUUGUGUGUGGUAGUGACUGAGCCU
.((((((((((.(((((..(((&......)))..)))..............)).).))))))))). -25.03
>ENSRNOG00000021183 hs-mir-24    684    691
UGGCUCAGUUCAGCAGGAACAG&CCAAUUCUCUUCUGCCAGGCAGGCAGGCGGGCGGGCUGAGCCAC
(((((((((((.((((((....&.........)))))).................))))))))))). -26.67
>ENSRNOG00000021183 hs-mir-24    975    982
UGGCUCAGUUCAGCAGGAACAG&CCGUAGGGCAAGAGGGGAAAGGAGAAGCCCUUGGUCUGAGCCAU
((((((((..((..(((.....&............................)))))..)))))))). -23.20
>ENSRNOG00000021183 hs-mir-24   2055   2062
UGGCUCAGUUCAGCAGGAACAG&GAACCCCACCACUCUUGCCUGAGAGUGUUCCAGCCCUGAGCCAU
((((((((....((.((((((.&.........................)))))).)).)))))))). -28.00

miRNA: mir-24
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
mir-24 ENSG00000169635 2050 nt UTR 3 hits 682 822 1970
---------------------------1----1-----------------------------------------
----1---
>ENSG00000169635 hs-mir-24    682    689
UGGCUCAGUUCAGCAGGAACAG&GACAAUAGCUUAUUUUCUUUCCGCCCCCUCCGGGGCUGAGCCU
.((((((((((....(((....&............................))).)))))))))). -26.10
>ENSG00000169635 hs-mir-24    822    829
UGGCUCAGUUCAGCAGGAACAG&CAGAAGCCCUUCUUGCCCAAAGGCUUCCCUGGUCCCUGAGCCC
.(((((((.((((..((((...&........................))))))))...))))))). -23.10
>ENSG00000169635 hs-mir-24   1970   1977
UGGCUCAGUUCAGCAGGAACAG&GGGGGUGAGGGAGCUUGGGUAGAUGAGGCUCCUGGCUGAGCCC
.(((((((((....((((....&.............................))))))))))))). -22.80
mir-24 ENSMUSG00000050240 2000 nt UTR 3 hits 914 1321 1928
------------------------------------1---------------1---------------------
---1--
>ENSMUSG00000050240 hs-mir-24    914    921
UGGCUCAGUUCAGCAGGAACAG&CCAGAAGCCCUUCUUGCCCAAAGGCUUCCCUGAUUCUGAGCCC
.(((((((.((((..((((...&.........................))))))))..))))))). -24.70
>ENSMUSG00000050240 hs-mir-24   1321   1328
UGGCUCAGUUCAGCAGGAACAG&CUACCUCUUGAAUUCAAUACCCAGUACAGUUGAGGCUGAGCCAC
((((((((((((((........&............................)))).)))))))))). -25.30
>ENSMUSG00000050240 hs-mir-24   1928   1935
UGGCUCAGUUCAGCAGGAACAG&GGCACCUGGCCAAACCUCCACAUAGUGCCUGUGUACUGAGCCAG
(((((((((...(((((.((..&........................)).)))))..))))))))). -31.10
mir-24 ENSRNOG00000001863 2000 nt UTR 3 hits 790 1174 1777



-------------------------------1--------------1------------------------1--
------
>ENSRNOG00000001863 hs-mir-24    790    797
UGGCUCAGUUCAGCAGGAACAG&CCAGAAGCCCUUCUUGCCCAAAGGCUUCCCUGAUCCUGAGCCC
.(((((((.((((..((((...&.........................))))))))..))))))). -24.20
>ENSRNOG00000001863 hs-mir-24   1174   1181
UGGCUCAGUUCAGCAGGAACAG&CUACCUCUUGAAUUCAAUACCCAGUACAGUUGAGGCUGAGCCAC
((((((((((((((........&............................)))).)))))))))). -25.30
>ENSRNOG00000001863 hs-mir-24   1777   1784
UGGCUCAGUUCAGCAGGAACAG&GGUACCUGGCCAGGCCUCCACAUUGUGCCCUUGGACUGAGCCAG
(((((((((((((..((.((((&......................)))).)).))))))))))))). -29.40

miRNA: mir-24
Human predicted target: ENSG00000169991
Mouse predicted target: ENSMUSG00000041025
Rat predicted target: ENSRNOG00000018519
mir-24 ENSG00000169991 6280 nt UTR 4 hits 304 461 1259 4700
------------1-----1-------------------------------1-----------------------
--------------------------------------------------------------------------
---------------------------------------1----------------------------------
------------------------------
>ENSG00000169991 hs-mir-24    304    311
UGGCUCAGUUCAGCAGGAACAG&GACUUUGCAGUGUUAACUGUGCCUUCUCCCUUAAGCUGAGCCAC
((((((((((.((.(((.((((&................)))).))).))......)))))))))). -26.70
>ENSG00000169991 hs-mir-24    461    468
UGGCUCAGUUCAGCAGGAACAG&CUCUGAUUGGCCAUGGGCUAUGCCCUCCCUUCCUCCUGAGCCAG
((((((((....(.(((((...&.............................)))))))))))))). -21.60
>ENSG00000169991 hs-mir-24   1259   1266
UGGCUCAGUUCAGCAGGAACAG&AGCAGUUCCCUCGACUGGCCAGUCGGGGUAUUGAUCUGAGCCAG
((((((((.(((((.(((((..&....)))))..................))..))).)))))))). -25.61
>ENSG00000169991 hs-mir-24   4700   4707
UGGCUCAGUUCAGCAGGAACAG&UGGGCAUGUUCAGGGCAACAUUGCCCAAAUGUGAACUGAGCCC
.(((((((((((((..(((((.&......)))))...))...............))))))))))). -29.46
mir-24 ENSMUSG00000041025 2660 nt UTR 4 hits 59 256 1197 2575
--1-------1------------------------------------1--------------------------
----------------------------1----
>ENSMUSG00000041025 hs-mir-24     59     66
UGGCUCAGUUCAGCAGGAACAG&UGGUCUUGGUGAUGGGGUCCAGCCUCCUCUCCCCACUGAGCCGU
((((((((((((.(((((.((.&)).))))).)))......................))))))))). -26.34
>ENSMUSG00000041025 hs-mir-24    256    263
UGGCUCAGUUCAGCAGGAACAG&CGUCGAUGCAGUGCAACUGUGCCUUCUCCCUUAAGCUGAGCCAC
((((((((((.((.(((.((((&................)))).))).))......)))))))))). -26.70
>ENSMUSG00000041025 hs-mir-24   1197   1204
UGGCUCAGUUCAGCAGGAACAG&UUCAUACAUGCUUUCCAUACCCAUCUGUCUGGACGCUGAGCCAG
(((((((((((((((((.....&.......................)))).))))..))))))))). -28.10
>ENSMUSG00000041025 hs-mir-24   2575   2582
UGGCUCAGUUCAGCAGGAACAG&AAACAUGUACAUAUGUUCUCUUGACUUUUCUAUGUCUGAGCCC



.(((((((.((((..((((((.&.............)))))).))))...........))))))). -22.20
mir-24 ENSRNOG00000018519 2000 nt UTR 3 hits 62 274 1209
--1-------1-------------------------------------1-------------------------
------
>ENSRNOG00000018519 hs-mir-24     62     69
UGGCUCAGUUCAGCAGGAACAG&UGGUCUUGGUGAUGGGGCCCAGCCUCCUCUCCCCACUGAGCCAU
((((((((((((.(((((.((.&)).))))).)))......................))))))))). -27.04
>ENSRNOG00000018519 hs-mir-24    274    281
UGGCUCAGUUCAGCAGGAACAG&CGUCGAUGCAGUGCAAUUGUGCCUUCUCCCUUAAGCUGAGCCAC
((((((((((.((.(((.((((&................)))).))).))......)))))))))). -24.50
>ENSRNOG00000018519 hs-mir-24   1209   1216
UGGCUCAGUUCAGCAGGAACAG&UUCAUACCUGCUUUCCAUACCCACUUGGCUGGACGCUGAGCCAG
((((((((((((((.(((((((&.......)))..))))...........)))))..))))))))). -28.80

miRNA: mir-24
Human predicted target: ENSG00000179905
Mouse predicted target: ENSMUSG00000049932
Rat predicted target: ENSRNOG00000010386
Hs Gene description: HISTONE H2A.X (H2A/X). [Source:SWISSPROT;Acc:P16104]

NM_002105
mir-24 ENSG00000179905 2000 nt UTR 2 hits 154 1037
------1----------------------------------1--------------------------------
------
>ENSG00000179905 hs-mir-24    154    161
UGGCUCAGUUCAGCAGGAACAG&CCUUUUAAGGGCCACCACCGCCCUCAUGGAAAGAGCUGAGCCGC
(((((((((((..(..((....&.......................))...)...))))))))))). -23.80
>ENSG00000179905 hs-mir-24   1037   1044
UGGCUCAGUUCAGCAGGAACAG&AGAUACCAGCACAAGUCGGUUAAUCCCUGUCUGGACUGAGCCU
.((((((((((((((((.....&.........................)))).)))))))))))). -34.30
mir-24 ENSMUSG00000049932 2878 nt UTR 3 hits 85 766 1780
---1--------------------------1----------------------------------------1--
------------------------------------------
>ENSMUSG00000049932 hs-mir-24     85     92
UGGCUCAGUUCAGCAGGAACAG&CCUUUUAAGGGCCACCACCUCCCUCACAGAAAGAGCUGAGCCAC
(((((((((((..((((.....&.....................)))....)...))))))))))). -24.50
>ENSMUSG00000049932 hs-mir-24    766    773
UGGCUCAGUUCAGCAGGAACAG&AGAUACCAGCACAAGCCGGUGAAUCCCUGUCUGGACUGAGCCU
.((((((((((((((((.....&.........................)))).)))))))))))). -34.30
>ENSMUSG00000049932 hs-mir-24   1780   1787
UGGCUCAGUUCAGCAGGAACAG&CUGGAUGGUGGCCUGCAUAGUCUCUUGCAUGCUAUCUGAGCCAU
((((((((..((((((((....&......................)))))).))....)))))))). -26.70
mir-24 ENSRNOG00000010386 2000 nt UTR 3 hits 87 737 1772
---1-------------------------1----------------------------------------1---
------
>ENSRNOG00000010386 hs-mir-24     87     94
UGGCUCAGUUCAGCAGGAACAG&CCUUUUAAGGGCCACCACCUCCCUCACAGAAAGAGCUGAGCCAC
(((((((((((..((((.....&.....................)))....)...))))))))))). -24.50



>ENSRNOG00000010386 hs-mir-24    737    744
UGGCUCAGUUCAGCAGGAACAG&AGAUACCAGCACAAGUCGGUGAAUCCCUGUCUGGACUGAGCCU
.((((((((((((((((.....&.........................)))).)))))))))))). -34.30
>ENSRNOG00000010386 hs-mir-24   1772   1779
UGGCUCAGUUCAGCAGGAACAG&CUGGAUGGUGGCCUGCAUGGUCUCUUGCAUGCUAUCUGAGCCAU
((((((((.((((((((.((..&.......))..))))).)))...............)))))))). -27.79

miRNA: mir-25
Human predicted target: ENSG00000049618
Mouse predicted target: ENSMUSG00000023804
Rat predicted target: ENSRNOG00000017030
Hs Gene description: BRG1-BINDING PROTEIN ELD/OSA1; ELD (EYELID)/OSA
PROTEIN. [Source:RefSeq;Acc:NM_020732]
mir-25 ENSG00000049618 2470 nt UTR 2 hits 489 1811
-------------------1----------------------------------------------------1-
-------------------------
>ENSG00000049618 hs-mir-25    489    496
CAUUGCACUUGUCUCGGUCUGA&AAUGAAAAAAACUGCAUCCCAUCACCCAAAGUUCUGUGCAAUA
.(((((((....((..(..(((&.....................)))..)..))....))))))). -16.60
>ENSG00000049618 hs-mir-25   1811   1818
CAUUGCACUUGUCUCGGUCUGA&AUUUAGUUUACUCCACCGUGUAUAAUAUUUAUACUGUGCAAUGU
(((((((((((((.((((....&..............)))).).))))..........)))))))). -19.10
mir-25 ENSMUSG00000023804 2000 nt UTR 2 hits 521 1872
--------------------1-----------------------------------------------------
1-----
>ENSMUSG00000023804 hs-mir-25    521    528
CAUUGCACUUGUCUCGGUCUGA&UAAAAGCUAAACUGCACCCCGUCACCCAAAGCUCUGUGCAAUA
.(((((((..(..(.((..(((&.....................))).)).)..)...))))))). -16.30
>ENSMUSG00000023804 hs-mir-25   1872   1879
CAUUGCACUUGUCUCGGUCUGA&CGUUAGUUUGCUCCAGCGUGUAUAAUAUUUAUAUUGUGCAAUGU
(((((((((((((.((..(((.&.............))))).).))))..........)))))))). -16.50
mir-25 ENSRNOG00000017030 2000 nt UTR 2 hits 535 1854
---------------------1----------------------------------------------------
1-----
>ENSRNOG00000017030 hs-mir-25    535    542
CAUUGCACUUGUCUCGGUCUGA&AAAAAGCGAAAGUGCAUCCCAUUGCCCAAAGCUCUGUGCAAUA
.(((((((..((...(((....&.......................)))....))...))))))). -16.10
>ENSRNOG00000017030 hs-mir-25   1854   1861
CAUUGCACUUGUCUCGGUCUGA&CUGCAUUAGUUUACUCCGCCGUGUAUAUUUAUAUUGUGCAAUGU
((((((((.((((.((((....&.................)))).).)))........)))))))). -19.20

miRNA: mir-25
Human predicted target: ENSG00000065559
Mouse predicted target: ENSMUSG00000033352
Rat predicted target: ENSRNOG00000003834



Hs Gene description: DUAL SPECIFICITY MITOGEN-ACTIVATED PROTEIN KINASE
KINASE 4 (EC 2.7.1.-) (MAP KINASE KINASE 4) (JNK ACTIVATING KINASE 1) (C-
JUN N- TERMINAL KINASE KINASE 1) (JNKK) (SAPK/ERK KINASE 1) (SEK1).
[Source:SWISSPROT;Acc:P45985] NM_003010
mir-25 ENSG00000065559 2000 nt UTR 2 hits 105 508
----1---------------1-----------------------------------------------------
------
>ENSG00000065559 hs-mir-25    105    112
CAUUGCACUUGUCUCGGUCUGA&UAUCACAGUGUUUUUAUUGCUCGCCCAGACACCAUGUGCAAUA
.(((((((.(((((.(((....&......................))).)))))....))))))). -22.40
>ENSG00000065559 hs-mir-25    508    515
CAUUGCACUUGUCUCGGUCUGA&UGGGAGACAAAGGAGGAAUUUACUUUCUUCACCAAGUGCAAUA
.((((((((((((((.((((..&....))))....))))................)))))))))). -22.59
mir-25 ENSMUSG00000033352 3369 nt UTR 2 hits 105 503
----1---------------1-----------------------------------------------------
-------------------------------------------------------------
>ENSMUSG00000033352 hs-mir-25    105    112
CAUUGCACUUGUCUCGGUCUGA&UAUCACAGUGUUUUUAUUGCUCGCCCAGACACCAUGUGCAAUA
.(((((((.(((((.(((....&......................))).)))))....))))))). -22.40
>ENSMUSG00000033352 hs-mir-25    503    510
CAUUGCACUUGUCUCGGUCUGA&UGGGAGACAGAGGAAGGAUUCCCUUUCUUCACCAAGUGCAAUA
.((((((((((((((.((((..&....)))).))))...................)))))))))). -24.20
mir-25 ENSRNOG00000003834 4378 nt UTR 2 hits 108 508
----1---------------1-----------------------------------------------------
--------------------------------------------------------------------------
----------------------------
>ENSRNOG00000003834 hs-mir-25    108    115
CAUUGCACUUGUCUCGGUCUGA&UAUCACAGUGUUUUUAUUGCUCGCCCAGACACCAUGUGCAAUA
.(((((((.(((((.(((....&......................))).)))))....))))))). -22.40
>ENSRNOG00000003834 hs-mir-25    508    515
CAUUGCACUUGUCUCGGUCUGA&UGGGAGACAAAGGAAGGAUUUCCUUUUUUCACCAAGUGCAAUA
.(((((((((((((..((((..&....))))..)))...................)))))))))). -21.60

miRNA: mir-25
Human predicted target: ENSG00000109670
Mouse predicted target: ENSMUSG00000028086
Rat predicted target: ENSRNOG00000010889
Hs Gene description: F-BOX PROTEIN FBW7 ISOFORM 2; ARCHIPELAGO,
DROSOPHILA, HOMOLOG OF; F-BOX PROTEIN FBW7; F-BOX PROTEIN SEL-10; HOMOLOG
OF C ELEGANS SEL-10. [Source:RefSeq;Acc:NM_018315] NM_018315
mir-25 ENSG00000109670 3622 nt UTR 2 hits 286 1596
-----------1---------------------------------------------------1----------
-----------------------------------------------------------------------
>ENSG00000109670 hs-mir-25    286    293
CAUUGCACUUGUCUCGGUCUGA&AGCUUUGCAAAAUGAGACUUUCUAAAUCAAACCAGGUGCAAUU
.(((((((((((((((...((.&.......))...)))))...............)))))))))). -20.06
>ENSG00000109670 hs-mir-25   1596   1603



CAUUGCACUUGUCUCGGUCUGA&GAUUCACUUAGAAAUUUUAUUUUCUUAUAACUUAAGUGCAAUA
.((((((((((......(((((&.......)))))....................)))))))))). -16.57
mir-25 ENSMUSG00000028086 2086 nt UTR 2 hits 327 1630
-------------1---------------------------------------------------1--------
----------
>ENSMUSG00000028086 hs-mir-25    327    334
CAUUGCACUUGUCUCGGUCUGA&GCAGCUUGGCAAGACGACUCUCUAAAUCCAACCAGGUGCAAUU
.((((((((((..(.((.....&...........................)))..)))))))))). -18.10
>ENSMUSG00000028086 hs-mir-25   1630   1637
CAUUGCACUUGUCUCGGUCUGA&GAUUCACUUAGAAAUUUUAUUUUCUUAUAACUUAAGUGCAAUA
.((((((((((......(((((&.......)))))....................)))))))))). -16.57
mir-25 ENSRNOG00000010889 3663 nt UTR 2 hits 381 1638
---------------1-------------------------------------------------1--------
-------------------------------------------------------------------------
>ENSRNOG00000010889 hs-mir-25    381    388
CAUUGCACUUGUCUCGGUCUGA&GCAGCUUGGCGAAAGGAGACUCUAAACCCAACCAGGUGCAAUU
.((((((((((..(.(((..((&....................))...))).)..)))))))))). -19.90
>ENSRNOG00000010889 hs-mir-25   1638   1645
CAUUGCACUUGUCUCGGUCUGA&GAUUCACUUAGAAAUUUUAUUUUCUUAUAACUUAAGUGCAAUA
.((((((((((......(((((&.......)))))....................)))))))))). -16.57

miRNA: mir-25
Human predicted target: ENSG00000110422
Mouse predicted target: ENSMUSG00000027177
Rat predicted target: ENSRNOG00000011358
Hs Gene description: HOMEODOMAIN INTERACTING PROTEIN KINASE 3;
HOMEODOMAIN-INTERACTING PROTEIN KINASE 3. [Source:RefSeq;Acc:NM_005734]

NM_005734
mir-25 ENSG00000110422 2737 nt UTR 2 hits 114 1102
----1---------------------------------------1-----------------------------
------------------------------------
>ENSG00000110422 hs-mir-25    114    121
CAUUGCACUUGUCUCGGUCUGA&CACAAGAAAAUUAUUUUUGAAUCAUGUAGACUUGGGUGCAAUU
.((((((((((....((((((.&..........................)))))))))))))))). -19.70
>ENSG00000110422 hs-mir-25   1102   1109
CAUUGCACUUGUCUCGGUCUGA&UACUAUUGAAGCUUGAAAAGAUGUGAGUUCUUUGUGUGCAAUU
.(((((((....((((((((..&..................)))).))))........))))))). -17.40
mir-25 ENSMUSG00000027177 2090 nt UTR 2 hits 125 1122
----1---------------------------------------1-----------------------------
----------
>ENSMUSG00000027177 hs-mir-25    125    132
CAUUGCACUUGUCUCGGUCUGA&CACAAGAAAAUUAUUUUUGAAUCAUGUAGACUUGGGUGCAAUU
.((((((((((....((((((.&..........................)))))))))))))))). -19.70
>ENSMUSG00000027177 hs-mir-25   1122   1129
CAUUGCACUUGUCUCGGUCUGA&UACUGUUGAAGCUUGAAAAGAUGUGAGCUCUUUGUGUGCAAUU
.(((((((..(.((((((((..&..................)))).))))..).....))))))). -17.10
mir-25 ENSRNOG00000011358 2072 nt UTR 2 hits 128 1122



-----1--------------------------------------1-----------------------------
---------
>ENSRNOG00000011358 hs-mir-25    128    135
CAUUGCACUUGUCUCGGUCUGA&CACAAGAAAAUUAUUUUUGAAUCAUGUAGACUUGGGUGCAAUU
.((((((((((....((((((.&..........................)))))))))))))))). -19.70
>ENSRNOG00000011358 hs-mir-25   1122   1129
CAUUGCACUUGUCUCGGUCUGA&UACUAUUGAAGCUUGAAAAGAUGUGAGUUCUUUGUGUGCAAUU
.(((((((....((((((((..&..................)))).))))........))))))). -17.40

miRNA: mir-25
Human predicted target: ENSG00000110848
Mouse predicted target: ENSMUSG00000030156
Rat predicted target: ENSRNOG00000007909
Hs Gene description: EARLY ACTIVATION ANTIGEN CD69 (EARLY T-CELL
ACTIVATION ANTIGEN P60) (GP32/28) (LEU-23) (MLR-3) (EA1) (BL-AC/P26)
(ACTIVATION INDUCER MOLECULE) (AIM). [Source:SWISSPROT;Acc:Q07108]

NM_001781
mir-25 ENSG00000110848 2991 nt UTR 3 hits 758 870 907
------------------------------1---1-1-------------------------------------
----------------------------------------------
>ENSG00000110848 hs-mir-25    758    765
CAUUGCACUUGUCUCGGUCUGA&GAAUAUUUGCAAGACAUAGAAUAGUGUUGGAAAAUGUGCAAUA
.(((((((...(((..((((..&...........))))..)))...............))))))). -17.27
>ENSG00000110848 hs-mir-25    870    877
CAUUGCACUUGUCUCGGUCUGA&AUAGGUUUGUGACUUUCCUAAAUCAAUUCUAUUACGUGCAAUA
.(((((((..(((.(((.((..&...)).))).)))......................))))))). -14.85
>ENSG00000110848 hs-mir-25    907    914
CAUUGCACUUGUCUCGGUCUGA&GCAAUACUUCAAUACUUCAUUUAAAAUAUUUUUAUGUGCAAUA
.(((((((..............&...................................))))))). -13.50
mir-25 ENSMUSG00000030156 2937 nt UTR 2 hits 714 839
----------------------------1----1----------------------------------------
--------------------------------------------
>ENSMUSG00000030156 hs-mir-25    714    721
CAUUGCACUUGUCUCGGUCUGA&UUUGUAGAGCAGAUUUCAAAGUGCUGGAAAGAAAAGUGCAAUA
.(((((((((.(((((((....&......................))))...))).))))))))). -20.20
>ENSMUSG00000030156 hs-mir-25    839    846
CAUUGCACUUGUCUCGGUCUGA&GUCUUUCCCAGUCCUUUGUCCAAAAUAUUUCCCAUGUGCAAUA
.(((((((.((....((.(((.&........))).))..................)).))))))). -16.55
mir-25 ENSRNOG00000007909 2000 nt UTR 2 hits 723 850
----------------------------1----1----------------------------------------
------
>ENSRNOG00000007909 hs-mir-25    723    730
CAUUGCACUUGUCUCGGUCUGA&UUUGUAGAGCAGAUUUCAAAGUGUUACAAAGAAAAGUGCAAUA
.(((((((((.(((.((((((.&.........))))))..............))).))))))))). -20.56
>ENSRNOG00000007909 hs-mir-25    850    857
CAUUGCACUUGUCUCGGUCUGA&GUCUUUUGCAGUCCUUUAUCCAAAGUAUUUCCCAUGUGCAAUA
.(((((((.((....((.(((.&........))).))..................)).))))))). -16.45



miRNA: mir-25
Human predicted target: ENSG00000128641
Mouse predicted target: ENSMUSG00000018417
Rat predicted target: ENSRNOG00000015227
Hs Gene description: MYOSIN IB (MYOSIN I ALPHA) (MMI-ALPHA) (MMIA) (MYH-
1C) (FRAGMENT). [Source:SWISSPROT;Acc:O43795]
mir-25 ENSG00000128641 3426 nt UTR 2 hits 45 932
-1-----------------------------------1------------------------------------
----------------------------------------------------------------
>ENSG00000128641 hs-mir-25     45     52
CAUUGCACUUGUCUCGGUCUGA&CCUCUCUACUUUCAUGGACUUGUUCCUUUGUAAUAGUGCAAUU
.((((((((......(((((..&...............)))))..............)))))))). -16.05
>ENSG00000128641 hs-mir-25    932    939
CAUUGCACUUGUCUCGGUCUGA&AGCCAUUCAGAUAGCAGUAAAACAUUCUGUAUGAUGUGCAAUA
.(((((((((((....((((((&......)))))).))))..................))))))). -17.96
mir-25 ENSMUSG00000018417 2758 nt UTR 3 hits 45 477 1458
-1-----------------1--------------------------------------1---------------
-------------------------------------
>ENSMUSG00000018417 hs-mir-25     45     52
CAUUGCACUUGUCUCGGUCUGA&CCUCUCUGCUCUCACGGACUUGUUUCCUCGUAACAGUGCAAUU
.((((((((.((..(((((((.&..............))))).........))..)))))))))). -20.90
>ENSMUSG00000018417 hs-mir-25    477    484
CAUUGCACUUGUCUCGGUCUGA&GAGAGCCGUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUA
.(((((((..((((((((((((&.........))))))))..))))............))))))). -23.44
>ENSMUSG00000018417 hs-mir-25   1458   1465
CAUUGCACUUGUCUCGGUCUGA&GAGAGCCGUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUA
.(((((((..((((((((((((&.........))))))))..))))............))))))). -23.44
mir-25 ENSRNOG00000015227 2061 nt UTR 2 hits 48 1142
-1-------------------------------------------1----------------------------
---------
>ENSRNOG00000015227 hs-mir-25     48     55
CAUUGCACUUGUCUCGGUCUGA&CCUCUCUGUUCUCACGGACUUGUUUCCUCGUAACAGUGCAAUU
.((((((((.((..(((((((.&..............))))).........))..)))))))))). -20.90
>ENSRNOG00000015227 hs-mir-25   1142   1149
CAUUGCACUUGUCUCGGUCUGA&GAGAGCCAUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUA
.(((((((..((((((((((((&.........))))))))..))))............))))))). -23.44

miRNA: mir-25
Human predicted target: ENSG00000155744
Mouse predicted target: ENSMUSG00000038174
Rat predicted target: ENSRNOG00000011327
Rat predicted target: ENSRNOG00000012078
Hs Gene description: NM_173822
mir-25 ENSG00000155744 4800 nt UTR 2 hits 275 506



----------1---------1-----------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000155744 hs-mir-25    275    282
CAUUGCACUUGUCUCGGUCUGA&UGCCUUUUCCAUGCCUUCCUUUCUCCUUGGGUGAUGUGCAAUC
.((((((((..(((.((...((&.....................)).))..)))..).))))))). -17.20
>ENSG00000155744 hs-mir-25    506    513
CAUUGCACUUGUCUCGGUCUGA&GAGAUUCUGCUAUGACUUUGGACUUCUCUGAGUCUGUGCAAUC
.(((((((..(.(((((((..(&.................)..)))).....))).).))))))). -21.10
mir-25 ENSMUSG00000038174 2575 nt UTR 2 hits 256 485
----------1--------1------------------------------------------------------
-----------------------------
>ENSMUSG00000038174 hs-mir-25    256    263
CAUUGCACUUGUCUCGGUCUGA&UGCCUUUUCCAUGCCUUCCUUUCUCCUUGGGUGAUGUGCAAUC
.((((((((..(((.((...((&.....................)).))..)))..).))))))). -17.20
>ENSMUSG00000038174 hs-mir-25    485    492
CAUUGCACUUGUCUCGGUCUGA&GAGAUUCUGCUAUGACUUUGGGCUUCUCUGAGCCUGUGCAAUU
.(((((((..(.(((((((..(&.................)..)))).....))))..))))))). -20.10
mir-25 ENSRNOG00000011327 2572 nt UTR 2 hits 257 489
----------1--------1------------------------------------------------------
-----------------------------
>ENSRNOG00000011327 hs-mir-25    257    264
CAUUGCACUUGUCUCGGUCUGA&UUUGCCUUUCCCUGCCUUCCUUUCUCUUGGGUGAUGUGCAAUC
.((((((((..(((.((...((&......................)).)).)))..).))))))). -17.30
>ENSRNOG00000011327 hs-mir-25    489    496
CAUUGCACUUGUCUCGGUCUGA&AGAUUCUGCUAUGACUUUGGGCUUUCUCUGAGUCUGUGCAAUU
.(((((((..(.(((((((..(&................)..))))......))).).))))))). -20.10
mir-25 ENSRNOG00000012078 2572 nt UTR 2 hits 257 489
----------1--------1------------------------------------------------------
-----------------------------
>ENSRNOG00000012078 hs-mir-25    257    264
CAUUGCACUUGUCUCGGUCUGA&UUUGCCUUUCCCUGCCUUCCUUUCUCUUGGGUGAUGUGCAAUC
.((((((((..(((.((...((&......................)).)).)))..).))))))). -17.30
>ENSRNOG00000012078 hs-mir-25    489    496
CAUUGCACUUGUCUCGGUCUGA&AGAUUCUGCUAUGACUUUGGGCUUUCUCUGAGUCUGUGCAAUU
.(((((((..(.(((((((..(&................)..))))......))).).))))))). -20.10

miRNA: mir-25
Human predicted target: ENSG00000156052
Mouse predicted target: ENSMUSG00000024639
Rat predicted target: ENSRNOG00000014183
Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(Q), ALPHA
SUBUNIT. [Source:SWISSPROT;Acc:P50148] NM_002072
mir-25 ENSG00000156052 2401 nt UTR 2 hits 1556 1940
--------------------------------------------------------------1-----------
---1-------------------
>ENSG00000156052 hs-mir-25   1556   1563



CAUUGCACUUGUCUCGGUCUGA&UGAACCUACCAGGAGAAAUGUUUGGAAUUCUAUAUGUGCAAUU
.(((((((.(((.....((..(&.....................)..)).....))).))))))). -15.80
>ENSG00000156052 hs-mir-25   1940   1947
CAUUGCACUUGUCUCGGUCUGA&CCUGUAAUUUAACAAACAGACUGCCUGUAGGUAUAGUGCAAUU
.(((((((((..(((((((((.&................))))))).....))..).)))))))). -24.60
mir-25 ENSMUSG00000024639 2342 nt UTR 2 hits 1605 1940
----------------------------------------------------------------1---------
---1----------------
>ENSMUSG00000024639 hs-mir-25   1605   1612
CAUUGCACUUGUCUCGGUCUGA&CGAUCAUACUAGGAGGGAUGUUUGGAAUUCUCCAUGUGCAAUU
.(((((((.(((((..((.(((&...))).))..)))..................)).))))))). -17.06
>ENSMUSG00000024639 hs-mir-25   1940   1947
CAUUGCACUUGUCUCGGUCUGA&CCUGUAAUUUAAUUAACAGACUGCCUGUAGGUAUAGUGCAAUU
.(((((((((..(((((((((.&................))))))).....))..).)))))))). -24.60
mir-25 ENSRNOG00000014183 2317 nt UTR 2 hits 1570 1906
--------------------------------------------------------------1-----------
--1----------------
>ENSRNOG00000014183 hs-mir-25   1570   1577
CAUUGCACUUGUCUCGGUCUGA&CGAUCAUACUAGGAGAGAUGUUUGGAAUUCUCCAUGUGCAAUU
.(((((((.((((((..((((.&.........)))).))))))...............))))))). -18.19
>ENSRNOG00000014183 hs-mir-25   1906   1913
CAUUGCACUUGUCUCGGUCUGA&CCUGUAAUUUAAUUAACAGACUGCCUGUAGGUACAGUGCAAUU
.(((((((((..(((((((((.&................))))))).....))..).)))))))). -24.60

miRNA: mir-25
Human predicted target: ENSG00000157152
Mouse predicted target: ENSMUSG00000009394
Rat predicted target: ENSRNOG00000008157
Hs Gene description: SYNAPSIN II. [Source:SWISSPROT;Acc:Q92777]
mir-25 ENSG00000157152 2574 nt UTR 2 hits 798 2261
-------------------------------1------------------------------------------
----------------1------------
>ENSG00000157152 hs-mir-25    798    805
CAUUGCACUUGUCUCGGUCUGA&UAACUAUGAGAUUUUUAAAAAAUGGGGCCGCUGAUGUGCAAUA
.(((((((..(((.((((((.(&......................).))))))..)))))))))). -23.30
>ENSG00000157152 hs-mir-25   2261   2268
CAUUGCACUUGUCUCGGUCUGA&AGUACCUCUCUUUUGUGACUCUUGUACAGCUUAAUGUGCAAUA
.((((((((((((..((((...&................))))...).))))......))))))). -16.50
mir-25 ENSMUSG00000009394 2752 nt UTR 2 hits 780 2208
-------------------------------1------------------------------------------
--------------1----------------------
>ENSMUSG00000009394 hs-mir-25    780    787
CAUUGCACUUGUCUCGGUCUGA&UACAAGAUAAAAAAAAAAAAUAAGGGGCCGCCGAUGUGCAAUA
.((((((((((...((((((..&........................)))))).))).))))))). -23.00
>ENSMUSG00000009394 hs-mir-25   2208   2215
CAUUGCACUUGUCUCGGUCUGA&CAUCUCCCUUUUGUGAUUCUCUUGUACAGCUCAAUGUGCAAUA
.((((((((((....((.(((.&..........................)))))))).))))))). -17.00



mir-25 ENSRNOG00000008157 2750 nt UTR 2 hits 767 2144
------------------------------1-------------------------------------------
-----------1------------------------
>ENSRNOG00000008157 hs-mir-25    767    774
CAUUGCACUUGUCUCGGUCUGA&GCUAAAGGUUAAAAAAAAAUCAAGGGGCCGCUGAUGUGCAAUA
.(((((((..(((.((((((..&........................))))))..)))))))))). -23.70
>ENSRNOG00000008157 hs-mir-25   2144   2151
CAUUGCACUUGUCUCGGUCUGA&CAUCUCCCUUUUGUGAUUCUCUUGUACAGCUCAAUGUGCAAUA
.((((((((((....((.(((.&..........................)))))))).))))))). -17.00

miRNA: mir-25
Human predicted target: ENSG00000159388
Mouse predicted target: ENSMUSG00000041551
Rat predicted target: ENSRNOG00000003300
Hs Gene description: BTG2 PROTEIN (NGF-INDUCIBLE ANTI-PROLIFERATIVE
PROTEIN PC3). [Source:SWISSPROT;Acc:P78543] NM_006763
mir-25 ENSG00000159388 4164 nt UTR 2 hits 1059 1370
------------------------------------------1-----------1-------------------
--------------------------------------------------------------------------
-------------------
>ENSG00000159388 hs-mir-25   1059   1066
CAUUGCACUUGUCUCGGUCUGA&UACCGUAUUUUCUAGGACAAGAGUUCUCAGUCACUGUGCAAUA
.(((((((((((((((((....&.)))).........))))))...............))))))). -18.56
>ENSG00000159388 hs-mir-25   1370   1377
CAUUGCACUUGUCUCGGUCUGA&UCUGUCUCAGUACAAUCCAAAUUUGUCGUAGACUUGUGCAAUA
.(((((((..((((((((((((&......)))).)).............)).))))..))))))). -22.21
mir-25 ENSMUSG00000041551 4042 nt UTR 2 hits 1039 1340
-----------------------------------------1-----------1--------------------
--------------------------------------------------------------------------
--------------
>ENSMUSG00000041551 hs-mir-25   1039   1046
CAUUGCACUUGUCUCGGUCUGA&GGCCCUAUUUCCUAGGACAAGCGUUCUCAGUCACUGUGCAAUA
.(((((((((((((..(.....&...........)..))))))...............))))))). -18.16
>ENSMUSG00000041551 hs-mir-25   1340   1347
CAUUGCACUUGUCUCGGUCUGA&CUCUCUUAGUAAAAUCCAAAUUUAUUUGUAGAUGUGUGCAAUA
.(((((((.((((((((.....&.........................))).))))).))))))). -17.60
mir-25 ENSRNOG00000003300 3981 nt UTR 2 hits 1019 1304
----------------------------------------1-----------1---------------------
--------------------------------------------------------------------------
------------
>ENSRNOG00000003300 hs-mir-25   1019   1026
CAUUGCACUUGUCUCGGUCUGA&GGCCCCAUUUCCUAGGACAAGAGUUCUCAAUCACUGUGCAAUA
.((((((((((.(((.((((..&..............))))..)))....))).....))))))). -18.90
>ENSRNOG00000003300 hs-mir-25   1304   1311
CAUUGCACUUGUCUCGGUCUGA&CCCCUCAGUAAAAAUCCAAAUUUAUUUGUAGAUGUGUGCAAUA
.(((((((.((((((((.((((&....)))).................))).))))).))))))). -18.07



miRNA: mir-25
Human predicted target: ENSG00000168090
Mouse predicted target: ENSMUSG00000019494
Rat predicted target: ENSRNOG00000001346
Hs Gene description: COP9 SUBUNIT 6 (MOV34 HOMOLOG, 34 KD).
[Source:RefSeq;Acc:NM_006833] NM_006833
mir-25 ENSG00000168090 2118 nt UTR 1 hits 1796
-----------------------------------------------------------------------1--
-----------
>ENSG00000168090 hs-mir-25   1796   1803
CAUUGCACUUGUCUCGGUCUGA&CGCAGUGUUGGGCCGGCACUGUCAGACCGAGACAAGUGCAAUGC
((((((((((((((((((((((&.....................)))))))))))))))))))))). -45.10
mir-25 ENSMUSG00000019494 2107 nt UTR 1 hits 1470
----------------------------------------------------------1---------------
-----------
>ENSMUSG00000019494 hs-mir-25   1470   1477
CAUUGCACUUGUCUCGGUCUGA&UGCAGUGUUGGGCCGGCACUGUCAGACCGAGACAAGUGCAAUGC
((((((((((((((((((((((&.....................)))))))))))))))))))))). -45.10
mir-25 ENSRNOG00000001346 2091 nt UTR 1 hits 1261
--------------------------------------------------1-----------------------
----------
>ENSRNOG00000001346 hs-mir-25   1261   1268
CAUUGCACUUGUCUCGGUCUGA&UGCAGUGUUGGGCCGGCACUGUCAGACCGAGACAAGUGCAAUGC
((((((((((((((((((((((&.....................)))))))))))))))))))))). -45.10

miRNA: mir-25
Human predicted target: ENSG00000173517
Mouse predicted target: ENSMUSG00000043561
Rat predicted target: ENSRNOG00000016824
mir-25 ENSG00000173517 7992 nt UTR 2 hits 850 1308
---------------------------------1------------------1---------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------------------------
>ENSG00000173517 hs-mir-25    850    857
CAUUGCACUUGUCUCGGUCUGA&AGCUGGCAGGGCAUGAGGAGAUGAUUUUCUUGCAUGUGCAAUU
.(((((((.(((((((((((..&........)))).))))..............))).))))))). -20.23
>ENSG00000173517 hs-mir-25   1308   1315
CAUUGCACUUGUCUCGGUCUGA&UGUGUGCAGCCUGUGCUCCCCUUCUAUGGAUAUGUGUGCAAUU
.(((((((.((((((((.(((.&......))).)))..............)))))...))))))). -19.43
mir-25 ENSMUSG00000043561 3319 nt UTR 2 hits 778 1262
-------------------------------1------------------1-----------------------
-----------------------------------------------------------
>ENSMUSG00000043561 hs-mir-25    778    785
CAUUGCACUUGUCUCGGUCUGA&AGUUGGCAGGAUAUGAAGAAAUAAUGUCCUUAUGUGUGCAAUU



.(((((((...(((((.((((.&......))))...))).))................))))))). -16.21
>ENSMUSG00000043561 hs-mir-25   1262   1269
CAUUGCACUUGUCUCGGUCUGA&GUUCCCCGUGGAGCCCGGGCUCUCCCGUGAAUUAUGUGCAAUU
.(((((((...((.(((((((.&...............)))).....))).)).....))))))). -19.80
mir-25 ENSRNOG00000016824 2000 nt UTR 2 hits 816 1284
--------------------------------1------------------1----------------------
------
>ENSRNOG00000016824 hs-mir-25    816    823
CAUUGCACUUGUCUCGGUCUGA&AUAGUGGGCAGGAUAUGAAGAAAUAAUGUCCUUAUGUGCAAUU
.(((((((.(((((..((((..&.....)))).)))))....................))))))). -17.10
>ENSRNOG00000016824 hs-mir-25   1284   1291
CAUUGCACUUGUCUCGGUCUGA&GUUCCCCAUGAAGCCUGUGCUCUCCCGUGAAUUAUGUGCAAUU
.(((((((...((.(((...((&....................))..))).)).....))))))). -18.30

miRNA: mir-26a
Human predicted target: ENSG00000073169
Mouse predicted target: ENSMUSG00000035757
Rat predicted target: ENSRNOG00000005579
Hs Gene description: DJ402G11.5 (NOVEL PROTEIN SIMILAR TO YEAST AND
BACTERIAL PREDICTED PROTEINS). [Source:SPTREMBL;Acc:Q9UGX5]
mir-26a ENSG00000073169 2000 nt UTR 2 hits 810 1636
--------------------------------1--------------------------------1--------
------
>ENSG00000073169 hs-mir-26a    810    817
UUCAAGUAAUCCAGGAUAGGCU&GGUGGGCCUCACCUUUGAAGAGAAAGUGGGAGUAGUACUUGAAG
((((((((.((((((..(((((&....)))))..)))..............)))....)))))))). -23.43
>ENSG00000073169 hs-mir-26a   1636   1643
UUCAAGUAAUCCAGGAUAGGCU&CAUCCGGGGCGUUGGGGGCAAACACCUCGGGCAGGUACUUGAGA
((((((((.((((((....(((&................))).....))).)))....)))))))). -20.40
mir-26a ENSMUSG00000035757 2363 nt UTR 2 hits 631 1449
-------------------------1-------------------------------1----------------
---------------------
>ENSMUSG00000035757 hs-mir-26a    631    638
UUCAAGUAAUCCAGGAUAGGCU&AGAAGGGCUUACCUUUGAAGAGGAAGUGGGAGUAGUACUUGAAG
((((((((.((((((.((((((&.....)))))))))..............)))....)))))))). -22.83
>ENSMUSG00000035757 hs-mir-26a   1449   1456
UUCAAGUAAUCCAGGAUAGGCU&CAUCUGGGGCAUUCGGGGCAAACACCUCAGGCAGGUACUUGAGA
((((((((..(((((....(((&................))).....)))..))....)))))))). -18.30
mir-26a ENSRNOG00000005579 2000 nt UTR 2 hits 595 1603
-----------------------1----------------------------------------1---------
------
>ENSRNOG00000005579 hs-mir-26a    595    602
UUCAAGUAAUCCAGGAUAGGCU&AGGAGGGCUUACCUUUGAAGAGGAAGUGGGAGUAGUACUUGAAG
((((((((.((((((.((((((&.....)))))))))..............)))....)))))))). -22.83
>ENSRNOG00000005579 hs-mir-26a   1603   1610
UUCAAGUAAUCCAGGAUAGGCU&CAUCUGGGGCAUUAGGGGCAAACACCUCAGGCAGGUACUUGAGG
((((((((..(((((....(((&................))).....)))..))....)))))))). -18.30



miRNA: mir-26a
Human predicted target: ENSG00000080603
Mouse predicted target: ENSMUSG00000042397
Rat predicted target: ENSRNOG00000018637
Hs Gene description: SNF2-RELATED CBP ACTIVATOR PROTEIN.
[Source:RefSeq;Acc:NM_006662] NM_006662
mir-26a ENSG00000080603 2000 nt UTR 2 hits 74 260
--1-------1---------------------------------------------------------------
------
>ENSG00000080603 hs-mir-26a     74     81
UUCAAGUAAUCCAGGAUAGGCU&CUCCCUCCAUGACCAGGCCUGACUCUGUUAACCACUACUUGAAG
((((((((...((((.((((((&...............)))))).).)))........)))))))). -20.70
>ENSG00000080603 hs-mir-26a    260    267
UUCAAGUAAUCCAGGAUAGGCU&AGGGUGGCAAGAUAGUCUCUGUCCCCACCCCCUUGUACUUGAU
.(((((((.....(((((((..&.................)))))))...........))))))). -17.49
mir-26a ENSMUSG00000042397 2000 nt UTR 2 hits 73 254
--1-------1---------------------------------------------------------------
------
>ENSMUSG00000042397 hs-mir-26a     73     80
UUCAAGUAAUCCAGGAUAGGCU&GCUUUCCCUUGCCCAGGCCUGACUCUGAUAACCACUACUUGAAG
(((((((((((..((.((((((&...............)))))).))..)))......)))))))). -21.40
>ENSMUSG00000042397 hs-mir-26a    254    261
UUCAAGUAAUCCAGGAUAGGCU&AGGGUGGCAAGAUAGUUUCUGUCCCCACCCCCUUGUACUUGAU
.(((((((.....(((((((..&.................)))))))...........))))))). -17.59
mir-26a ENSRNOG00000018637 2000 nt UTR 2 hits 76 262
---1------1---------------------------------------------------------------
------
>ENSRNOG00000018637 hs-mir-26a     76     83
UUCAAGUAAUCCAGGAUAGGCU&GCUUCCCCAUGCCCAGGCCUGACUCUGUUAACCACUACUUGAAG
((((((((...((((.((((((&...............)))))).).)))........)))))))). -20.70
>ENSRNOG00000018637 hs-mir-26a    262    269
UUCAAGUAAUCCAGGAUAGGCU&AGGGUGGCAAGAUAGUUUCUGUCCCCACCCCCUUGUACUUGAU
.(((((((.....(((((((..&.................)))))))...........))))))). -17.59

miRNA: mir-26a
Human predicted target: ENSG00000119812
Mouse predicted target: ENSMUSG00000002017
Rat predicted target: ENSRNOG00000004190
mir-26a ENSG00000119812 3114 nt UTR 2 hits 312 760
------------1-----------------1-------------------------------------------
---------------------------------------------------
>ENSG00000119812 hs-mir-26a    312    319
UUCAAGUAAUCCAGGAUAGGCU&CCACAGUCAGAACAUGCAAACUUUUUUGAAGAAAUUACUUGAAU
((((((((((.(((((.((((.&...............))...)).))))).....)))))))))). -15.80
>ENSG00000119812 hs-mir-26a    760    767



UUCAAGUAAUCCAGGAUAGGCU&CCAUCCAAAACAAAUUCCUCCUUCAACCUUAUUUUUACUUGAAA
(((((((((...(((..(((..&...................)))....))).....))))))))). -17.40
mir-26a ENSMUSG00000002017 3111 nt UTR 2 hits 311 772
------------1-----------------1-------------------------------------------
---------------------------------------------------
>ENSMUSG00000002017 hs-mir-26a    311    318
UUCAAGUAAUCCAGGAUAGGCU&AUCCAGUUGGAACAUACAUGCUUUUUUGAAGAAAUUACUUGAAU
((((((((((.(((((.((((.&...................))))))))).....)))))))))). -18.20
>ENSMUSG00000002017 hs-mir-26a    772    779
UUCAAGUAAUCCAGGAUAGGCU&AUCCGAGACAAACGUUCCUCCUUCACCCUUGUUUUUACUUGAAA
(((((((((.(.(((..(((..&...................)))....))).)...))))))))). -18.30
mir-26a ENSRNOG00000004190 2000 nt UTR 2 hits 309 751
------------1-----------------1-------------------------------------------
------
>ENSRNOG00000004190 hs-mir-26a    309    316
UUCAAGUAAUCCAGGAUAGGCU&AUCCAGUUGAAACAUACAUGCUUUUUUGAAGAAAUUACUUGAAU
((((((((((.(((((.((((.&...................))))))))).....)))))))))). -18.20
>ENSRNOG00000004190 hs-mir-26a    751    758
UUCAAGUAAUCCAGGAUAGGCU&AUCCAAGACAAAAGUCCCUCCUUCAACCUUGUUUUUACUUGAAA
(((((((((...((((..((((&............))))..))))............))))))))). -18.56

miRNA: mir-26a
Human predicted target: ENSG00000121255
Mouse predicted target: ENSMUSG00000041245
Rat predicted target: ENSRNOG00000002634
mir-26a ENSG00000121255 3902 nt UTR 2 hits 244 1220
---------1--------------------------------------1-------------------------
--------------------------------------------------------------------------
---------
>ENSG00000121255 hs-mir-26a    244    251
UUCAAGUAAUCCAGGAUAGGCU&AAAUGUUUUUUCACUUCAAAUUCUAUCCUCUUUGAUACUUGAU
.(((((((.((.((((((((..&.....................))))))))....))))))))). -21.00
>ENSG00000121255 hs-mir-26a   1220   1227
UUCAAGUAAUCCAGGAUAGGCU&AGCUACACCUCAAUCCAUUCUUCUGAAGUGAAAUUUACUUGAC
.((((((((...(((...((((&))))...)))........................)))))))). -14.63
mir-26a ENSMUSG00000041245 2000 nt UTR 2 hits 234 913
---------1--------------------------1-------------------------------------
------
>ENSMUSG00000041245 hs-mir-26a    234    241
UUCAAGUAAUCCAGGAUAGGCU&AAAUGUUUUUUCACUUCAACUCCUAUCCUCUUUGAUACUUGAU
.(((((((.((.((((((((..&.....................))))))))....))))))))). -23.10
>ENSMUSG00000041245 hs-mir-26a    913    920
UUCAAGUAAUCCAGGAUAGGCU&ACACUUCUGUUAAUCCAUUCUUCUAAAGUGAAAUGUACUUGAC
.(((((((.....((((..((.&........))..))))...................))))))). -14.65
mir-26a ENSRNOG00000002634 2000 nt UTR 2 hits 234 920
---------1--------------------------1-------------------------------------
------



>ENSRNOG00000002634 hs-mir-26a    234    241
UUCAAGUAAUCCAGGAUAGGCU&AAAUGUUUUUUCACUUCAAAUCCUAUCCUCUUUGAUACUUGAU
.(((((((.((.((((((((..&.....................))))))))....))))))))). -23.10
>ENSRNOG00000002634 hs-mir-26a    920    927
UUCAAGUAAUCCAGGAUAGGCU&ACACUUCUGUUAAUCCAUUCUUCUAAAGCGAAAUGUACUUGAC
.(((((((.....((((..((.&........))..))))...................))))))). -14.65

miRNA: mir-26a
Human predicted target: ENSG00000134294
Mouse predicted target: ENSMUSG00000022462
Rat predicted target: ENSRNOG00000006305
Hs Gene description: SOLUTE CARRIER FAMILY 38, MEMBER 2; AMINO ACID
TRANSPORTER 2. [Source:RefSeq;Acc:NM_018976] NM_018976
mir-26a ENSG00000134294 2000 nt UTR 2 hits 339 1095
-------------1-----------------------------1------------------------------
------
>ENSG00000134294 hs-mir-26a    339    346
UUCAAGUAAUCCAGGAUAGGCU&CUGUGUCAUUGUUUAACUUGGAUAUUUUAUGAUUUUACUUGAAU
(((((((((((((((.(((((.&..........))))).))))))............))))))))). -22.30
>ENSG00000134294 hs-mir-26a   1095   1102
UUCAAGUAAUCCAGGAUAGGCU&CUUUUUCAAAAUGCUCACCUACUGGAAGUGUGAAUUACUUGAC
.(((((((((((((..((((..&.................))))))))........))))))))). -19.80
mir-26a ENSMUSG00000022462 4733 nt UTR 2 hits 360 1098
--------------1----------------------------1------------------------------
--------------------------------------------------------------------------
------------------------------------------
>ENSMUSG00000022462 hs-mir-26a    360    367
UUCAAGUAAUCCAGGAUAGGCU&CUGUCUCAUUGUUUAACUUGGAUAUUUUAUGAUUUUACUUGAAU
(((((((((((((((.(((((.&..........))))).))))))............))))))))). -22.30
>ENSMUSG00000022462 hs-mir-26a   1098   1105
UUCAAGUAAUCCAGGAUAGGCU&GAACUUCCAAAGGCUCAUCUACUGGAAGCGUGGUUUACUUGAC
.((((((((((((((((..(((&...........)))..)))..)))))........)))))))). -23.00
mir-26a ENSRNOG00000006305 4712 nt UTR 2 hits 335 1070
-------------1----------------------------1-------------------------------
--------------------------------------------------------------------------
-----------------------------------------
>ENSRNOG00000006305 hs-mir-26a    335    342
UUCAAGUAAUCCAGGAUAGGCU&CUGUCUCAUUGUUUAACUUGGAUAUUUUAUGAUUUUACUUGAAU
(((((((((((((((.(((((.&..........))))).))))))............))))))))). -22.30
>ENSRNOG00000006305 hs-mir-26a   1070   1077
UUCAAGUAAUCCAGGAUAGGCU&GAACUUUCAAACGCUCGCCUACUGGAAGCGUGAUUUACUUGAC
.(((((((((((((..(((((.&................))))))))))........)))))))). -24.60

miRNA: mir-26a
Human predicted target: ENSG00000137266
Mouse predicted target: ENSMUSG00000038267



Rat predicted target: ENSRNOG00000017210
mir-26a ENSG00000137266 2000 nt UTR 2 hits 650 854
-------------------------1--------1---------------------------------------
------
>ENSG00000137266 hs-mir-26a    650    657
UUCAAGUAAUCCAGGAUAGGCU&ACCAGCUUCAUCUUUCCUUCAGGAUCAUCCUUUUGUACUUGAU
.(((((((....((((((((((&...)))))..................)))))....))))))). -19.06
>ENSG00000137266 hs-mir-26a    854    861
UUCAAGUAAUCCAGGAUAGGCU&AGUCCCUCGUGCACAGGCAGCUCUUGUGCCGGCACUACUUGAAA
((((((((..((.((..(((((&..................))).))....))))...)))))))). -19.40
mir-26a ENSMUSG00000038267 5785 nt UTR 2 hits 699 919
---------------------------1--------1-------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
----------
>ENSMUSG00000038267 hs-mir-26a    699    706
UUCAAGUAAUCCAGGAUAGGCU&GCUUAAUCUUUCUUUCCUUCAGGAUCAUCCUUUUGUACUUGAU
.(((((((((((((((.(((..&..........))).))))...))))..........))))))). -18.60
>ENSMUSG00000038267 hs-mir-26a    919    926
UUCAAGUAAUCCAGGAUAGGCU&GGUCCCUCUUCCCCAGCCAGCCCUGUUGCCAGUACUACUUGAAA
((((((((...((((...((((&..............))))...))))..........)))))))). -19.82
mir-26a ENSRNOG00000017210 2913 nt UTR 2 hits 705 919
----------------------------1-------1-------------------------------------
-------------------------------------------
>ENSRNOG00000017210 hs-mir-26a    705    712
UUCAAGUAAUCCAGGAUAGGCU&GCUUAGUCUUUCUUUCCUUCAGGAUCGUCCUUUUGUACUUGAU
.(((((((((((((((.(((((&....))))).....))))...))))..........))))))). -20.20
>ENSRNOG00000017210 hs-mir-26a    919    926
UUCAAGUAAUCCAGGAUAGGCU&UGUCCCUCUUCCCCAGCCAGCCCUGUUGCCAGUACUACUUGAAA
((((((((...((((...((((&..............))))...))))..........)))))))). -19.82

miRNA: mir-26a
Human predicted target: ENSG00000138386
Mouse predicted target: ENSMUSG00000002881
Rat predicted target: ENSRNOG00000012959
Hs Gene description: NGFI-A BINDING PROTEIN 1 (EGR-1 BINDING PROTEIN 1)
(TRANSCRIPTIONAL REGULATORY PROTEIN P54). [Source:SWISSPROT;Acc:Q13506]

NM_005966
mir-26a ENSG00000138386 4435 nt UTR 2 hits 386 654
---------------1----------1-----------------------------------------------
--------------------------------------------------------------------------
------------------------------
>ENSG00000138386 hs-mir-26a    386    393
UUCAAGUAAUCCAGGAUAGGCU&CUGUUUGGUCUAAUAGAUGUGGAUACAGUUUAUUUUACUUGAAA
(((((((((((((.(.((((((&......)))))).....).))))...........))))))))). -19.10
>ENSG00000138386 hs-mir-26a    654    661
UUCAAGUAAUCCAGGAUAGGCU&AACAUCUGGUUAUCAAUGCACGUUUACACAAUAAAUACUUGAGU



((((((((..(((((.......&....)))))..........................)))))))). -14.69
mir-26a ENSMUSG00000002881 3922 nt UTR 2 hits 363 539
--------------1------1----------------------------------------------------
--------------------------------------------------------------------------
---------
>ENSMUSG00000002881 hs-mir-26a    363    370
UUCAAGUAAUCCAGGAUAGGCU&CCUUGUGGUCUAAUAGAUGUGGAUACCAUUCAUUUUACUUGAAA
(((((((((((((.(.((((((&......)))))).....).))))...........))))))))). -19.10
>ENSMUSG00000002881 hs-mir-26a    539    546
UUCAAGUAAUCCAGGAUAGGCU&CACAAUUUACACCAAGGAGAAGACUGUGUGUUUAAUACUUGAU
.(((((((.....(.((((.((&....................)).)))).)......))))))). -14.30
mir-26a ENSRNOG00000012959 2000 nt UTR 2 hits 363 536
--------------1------1----------------------------------------------------
------
>ENSRNOG00000012959 hs-mir-26a    363    370
UUCAAGUAAUCCAGGAUAGGCU&CCUUGCAGUCUAAUAGACGUGGAUCCCACUUAUUUUACUUGAAA
(((((((((((((.(.((((((&......)))))).....).))))...........))))))))). -20.50
>ENSRNOG00000012959 hs-mir-26a    536    543
UUCAAGUAAUCCAGGAUAGGCU&AAAGUUUACACCAAGGAGAAGACCCAUGUGCUUGCUACUUGAU
.(((((((...(((((((((..&.......................)).))).)))).))))))). -16.00

miRNA: mir-26a
Human predicted target: ENSG00000139946
Mouse predicted target: ENSMUSG00000021846
Rat predicted target: ENSRNOG00000012363
Hs Gene description: PELLINO (DROSOPHILA) HOMOLOG 2.
[Source:RefSeq;Acc:NM_021255] NM_021255
mir-26a ENSG00000139946 6136 nt UTR 2 hits 442 1451
-----------------1----------------------------------------1---------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------------------------
>ENSG00000139946 hs-mir-26a    442    449
UUCAAGUAAUCCAGGAUAGGCU&UAGGUGUUACGCGAAGGGCGCACAGUGUCUAGAAAUACUUGAU
.(((((((...(.(((((.((.&...................))....))))).)...))))))). -16.40
>ENSG00000139946 hs-mir-26a   1451   1458
UUCAAGUAAUCCAGGAUAGGCU&UACGUAAUUUAUAUGAUUCUAAUGUACUAUAUCCAUACUUGAAU
((((((((.....(((((.((.&.......................))....))))).)))))))). -16.60
mir-26a ENSMUSG00000021846 2240 nt UTR 2 hits 431 1530
-----------------1-------------------------------------------1------------
----------------
>ENSMUSG00000021846 hs-mir-26a    431    438
UUCAAGUAAUCCAGGAUAGGCU&GUGCCACACAUCCUAUGAUGUUCAGUGGCUGUGAAUACUUGAC
.(((((((.((((((((.(((.&..)))....)))))................).)).))))))). -18.29
>ENSMUSG00000021846 hs-mir-26a   1530   1537
UUCAAGUAAUCCAGGAUAGGCU&AAAUAUAGAUAAUUUAUAUGAUUAUGACAUAUCCAUACUUGAAU
((((((((.....(((((....&.............................))))).)))))))). -16.00



mir-26a ENSRNOG00000012363 2175 nt UTR 2 hits 367 1442
--------------1------------------------------------------1----------------
-------------
>ENSRNOG00000012363 hs-mir-26a    367    374
UUCAAGUAAUCCAGGAUAGGCU&GAGUCACACAUCUGGUGAUGUUCAGUGGUUGGGAAUACUUGAC
.(((((((.(((..(((..(((&.......................))).))).))).))))))). -18.40
>ENSRNOG00000012363 hs-mir-26a   1442   1449
UUCAAGUAAUCCAGGAUAGGCU&AAAUAUAAAUAAUUUAUAUGAUUAUGACAUAUCCAUACUUGAAU
((((((((.....(((((....&.............................))))).)))))))). -16.00

miRNA: mir-26a
Human predicted target: ENSG00000170365
Mouse predicted target: ENSMUSG00000031681
Rat predicted target: ENSRNOG00000018483
Hs Gene description: MOTHERS AGAINST DECAPENTAPLEGIC HOMOLOG 1 (SMAD 1)
(MOTHERS AGAINST DPP HOMOLOG 1) (MAD-RELATED PROTEIN 1) (TRANSFORMING
GROWTH FACTOR- BETA SIGNALING PROTEIN-1) (BSP-1) (HSMAD1) (JV4-1).
[Source:SWISSPROT;Acc:Q15797] NM_005900
mir-26a ENSG00000170365 2160 nt UTR 2 hits 46 103
-1--1---------------------------------------------------------------------
-------------
>ENSG00000170365 hs-mir-26a     46     53
UUCAAGUAAUCCAGGAUAGGCU&GCAUCUGCCUCUGGAAAACUAUUGAGCCUUGCAUGUACUUGAAG
((((((((.(((((...((((.&......)))))))))....................)))))))). -21.80
>ENSG00000170365 hs-mir-26a    103    110
UUCAAGUAAUCCAGGAUAGGCU&GACACGAUUGAGAACUGACAAAGGAGCCUUGAUAAUACUUGAC
.((((((((((......(((((&........................))))).)))..))))))). -17.00
mir-26a ENSMUSG00000031681 3248 nt UTR 2 hits 46 103
-1--1---------------------------------------------------------------------
--------------------------------------------------------
>ENSMUSG00000031681 hs-mir-26a     46     53
UUCAAGUAAUCCAGGAUAGGCU&GCUUCCGUCUCUUGCAAACUAUCGAGCCUUGCAUGUACUUGAAG
((((((((...((....(((((&........................)))))....)))))))))). -19.50
>ENSMUSG00000031681 hs-mir-26a    103    110
UUCAAGUAAUCCAGGAUAGGCU&GACAGGAUGGAGACCUGACGAAGGAGCCACGAUAAUACUUGAC
.(((((((.....(....((((&........................)))).).....))))))). -15.60
mir-26a ENSRNOG00000018483 2285 nt UTR 2 hits 49 102
-1--1---------------------------------------------------------------------
------------------
>ENSRNOG00000018483 hs-mir-26a     49     56
UUCAAGUAAUCCAGGAUAGGCU&GCUUCUGUCUCUUGCAAACUAUUGGGCCUUGCAUGUACUUGAAG
((((((((...((....(((((&........................)))))....)))))))))). -19.50
>ENSRNOG00000018483 hs-mir-26a    102    109
UUCAAGUAAUCCAGGAUAGGCU&GUCAGACAGGAUGGGGAGCUGUAAAGGAGCCGUGAUACUUGAC
.(((((((.((..((...((((&................)))).........))..))))))))). -16.20



miRNA: mir-26a
Human predicted target: ENSG00000173451
Mouse predicted target: ENSMUSG00000020137
Rat predicted target: ENSRNOG00000003993
Hs Gene description: NM_031435
mir-26a ENSG00000173451 5536 nt UTR 2 hits 98 2486
---1----------------------------------------------------------------------
-------------------------1------------------------------------------------
--------------------------------------------------------------------------
>ENSG00000173451 hs-mir-26a     98    105
UUCAAGUAAUCCAGGAUAGGCU&GCACUUAUGCCAAAAUUCAUUAUUUAAUAAAGUUUUACUUGAAG
(((((((((..(.((((.(((.&........)))...)))).............)..))))))))). -15.84
>ENSG00000173451 hs-mir-26a   2486   2493
UUCAAGUAAUCCAGGAUAGGCU&CACCAACCUCUACAAAGAACCAGCCAAAGGCUAGGUACUUGAU
.(((((((..((.((...((((&.....................)))).....)).))))))))). -18.70
mir-26a ENSMUSG00000020137 2721 nt UTR 2 hits 121 2211
----1---------------------------------------------------------------------
--------------1--------------------
>ENSMUSG00000020137 hs-mir-26a    121    128
UUCAAGUAAUCCAGGAUAGGCU&UCUGACAGUUACACUACAAUCAAGUCCUGCAGUUUUACUUGAAG
(((((((((..((((((.....&.......................)))))).....))))))))). -21.20
>ENSMUSG00000020137 hs-mir-26a   2211   2218
UUCAAGUAAUCCAGGAUAGGCU&UCUCAAAUAUCCACGGCAAAUACACUGAGUGUACCUACUUGAU
.((((((((..(((..((.(((&..............)))...))..)))..).....))))))). -16.60
mir-26a ENSRNOG00000003993 2513 nt UTR 3 hits 103 560 2503
----1-----------------1---------------------------------------------------
--------------------------1
>ENSRNOG00000003993 hs-mir-26a    103    110
UUCAAGUAAUCCAGGAUAGGCU&UGCCGUCAUUACACUACAAUCAAGUGCUUAAGUUUUACUUGAAG
(((((((((..(....(((((.&.........................))))).)..))))))))). -17.90
>ENSRNOG00000003993 hs-mir-26a    560    567
UUCAAGUAAUCCAGGAUAGGCU&UCGGGCUAUUACACUACAAUCAAGUGCUUAAGUUUUACUUGAAG
(((((((((..(..(((((.((&..)).))))).....................)..))))))))). -17.10
>ENSRNOG00000003993 hs-mir-26a   2503   2510
UUCAAGUAAUCCAGGAUAGGCU&CCAAGCACUAAUUAAUGUGGUCUGGUUAGGGUUAAUACUUGAU
.(((((((((((..(.((((((&..................)))))).)..))))...))))))). -20.30

miRNA: mir-26a
Human predicted target: ENSG00000177432
Mouse predicted target: ENSMUSG00000050494
Rat predicted target: ENSRNOG00000007808
Hs Gene description: DOWN-REGULATED IN LIVER MALIGNANCY.
[Source:RefSeq;Acc:NM_153757] NM_153757
mir-26a ENSG00000177432 2000 nt UTR 2 hits 813 972
--------------------------------1-----1-----------------------------------
------
>ENSG00000177432 hs-mir-26a    813    820



UUCAAGUAAUCCAGGAUAGGCU&AAAUCACUUUACCUAGCGUUUUAGAAAUAUUAAUUUACUUGAAG
(((((((((.....((((..((&......................))...))))...))))))))). -14.90
>ENSG00000177432 hs-mir-26a    972    979
UUCAAGUAAUCCAGGAUAGGCU&ACUCUUCACUGAAGCUAAUGUUUGGAAAAAAUAUAUACUUGAAG
((((((((.((((((...((((&............))))....)))))).........)))))))). -18.60
mir-26a ENSMUSG00000050494 3264 nt UTR 2 hits 781 939
-------------------------------1-----1------------------------------------
---------------------------------------------------------
>ENSMUSG00000050494 hs-mir-26a    781    788
UUCAAGUAAUCCAGGAUAGGCU&GUUAAAUUACCUUAUAGCAUUUUAGAAAUAUAAUUUACUUGAAG
(((((((((((.(((((..(((&...............)))))))).))........))))))))). -14.10
>ENSMUSG00000050494 hs-mir-26a    939    946
UUCAAGUAAUCCAGGAUAGGCU&ACUCCUCAAUGAAGCUAAUGUUUGGAAAAAGUAUAUACUUGAAG
((((((((.((((((...((((&............))))....)))))).........)))))))). -18.60
mir-26a ENSRNOG00000007808 2000 nt UTR 2 hits 792 950
-------------------------------1-----1------------------------------------
------
>ENSRNOG00000007808 hs-mir-26a    792    799
UUCAAGUAAUCCAGGAUAGGCU&AUUAAAUUCCCUUAUAGCAUUUUAGAAAUAUAAUUUACUUGAAG
(((((((((((.(((((..(((&...............)))))))).))........))))))))). -14.10
>ENSRNOG00000007808 hs-mir-26a    950    957
UUCAAGUAAUCCAGGAUAGGCU&CUCCUCAAUGAAGCUAAUGUUUGGAAAAAAGUAUAUACUUGAAG
((((((((.((((((...((((&...........))))....))))))..........)))))))). -18.50

miRNA: mir-26b
Human predicted target: ENSG00000073169
Mouse predicted target: ENSMUSG00000035757
Rat predicted target: ENSRNOG00000005579
Hs Gene description: DJ402G11.5 (NOVEL PROTEIN SIMILAR TO YEAST AND
BACTERIAL PREDICTED PROTEINS). [Source:SPTREMBL;Acc:Q9UGX5]
mir-26b ENSG00000073169 2000 nt UTR 2 hits 810 1636
--------------------------------1--------------------------------1--------
------
>ENSG00000073169 hs-mir-26b    810    817
UUCAAGUAAUUCAGGAUAGGUU&GGUGGGCCUCACCUUUGAAGAGAAAGUGGGAGUAGUACUUGAAG
(((((((((((((((..(((((&....)))))..)))...............))))..)))))))). -18.26
>ENSG00000073169 hs-mir-26b   1636   1643
UUCAAGUAAUUCAGGAUAGGUU&CAUCCGGGGCGUUGGGGGCAAACACCUCGGGCAGGUACUUGAGA
((((((((.........((((.&.......................))))........)))))))). -15.53
mir-26b ENSMUSG00000035757 2363 nt UTR 2 hits 631 1449
-------------------------1-------------------------------1----------------
---------------------
>ENSMUSG00000035757 hs-mir-26b    631    638
UUCAAGUAAUUCAGGAUAGGUU&AGAAGGGCUUACCUUUGAAGAGGAAGUGGGAGUAGUACUUGAAG
(((((((((((((((.((((((&.....)))))))))...............))))..)))))))). -17.66
>ENSMUSG00000035757 hs-mir-26b   1449   1456
UUCAAGUAAUUCAGGAUAGGUU&CAUCUGGGGCAUUCGGGGCAAACACCUCAGGCAGGUACUUGAGA



((((((((.........((((.&.......................))))........)))))))). -15.53
mir-26b ENSRNOG00000005579 2000 nt UTR 2 hits 595 1603
-----------------------1----------------------------------------1---------
------
>ENSRNOG00000005579 hs-mir-26b    595    602
UUCAAGUAAUUCAGGAUAGGUU&AGGAGGGCUUACCUUUGAAGAGGAAGUGGGAGUAGUACUUGAAG
(((((((((((((((.((((((&.....)))))))))...............))))..)))))))). -17.66
>ENSRNOG00000005579 hs-mir-26b   1603   1610
UUCAAGUAAUUCAGGAUAGGUU&CAUCUGGGGCAUUAGGGGCAAACACCUCAGGCAGGUACUUGAGG
((((((((.........((((.&.......................))))........)))))))). -15.53

miRNA: mir-26b
Human predicted target: ENSG00000080603
Mouse predicted target: ENSMUSG00000042397
Rat predicted target: ENSRNOG00000018637
Hs Gene description: SNF2-RELATED CBP ACTIVATOR PROTEIN.
[Source:RefSeq;Acc:NM_006662] NM_006662
mir-26b ENSG00000080603 2000 nt UTR 2 hits 74 260
--1-------1---------------------------------------------------------------
------
>ENSG00000080603 hs-mir-26b     74     81
UUCAAGUAAUUCAGGAUAGGUU&CUCCCUCCAUGACCAGGCCUGACUCUGUUAACCACUACUUGAAG
((((((((..(((((...((((&..........))))...))))).............)))))))). -20.36
>ENSG00000080603 hs-mir-26b    260    267
UUCAAGUAAUUCAGGAUAGGUU&AGGGUGGCAAGAUAGUCUCUGUCCCCACCCCCUUGUACUUGAU
.(((((((.....(((((((..&.................)))))))...........))))))). -17.59
mir-26b ENSMUSG00000042397 2000 nt UTR 2 hits 73 254
--1-------1---------------------------------------------------------------
------
>ENSMUSG00000042397 hs-mir-26b     73     80
UUCAAGUAAUUCAGGAUAGGUU&GCUUUCCCUUGCCCAGGCCUGACUCUGAUAACCACUACUUGAAG
((((((((..(((((.((((((&...............)))))).).)))).......)))))))). -20.80
>ENSMUSG00000042397 hs-mir-26b    254    261
UUCAAGUAAUUCAGGAUAGGUU&AGGGUGGCAAGAUAGUUUCUGUCCCCACCCCCUUGUACUUGAU
.(((((((.....(((((((..&.................)))))))...........))))))). -17.69
mir-26b ENSRNOG00000018637 2000 nt UTR 2 hits 76 262
---1------1---------------------------------------------------------------
------
>ENSRNOG00000018637 hs-mir-26b     76     83
UUCAAGUAAUUCAGGAUAGGUU&GCUUCCCCAUGCCCAGGCCUGACUCUGUUAACCACUACUUGAAG
((((((((...((((.((((((&...............)))))).).)))........)))))))). -18.90
>ENSRNOG00000018637 hs-mir-26b    262    269
UUCAAGUAAUUCAGGAUAGGUU&AGGGUGGCAAGAUAGUUUCUGUCCCCACCCCCUUGUACUUGAU
.(((((((.....(((((((..&.................)))))))...........))))))). -17.69

miRNA: mir-26b



Human predicted target: ENSG00000119812
Mouse predicted target: ENSMUSG00000002017
Rat predicted target: ENSRNOG00000004190
mir-26b ENSG00000119812 3114 nt UTR 2 hits 312 760
------------1-----------------1-------------------------------------------
---------------------------------------------------
>ENSG00000119812 hs-mir-26b    312    319
UUCAAGUAAUUCAGGAUAGGUU&CCACAGUCAGAACAUGCAAACUUUUUUGAAGAAAUUACUUGAAU
((((((((((((((((.(((((&..................))))))))))....))))))))))). -18.00
>ENSG00000119812 hs-mir-26b    760    767
UUCAAGUAAUUCAGGAUAGGUU&CCAUCCAAAACAAAUUCCUCCUUCAACCUUAUUUUUACUUGAAA
(((((((((...(((..(((..&...................)))....))).....))))))))). -17.60
mir-26b ENSMUSG00000002017 3111 nt UTR 2 hits 311 772
------------1-----------------1-------------------------------------------
---------------------------------------------------
>ENSMUSG00000002017 hs-mir-26b    311    318
UUCAAGUAAUUCAGGAUAGGUU&AUCCAGUUGGAACAUACAUGCUUUUUUGAAGAAAUUACUUGAAU
((((((((((((((((.((((.&...................)))))))))....))))))))))). -17.40
>ENSMUSG00000002017 hs-mir-26b    772    779
UUCAAGUAAUUCAGGAUAGGUU&AUCCGAGACAAACGUUCCUCCUUCACCCUUGUUUUUACUUGAAA
(((((((((..((((...(((.&........................)))))))...))))))))). -18.50
mir-26b ENSRNOG00000004190 2000 nt UTR 2 hits 309 751
------------1-----------------1-------------------------------------------
------
>ENSRNOG00000004190 hs-mir-26b    309    316
UUCAAGUAAUUCAGGAUAGGUU&AUCCAGUUGAAACAUACAUGCUUUUUUGAAGAAAUUACUUGAAU
((((((((((((((((.((((.&...................)))))))))....))))))))))). -17.40
>ENSRNOG00000004190 hs-mir-26b    751    758
UUCAAGUAAUUCAGGAUAGGUU&AUCCAAGACAAAAGUCCCUCCUUCAACCUUGUUUUUACUUGAAA
(((((((((..((((..(((..&...................))).....))))...))))))))). -18.70

miRNA: mir-26b
Human predicted target: ENSG00000121255
Mouse predicted target: ENSMUSG00000041245
Rat predicted target: ENSRNOG00000002634
mir-26b ENSG00000121255 3902 nt UTR 2 hits 244 1220
---------1--------------------------------------1-------------------------
--------------------------------------------------------------------------
---------
>ENSG00000121255 hs-mir-26b    244    251
UUCAAGUAAUUCAGGAUAGGUU&AAAUGUUUUUUCACUUCAAAUUCUAUCCUCUUUGAUACUUGAU
.(((((((....((((((((..&.....................))))))))......))))))). -20.50
>ENSG00000121255 hs-mir-26b   1220   1227
UUCAAGUAAUUCAGGAUAGGUU&AGCUACACCUCAAUCCAUUCUUCUGAAGUGAAAUUUACUUGAC
.((((((((((((((((((((.&......))))..))))............))))..)))))))). -18.60
mir-26b ENSMUSG00000041245 2000 nt UTR 2 hits 234 913



---------1--------------------------1-------------------------------------
------
>ENSMUSG00000041245 hs-mir-26b    234    241
UUCAAGUAAUUCAGGAUAGGUU&AAAUGUUUUUUCACUUCAACUCCUAUCCUCUUUGAUACUUGAU
.(((((((....((((((((..&.....................))))))))......))))))). -22.70
>ENSMUSG00000041245 hs-mir-26b    913    920
UUCAAGUAAUUCAGGAUAGGUU&ACACUUCUGUUAAUCCAUUCUUCUAAAGUGAAAUGUACUUGAC
.(((((((.((((...((((..&.....................))))...))))...))))))). -15.40
mir-26b ENSRNOG00000002634 2000 nt UTR 2 hits 234 920
---------1--------------------------1-------------------------------------
------
>ENSRNOG00000002634 hs-mir-26b    234    241
UUCAAGUAAUUCAGGAUAGGUU&AAAUGUUUUUUCACUUCAAAUCCUAUCCUCUUUGAUACUUGAU
.(((((((....((((((((..&.....................))))))))......))))))). -22.70
>ENSRNOG00000002634 hs-mir-26b    920    927
UUCAAGUAAUUCAGGAUAGGUU&ACACUUCUGUUAAUCCAUUCUUCUAAAGCGAAAUGUACUUGAC
.(((((((.((((((((.((((&...........)))).)))))........)))...))))))). -14.70

miRNA: mir-26b
Human predicted target: ENSG00000134294
Mouse predicted target: ENSMUSG00000022462
Rat predicted target: ENSRNOG00000006305
Hs Gene description: SOLUTE CARRIER FAMILY 38, MEMBER 2; AMINO ACID
TRANSPORTER 2. [Source:RefSeq;Acc:NM_018976] NM_018976
mir-26b ENSG00000134294 2000 nt UTR 2 hits 339 1095
-------------1-----------------------------1------------------------------
------
>ENSG00000134294 hs-mir-26b    339    346
UUCAAGUAAUUCAGGAUAGGUU&CUGUGUCAUUGUUUAACUUGGAUAUUUUAUGAUUUUACUUGAAU
(((((((((.(((...((((((&..............)))))).........)))..))))))))). -16.30
>ENSG00000134294 hs-mir-26b   1095   1102
UUCAAGUAAUUCAGGAUAGGUU&CUUUUUCAAAAUGCUCACCUACUGGAAGUGUGAAUUACUUGAC
.((((((((((((((.(((((.&................))))))).......)))))))))))). -22.31
mir-26b ENSMUSG00000022462 4733 nt UTR 2 hits 360 1098
--------------1----------------------------1------------------------------
--------------------------------------------------------------------------
------------------------------------------
>ENSMUSG00000022462 hs-mir-26b    360    367
UUCAAGUAAUUCAGGAUAGGUU&CUGUCUCAUUGUUUAACUUGGAUAUUUUAUGAUUUUACUUGAAU
(((((((((.(((((((((...&)))))).......................)))..))))))))). -18.20
>ENSMUSG00000022462 hs-mir-26b   1098   1105
UUCAAGUAAUUCAGGAUAGGUU&GAACUUCCAAAGGCUCAUCUACUGGAAGCGUGGUUUACUUGAC
.((((((((((((((((..(((&...........)))..)))..)))))........)))))))). -17.60
mir-26b ENSRNOG00000006305 4712 nt UTR 2 hits 335 1070
-------------1----------------------------1-------------------------------
--------------------------------------------------------------------------
-----------------------------------------



>ENSRNOG00000006305 hs-mir-26b    335    342
UUCAAGUAAUUCAGGAUAGGUU&CUGUCUCAUUGUUUAACUUGGAUAUUUUAUGAUUUUACUUGAAU
(((((((((.(((((((((...&)))))).......................)))..))))))))). -18.20
>ENSRNOG00000006305 hs-mir-26b   1070   1077
UUCAAGUAAUUCAGGAUAGGUU&GAACUUUCAAACGCUCGCCUACUGGAAGCGUGAUUUACUUGAC
.((((((((.(((.(.(((((.&................))))).......).))).)))))))). -20.60

miRNA: mir-26b
Human predicted target: ENSG00000137266
Mouse predicted target: ENSMUSG00000038267
Rat predicted target: ENSRNOG00000017210
mir-26b ENSG00000137266 2000 nt UTR 2 hits 650 854
-------------------------1--------1---------------------------------------
------
>ENSG00000137266 hs-mir-26b    650    657
UUCAAGUAAUUCAGGAUAGGUU&ACCAGCUUCAUCUUUCCUUCAGGAUCAUCCUUUUGUACUUGAU
.(((((((....(((((.((((&......................)))))))))....))))))). -20.00
>ENSG00000137266 hs-mir-26b    854    861
UUCAAGUAAUUCAGGAUAGGUU&AGUCCCUCGUGCACAGGCAGCUCUUGUGCCGGCACUACUUGAAA
((((((((.....(((((((..&......................))))).)).....)))))))). -17.80
mir-26b ENSMUSG00000038267 5785 nt UTR 2 hits 699 919
---------------------------1--------1-------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
----------
>ENSMUSG00000038267 hs-mir-26b    699    706
UUCAAGUAAUUCAGGAUAGGUU&GCUUAAUCUUUCUUUCCUUCAGGAUCAUCCUUUUGUACUUGAU
.(((((((....(((((.((((&......................)))))))))....))))))). -20.00
>ENSMUSG00000038267 hs-mir-26b    919    926
UUCAAGUAAUUCAGGAUAGGUU&GGUCCCUCUUCCCCAGCCAGCCCUGUUGCCAGUACUACUUGAAA
((((((((...((((...((((&..............))))...))))..........)))))))). -18.12
mir-26b ENSRNOG00000017210 2913 nt UTR 2 hits 705 919
----------------------------1-------1-------------------------------------
-------------------------------------------
>ENSRNOG00000017210 hs-mir-26b    705    712
UUCAAGUAAUUCAGGAUAGGUU&GCUUAGUCUUUCUUUCCUUCAGGAUCGUCCUUUUGUACUUGAU
.(((((((....(((((.((((&......................)))))))))....))))))). -19.60
>ENSRNOG00000017210 hs-mir-26b    919    926
UUCAAGUAAUUCAGGAUAGGUU&UGUCCCUCUUCCCCAGCCAGCCCUGUUGCCAGUACUACUUGAAA
((((((((...((((...((((&..............))))...))))..........)))))))). -18.12

miRNA: mir-27a
Human predicted target: ENSG00000055070
Mouse predicted target: ENSMUSG00000040842
Rat predicted target: ENSRNOG00000009183
Hs Gene description: NM_015609



mir-27a ENSG00000055070 5002 nt UTR 4 hits 122 146 168 198
----1111------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------------------
>ENSG00000055070 hs-mir-27a    122    129
UUCACAGUGGCUAAGUUCCGCC&GGACUUGAGCAGAGGGAACGACCUGACUUACUUGCACUGUGAU
.(((((((((((((((((....&)))))).)))........................)))))))). -21.45
>ENSG00000055070 hs-mir-27a    146    153
UUCACAGUGGCUAAGUUCCGCC&GACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
.((((((((((..(((......&..........................)))..).))))))))). -21.10
>ENSG00000055070 hs-mir-27a    168    175
UUCACAGUGGCUAAGUUCCGCC&CCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
.((((((((.(...((((....&........................)))).....))))))))). -18.70
>ENSG00000055070 hs-mir-27a    198    205
UUCACAGUGGCUAAGUUCCGCC&CAUGCACUGUGACCUCCCCCCUUCUCCCCCUUCCCACUGUGAU
.(((((((((............&.................................))))))))). -19.50
mir-27a ENSMUSG00000040842 2000 nt UTR 4 hits 119 143 165 193
----1111------------------------------------------------------------------
------
>ENSMUSG00000040842 hs-mir-27a    119    126
UUCACAGUGGCUAAGUUCCGCC&GGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
.(((((((((((((((((....&)))))).)))........................)))))))). -21.45
>ENSMUSG00000040842 hs-mir-27a    143    150
UUCACAGUGGCUAAGUUCCGCC&GACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
.((((((((((..(((......&..........................)))..).))))))))). -21.10
>ENSMUSG00000040842 hs-mir-27a    165    172
UUCACAGUGGCUAAGUUCCGCC&CCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
.((((((((.(...((((....&........................)))).....))))))))). -18.70
>ENSMUSG00000040842 hs-mir-27a    193    200
UUCACAGUGGCUAAGUUCCGCC&CCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
.(((((((((............&.................................))))))))). -19.50
mir-27a ENSRNOG00000009183 2530 nt UTR 8 hits 117 141 163 191 641
665 687 715
----1111-----------------1111---------------------------------------------
----------------------------
>ENSRNOG00000009183 hs-mir-27a    117    124
UUCACAGUGGCUAAGUUCCGCC&GGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
.(((((((((((((((((....&)))))).)))........................)))))))). -21.45
>ENSRNOG00000009183 hs-mir-27a    141    148
UUCACAGUGGCUAAGUUCCGCC&GACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
.((((((((((..(((......&..........................)))..).))))))))). -21.10
>ENSRNOG00000009183 hs-mir-27a    163    170
UUCACAGUGGCUAAGUUCCGCC&CCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
.((((((((.(...((((....&........................)))).....))))))))). -18.70
>ENSRNOG00000009183 hs-mir-27a    191    198
UUCACAGUGGCUAAGUUCCGCC&CCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
.(((((((((............&.................................))))))))). -19.50
>ENSRNOG00000009183 hs-mir-27a    641    648



UUCACAGUGGCUAAGUUCCGCC&GGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
.(((((((((((((((((....&)))))).)))........................)))))))). -21.45
>ENSRNOG00000009183 hs-mir-27a    665    672
UUCACAGUGGCUAAGUUCCGCC&GACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
.((((((((((..(((......&..........................)))..).))))))))). -21.10
>ENSRNOG00000009183 hs-mir-27a    687    694
UUCACAGUGGCUAAGUUCCGCC&CCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
.((((((((.(...((((....&........................)))).....))))))))). -18.70
>ENSRNOG00000009183 hs-mir-27a    715    722
UUCACAGUGGCUAAGUUCCGCC&CCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
.(((((((((............&.................................))))))))). -19.50

miRNA: mir-27a
Human predicted target: ENSG00000082482
Mouse predicted target: ENSMUSG00000037624
Rat predicted target: ENSRNOG00000002653
Hs Gene description: POTASSIUM CHANNEL SUBFAMILY K MEMBER 2 (OUTWARD
RECTIFYING POTASSIUM CHANNEL PROTEIN TREK-1) (TREK-1 K+ CHANNEL SUBUNIT)
(TWO-PORE POTASSIUM CHANNEL TPKC1). [Source:SWISSPROT;Acc:O95069]

NM_014217
mir-27a ENSG00000082482 2673 nt UTR 2 hits 1271 1904
--------------------------------------------------1-----------------------
--1------------------------------
>ENSG00000082482 hs-mir-27a   1271   1278
UUCACAGUGGCUAAGUUCCGCC&ACUUGGCUGUGAGGGCAGAAGUUGAAGUUGGGAUCACUGUGAC
.(((((((((((((.(((.(((&.............))).))).)).......)).))))))))). -23.01
>ENSG00000082482 hs-mir-27a   1904   1911
UUCACAGUGGCUAAGUUCCGCC&CCGAAAAUUUAUAUGGUGGAAUGCGCCAUGUAUAAACUGUGAAU
(((((((((((...((((((((&..............))))))))..)))........)))))))). -28.90
mir-27a ENSMUSG00000037624 3853 nt UTR 2 hits 1202 1820
------------------------------------------------1-----------------------1-
--------------------------------------------------------------------------
-------
>ENSMUSG00000037624 hs-mir-27a   1202   1209
UUCACAGUGGCUAAGUUCCGCC&GACUGGGUGUGAGCACAGAUGCUGGCCUUGGGAUCACUGUGAGU
(((((((((((((((..(.((.&....................)).)..)))))..)))))))))). -25.50
>ENSMUSG00000037624 hs-mir-27a   1820   1827
UUCACAGUGGCUAAGUUCCGCC&CUGGAAGCUGACAUGGUGGGAUGUACCACGUAUAAACUGUGAAC
((((((((((.((.((((((((&..............)))))))).))))........)))))))). -24.80
mir-27a ENSRNOG00000002653 3838 nt UTR 2 hits 1196 1806
-----------------------------------------------1------------------------1-
--------------------------------------------------------------------------
------
>ENSRNOG00000002653 hs-mir-27a   1196   1203
UUCACAGUGGCUAAGUUCCGCC&GACUGGGUGUGAGCACAGAGGCUGGACUUGGGAUCACUGUGAGU
((((((((((((((((((.(((&...................))).))))))))..)))))))))). -31.70
>ENSRNOG00000002653 hs-mir-27a   1806   1813



UUCACAGUGGCUAAGUUCCGCC&UUGAAGGCUGAUGUGGUGGGAUGUACCACGCAUAAACUGUGAAC
((((((((.((...((((((((&..............)))))))).......))....)))))))). -26.20

miRNA: mir-27a
Human predicted target: ENSG00000109670
Mouse predicted target: ENSMUSG00000028086
Rat predicted target: ENSRNOG00000010889
Hs Gene description: F-BOX PROTEIN FBW7 ISOFORM 2; ARCHIPELAGO,
DROSOPHILA, HOMOLOG OF; F-BOX PROTEIN FBW7; F-BOX PROTEIN SEL-10; HOMOLOG
OF C ELEGANS SEL-10. [Source:RefSeq;Acc:NM_018315] NM_018315
mir-27a ENSG00000109670 3622 nt UTR 3 hits 503 1379 2865
--------------------1----------------------------------1------------------
----------------------------------------1------------------------------
>ENSG00000109670 hs-mir-27a    503    510
UUCACAGUGGCUAAGUUCCGCC&GUCAUUUUUCUGGAGUGGAAAAGCUUAAAAAAAUUACUGUGAAU
((((((((((.((((((((((.&..............)))))...)))))......)))))))))). -22.70
>ENSG00000109670 hs-mir-27a   1379   1386
UUCACAGUGGCUAAGUUCCGCC&UUGCCUCAUUCUCCAAGAGCCACAACUCAAGCUGAACUGUGAAA
((((((((((((.((((..((.&..................))...))))..))))..)))))))). -21.10
>ENSG00000109670 hs-mir-27a   2865   2872
UUCACAGUGGCUAAGUUCCGCC&UACUGCCCAAACCGUGACUACUGUUCACAUUGAUGACUGUGAAU
(((((((((((..(((..((..&............))..)))...)))..........)))))))). -17.20
mir-27a ENSMUSG00000028086 2086 nt UTR 2 hits 501 1414
--------------------1-----------------------------------1-----------------
----------
>ENSMUSG00000028086 hs-mir-27a    501    508
UUCACAGUGGCUAAGUUCCGCC&GUCAUUUUUCUGAAGUGGAAAAGCUUAAAACAAUUACUGUGAAU
((((((((((.((((((((((.&..............)))))...)))))......)))))))))). -22.70
>ENSMUSG00000028086 hs-mir-27a   1414   1421
UUCACAGUGGCUAAGUUCCGCC&CCGCCUCAUUCACCAGGAGCCGUAACUCAAGCUGAACUGUGAAA
((((((((((((.(((((.((.&..................)).).))))..))))..)))))))). -22.30
mir-27a ENSRNOG00000010889 3663 nt UTR 2 hits 537 1419
---------------------1----------------------------------1-----------------
-------------------------------------------------------------------------
>ENSRNOG00000010889 hs-mir-27a    537    544
UUCACAGUGGCUAAGUUCCGCC&AAAAGUCAUUUUUCUGAAGUGGAAAAGCUUAAAUUACUGUGAAU
((((((((((.((((((((((.&..................)))))...)))))..)))))))))). -25.00
>ENSRNOG00000010889 hs-mir-27a   1419   1426
UUCACAGUGGCUAAGUUCCGCC&CCGCCUCAUUCACCAGGAGCCGUAACUCAAGCUGAACUGUGAAA
((((((((((((.(((((.((.&..................)).).))))..))))..)))))))). -22.30

miRNA: mir-27a
Human predicted target: ENSG00000116176
Mouse predicted target: ENSMUSG00000033200
Rat predicted target: ENSRNOG00000018469
Rat predicted target: ENSRNOG00000018701



Hs Gene description: TRYPTASE GAMMA PRECURSOR (EC 3.4.21.-) (TRANSMEMBRANE
TRYPTASE). [Source:SWISSPROT;Acc:Q9NRR2] NM_012467
mir-27a ENSG00000116176 2137 nt UTR 2 hits 353 873
--------------1-------------------1---------------------------------------
------------
>ENSG00000116176 hs-mir-27a    353    360
UUCACAGUGGCUAAGUUCCGCC&GGUGGUGAGGGCGUGACAGGCGGACAAGAACUCAGACUGUGAGU
((((((((..((.(((((((((&..................)))))).....))).)))))))))). -25.20
>ENSG00000116176 hs-mir-27a    873    880
UUCACAGUGGCUAAGUUCCGCC&AGGGGGACCCUGGUUUCUCCAGAGGACACUGGGGGACUGUGAGG
(((((((((((((.(((((.((&.)))))))..)))))....................)))))))). -22.25
mir-27a ENSMUSG00000033200 2180 nt UTR 2 hits 232 341
---------1---1------------------------------------------------------------
--------------
>ENSMUSG00000033200 hs-mir-27a    232    239
UUCACAGUGGCUAAGUUCCGCC&GCCUGGGAUGGAGGGGAAGCCCCGCCUCUGUUGGGACUGUGAC
.(((((((((((...((((.((&.........)).)))).))))..............))))))). -22.03
>ENSMUSG00000033200 hs-mir-27a    341    348
UUCACAGUGGCUAAGUUCCGCC&AACCACCUAAGAGGAUGGAAUGAUGGGGGUGGGGUACUGUGAGA
(((((((((.((..((((((((&............)).))))))..........)).))))))))). -24.80
mir-27a ENSRNOG00000018469 2188 nt UTR 2 hits 327 368
-------------11-----------------------------------------------------------
--------------
>ENSRNOG00000018469 hs-mir-27a    327    334
UUCACAGUGGCUAAGUUCCGCC&CUAGACCAUCUAAGGGGAUGGAAUGGGGGAGGGGCACUGUGAGA
(((((((((.((..((((((((&...............)).)))))).......)).))))))))). -27.60
>ENSRNOG00000018469 hs-mir-27a    368    375
UUCACAGUGGCUAAGUUCCGCC&AGAGGGAAGGAUGCCGAGUGGUGGACAGAAACAGGACUGUGAAC
((((((((........((((((&...................))))))..........)))))))). -21.37
mir-27a ENSRNOG00000018701 2000 nt UTR 2 hits 462 503
------------------1-1-----------------------------------------------------
------
>ENSRNOG00000018701 hs-mir-27a    462    469
UUCACAGUGGCUAAGUUCCGCC&CUAGACCAUCUAAGGGGAUGGAAUGGGGGAGGGGCACUGUGAGA
(((((((((.((..((((((((&...............)).)))))).......)).))))))))). -27.60
>ENSRNOG00000018701 hs-mir-27a    503    510
UUCACAGUGGCUAAGUUCCGCC&AGAGGGAAGGAUGCCGAGUGGUGGACAGAAACAGGACUGUGAAC
((((((((........((((((&...................))))))..........)))))))). -21.37

miRNA: mir-27a
Human predicted target: ENSG00000138031
Mouse predicted target: ENSMUSG00000020654
Rat predicted target: ENSRNOG00000003999
Hs Gene description: ADENYLATE CYCLASE TYPE III (EC 4.6.1.1) (ADENYLATE
CYCLASE, OLFACTIVE TYPE) (ATP PYROPHOSPHATE-LYASE) (ADENYLYL CYCLASE) (AC-
III) (AC3). [Source:SWISSPROT;Acc:O60266] NM_004036
mir-27a ENSG00000138031 2000 nt UTR 2 hits 286 1739



-----------1---------------------------------------------------------1----
------
>ENSG00000138031 hs-mir-27a    286    293
UUCACAGUGGCUAAGUUCCGCC&AUCCCUGCCGUCCUUGCCCCUGAGGGGCCCUGACCACUGUGAGC
((((((((((...((..((.((&.......................))))..))..)))))))))). -25.60
>ENSG00000138031 hs-mir-27a   1739   1746
UUCACAGUGGCUAAGUUCCGCC&GCAUCUCUAUUCCUGGCAUUAAAUUAGUAGCAGUUACUGUGAC
.(((((((((((..(((.((((&..............))).........).)))))))))))))). -20.00
mir-27a ENSMUSG00000020654 2091 nt UTR 2 hits 306 763
------------1-----------------1-------------------------------------------
----------
>ENSMUSG00000020654 hs-mir-27a    306    313
UUCACAGUGGCUAAGUUCCGCC&CAGCUCAGCCCUUCACCCCUAGAGAGGCCAUGGCCACUGUGAGC
(((((((((((((.(....(((&.........................)))).))))))))))))). -27.80
>ENSMUSG00000020654 hs-mir-27a    763    770
UUCACAGUGGCUAAGUUCCGCC&ACUCAACUUGAUGAGACUGUUGUGGCAAUUCUGUUACUGUGAC
.((((((((((..((((((((.&.....................)))).))))..)))))))))). -26.10
mir-27a ENSRNOG00000003999 2738 nt UTR 2 hits 307 764
------------1-----------------1-------------------------------------------
------------------------------------
>ENSRNOG00000003999 hs-mir-27a    307    314
UUCACAGUGGCUAAGUUCCGCC&CAGCUCAGCCCUUCACCCCUAGAGAGGCCACAGCCACUGUGAGC
((((((((((((..((...(((&.........................))).)))))))))))))). -27.00
>ENSRNOG00000003999 hs-mir-27a    764    771
UUCACAGUGGCUAAGUUCCGCC&ACUCAACUUGAUGGGACUGUUGUGGCAAUUCUGUUACUGUGAC
.((((((((((..((((((((.&.....................)))).))))..)))))))))). -26.10

miRNA: mir-27a
Human predicted target: ENSG00000138623
Mouse predicted target: ENSMUSG00000038264
Rat predicted target: ENSRNOG00000007687
Hs Gene description: SEMAPHORIN 7A PRECURSOR (SEMAPHORIN L) (SEMA L)
(SEMAPHORIN K1) (SEMA K1) (JOHN-MILTON-HARGEN HUMAN BLOOD GROUP AG) (JMH
BLOOD GROUP ANTIGEN) (CD108 ANTIGEN) (CDW108).
[Source:SWISSPROT;Acc:O75326] NM_003612
mir-27a ENSG00000138623 2642 nt UTR 2 hits 219 1110
--------1-----------------------------------1-----------------------------
--------------------------------
>ENSG00000138623 hs-mir-27a    219    226
UUCACAGUGGCUAAGUUCCGCC&GCACGGAUGGUGAGGGGCUGAGAAUGAGGGCACCGACUGUGAAG
((((((((.(((..((((((((&...............))).).))))...)))....)))))))). -24.90
>ENSG00000138623 hs-mir-27a   1110   1117
UUCACAGUGGCUAAGUUCCGCC&CACCUUCGCUCAGGACAUGUUAUAACUUAGGCUAAACUGUGAAA
(((((((((.(((((((.....&.......................))))))).)...)))))))). -22.00
mir-27a ENSMUSG00000038264 2605 nt UTR 2 hits 221 1054
--------1---------------------------------1-------------------------------
-------------------------------



>ENSMUSG00000038264 hs-mir-27a    221    228
UUCACAGUGGCUAAGUUCCGCC&UAGGGACAGUGAGGGACUAUAGAAGGAAGGCGCCGACUGUGAAG
(((((((((((..((((((.((&...)).......)))))).............))).)))))))). -23.26
>ENSMUSG00000038264 hs-mir-27a   1054   1061
UUCACAGUGGCUAAGUUCCGCC&ACCUUCAGCUCAGGACAUGUCCUAACUUAGGCUAAACUGUGAAA
(((((((((.(((((((.....&.......................))))))).)...)))))))). -22.00
mir-27a ENSRNOG00000007687 2000 nt UTR 2 hits 223 1071
--------1---------------------------------1-------------------------------
------
>ENSRNOG00000007687 hs-mir-27a    223    230
UUCACAGUGGCUAAGUUCCGCC&UAGGGACAGUGAGGGACUGUAAAACGAAGGCGCCGACUGUGAAG
(((((((((((..((((((.((&...)).......)))))).............))).)))))))). -24.36
>ENSRNOG00000007687 hs-mir-27a   1071   1078
UUCACAGUGGCUAAGUUCCGCC&ACCUUCAGCUCAGGACAUGUCCUAACUUAGGCUAAACUGUGAAA
(((((((((.(((((((.....&.......................))))))).)...)))))))). -22.00

miRNA: mir-27a
Human predicted target: ENSG00000145632
Mouse predicted target: ENSMUSG00000021701
Rat predicted target: ENSRNOG00000011951
Hs Gene description: SERINE/THREONINE-PROTEIN KINASE SNK (EC 2.7.1.-)
(SERUM INDUCIBLE KINASE). [Source:SWISSPROT;Acc:Q9NYY3] NM_006622
mir-27a ENSG00000145632 2000 nt UTR 3 hits 40 320 410
-1----------1---1---------------------------------------------------------
------
>ENSG00000145632 hs-mir-27a     40     47
UUCACAGUGGCUAAGUUCCGCC&CUUUUCGAAUGGACCCUAUGGGACUCCUCUUUUCCACUGUGAGA
((((((((((...(((((((..&..................)))))))........)))))))))). -25.70
>ENSG00000145632 hs-mir-27a    320    327
UUCACAGUGGCUAAGUUCCGCC&CUCUGUUGAGAGCAUUUCAGCCAGAGGACUUUGGAACUGUGAAU
((((((((..(((((.(((.(.&.......................).))).))))).)))))))). -22.60
>ENSG00000145632 hs-mir-27a    410    417
UUCACAGUGGCUAAGUUCCGCC&UAAAGGCUGUAAUUGGAGCAGCUUUUGGCUGCGUAACUGUGAAC
((((((((((((((((((((((&....))).......))))).....)))))).....)))))))). -25.11
mir-27a ENSMUSG00000021701 2617 nt UTR 3 hits 338 428 1436
-------------1---1---------------------------------------1----------------
-------------------------------
>ENSMUSG00000021701 hs-mir-27a    338    345
UUCACAGUGGCUAAGUUCCGCC&CUCUGUUGAGAGCGUCUUCAGUUGGAAGACUUGGAACUGUGAAU
((((((((..((((((((((..&......................))))..)))))).)))))))). -24.70
>ENSMUSG00000021701 hs-mir-27a    428    435
UUCACAGUGGCUAAGUUCCGCC&UAAAGGCUACAAUCAGAGCAGCUUUUGGCUGCUUAACUGUGAAC
(((((((((((((((..(.((.&.................)).)..))))))).....)))))))). -22.30
>ENSMUSG00000021701 hs-mir-27a   1436   1443
UUCACAGUGGCUAAGUUCCGCC&GGAGAAGGACAGCAUUUUGUGCUAGAGCUGUUUACACUGUGAU
.((((((((....(((((.((.&....................))..))))).....)))))))). -23.40
mir-27a ENSRNOG00000011951 2604 nt UTR 3 hits 44 323 417



-1----------1---1---------------------------------------------------------
-------------------------------
>ENSRNOG00000011951 hs-mir-27a     44     51
UUCACAGUGGCUAAGUUCCGCC&CUCUUUUAGAGCGGACCUCGUGGGGGCUCUUUUCCACUGUGAGA
((((((((((..(((..((.((&.....................)).))..)))..)))))))))). -29.30
>ENSRNOG00000011951 hs-mir-27a    323    330
UUCACAGUGGCUAAGUUCCGCC&CUCUGUGGAGAGUGUUUUCAGUUGGAAGACUUGGAACUGUGAAU
((((((((..(((((((((((.&....)))))...................)))))).)))))))). -25.00
>ENSRNOG00000011951 hs-mir-27a    417    424
UUCACAGUGGCUAAGUUCCGCC&GGCUACAAUCAGAGCAGCUUUUGUUUGGCUGCUUAACUGUGAAC
((((((((...(((((...(((&..........................))).))))))))))))). -20.60

miRNA: mir-27a
Human predicted target: ENSG00000155760
Mouse predicted target: ENSMUSG00000041075
Rat predicted target: ENSRNOG00000016119
Hs Gene description: FRIZZLED 7 PRECURSOR (FRIZZLED-7) (FZ-7) (HFZ7)
(FZE3). [Source:SWISSPROT;Acc:O75084] NM_003507
mir-27a ENSG00000155760 4065 nt UTR 2 hits 348 917
-------------1----------------------1-------------------------------------
--------------------------------------------------------------------------
---------------
>ENSG00000155760 hs-mir-27a    348    355
UUCACAGUGGCUAAGUUCCGCC&CUGUGAGUUUCUCCCGGCUCCGAGGCUGAACGGGGACUGUGAGC
((((((((..((..((((.(((&.......................))).))))..)))))))))). -24.50
>ENSG00000155760 hs-mir-27a    917    924
UUCACAGUGGCUAAGUUCCGCC&GAGGAAACAAAAGUGUCUCCCUGUGGAAAGGCAUAACUGUGAC
.(((((((.(((...((((((.&......................)))))).)))...))))))). -25.90
mir-27a ENSMUSG00000041075 2179 nt UTR 2 hits 257 951
----------1---------------------------1-----------------------------------
--------------
>ENSMUSG00000041075 hs-mir-27a    257    264
UUCACAGUGGCUAAGUUCCGCC&AAAGACUUCUGGCUAAGACUUGCAGGACGAUGCUAACUGUGAAA
(((((((((((...((((.((.&.....................)).))))...))).)))))))). -25.60
>ENSMUSG00000041075 hs-mir-27a    951    958
UUCACAGUGGCUAAGUUCCGCC&CGGGAAACAAAAGUGUCUCCCUGAGGAAAGGCCUAACUGUGAAG
((((((((((((...((((.(.&......................).)))).))))..)))))))). -24.30
mir-27a ENSRNOG00000016119 2000 nt UTR 2 hits 260 927
----------1--------------------------1------------------------------------
------
>ENSRNOG00000016119 hs-mir-27a    260    267
UUCACAGUGGCUAAGUUCCGCC&AAAGACUCCUGGCUAAGACUUGCAGGACGAUGCUAACUGUGAAA
(((((((((((...((((.((.&.....................)).))))...))).)))))))). -25.60
>ENSRNOG00000016119 hs-mir-27a    927    934
UUCACAGUGGCUAAGUUCCGCC&CGGGAAACAAAAGUGUCUCCCGGAGGAGAGGCCUAACUGUGAAG
((((((((((((...((((.((&.....................)).)))).))))..)))))))). -26.80



miRNA: mir-27a
Human predicted target: ENSG00000165421
Mouse predicted target: ENSMUSG00000030718
Rat predicted target: ENSRNOG00000017227
Hs Gene description: PROTEIN PHOSPHATASE METHYLESTERASE-1.
[Source:RefSeq;Acc:NM_016147]
mir-27a ENSG00000165421 2000 nt UTR 2 hits 249 1860
---------1----------------------------------------------------------------
1-----
>ENSG00000165421 hs-mir-27a    249    256
UUCACAGUGGCUAAGUUCCGCC&AGGCUGUGAUUAAAUUGUGCCUAGUCUCACUCCCCACUGUGAU
.(((((((((...(((((((((&.))).).))...................)))..))))))))). -20.90
>ENSG00000165421 hs-mir-27a   1860   1867
UUCACAGUGGCUAAGUUCCGCC&UCGAGCUCUGUUGUAAAUACGUCGCACCAGAGGCCACUGUGAU
.(((((((((((.(((((....&..)))))........................))))))))))). -25.11
mir-27a ENSMUSG00000030718 3147 nt UTR 2 hits 85 2382
---1----------------------------------------------------------------------
---------------------1------------------------------
>ENSMUSG00000030718 hs-mir-27a     85     92
UUCACAGUGGCUAAGUUCCGCC&UUGAGCUCUGUUGUAAAUACAUCGCACCAGAGGCCACUGUGAC
.(((((((((((.(((((....&..)))))........................))))))))))). -24.71
>ENSMUSG00000030718 hs-mir-27a   2382   2389
UUCACAGUGGCUAAGUUCCGCC&UUGAGCUCUGUUGUAAAUACAUCGCACCAGAGGCCACUGUGAC
.(((((((((((.(((((....&..)))))........................))))))))))). -24.71
mir-27a ENSRNOG00000017227 3137 nt UTR 2 hits 85 2323
---1----------------------------------------------------------------------
------------------1---------------------------------
>ENSRNOG00000017227 hs-mir-27a     85     92
UUCACAGUGGCUAAGUUCCGCC&UUGAACUCUGUUGUAAAUACAUCGUUCCAGAGGCCACUGUGAU
.(((((((((((.(((((....&..)))))........................))))))))))). -24.81
>ENSRNOG00000017227 hs-mir-27a   2323   2330
UUCACAGUGGCUAAGUUCCGCC&UUGAACUCUGUUGUAAAUACAUCGUUCCAGAGGCCACUGUGAU
.(((((((((((.(((((....&..)))))........................))))))))))). -24.81

miRNA: mir-27a
Human predicted target: ENSG00000184371
Mouse predicted target: ENSMUSG00000014599
Rat predicted target: ENSRNOG00000018659
Hs Gene description: MACROPHAGE COLONY STIMULATING FACTOR-1 PRECURSOR
(CSF-1) (MCSF) (M-CSF). [Source:SWISSPROT;Acc:P09603] NM_172211
mir-27a ENSG00000184371 4161 nt UTR 2 hits 804 2032
--------------------------------1-----------------------------------------
-------1------------------------------------------------------------------
-------------------
>ENSG00000184371 hs-mir-27a    804    811
UUCACAGUGGCUAAGUUCCGCC&CAAGCAGAGGCUCCCCUCAUGAAGGAAGCCAUUGCACUGUGAAC



(((((((((.(....(((((((&........)))............))))......)))))))))). -20.60
>ENSG00000184371 hs-mir-27a   2032   2039
UUCACAGUGGCUAAGUUCCGCC&UCUCUGAGAAGUCAAGAGAGGACAUUGGCUCACGCACUGUGAGA
((((((((((((((..(((.(.&.................).)))..))))).....))))))))). -24.10
mir-27a ENSMUSG00000014599 4102 nt UTR 2 hits 791 1979
-------------------------------1------------------------------------------
-----1--------------------------------------------------------------------
-----------------
>ENSMUSG00000014599 hs-mir-27a    791    798
UUCACAGUGGCUAAGUUCCGCC&CCAGCAGAGGCACCCCUCAUGAAGGAAGCCAUUGCACUGUGAAU
(((((((((.(....(((((((&........)))............))))......)))))))))). -20.70
>ENSMUSG00000014599 hs-mir-27a   1979   1986
UUCACAGUGGCUAAGUUCCGCC&CUCUGAGAAAGCUCAGAGGGAGCACUGCCUCACAAACUGUGAGA
(((((((((((...(((((...&..................)))))...)))......)))))))). -25.00
mir-27a ENSRNOG00000018659 3232 nt UTR 2 hits 835 1834
---------------------------------1---------------------------------------
1--------------------------------------------------------
>ENSRNOG00000018659 hs-mir-27a    835    842
UUCACAGUGGCUAAGUUCCGCC&CCAGCAGAGGCACCCCUCAUGAAGGAAGCCAUUGCACUGUGAAU
(((((((((.(....(((((((&........)))............))))......)))))))))). -20.70
>ENSRNOG00000018659 hs-mir-27a   1834   1841
UUCACAGUGGCUAAGUUCCGCC&UUGUUCCUGAAUCCCCUCCCCAGCUGAGACCAGUUACUGUGAC
.(((((((((((...(((.((.&......................)).)))...))))))))))). -24.10

miRNA: mir-27b
Human predicted target: ENSG00000055070
Mouse predicted target: ENSMUSG00000040842
Rat predicted target: ENSRNOG00000009183
Hs Gene description: NM_015609
mir-27b ENSG00000055070 5002 nt UTR 4 hits 122 146 168 198
----1111------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------------------
>ENSG00000055070 hs-mir-27b    122    129
UUCACAGUGGCUAAGUUCUG&GGACUUGAGCAGAGGGAACGACCUGACUUACUUGCACUGUGAU
.(((((((((((((((((..&)))))).)))........................)))))))). -21.85
>ENSG00000055070 hs-mir-27b    146    153
UUCACAGUGGCUAAGUUCUG&GACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
.((((((((((..(((....&..........................)))..).))))))))). -21.10
>ENSG00000055070 hs-mir-27b    168    175
UUCACAGUGGCUAAGUUCUG&CCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
.((((((((.(...((((..&........................)))).....))))))))). -19.10
>ENSG00000055070 hs-mir-27b    198    205
UUCACAGUGGCUAAGUUCUG&CAUGCACUGUGACCUCCCCCCUUCUCCCCCUUCCCACUGUGAU
.(((((((((..........&.................................))))))))). -19.50
mir-27b ENSMUSG00000040842 2000 nt UTR 4 hits 119 143 165 193



----1111------------------------------------------------------------------
------
>ENSMUSG00000040842 hs-mir-27b    119    126
UUCACAGUGGCUAAGUUCUG&GGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
.(((((((((((((((((..&)))))).)))........................)))))))). -21.85
>ENSMUSG00000040842 hs-mir-27b    143    150
UUCACAGUGGCUAAGUUCUG&GACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
.((((((((((..(((....&..........................)))..).))))))))). -21.10
>ENSMUSG00000040842 hs-mir-27b    165    172
UUCACAGUGGCUAAGUUCUG&CCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
.((((((((.(...((((..&........................)))).....))))))))). -19.10
>ENSMUSG00000040842 hs-mir-27b    193    200
UUCACAGUGGCUAAGUUCUG&CCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
.(((((((((..........&.................................))))))))). -19.50
mir-27b ENSRNOG00000009183 2530 nt UTR 8 hits 117 141 163 191 641
665 687 715
----1111-----------------1111---------------------------------------------
----------------------------
>ENSRNOG00000009183 hs-mir-27b    117    124
UUCACAGUGGCUAAGUUCUG&GGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
.(((((((((((((((((..&)))))).)))........................)))))))). -21.85
>ENSRNOG00000009183 hs-mir-27b    141    148
UUCACAGUGGCUAAGUUCUG&GACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
.((((((((((..(((....&..........................)))..).))))))))). -21.10
>ENSRNOG00000009183 hs-mir-27b    163    170
UUCACAGUGGCUAAGUUCUG&CCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
.((((((((.(...((((..&........................)))).....))))))))). -19.10
>ENSRNOG00000009183 hs-mir-27b    191    198
UUCACAGUGGCUAAGUUCUG&CCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
.(((((((((..........&.................................))))))))). -19.50
>ENSRNOG00000009183 hs-mir-27b    641    648
UUCACAGUGGCUAAGUUCUG&GGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
.(((((((((((((((((..&)))))).)))........................)))))))). -21.85
>ENSRNOG00000009183 hs-mir-27b    665    672
UUCACAGUGGCUAAGUUCUG&GACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
.((((((((((..(((....&..........................)))..).))))))))). -21.10
>ENSRNOG00000009183 hs-mir-27b    687    694
UUCACAGUGGCUAAGUUCUG&CCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
.((((((((.(...((((..&........................)))).....))))))))). -19.10
>ENSRNOG00000009183 hs-mir-27b    715    722
UUCACAGUGGCUAAGUUCUG&CCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
.(((((((((..........&.................................))))))))). -19.50

miRNA: mir-27b
Human predicted target: ENSG00000082482
Mouse predicted target: ENSMUSG00000037624
Rat predicted target: ENSRNOG00000002653



Hs Gene description: POTASSIUM CHANNEL SUBFAMILY K MEMBER 2 (OUTWARD
RECTIFYING POTASSIUM CHANNEL PROTEIN TREK-1) (TREK-1 K+ CHANNEL SUBUNIT)
(TWO-PORE POTASSIUM CHANNEL TPKC1). [Source:SWISSPROT;Acc:O95069]

NM_014217
mir-27b ENSG00000082482 2673 nt UTR 2 hits 1271 1904
--------------------------------------------------1-----------------------
--1------------------------------
>ENSG00000082482 hs-mir-27b   1271   1278
UUCACAGUGGCUAAGUUCUG&ACUUGGCUGUGAGGGCAGAAGUUGAAGUUGGGAUCACUGUGAC
.(((((((((((((.(((..&.......................))).))))..))))))))). -22.50
>ENSG00000082482 hs-mir-27b   1904   1911
UUCACAGUGGCUAAGUUCUG&CCGAAAAUUUAUAUGGUGGAAUGCGCCAUGUAUAAACUGUGAAU
(((((((((((...(((((.&.................)))))..)))........)))))))). -20.90
mir-27b ENSMUSG00000037624 3853 nt UTR 2 hits 1202 1820
------------------------------------------------1-----------------------1-
--------------------------------------------------------------------------
-------
>ENSMUSG00000037624 hs-mir-27b   1202   1209
UUCACAGUGGCUAAGUUCUG&GACUGGGUGUGAGCACAGAUGCUGGCCUUGGGAUCACUGUGAGU
(((((((((((((((..(..&.......................)..)))))..)))))))))). -22.90
>ENSMUSG00000037624 hs-mir-27b   1820   1827
UUCACAGUGGCUAAGUUCUG&CUGGAAGCUGACAUGGUGGGAUGUACCACGUAUAAACUGUGAAC
((((((((((.((.(((((.&.................))))).))))........)))))))). -16.80
mir-27b ENSRNOG00000002653 3838 nt UTR 2 hits 1196 1806
-----------------------------------------------1------------------------1-
--------------------------------------------------------------------------
------
>ENSRNOG00000002653 hs-mir-27b   1196   1203
UUCACAGUGGCUAAGUUCUG&GACUGGGUGUGAGCACAGAGGCUGGACUUGGGAUCACUGUGAGU
((((((((((((((((((..&.......................))))))))..)))))))))). -26.40
>ENSRNOG00000002653 hs-mir-27b   1806   1813
UUCACAGUGGCUAAGUUCUG&UUGAAGGCUGAUGUGGUGGGAUGUACCACGCAUAAACUGUGAAC
((((((((.((...(((((.&.................))))).......))....)))))))). -18.20

miRNA: mir-27b
Human predicted target: ENSG00000119927
Mouse predicted target: ENSMUSG00000024978
Rat predicted target: ENSRNOG00000015124
Hs Gene description: GLYCEROL-3-PHOSPHATE ACYLTRANSFERASE, MITOCHONDRIAL
PRECURSOR (EC 2.3.1.15) (GPAT). [Source:SWISSPROT;Acc:Q9HCL2] NM_020918
mir-27b ENSG00000119927 5686 nt UTR 3 hits 326 2054 3557
-------------1------------------------------------------------------------
--------1-----------------------------------------------------------1-----
--------------------------------------------------------------------------
------
>ENSG00000119927 hs-mir-27b    326    333
UUCACAGUGGCUAAGUUCUG&AUUGACAUUUUAAGUACAACUUUUAAGGACUAAUUACUGUGAU



.(((((((((...((((((.&.........................))))))..))))))))). -20.90
>ENSG00000119927 hs-mir-27b   2054   2061
UUCACAGUGGCUAAGUUCUG&AUGUAUGAUUUGCUAGCUCUCUCACCACUUAACUCACUGUGAGG
((((((((((.(((((..((&......................))..)))))..)))))))))). -20.10
>ENSG00000119927 hs-mir-27b   3557   3564
UUCACAGUGGCUAAGUUCUG&AAUGUUAAGACUCGUGAAAAGAAUUACUAUAAGGUACUGUGAAA
(((((((((.((.((((((.&...................))))))......)).))))))))). -20.20
mir-27b ENSMUSG00000024978 3195 nt UTR 3 hits 307 1769 2106
------------1---------------------------------------------------------1---
----------1-------------------------------------------
>ENSMUSG00000024978 hs-mir-27b    307    314
UUCACAGUGGCUAAGUUCUG&GGUUCACAUUUUAAGUACAACUUUUCAGGCUAGUUACUGUGAU
.((((((((((((.(.((((&.........................))))))))))))))))). -23.60
>ENSMUSG00000024978 hs-mir-27b   1769   1776
UUCACAGUGGCUAAGUUCUG&UGCAGUCAGACUUGCUGUUGCCUGACAAUUAACUCACUGUGAGG
((((((((((.((((.((((&......))))))))...................)))))))))). -19.05
>ENSMUSG00000024978 hs-mir-27b   2106   2113
UUCACAGUGGCUAAGUUCUG&UCUGUCAAGUUGAAAUGCAUGCCCUUCAGGGGAAGACUGUGAGU
(((((((((((....(((..&...........)))......)))............)))))))). -17.00
mir-27b ENSRNOG00000015124 2101 nt UTR 2 hits 315 1772
------------1---------------------------------------------------------1---
-----------
>ENSRNOG00000015124 hs-mir-27b    315    322
UUCACAGUGGCUAAGUUCUG&ACAUUUUAAUUUAAGUAUAACUUUUCAGGCUAGUUACUGUGAU
.((((((((((((.(.((((&.........................))))))))))))))))). -23.60
>ENSRNOG00000015124 hs-mir-27b   1772   1779
UUCACAGUGGCUAAGUUCUG&AGGACUGCUGUUUACUGUUGCCUGACAAUUAACUCACUGUGAGG
((((((((((...((((((.&))))))...........................)))))))))). -20.01

miRNA: mir-27b
Human predicted target: ENSG00000136630
Mouse predicted target: ENSMUSG00000039377
Rat predicted target: ENSRNOG00000002309
Hs Gene description: HOMEOBOX PROTEIN HLX1 (HOMEOBOX PROTEIN HB24).
[Source:SWISSPROT;Acc:Q14774] NM_021958
mir-27b ENSG00000136630 2349 nt UTR 2 hits 245 1270
---------1----------------------------------------1-----------------------
--------------------
>ENSG00000136630 hs-mir-27b    245    252
UUCACAGUGGCUAAGUUCUG&AGCCGAACACUUCUCUCCGGAAGCAGGCUGGUUCGACUGUGAGG
((((((((((((...(((((&.................)))))...))))......)))))))). -19.90
>ENSG00000136630 hs-mir-27b   1270   1277
UUCACAGUGGCUAAGUUCUG&UAAACCUCUCUCCAGGACCUGUCCUCCUGCUUGUAACUGUGAAA
(((((((((((...((((((&............))))))..)))............)))))))). -20.60
mir-27b ENSMUSG00000039377 2362 nt UTR 2 hits 251 1760
----------1-----------------------------------------------------------1---
---------------------



>ENSMUSG00000039377 hs-mir-27b    251    258
UUCACAGUGGCUAAGUUCUG&AGAAUUCAACUGUUUUCCCUACCUAAGCAGCUCACACUGUGAAA
(((((((((....((((((.&.........................)).))))..))))))))). -20.20
>ENSMUSG00000039377 hs-mir-27b   1760   1767
UUCACAGUGGCUAAGUUCUG&UAGAACACCCCUCACUAGGACCGCAAUUUAAAGCCACUGUGAGC
((((((((((((..((((((&...............))))))..........)))))))))))). -25.90
mir-27b ENSRNOG00000002309 2329 nt UTR 2 hits 214 435
--------1--------1--------------------------------------------------------
--------------------
>ENSRNOG00000002309 hs-mir-27b    214    221
UUCACAGUGGCUAAGUUCUG&AGAAUUCGACUGUUCUCCCUACCCAAGCAGCUCACACUGUGAAG
(((((((((....((((((.&.........................)).))))..))))))))). -20.20
>ENSRNOG00000002309 hs-mir-27b    435    442
UUCACAGUGGCUAAGUUCUG&AGAAUUCGACUGUUCUCCCUACCCAAGCAGCUCACACUGUGAAG
(((((((((....((((((.&.........................)).))))..))))))))). -20.20

miRNA: mir-27b
Human predicted target: ENSG00000138031
Mouse predicted target: ENSMUSG00000020654
Rat predicted target: ENSRNOG00000003999
Hs Gene description: ADENYLATE CYCLASE TYPE III (EC 4.6.1.1) (ADENYLATE
CYCLASE, OLFACTIVE TYPE) (ATP PYROPHOSPHATE-LYASE) (ADENYLYL CYCLASE) (AC-
III) (AC3). [Source:SWISSPROT;Acc:O60266] NM_004036
mir-27b ENSG00000138031 2000 nt UTR 2 hits 286 1739
-----------1---------------------------------------------------------1----
------
>ENSG00000138031 hs-mir-27b    286    293
UUCACAGUGGCUAAGUUCUG&AUCCCUGCCGUCCUUGCCCCUGAGGGGCCCUGACCACUGUGAGC
(((((((((((...(((((.&.......................)))))...).)))))))))). -24.50
>ENSG00000138031 hs-mir-27b   1739   1746
UUCACAGUGGCUAAGUUCUG&GCAUCUCUAUUCCUGGCAUUAAAUUAGUAGCAGUUACUGUGAC
.(((((((((((..((((((&........................))).)))))))))))))). -20.60
mir-27b ENSMUSG00000020654 2091 nt UTR 2 hits 306 763
------------1-----------------1-------------------------------------------
----------
>ENSMUSG00000020654 hs-mir-27b    306    313
UUCACAGUGGCUAAGUUCUG&CAGCUCAGCCCUUCACCCCUAGAGAGGCCAUGGCCACUGUGAGC
(((((((((((((.(..((.&........................))..).))))))))))))). -28.70
>ENSMUSG00000020654 hs-mir-27b    763    770
UUCACAGUGGCUAAGUUCUG&ACUCAACUUGAUGAGACUGUUGUGGCAAUUCUGUUACUGUGAC
.((((((((((..((((((.&.......................)).))))..)))))))))). -20.60
mir-27b ENSRNOG00000003999 2738 nt UTR 2 hits 307 764
------------1-----------------1-------------------------------------------
------------------------------------
>ENSRNOG00000003999 hs-mir-27b    307    314
UUCACAGUGGCUAAGUUCUG&CAGCUCAGCCCUUCACCCCUAGAGAGGCCACAGCCACUGUGAGC
((((((((((((..(..((.&........................))..)..)))))))))))). -26.80



>ENSRNOG00000003999 hs-mir-27b    764    771
UUCACAGUGGCUAAGUUCUG&ACUCAACUUGAUGGGACUGUUGUGGCAAUUCUGUUACUGUGAC
.((((((((((..((((((.&............))))))..............)))))))))). -21.99

miRNA: mir-27b
Human predicted target: ENSG00000138623
Mouse predicted target: ENSMUSG00000038264
Rat predicted target: ENSRNOG00000007687
Hs Gene description: SEMAPHORIN 7A PRECURSOR (SEMAPHORIN L) (SEMA L)
(SEMAPHORIN K1) (SEMA K1) (JOHN-MILTON-HARGEN HUMAN BLOOD GROUP AG) (JMH
BLOOD GROUP ANTIGEN) (CD108 ANTIGEN) (CDW108).
[Source:SWISSPROT;Acc:O75326] NM_003612
mir-27b ENSG00000138623 2642 nt UTR 2 hits 219 1110
--------1-----------------------------------1-----------------------------
--------------------------------
>ENSG00000138623 hs-mir-27b    219    226
UUCACAGUGGCUAAGUUCUG&GCACGGAUGGUGAGGGGCUGAGAAUGAGGGCACCGACUGUGAAG
((((((((.(((..(((((.&....................)))))...)))....)))))))). -22.80
>ENSG00000138623 hs-mir-27b   1110   1117
UUCACAGUGGCUAAGUUCUG&CACCUUCGCUCAGGACAUGUUAUAACUUAGGCUAAACUGUGAAA
(((((((((.(((((((...&.......................))))))).)...)))))))). -22.00
mir-27b ENSMUSG00000038264 2605 nt UTR 2 hits 221 1054
--------1---------------------------------1-------------------------------
-------------------------------
>ENSMUSG00000038264 hs-mir-27b    221    228
UUCACAGUGGCUAAGUUCUG&UAGGGACAGUGAGGGACUAUAGAAGGAAGGCGCCGACUGUGAAG
(((((((((((....((((.&.......................))))....))).)))))))). -22.80
>ENSMUSG00000038264 hs-mir-27b   1054   1061
UUCACAGUGGCUAAGUUCUG&ACCUUCAGCUCAGGACAUGUCCUAACUUAGGCUAAACUGUGAAA
(((((((((.(((((((...&.......................))))))).)...)))))))). -22.00
mir-27b ENSRNOG00000007687 2000 nt UTR 2 hits 223 1071
--------1---------------------------------1-------------------------------
------
>ENSRNOG00000007687 hs-mir-27b    223    230
UUCACAGUGGCUAAGUUCUG&UAGGGACAGUGAGGGACUGUAAAACGAAGGCGCCGACUGUGAAG
(((((((((((..((((((.&............)))))).............))).)))))))). -23.46
>ENSRNOG00000007687 hs-mir-27b   1071   1078
UUCACAGUGGCUAAGUUCUG&ACCUUCAGCUCAGGACAUGUCCUAACUUAGGCUAAACUGUGAAA
(((((((((.(((((((...&.......................))))))).)...)))))))). -22.00

miRNA: mir-27b
Human predicted target: ENSG00000139800
Mouse predicted target: ENSMUSG00000041703
Rat predicted target: ENSRNOG00000014358
Hs Gene description: ZINC FINGER PROTEIN OF THE CEREBELLUM 5; ZINC FAMILY
MEMBER 5 PROTEIN. [Source:RefSeq;Acc:NM_033132] NM_033132



mir-27b ENSG00000139800 2180 nt UTR 3 hits 762 814 822
------------------------------1-2-----------------------------------------
--------------
>ENSG00000139800 hs-mir-27b    762    769
UUCACAGUGGCUAAGUUCUG&UGCAGCAACCUUAAUAUAUCUCCAUAUCUUGUGCUACUGUGAU
.((((((((((((((...((&......................))...)))).)))))))))). -22.60
>ENSG00000139800 hs-mir-27b    814    821
UUCACAGUGGCUAAGUUCUG&AAAAGUGGAGAGAAGAAAAGCUGCUGCAAAAGACAACUGUGAAA
((((((((((((...((((.&.............)))).)))).............)))))))). -18.61
>ENSG00000139800 hs-mir-27b    822    829
UUCACAGUGGCUAAGUUCUG&AGAGAAGAAAAGCUGCUGCAAAAGACAACUGUGAAACUGUGAU
.(((((((..(..((((...&..........................))))..)..))))))). -16.90
mir-27b ENSMUSG00000041703 2176 nt UTR 2 hits 947 1002
-------------------------------------1--1---------------------------------
--------------
>ENSMUSG00000041703 hs-mir-27b    947    954
UUCACAGUGGCUAAGUUCUG&UGCAGCCACCUUAAGAUAGCUCCAUAUACCCUGCUACUGUGAU
.((((((((((...((....&...........................))...)))))))))). -20.60
>ENSMUSG00000041703 hs-mir-27b   1002   1009
UUCACAGUGGCUAAGUUCUG&AAUGGAGAGAAGCUACUGAGACAGACAACUGGGAAACUGUGAU
.(((((((..((.(((((((&.....................))))..))).))..))))))). -21.70
mir-27b ENSRNOG00000014358 2173 nt UTR 2 hits 1019 1075
----------------------------------------1-1-------------------------------
-------------
>ENSRNOG00000014358 hs-mir-27b   1019   1026
UUCACAGUGGCUAAGUUCUG&UGCAGCCACCUUAAUAUAGCUCCAUAUAUCGUGCUACUGUGAU
.((((((((((.........&................................)))))))))). -21.10
>ENSRNOG00000014358 hs-mir-27b   1075   1082
UUCACAGUGGCUAAGUUCUG&AUGGAGAAGAGUUGCUGAGACAGACAGCUGGGGAAACUGUGAU
.(((((((..((.(((((((&....................))))..)))..))..))))))). -21.80

miRNA: mir-27b
Human predicted target: ENSG00000145632
Mouse predicted target: ENSMUSG00000021701
Rat predicted target: ENSRNOG00000011951
Hs Gene description: SERINE/THREONINE-PROTEIN KINASE SNK (EC 2.7.1.-)
(SERUM INDUCIBLE KINASE). [Source:SWISSPROT;Acc:Q9NYY3] NM_006622
mir-27b ENSG00000145632 2000 nt UTR 3 hits 40 320 410
-1----------1---1---------------------------------------------------------
------
>ENSG00000145632 hs-mir-27b     40     47
UUCACAGUGGCUAAGUUCUG&CUUUUCGAAUGGACCCUAUGGGACUCCUCUUUUCCACUGUGAGA
((((((((((...((((((.&...................))))))........)))))))))). -23.20
>ENSG00000145632 hs-mir-27b    320    327
UUCACAGUGGCUAAGUUCUG&CUCUGUUGAGAGCAUUUCAGCCAGAGGACUUUGGAACUGUGAAU
((((((((..(.(((((((.&........................))))))).)..)))))))). -23.00
>ENSG00000145632 hs-mir-27b    410    417



UUCACAGUGGCUAAGUUCUG&UAAAGGCUGUAAUUGGAGCAGCUUUUGGCUGCGUAACUGUGAAC
(((((((((((((((..(((&..................)))..))))))).....)))))))). -22.70
mir-27b ENSMUSG00000021701 2617 nt UTR 3 hits 338 428 1436
-------------1---1---------------------------------------1----------------
-------------------------------
>ENSMUSG00000021701 hs-mir-27b    338    345
UUCACAGUGGCUAAGUUCUG&CUCUGUUGAGAGCGUCUUCAGUUGGAAGACUUGGAACUGUGAAU
((((((((..(((((((...&...........................))))))).)))))))). -22.40
>ENSMUSG00000021701 hs-mir-27b    428    435
UUCACAGUGGCUAAGUUCUG&UAAAGGCUACAAUCAGAGCAGCUUUUGGCUGCUUAACUGUGAAC
((((((((((((((((((((&.............)))))).....)))))).....)))))))). -23.80
>ENSMUSG00000021701 hs-mir-27b   1436   1443
UUCACAGUGGCUAAGUUCUG&GGAGAAGGACAGCAUUUUGUGCUAGAGCUGUUUACACUGUGAU
.((((((((....(((((((&......................))))))).....)))))))). -24.40
mir-27b ENSRNOG00000011951 2604 nt UTR 3 hits 44 323 417
-1----------1---1---------------------------------------------------------
-------------------------------
>ENSRNOG00000011951 hs-mir-27b     44     51
UUCACAGUGGCUAAGUUCUG&CUCUUUUAGAGCGGACCUCGUGGGGGCUCUUUUCCACUGUGAGA
((((((((((...((((((.&......................)))))).....)))))))))). -24.70
>ENSRNOG00000011951 hs-mir-27b    323    330
UUCACAGUGGCUAAGUUCUG&CUCUGUGGAGAGUGUUUUCAGUUGGAAGACUUGGAACUGUGAAU
((((((((..(((((((...&...........................))))))).)))))))). -22.40
>ENSRNOG00000011951 hs-mir-27b    417    424
UUCACAGUGGCUAAGUUCUG&GGCUACAAUCAGAGCAGCUUUUGUUUGGCUGCUUAACUGUGAAC
((((((((((((((((((((&.........)))))).........)))))).....)))))))). -23.00

miRNA: mir-27b
Human predicted target: ENSG00000155760
Mouse predicted target: ENSMUSG00000041075
Rat predicted target: ENSRNOG00000016119
Hs Gene description: FRIZZLED 7 PRECURSOR (FRIZZLED-7) (FZ-7) (HFZ7)
(FZE3). [Source:SWISSPROT;Acc:O75084] NM_003507
mir-27b ENSG00000155760 4065 nt UTR 2 hits 348 917
-------------1----------------------1-------------------------------------
--------------------------------------------------------------------------
---------------
>ENSG00000155760 hs-mir-27b    348    355
UUCACAGUGGCUAAGUUCUG&CUGUGAGUUUCUCCCGGCUCCGAGGCUGAACGGGGACUGUGAGC
((((((((..((..((((..&...........................))))..)))))))))). -19.20
>ENSG00000155760 hs-mir-27b    917    924
UUCACAGUGGCUAAGUUCUG&GAGGAAACAAAAGUGUCUCCCUGUGGAAAGGCAUAACUGUGAC
.(((((((.(((...((((.&........................)))).)))...))))))). -20.40
mir-27b ENSMUSG00000041075 2179 nt UTR 2 hits 257 951
----------1---------------------------1-----------------------------------
--------------
>ENSMUSG00000041075 hs-mir-27b    257    264



UUCACAGUGGCUAAGUUCUG&AAAGACUUCUGGCUAAGACUUGCAGGACGAUGCUAACUGUGAAA
(((((((((((...((((((&......................))))))...))).)))))))). -26.20
>ENSMUSG00000041075 hs-mir-27b    951    958
UUCACAGUGGCUAAGUUCUG&CGGGAAACAAAAGUGUCUCCCUGAGGAAAGGCCUAACUGUGAAG
((((((((((((...((((.&........................)))).))))..)))))))). -22.70
mir-27b ENSRNOG00000016119 2000 nt UTR 2 hits 260 927
----------1--------------------------1------------------------------------
------
>ENSRNOG00000016119 hs-mir-27b    260    267
UUCACAGUGGCUAAGUUCUG&AAAGACUCCUGGCUAAGACUUGCAGGACGAUGCUAACUGUGAAA
(((((((((((...((((((&......................))))))...))).)))))))). -26.20
>ENSRNOG00000016119 hs-mir-27b    927    934
UUCACAGUGGCUAAGUUCUG&CGGGAAACAAAAGUGUCUCCCGGAGGAGAGGCCUAACUGUGAAG
((((((((((((...(((((&....................)))))....))))..)))))))). -22.50

miRNA: mir-27b
Human predicted target: ENSG00000165421
Mouse predicted target: ENSMUSG00000030718
Rat predicted target: ENSRNOG00000017227
Hs Gene description: PROTEIN PHOSPHATASE METHYLESTERASE-1.
[Source:RefSeq;Acc:NM_016147]
mir-27b ENSG00000165421 2000 nt UTR 2 hits 249 1860
---------1----------------------------------------------------------------
1-----
>ENSG00000165421 hs-mir-27b    249    256
UUCACAGUGGCUAAGUUCUG&AGGCUGUGAUUAAAUUGUGCCUAGUCUCACUCCCCACUGUGAU
.(((((((((...(((....&............................)))..))))))))). -20.00
>ENSG00000165421 hs-mir-27b   1860   1867
UUCACAGUGGCUAAGUUCUG&UCGAGCUCUGUUGUAAAUACGUCGCACCAGAGGCCACUGUGAU
.(((((((((((....((((&...........................))))))))))))))). -26.60
mir-27b ENSMUSG00000030718 3147 nt UTR 2 hits 85 2382
---1----------------------------------------------------------------------
---------------------1------------------------------
>ENSMUSG00000030718 hs-mir-27b     85     92
UUCACAGUGGCUAAGUUCUG&UUGAGCUCUGUUGUAAAUACAUCGCACCAGAGGCCACUGUGAC
.(((((((((((....((((&...........................))))))))))))))). -26.50
>ENSMUSG00000030718 hs-mir-27b   2382   2389
UUCACAGUGGCUAAGUUCUG&UUGAGCUCUGUUGUAAAUACAUCGCACCAGAGGCCACUGUGAC
.(((((((((((....((((&...........................))))))))))))))). -26.50
mir-27b ENSRNOG00000017227 3137 nt UTR 2 hits 85 2323
---1----------------------------------------------------------------------
------------------1---------------------------------
>ENSRNOG00000017227 hs-mir-27b     85     92
UUCACAGUGGCUAAGUUCUG&UUGAACUCUGUUGUAAAUACAUCGUUCCAGAGGCCACUGUGAU
.(((((((((((....((((&...........................))))))))))))))). -26.60
>ENSRNOG00000017227 hs-mir-27b   2323   2330
UUCACAGUGGCUAAGUUCUG&UUGAACUCUGUUGUAAAUACAUCGUUCCAGAGGCCACUGUGAU



.(((((((((((....((((&...........................))))))))))))))). -26.60

miRNA: mir-27b
Human predicted target: ENSG00000166862
Mouse predicted target: ENSMUSG00000019146
Rat predicted target: ENSRNOG00000006226
Hs Gene description: VOLTAGE-DEPENDENT CALCIUM CHANNEL GAMMA-2 SUBUNIT
(NEURONAL VOLTAGE- GATED CALCIUM CHANNEL GAMMA-2 SUBUNIT).
[Source:SWISSPROT;Acc:Q9Y698] NM_006078
mir-27b ENSG00000166862 2294 nt UTR 2 hits 826 1330
---------------------------------1-------------------1--------------------
------------------
>ENSG00000166862 hs-mir-27b    826    833
UUCACAGUGGCUAAGUUCUG&GCCCCAGGUUCCCAGUCCUUAAUGCUCCUUAACCCACUGUGAU
.(((((((((.((((..(((&............)))..))))............))))))))). -21.82
>ENSG00000166862 hs-mir-27b   1330   1337
UUCACAGUGGCUAAGUUCUG&AUAGUAUUUUUCUUUUAAUUCUUUUCCAGCUUUAAACUGUGAAA
((((((((....(((((...&...........................)))))...)))))))). -18.00
mir-27b ENSMUSG00000019146 2186 nt UTR 2 hits 906 1428
------------------------------------1--------------------1----------------
--------------
>ENSMUSG00000019146 hs-mir-27b    906    913
UUCACAGUGGCUAAGUUCUG&CCCGGUCCUUAAUGGUCCUUAAUGGCCCUUAACCCACUGUGAU
.(((((((((.((((..((.&.......................))..))))..))))))))). -22.60
>ENSMUSG00000019146 hs-mir-27b   1428   1435
UUCACAGUGGCUAAGUUCUG&AGUAUUUUUUUCUUUUAAUUCUUUUCCAGCUUUAAACUGUGAAA
((((((((....(((((...&...........................)))))...)))))))). -18.00
mir-27b ENSRNOG00000006226 2121 nt UTR 2 hits 912 1418
------------------------------------1-------------------1-----------------
-----------
>ENSRNOG00000006226 hs-mir-27b    912    919
UUCACAGUGGCUAAGUUCUG&GCCCCAGGUUCCCAGUCCUUAAUGGUCCUUAACCCACUGUGAU
.(((((((((.((((..((.&.......................))..))))..))))))))). -23.30
>ENSRNOG00000006226 hs-mir-27b   1418   1425
UUCACAGUGGCUAAGUUCUG&AGUAUUUUUUUCUUUUGAUUCUUUUCCAGCUUUAAACUGUGAAA
((((((((....(((((...&...........................)))))...)))))))). -18.00

miRNA: mir-29a
Human predicted target: ENSG00000067798
Mouse predicted target: ENSMUSG00000020181
Rat predicted target: ENSRNOG00000006682
Hs Gene description: NEURON NAVIGATOR 3; PORE MEMBRANE AND/OR FILAMENT
INTERACTING LIKE PROTEIN 1; STEERIN 3. [Source:RefSeq;Acc:NM_014903]
mir-29a ENSG00000067798 2000 nt UTR 2 hits 1832 1938
-------------------------------------------------------------------------
1---1--



>ENSG00000067798 hs-mir-29a   1832   1839
CUAGCACCAUCUGAAAUCGGUU&UGUGUGAAAAUGUGUUACUUUUAGGACGUGUAUUUGGUGCUAC
.(((((((((((((((......&..................))))))).........)))))))). -18.70
>ENSG00000067798 hs-mir-29a   1938   1945
CUAGCACCAUCUGAAAUCGGUU&UUUCAGAGUGUCACAAAGUCAAUAGGUCCUUACACGGUGCUAU
.(((((((.(((((((......&)))))))............................))))))). -19.25
mir-29a ENSMUSG00000020181 2000 nt UTR 2 hits 1878 1988
--------------------------------------------------------------------------
-1---1
>ENSMUSG00000020181 hs-mir-29a   1878   1885
CUAGCACCAUCUGAAAUCGGUU&GAUGAAGCUCUGUGCGCCUUUUAGGAGAUAUCAUUGGUGCUAC
.(((((((((((((((..(((.&...............)))))))))).........)))))))). -20.90
>ENSMUSG00000020181 hs-mir-29a   1988   1995
CUAGCACCAUCUGAAAUCGGUU&UUUCGGAAUGUCGCUAAGAAUCUAGGUCCUUUCACGGUGCUAC
.(((((((...(((((..((..&...........................))))))).))))))). -18.10
mir-29a ENSRNOG00000006682 2000 nt UTR 2 hits 1852 1961
--------------------------------------------------------------------------
1---1-
>ENSRNOG00000006682 hs-mir-29a   1852   1859
CUAGCACCAUCUGAAAUCGGUU&GACAAAGCUCUGUGUGCCUUUGAGGACAUGUUAUUGGUGCUAC
.(((((((((((.(((..(((.&...............)))))).))).........)))))))). -18.90
>ENSRNOG00000006682 hs-mir-29a   1961   1968
CUAGCACCAUCUGAAAUCGGUU&UUUCAGGAUGUCGCUAAGUAUAUAGGUCCUUACACGGUGCUAC
.(((((((.(((((((......&)))))))............................))))))). -17.15

miRNA: mir-29a
Human predicted target: ENSG00000113761
Mouse predicted target: ENSMUSG00000021481
Rat predicted target: ENSRNOG00000016867
Hs Gene description: DOUBLE-STRANDED RNA-BINDING ZINC FINGER PROTEIN JAZ.
[Source:RefSeq;Acc:NM_012279] NM_012279
mir-29a ENSG00000113761 2000 nt UTR 2 hits 643 931
-------------------------1-----------1------------------------------------
------
>ENSG00000113761 hs-mir-29a    643    650
CUAGCACCAUCUGAAAUCGGUU&UGCUACCCCCGCUGCCCCCUCCACAGUUCCUGAAUGGUGCUAA
.((((((((((.(((...((..&....................))....)))..).))))))))). -20.30
>ENSG00000113761 hs-mir-29a    931    938
CUAGCACCAUCUGAAAUCGGUU&CCCUUGUGCAGCGGACCACUUGCCCAGUUUGCUGUGGUGCUAGC
((((((((((..(((...(((.&.....................)))...)))...)))))))))). -22.90
mir-29a ENSMUSG00000021481 4422 nt UTR 2 hits 529 761
---------------------1--------1-------------------------------------------
--------------------------------------------------------------------------
-----------------------------
>ENSMUSG00000021481 hs-mir-29a    529    536
CUAGCACCAUCUGAAAUCGGUU&AUCUCCGCUGCCUGCUGUCUCUCCAGUUCCCUCGUGGUGCUAGG
(((((((((((((....((((.&.............))))......))).......)))))))))). -23.41



>ENSMUSG00000021481 hs-mir-29a    761    768
CUAGCACCAUCUGAAAUCGGUU&CCCUUGUGUAGUGGGCGAUCCUACCCAGUUGCUGUGGUGCUAU
.((((((((((((..((((.((&............)).))))......))).....))))))))). -19.90
mir-29a ENSRNOG00000016867 2000 nt UTR 2 hits 497 763
-------------------1----------1-------------------------------------------
------
>ENSRNOG00000016867 hs-mir-29a    497    504
CUAGCACCAUCUGAAAUCGGUU&GCCAUCUCUGCUGCCUGUCUCUCCAGUUCCCGAGUGGUGCUAGG
((((((((((......((((..&.............................)))))))))))))). -24.90
>ENSRNOG00000016867 hs-mir-29a    763    770
CUAGCACCAUCUGAAAUCGGUU&UCUUGUGUAGUAGGCUAUCCCACCCUGUUUGCUGUGGUGCUAU
.(((((((((...((((.((..&.......................)).))))...))))))))). -21.00

miRNA: mir-29a
Human predicted target: ENSG00000114853
Mouse predicted target: ENSMUSG00000013419
Rat predicted target: ENSRNOG00000019382
Hs Gene description: NM_145166
mir-29a ENSG00000114853 3256 nt UTR 2 hits 889 2346
-----------------------------------1--------------------------------------
-------------------1-------------------------------------
>ENSG00000114853 hs-mir-29a    889    896
CUAGCACCAUCUGAAAUCGGUU&AGGAUGAGGCUUGGGCAGUGCUGGUAGGGUUUCAAGGUGCUAU
.(((((((((((...((((((.&...................)))))).)))).....))))))). -20.80
>ENSG00000114853 hs-mir-29a   2346   2353
CUAGCACCAUCUGAAAUCGGUU&CCCCUGCCCCACUGGGGAUAGGAGCCUGUGUCCCUGGUGCUAA
.((((((((...((.((.((((&......................)))).)).))..)))))))). -21.20
mir-29a ENSMUSG00000013419 3302 nt UTR 2 hits 716 1971
----------------------------1---------------------------------------------
----1------------------------------------------------------
>ENSMUSG00000013419 hs-mir-29a    716    723
CUAGCACCAUCUGAAAUCGGUU&CACAGGAGCCUCAGGCAAGUAGUUCAGGGUUUCAUGGUGCUAU
.(((((((((..((((((((((&......)))).................))))))))))))))). -22.42
>ENSMUSG00000013419 hs-mir-29a   1971   1978
CUAGCACCAUCUGAAAUCGGUU&GGGCACAGCCCUCUCUCUGAGGCCCCUGUGUGCCUGGUGCUAC
.((((((((.........((((&....................))))..........)))))))). -18.31
mir-29a ENSRNOG00000019382 2000 nt UTR 2 hits 717 1938
----------------------------1---------------------------------------------
---1--
>ENSRNOG00000019382 hs-mir-29a    717    724
CUAGCACCAUCUGAAAUCGGUU&CAAAGGAGCCUCAGGCAAGUAGUUCAGGGUUUCAUGGUGCUAU
.(((((((((..((((((((((&......)))).................))))))))))))))). -22.42
>ENSRNOG00000019382 hs-mir-29a   1938   1945
CUAGCACCAUCUGAAAUCGGUU&GCACAGCCCUCUCUCUCUGAGGCCCCUGCAUGCCUGGUGCUAU
.((((((((..((.....((((&....................))))....))....)))))))). -18.70



miRNA: mir-29a
Human predicted target: ENSG00000126603
Mouse predicted target: ENSMUSG00000014303
Rat predicted target: ENSRNOG00000004766
Hs Gene description: KRUPPEL-LIKE ZINC FINGER PROTEIN GLIS2.
[Source:RefSeq;Acc:NM_032575] NM_032575
mir-29a ENSG00000126603 2277 nt UTR 1 hits 137
-----1--------------------------------------------------------------------
------------------
>ENSG00000126603 hs-mir-29a    137    144
CUAGCACCAUCUGAAAUCGGUU&GGGCAGCCCCAGCCCAGCCCGCCGGGAGCAAGGAUGGUGCUAGG
((((((((((((....(((((.&....................)))))......)))))))))))). -32.40
mir-29a ENSMUSG00000014303 3776 nt UTR 3 hits 158 242 1190
------1--1-------------------------------------1--------------------------
--------------------------------------------------------------------------
----
>ENSMUSG00000014303 hs-mir-29a    158    165
CUAGCACCAUCUGAAAUCGGUU&GCCCCAGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAGA
((((((((((((....((((((&..........))))))...............)))))))))))). -27.81
>ENSMUSG00000014303 hs-mir-29a    242    249
CUAGCACCAUCUGAAAUCGGUU&CUUGGACCUGCUGUCCAAGAAGAGCCAUUCUCUUGGGUGCUAA
.(((((((....(((((.((((&......................))))))).))...))))))). -20.00
>ENSMUSG00000014303 hs-mir-29a   1190   1197
CUAGCACCAUCUGAAAUCGGUU&UCAUGUCCCCAUCUGUAGAACAAGAGAGCUGCUGAGGUGCUAGU
((((((((.((......(((((&..........................)))))..)))))))))). -20.70
mir-29a ENSRNOG00000004766 3676 nt UTR 4 hits 161 246 1724 1809
------1--1----------------------------------------------------------1---1-
--------------------------------------------------------------------------
>ENSRNOG00000004766 hs-mir-29a    161    168
CUAGCACCAUCUGAAAUCGGUU&CCCCAGGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAGA
((((((((((((....((((((&..........))))))...............)))))))))))). -27.81
>ENSRNOG00000004766 hs-mir-29a    246    253
CUAGCACCAUCUGAAAUCGGUU&UUGGACUCGCUGUCCAAGAAGAGCCAUUCCUCUUGGGUGCUAA
.(((((((....(.(((.((((&.....................))))))).).....))))))). -19.20
>ENSRNOG00000004766 hs-mir-29a   1724   1731
CUAGCACCAUCUGAAAUCGGUU&GCCCCAGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAGA
((((((((((((....((((((&..........))))))...............)))))))))))). -27.81
>ENSRNOG00000004766 hs-mir-29a   1809   1816
CUAGCACCAUCUGAAAUCGGUU&UUGGACUCGCUGUCCAAGAAGAGCCAUUCCUCUUGGGUGCUAA
.(((((((....(.(((.((((&.....................))))))).).....))))))). -19.20

miRNA: mir-29a
Human predicted target: ENSG00000157562
Mouse predicted target: ENSMUSG00000031274
Rat predicted target: ENSRNOG00000018951
Hs Gene description: COLLAGEN ALPHA 5(IV) CHAIN PRECURSOR.
[Source:SWISSPROT;Acc:P29400] NM_033381



mir-29a ENSG00000157562 3167 nt UTR 2 hits 107 388
----1----------1----------------------------------------------------------
-----------------------------------------------------
>ENSG00000157562 hs-mir-29a    107    114
CUAGCACCAUCUGAAAUCGGUU&UCAUUGUCCCCAACUUUACUACUGCUGCCGUCAAUGGUGCUAC
.(((((((((.(((...((((.&..........................)))))))))))))))). -23.60
>ENSG00000157562 hs-mir-29a    388    395
CUAGCACCAUCUGAAAUCGGUU&AAAGACUGCAGUUUGUGGGAAGAAUUAUUUUUCACGGUGCUAC
.(((((((...(((((.(((((&...))))).....................))))).))))))). -17.85
mir-29a ENSMUSG00000031274 2396 nt UTR 3 hits 130 411 834
-----1----------1----------------1----------------------------------------
----------------------
>ENSMUSG00000031274 hs-mir-29a    130    137
CUAGCACCAUCUGAAAUCGGUU&UCACUCUCCCCACCUUUACCACUGCUCCCACCAAUGGUGCUAA
.(((((((((.((....((((.&....................))))....))...))))))))). -19.30
>ENSMUSG00000031274 hs-mir-29a    411    418
CUAGCACCAUCUGAAAUCGGUU&UACUGAGUGCGGUUUGAGGAAGUAUUCUUUUUCAUGGUGCUAC
.((((((((((((...(((((.&.)))))...))).....................))))))))). -22.39
>ENSMUSG00000031274 hs-mir-29a    834    841
CUAGCACCAUCUGAAAUCGGUU&AAAAUACCAAAUUAAUUAAUAAUUCUUAUUAUUCUGGUGCUAU
.((((((((.............&..................................)))))))). -16.90
mir-29a ENSRNOG00000018951 3116 nt UTR 2 hits 205 475
--------1---------1-------------------------------------------------------
---------------------------------------------------
>ENSRNOG00000018951 hs-mir-29a    205    212
CUAGCACCAUCUGAAAUCGGUU&UCACUCUCCCCAACUUUACCACUGCUACCACCAAUGGUGCUAA
.(((((((((.((....((((.&....................))))....))...))))))))). -19.30
>ENSRNOG00000018951 hs-mir-29a    475    482
CUAGCACCAUCUGAAAUCGGUU&UACUGACUGCAGUUUGAGGAAGUAUUCUUUUUCAUGGUGCUAC
.((((((((((((...(((((.&.)))))...))).....................))))))))). -21.99

miRNA: mir-29b
Human predicted target: ENSG00000072121
Mouse predicted target: ENSMUSG00000021122
Rat predicted target: ENSRNOG00000012003
mir-29b ENSG00000072121 2207 nt UTR 2 hits 1402 1936
--------------------------------------------------------1-----------------
---1-----------
>ENSG00000072121 hs-mir-29b   1402   1409
UAGCACCAUUUGAAAUCAGUGUU&GACAAACAGAAACUGGAAGCUGAAGUCAGUGUCUCUGGUGCUC
.(((((((.((((..(((((...&..................)))))..))))......))))))). -22.80
>ENSG00000072121 hs-mir-29b   1936   1943
UAGCACCAUUUGAAAUCAGUGUU&UGUCUAUCAACAUGUUUCUUGGCUUCAUAACUUCUUGGUGCUGU
((((((((..((((..(((((((&........)))))......))..))))........)))))))). -
20.10
mir-29b ENSMUSG00000021122 3619 nt UTR 2 hits 954 1113



--------------------------------------1-----1-----------------------------
-----------------------------------------------------------------------
>ENSMUSG00000021122 hs-mir-29b    954    961
UAGCACCAUUUGAAAUCAGUGUU&UCCUCAGGGACACAGGGUGGAUACCUAAGGUGAGCUGGUGCUGA
((((((((.((.(.(((.(((((&........)))))..)))............).)).)))))))). -
19.82
>ENSMUSG00000021122 hs-mir-29b   1113   1120
UAGCACCAUUUGAAAUCAGUGUU&AGGCAACAGGAACUGGAAACUGAAGUCAGUGUCUCUGGUGCUU
.(((((((.((((..(((((...&..................)))))..))))......))))))). -22.50
mir-29b ENSRNOG00000012003 2000 nt UTR 2 hits 1071 1220
------------------------------------------1-----1-------------------------
------
>ENSRNOG00000012003 hs-mir-29b   1071   1078
UAGCACCAUUUGAAAUCAGUGUU&UAUGAAGGGUUUACUGCUUUUCACCUGGGGUGGGUUGGUGCUC
.(((((((.((.(..((((.((.&......................))))))..).)).))))))). -21.20
>ENSRNOG00000012003 hs-mir-29b   1220   1227
UAGCACCAUUUGAAAUCAGUGUU&AAGGCAACAGGAACUGGAACUGAAGUCAGUGUCUCUGGUGCUU
.(((((((.((((..(((((...&..................)))))..))))......))))))). -22.50

miRNA: mir-29b
Human predicted target: ENSG00000080573
Mouse predicted target: ENSMUSG00000004098
Rat predicted target: ENSRNOG00000020525
Hs Gene description: COLLAGEN ALPHA 3(V) CHAIN (FRAGMENTS).
[Source:SWISSPROT;Acc:P25940] NM_015719
mir-29b ENSG00000080573 2850 nt UTR 3 hits 52 385 663
--1------------1----------1-----------------------------------------------
----------------------------------------
>ENSG00000080573 hs-mir-29b     52     59
UAGCACCAUUUGAAAUCAGUGUU&AGGGACCAUGAGGGAGCCCCAGAAUGGGGUGCAUUUGGUGCUGA
((((((((..((...(((.....&........................)))....))..)))))))). -
21.00
>ENSG00000080573 hs-mir-29b    385    392
UAGCACCAUUUGAAAUCAGUGUU&CUCCUCACUCCUCCGUCGCUGCCCUUCACACCUUUUGGUGCUAC
((((((((..((((..(((((..&................)))))...)))).......)))))))). -
22.10
>ENSG00000080573 hs-mir-29b    663    670
UAGCACCAUUUGAAAUCAGUGUU&GACCAAGAUGUUGGGGGGGUGAAUCAGGAUCCUAAUGGUGCUGC
((((((((((.....((((..((&......))..))))...................)))))))))). -
19.55
mir-29b ENSMUSG00000004098 2000 nt UTR 3 hits 57 334 586
--1----------1---------1--------------------------------------------------
------
>ENSMUSG00000004098 hs-mir-29b     57     64
UAGCACCAUUUGAAAUCAGUGUU&GGAAGGAAGCUGAAGGGAGCCCCACAUGGGCUCCUUGGUGCUGA
((((((((...((..((((((..&......................))).)))..))..)))))))). -
22.30



>ENSMUSG00000004098 hs-mir-29b    334    341
UAGCACCAUUUGAAAUCAGUGUU&CCACCCCUGCCUCUCCACCCCUCCACCAGGCCUUUUGGUGCUAU
((((((((..........(((..&.......................))).........)))))))). -
18.11
>ENSMUSG00000004098 hs-mir-29b    586    593
UAGCACCAUUUGAAAUCAGUGUU&GGACCAAGAUGUUGGGCAUAAAUCAGGAUCCUACAUGGUGCUGC
(((((((((.((..(((.(((((&..............))))).......)))..)).))))))))). -
19.40
mir-29b ENSRNOG00000020525 2786 nt UTR 3 hits 52 333 585
--1----------1---------1--------------------------------------------------
--------------------------------------
>ENSRNOG00000020525 hs-mir-29b     52     59
UAGCACCAUUUGAAAUCAGUGUU&GAAGGAAGCUAAAGGGAGCCCCAUGUGGGGCUAUGUGGUGCUGA
(((((((((......((((((..&.....................))).)))......))))))))). -
20.40
>ENSRNOG00000020525 hs-mir-29b    333    340
UAGCACCAUUUGAAAUCAGUGUU&CCACCCCUGCCUCUCCACCCCUCCACCAGGCCCUUUGGUGCUAU
((((((((..........(((..&.......................))).........)))))))). -
18.11
>ENSRNOG00000020525 hs-mir-29b    585    592
UAGCACCAUUUGAAAUCAGUGUU&GGACCAAGAUGUUGGGCACAAAUCAGGAUCCUAAAUGGUGCUGC
((((((((((((..(((.(((((&..............))))).......)))..)))))))))))). -
24.40

miRNA: mir-29b
Human predicted target: ENSG00000085999
Mouse predicted target: ENSMUSG00000028702
Rat predicted target: ENSRNOG00000013148
Rat predicted target: ENSRNOG00000013560
Hs Gene description: RAD54-LIKE PROTEIN; RAD54 HOMOLOG.
[Source:RefSeq;Acc:NM_003579] NM_003579
mir-29b ENSG00000085999 2191 nt UTR 2 hits 588 1377
-----------------------1-------------------------------1------------------
--------------
>ENSG00000085999 hs-mir-29b    588    595
UAGCACCAUUUGAAAUCAGUGUU&CGAGCAUGAGACUGUGAGGUACGGGCCCCAUCACAUGGUGCUAA
(((((((((.(((...((((.((&.......)).))))................))).))))))))). -
22.31
>ENSG00000085999 hs-mir-29b   1377   1384
UAGCACCAUUUGAAAUCAGUGUU&AAAAUUAUAGUAAAUUCUGAUGGCUGCAUUAGGACUGGUGCUGC
((((((((.((..(((((((...&......................)))).)))..)).)))))))). -
21.60
mir-29b ENSMUSG00000028702 4890 nt UTR 2 hits 624 1412
------------------------1-------------------------------1-----------------
--------------------------------------------------------------------------
------------------------------------------------
>ENSMUSG00000028702 hs-mir-29b    624    631



UAGCACCAUUUGAAAUCAGUGUU&UGAGGAUGGGCCUGUGAGGUAUGGGCCCCAUCACAUGGUGCUGA
(((((((((.(((...(((.(((&........))))))................))).))))))))). -
20.81
>ENSMUSG00000028702 hs-mir-29b   1412   1419
UAGCACCAUUUGAAAUCAGUGUU&GAGAAAGUAGAAUAUUCAGAUGACUGAAGCAGGGGUGGUGCUGU
(((((((((((....(((((...&......................))))).....))))))))))). -
23.80
mir-29b ENSRNOG00000013148 4613 nt UTR 4 hits 595 1373 3174 3981
-----------------------1------------------------------1-------------------
----------------------------------------------------1---------------------
-----------1-------------------------
>ENSRNOG00000013148 hs-mir-29b    595    602
UAGCACCAUUUGAAAUCAGUGUU&UGAGGAUGGGCCUGUGAGGUAUGGGCCCCAUCACAUGGUGCUGA
(((((((((.(((...(((.(((&........))))))................))).))))))))). -
20.81
>ENSRNOG00000013148 hs-mir-29b   1373   1380
UAGCACCAUUUGAAAUCAGUGUU&GAGAAAGUAGAAUAUUCGGAUAACUGAAGCAGGGGUGGUGCUGU
(((((((((((....(((((...&......................))))).....))))))))))). -
23.70
>ENSRNOG00000013148 hs-mir-29b   3174   3181
UAGCACCAUUUGAAAUCAGUGUU&UGAGGAUGGGCCUGUGAGGUAUGGGCCCCAUCACAUGGUGCUGA
(((((((((.(((...(((.(((&........))))))................))).))))))))). -
20.81
>ENSRNOG00000013148 hs-mir-29b   3981   3988
UAGCACCAUUUGAAAUCAGUGUU&GAGAAAGUAGAAUAUUCGGAUAACUGAAGCAGGGGUGGUGCUGU
(((((((((((....(((((...&......................))))).....))))))))))). -
23.70
mir-29b ENSRNOG00000013560 2000 nt UTR 2 hits 615 1422
------------------------1-------------------------------1-----------------
------
>ENSRNOG00000013560 hs-mir-29b    615    622
UAGCACCAUUUGAAAUCAGUGUU&UGAGGAUGGGCCUGUGAGGUAUGGGCCCCAUCACAUGGUGCUGA
(((((((((.(((...(((.(((&........))))))................))).))))))))). -
20.81
>ENSRNOG00000013560 hs-mir-29b   1422   1429
UAGCACCAUUUGAAAUCAGUGUU&GAGAAAGUAGAAUAUUCGGAUAACUGAAGCAGGGGUGGUGCUGU
(((((((((((....(((((...&......................))))).....))))))))))). -
23.70

miRNA: mir-29b
Human predicted target: ENSG00000100225
Mouse predicted target: ENSMUSG00000001786
Rat predicted target: ENSRNOG00000004637
Hs Gene description: F-BOX ONLY PROTEIN 7. [Source:SWISSPROT;Acc:Q9Y3I1]

NM_012179
mir-29b ENSG00000100225 2281 nt UTR 2 hits 1559 1582



--------------------------------------------------------------11----------
------------------
>ENSG00000100225 hs-mir-29b   1559   1566
UAGCACCAUUUGAAAUCAGUGUU&AGGCUUUUUUGAGUGGCCCUUGAGAACUCCAUGGAUGGUGCUGG
(((((((((((............&................................))))))))))). -
19.80
>ENSG00000100225 hs-mir-29b   1582   1589
UAGCACCAUUUGAAAUCAGUGUU&GAACUCCAUGGAUGGUGCUGGUGUCCUGUGGAUACUGGUGCUGC
((((((((.((.(.(((((..((&.............))..)))))......).))...)))))))). -
21.40
mir-29b ENSMUSG00000001786 2220 nt UTR 2 hits 352 1275
--------------1-----------------------------------1-----------------------
---------------
>ENSMUSG00000001786 hs-mir-29b    352    359
UAGCACCAUUUGAAAUCAGUGUU&AGGGUGGUUGAUUAUAGGAAGUGUGUUUUUAUCGUUGGUGCUC
.(((((((..(((((.((.....&.......................)).)))))....))))))). -17.70
>ENSMUSG00000001786 hs-mir-29b   1275   1282
UAGCACCAUUUGAAAUCAGUGUU&UAAGUCAUUUCCAAAUGGGCCCUGGGAGGUCCUGAUGGUGCUGG
((((((((((.((..((((.(((&.................))).))))....))..)))))))))). -
25.10
mir-29b ENSRNOG00000004637 2192 nt UTR 2 hits 331 1240
-------------1-----------------------------------1------------------------
--------------
>ENSRNOG00000004637 hs-mir-29b    331    338
UAGCACCAUUUGAAAUCAGUGUU&AGGUGGUUGAUCACAGGAAGUGUCUGUUUUAUCAGUGGUGCUC
.((((((((((((((.(((....&.......................))))))))..))))))))). -20.60
>ENSRNOG00000004637 hs-mir-29b   1240   1247
UAGCACCAUUUGAAAUCAGUGUU&UAAGUCAUUUCCAAAUGGGCCCUGGGAGGUCCUGAUGGUGCUGG
((((((((((.((..((((.(((&.................))).))))....))..)))))))))). -
25.10

miRNA: mir-29b
Human predicted target: ENSG00000103044
Mouse predicted target: ENSMUSG00000031910
Rat predicted target: ENSRNOG00000020207
Hs Gene description: HYALURONAN SYNTHASE 3 (EC 2.4.1.212) (HYALURONATE
SYNTHASE 3) (HYALURONIC ACID SYNTHASE 3) (HA SYNTHASE 3).
[Source:SWISSPROT;Acc:O00219] NM_138612
mir-29b ENSG00000103044 4402 nt UTR 3 hits 560 697 1707
----------------------1----1----------------------------------------1-----
--------------------------------------------------------------------------
-----------------------------
>ENSG00000103044 hs-mir-29b    560    567
UAGCACCAUUUGAAAUCAGUGUU&CUGAUCUUUGGGCAUCAGAAAACAGGGUCCAGGAAUGGUGCUU
.((((((((((...(((..((((&....................)))).)))....)))))))))). -20.50
>ENSG00000103044 hs-mir-29b    697    704
UAGCACCAUUUGAAAUCAGUGUU&AGGAAAGUUUGCCAGGAGGAACAAAGAGAUUGUGGUGGUGCUAA



((((((((((...((((..((((&...................))))....))))..)))))))))). -
23.70
>ENSG00000103044 hs-mir-29b   1707   1714
UAGCACCAUUUGAAAUCAGUGUU&GCAAGGUGUGCUCUGAGCCACAGAUGGGCAAACCCUGGUGCUU
.(((((((((((..(((.(((..&..................))).)))...))))...))))))). -21.50
mir-29b ENSMUSG00000031910 6074 nt UTR 2 hits 541 2960
---------------------1----------------------------------------------------
--------------------------------------------1-----------------------------
--------------------------------------------------------------------------
---------------------
>ENSMUSG00000031910 hs-mir-29b    541    548
UAGCACCAUUUGAAAUCAGUGUU&GCCUGACCUUUGGUCAAAAAACAGGGUCUAAGAAAUGGUGCUU
.((((((((((.(.(((..((((&...................)))).))).)...)))))))))). -19.50
>ENSMUSG00000031910 hs-mir-29b   2960   2967
UAGCACCAUUUGAAAUCAGUGUU&UGCCUUUUCCAGGACCACCUCUGCACUCUGGGUAGUGGUGCUGA
((((((((((.......(((((.&......................)))))......)))))))))). -
23.22
mir-29b ENSRNOG00000020207 3794 nt UTR 3 hits 430 622 3255
-----------------1------1-------------------------------------------------
--------------------------------------------------------1-----------------
----
>ENSRNOG00000020207 hs-mir-29b    430    437
UAGCACCAUUUGAAAUCAGUGUU&GCCUGACCUUUGGUCAAAAAACAGGGUCUAAGAAGUGGUGCUU
.((((((((((.(.(((..((((&...................)))).))).)...)))))))))). -19.50
>ENSRNOG00000020207 hs-mir-29b    622    629
UAGCACCAUUUGAAAUCAGUGUU&CAAAAAUAGUUUGACAGGAGGAUCAAAGAUGGUCGUGGUGCUAA
(((((((((((((..((..((((&............)))).))...))))........))))))))). -
21.40
>ENSRNOG00000020207 hs-mir-29b   3255   3262
UAGCACCAUUUGAAAUCAGUGUU&CAGAGCCCUACCUGUUGUCCACUCAGAUGCCAUCCUGGUGCUGU
((((((((..((..(((((((..&...................))))..)))..))...)))))))). -
22.10

miRNA: mir-29b
Human predicted target: ENSG00000109099
Mouse predicted target: ENSMUSG00000018217
Rat predicted target: ENSRNOG00000003338
Hs Gene description: PERIPHERAL MYELIN PROTEIN 22 (PMP-22).
[Source:SWISSPROT;Acc:Q01453] NM_153322
mir-29b ENSG00000109099 3137 nt UTR 2 hits 677 1253
---------------------------1----------------------1-----------------------
----------------------------------------------------
>ENSG00000109099 hs-mir-29b    677    684
UAGCACCAUUUGAAAUCAGUGUU&CUAAAUGAGAAAUCAGUGACAACAAGUCUUUGAAAUGGUGCUAU
(((((((((((.(((....((((&....................))))....))).))))))))))). -
24.10
>ENSG00000109099 hs-mir-29b   1253   1260



UAGCACCAUUUGAAAUCAGUGUU&AAAGCAAAGUUGAGCUGGAGAUUUGGGUUACAAGAUGGUGCUAA
(((((((((((..((((...(((&...................)))...))))...))))))))))). -
22.60
mir-29b ENSMUSG00000018217 3131 nt UTR 3 hits 686 1238 1488
---------------------------1---------------------1---------1--------------
----------------------------------------------------
>ENSMUSG00000018217 hs-mir-29b    686    693
UAGCACCAUUUGAAAUCAGUGUU&UUAAAUGAGAAGUCAGAGACAAGCAAUCUGUGAAAUGGUGCUAU
(((((((((((.(......((((&.....................)))).....).))))))))))). -
22.60
>ENSMUSG00000018217 hs-mir-29b   1238   1245
UAGCACCAUUUGAAAUCAGUGUU&GUGGAGAUCAUUGUGCAGUUGAUUCGGUUGCCGUCUGGUGCUAC
((((((((.(((.(((((((((.&..............))).)))))))))........)))))))). -
20.00
>ENSMUSG00000018217 hs-mir-29b   1488   1495
UAGCACCAUUUGAAAUCAGUGUU&GAGAAAGAAGCGUGGCCUCUGAAUCACUGGCUGAAUGGUGCUU
.(((((((((((...((((((..&........................)))))).))))))))))). -24.60
mir-29b ENSRNOG00000003338 3130 nt UTR 3 hits 685 1241 1503
---------------------------1---------------------1----------1-------------
----------------------------------------------------
>ENSRNOG00000003338 hs-mir-29b    685    692
UAGCACCAUUUGAAAUCAGUGUU&UUAAAUGAGACGUCAGAGACAAGCAAUCUGUGAAAUGGUGCUAU
(((((((((((.(......((((&.....................)))).....).))))))))))). -
22.60
>ENSRNOG00000003338 hs-mir-29b   1241   1248
UAGCACCAUUUGAAAUCAGUGUU&GAAGAGACCAUGGUGCAGUUUGUUCGGUUGCCGUGUGGUGCUC
.((((((((.((.((((......&.........................))))..)).)))))))). -20.50
>ENSRNOG00000003338 hs-mir-29b   1503   1510
UAGCACCAUUUGAAAUCAGUGUU&UCAUGAGAAGCAUGGCCUCUGAAUCAGUGCCUGACUGGUGCUC
.(((((((.((((..((((.(((&.............)))..)))).))))........))))))). -18.20

miRNA: mir-29b
Human predicted target: ENSG00000114270
Mouse predicted target: ENSMUSG00000025650
Rat predicted target: ENSRNOG00000020579
Hs Gene description: COLLAGEN ALPHA 1(VII) CHAIN PRECURSOR (LONG-CHAIN
COLLAGEN) (LC COLLAGEN). [Source:SWISSPROT;Acc:Q02388]
mir-29b ENSG00000114270 2000 nt UTR 2 hits 452 665
------------------1-------1-----------------------------------------------
------
>ENSG00000114270 hs-mir-29b    452    459
UAGCACCAUUUGAAAUCAGUGUU&UCGGGGUCUCAGCAGAACCCCACUGUCCCUCCCCUUGGUGCUAG
((((((((...((...(((((..&....................)))))....))....)))))))). -
23.20
>ENSG00000114270 hs-mir-29b    665    672
UAGCACCAUUUGAAAUCAGUGUU&UCUGACCCGCCCCUUGACCCAAGCCUGUGAUGACAUGGUGCUGA



(((((((((.......(((.(((&.....................)))))).......))))))))). -
21.34
mir-29b ENSMUSG00000025650 2363 nt UTR 2 hits 83 315
---1--------1-------------------------------------------------------------
---------------------
>ENSMUSG00000025650 hs-mir-29b     83     90
UAGCACCAUUUGAAAUCAGUGUU&GGCAGGGUCUCAGCCGGGUCCUGCUGUGCUCCAUUUGGUGCUAG
((((((((..((....((((...&......................)))).....))..)))))))). -
23.20
>ENSMUSG00000025650 hs-mir-29b    315    322
UAGCACCAUUUGAAAUCAGUGUU&UCCAACCUGCCCCUUGACCCGAGGCUGUGAUACCAUGGUGCUGA
(((((((((.......((((.((&....................)).)))).......))))))))). -
22.94
mir-29b ENSRNOG00000020579 2000 nt UTR 2 hits 497 707
-------------------1--------1---------------------------------------------
------
>ENSRNOG00000020579 hs-mir-29b    497    504
UAGCACCAUUUGAAAUCAGUGUU&UGGCAGGUCUCAGCCGGGUCCUGCUAUCCUCCAUUUGGUGCUAG
((((((((..((.....(((...&......................)))......))..)))))))). -
19.50
>ENSRNOG00000020579 hs-mir-29b    707    714
UAGCACCAUUUGAAAUCAGUGUU&UCCAACCUGCCCCUUGACCCAAGGCUGUGAUACCAUGGUGCUGA
(((((((((.......((((.((&....................)).)))).......))))))))). -
22.54

miRNA: mir-29b
Human predicted target: ENSG00000126603
Mouse predicted target: ENSMUSG00000014303
Rat predicted target: ENSRNOG00000004766
Hs Gene description: KRUPPEL-LIKE ZINC FINGER PROTEIN GLIS2.
[Source:RefSeq;Acc:NM_032575] NM_032575
mir-29b ENSG00000126603 2277 nt UTR 2 hits 136 1261
-----1--------------------------------------------1-----------------------
------------------
>ENSG00000126603 hs-mir-29b    136    143
UAGCACCAUUUGAAAUCAGUGUU&CGGGCAGCCCCAGCCCAGCCCGCCGGGAGCAAGGAUGGUGCUAG
(((((((((((....((.(((..&....................)))...))....))))))))))). -
23.80
>ENSG00000126603 hs-mir-29b   1261   1268
UAGCACCAUUUGAAAUCAGUGUU&GAGGGACCCUGGCAGGGGCCAGAACCACUUAAGGGUGGUGCUGG
(((((((((((......((((..&.........................))))...))))))))))). -
22.00
mir-29b ENSMUSG00000014303 3776 nt UTR 2 hits 157 988
------1--------------------------------1----------------------------------
--------------------------------------------------------------------------
----
>ENSMUSG00000014303 hs-mir-29b    157    164



UAGCACCAUUUGAAAUCAGUGUU&AGCCCCAGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAG
(((((((((((.....(..((((&...................))))..)......))))))))))). -
22.70
>ENSMUSG00000014303 hs-mir-29b    988    995
UAGCACCAUUUGAAAUCAGUGUU&AGGGUUCUUUCCUGACUCUAGUUGAACCCUUUUCUUGGUGCUGC
((((((((...((((..((.(((&........................))).)))))).)))))))). -
19.20
mir-29b ENSRNOG00000004766 3676 nt UTR 4 hits 160 918 1723 2576
------1-----------------------------1-------------------------------1-----
-----------------------------1--------------------------------------------
>ENSRNOG00000004766 hs-mir-29b    160    167
UAGCACCAUUUGAAAUCAGUGUU&GCCCCAGGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAG
(((((((((((.....(..((((&...................))))..)......))))))))))). -
22.70
>ENSRNOG00000004766 hs-mir-29b    918    925
UAGCACCAUUUGAAAUCAGUGUU&CAUUAGAGCAGGGUUCUUUCCUGACUGCCUUUUCUUGGUGCUGC
((((((((...((((.((((...&.......................))))...)))).)))))))). -
22.70
>ENSRNOG00000004766 hs-mir-29b   1723   1730
UAGCACCAUUUGAAAUCAGUGUU&AGCCCCAGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAG
(((((((((((.....(..((((&...................))))..)......))))))))))). -
22.70
>ENSRNOG00000004766 hs-mir-29b   2576   2583
UAGCACCAUUUGAAAUCAGUGUU&GGGUUCUUUCCUGACUUUCCAGCUGAGCCUUUUCUUGGUGCUGC
((((((((...(((((((((...&.....................)))))....)))).)))))))). -
23.40

miRNA: mir-29b
Human predicted target: ENSG00000132510
Mouse predicted target: ENSMUSG00000018476
Mouse predicted target: ENSMUSG00000046383
Rat predicted target: ENSRNOG00000010142
mir-29b ENSG00000132510 3275 nt UTR 3 hits 744 1690 1696
-----------------------------1-------------------------------------2------
---------------------------------------------------------
>ENSG00000132510 hs-mir-29b    744    751
UAGCACCAUUUGAAAUCAGUGUU&CCACCCGUCCGCCCGCGGCUCCAGCCGGGUUCUCAUGGUGCUC
.((((((((..(((..(.((...&.......................)).)..)))..)))))))). -20.90
>ENSG00000132510 hs-mir-29b   1690   1697
UAGCACCAUUUGAAAUCAGUGUU&GAAUCUGCUGGUGGCUGCCUUCAAUCUUCUCCUGCUGGUGCUGG
((((((((.(((((..((((...&.............))))..)))))...........)))))))). -
21.90
>ENSG00000132510 hs-mir-29b   1696   1703
UAGCACCAUUUGAAAUCAGUGUU&GCUGGUGGCUGCCUUCAAUCUUCUCCUGCUGGUGCUGGUGCUAG
((((((((......((((((...&...........................))))))..)))))))). -
22.20
mir-29b ENSMUSG00000018476 2147 nt UTR 2 hits 782 1743



-------------------------------1-------------------------------------1----
------------
>ENSMUSG00000018476 hs-mir-29b    782    789
UAGCACCAUUUGAAAUCAGUGUU&GUCUCCGCCCGCCCGCGGCUCCAGCCGGGCUCUCAUGGUGCUC
.((((((((..((..((.((...&.......................)).))..))..)))))))). -20.00
>ENSMUSG00000018476 hs-mir-29b   1743   1750
UAGCACCAUUUGAAAUCAGUGUU&GCUGGUGGCUGUUUUCAAUCUCCUCUUGCUGGCACUGGUGCUGG
((((((((.((((((.((((...&.......)))).)))))).................)))))))). -
23.17
mir-29b ENSMUSG00000046383 2002 nt UTR 1 hits 1921
--------------------------------------------------------------------------
--1----
>ENSMUSG00000046383 hs-mir-29b   1921   1928
UAGCACCAUUUGAAAUCAGUGUU&UGCGCGCCGUCGCAGCGCGGGCCUACAGGGCGUGGUGGUGCUAG
(((((((((((((.....((((.&.))))....))).....................)))))))))). -
20.59
mir-29b ENSRNOG00000010142 2000 nt UTR 2 hits 776 1729
-------------------------------1-------------------------------------1----
------
>ENSRNOG00000010142 hs-mir-29b    776    783
UAGCACCAUUUGAAAUCAGUGUU&GUCUCCGCCCGCCCGCGGCUCCAGCCGGGUUCUCAUGGUGCUC
.((((((((..(((..(.((...&.......................)).)..)))..)))))))). -20.90
>ENSRNOG00000010142 hs-mir-29b   1729   1736
UAGCACCAUUUGAAAUCAGUGUU&GCUGGUGGCUGUUUUCAAUCUCCUCUUGUUGGCGCUGGUGCUGG
((((((((.((((((.((((...&.......)))).)))))).................)))))))). -
23.17

miRNA: mir-29b
Human predicted target: ENSG00000132780
Mouse predicted target: ENSMUSG00000028693
Rat predicted target: ENSRNOG00000016454
Hs Gene description: NUCLEAR AUTOANTIGENIC SPERM PROTEIN (NASP).
[Source:SWISSPROT;Acc:P49321] NM_152298
mir-29b ENSG00000132780 2000 nt UTR 2 hits 289 348
-----------1-1------------------------------------------------------------
------
>ENSG00000132780 hs-mir-29b    289    296
UAGCACCAUUUGAAAUCAGUGUU&GUGAUCAAGUGUGGCUGUAGGCCUUUGUUUUCCAAUGGUGCUAU
((((((((((.((((.(((.(((&...................)))..))).)))).)))))))))). -
24.10
>ENSG00000132780 hs-mir-29b    348    355
UAGCACCAUUUGAAAUCAGUGUU&ACUUCACUGAACCCAGCUGUCUUGCAAACUUUCAGUGGUGCUGU
((((((((((.((((((((((..&....))))))...................)))))))))))))). -
25.80
mir-29b ENSMUSG00000028693 2106 nt UTR 3 hits 266 325 377
----------1-1--1----------------------------------------------------------
-----------



>ENSMUSG00000028693 hs-mir-29b    266    273
UAGCACCAUUUGAAAUCAGUGUU&UGAUCAAGUGUGGCUAGAAGCCCUUCAUCUUCUACUGGUGCUAU
((((((((...(((.........&.............................)))...)))))))). -
18.30
>ENSMUSG00000028693 hs-mir-29b    325    332
UAGCACCAUUUGAAAUCAGUGUU&ACUUGGCUGAAAUCAAUUACUGUGUAAGCUUUCAGUGGUGCUGU
((((((((((.(((((((((...&.....)))))...................)))))))))))))). -
23.90
>ENSMUSG00000028693 hs-mir-29b    377    384
UAGCACCAUUUGAAAUCAGUGUU&GGGGUCUGCUAAAUAAGAACUGGUAGAAAUCAGUUUGGUGCUGA
((((((((.((((.((((((...&..................)))))).....))))..)))))))). -
23.30
mir-29b ENSRNOG00000016454 2000 nt UTR 4 hits 262 322 374 826
----------1-1-1------------------1----------------------------------------
------
>ENSRNOG00000016454 hs-mir-29b    262    269
UAGCACCAUUUGAAAUCAGUGUU&GGAGGUGAUCAAGUUGAUCAAGGCCCUUCAUCUACUGGUGCUAU
((((((((..(((((((((....&.............)))))........)))).....)))))))). -
18.40
>ENSRNOG00000016454 hs-mir-29b    322    329
UAGCACCAUUUGAAAUCAGUGUU&AUUUGGCUGAAUUCAAAUACCUUGUAAGCUUUCCAUGGUGCUGU
((((((((((((((.(((((...&.....))))).)))))..................))))))))). -
25.16
>ENSRNOG00000016454 hs-mir-29b    374    381
UAGCACCAUUUGAAAUCAGUGUU&GGGGUCUGCUAAACAAGAACUGGUAGAAAUCAGUUUGGUGCUGA
((((((((.((((.((((((...&..................)))))).....))))..)))))))). -
23.30
>ENSRNOG00000016454 hs-mir-29b    826    833
UAGCACCAUUUGAAAUCAGUGUU&GGGUGUCUAAUUGGUCAGAUAUAAAUACCAUCUUAUGGUGCUAA
(((((((((..((.....(((((&.......................)))))..))..))))))))). -
20.90

miRNA: mir-29b
Human predicted target: ENSG00000138779
Mouse predicted target: ENSMUSG00000040943
Rat predicted target: ENSRNOG00000012350
mir-29b ENSG00000138779 5282 nt UTR 3 hits 447 596 1151
-----------------1-----1----------------------1---------------------------
--------------------------------------------------------------------------
----------------------------------------------------------------
>ENSG00000138779 hs-mir-29b    447    454
UAGCACCAUUUGAAAUCAGUGUU&UAGUAUUACAGUGACAGGAAUCUUAAAAUACCAUCUGGUGCUGA
((((((((..((...(((.(((.&.......))).))).................))..)))))))). -
19.25
>ENSG00000138779 hs-mir-29b    596    603
UAGCACCAUUUGAAAUCAGUGUU&GGAAAACACUGAAUUUGUUUGGAUGUUCUAAGAAAUGGUGCUAA



((((((((((((((.((((((((&....)))))))).)))................))))))))))). -
27.59
>ENSG00000138779 hs-mir-29b   1151   1158
UAGCACCAUUUGAAAUCAGUGUU&UCAAGGGAAUACGUUAGUCCACAAAACAUGUUUUCUGGUGCUC
.(((((((...((((...(((((&........................)))))..))))))))))). -20.00
mir-29b ENSMUSG00000040943 2877 nt UTR 4 hits 398 557 1055 1161
---------------1------1-------------------1---1---------------------------
------------------------------------------
>ENSMUSG00000040943 hs-mir-29b    398    405
UAGCACCAUUUGAAAUCAGUGUU&ACACAGCGCUGUAGUAGAGCAGUUGCAGGAUCAUCUGGUGCUGA
((((((((..(((...(((((((&....)))))))...................)))..)))))))). -
24.25
>ENSMUSG00000040943 hs-mir-29b    557    564
UAGCACCAUUUGAAAUCAGUGUU&CAAAACACUGAAUCUGUUUGGGUGUUAACAUUAAAUGGUGCUAC
(((((((((((((..((((((((&...))))))))...................))))))))))))). -
27.80
>ENSMUSG00000040943 hs-mir-29b   1055   1062
UAGCACCAUUUGAAAUCAGUGUU&GAUAUGCUAGUCCACAGAAAACAAAUAACAGUUUUUGGUGCUC
.(((((((...........((((&...................))))............))))))). -16.50
>ENSMUSG00000040943 hs-mir-29b   1161   1168
UAGCACCAUUUGAAAUCAGUGUU&AAGAACGUCUGUUAAUUGCAGGUGAUAAUUAGCCUUGGUGCUGC
((((((((((((....(((((((&...)))).))).......)))).............)))))))). -
18.21
mir-29b ENSRNOG00000012350 2000 nt UTR 2 hits 556 1107
----------------------1---------------------1-----------------------------
------
>ENSRNOG00000012350 hs-mir-29b    556    563
UAGCACCAUUUGAAAUCAGUGUU&CAAAACACUGAAUUUGUUUGGGUGUUAACAUUAAAUGGUGCUAC
(((((((((((((..((((((((&...))))))))...................))))))))))))). -
27.80
>ENSRNOG00000012350 hs-mir-29b   1107   1114
UAGCACCAUUUGAAAUCAGUGUU&GUGAAUGGAUAGGCUAGUCUACAAAACACGUUUCCUGGUGCUU
.(((((((...(((((..(((((&........................)))))))))).))))))). -21.10

miRNA: mir-29b
Human predicted target: ENSG00000161267
Mouse predicted target: ENSMUSG00000046598
Rat predicted target: ENSRNOG00000001736
Hs Gene description: D-BETA-HYDROXYBUTYRATE DEHYDROGENASE, MITOCHONDRIAL
PRECURSOR (EC 1.1.1.30) (BDH) (3-HYDROXYBUTYRATE DEHYDROGENASE).
[Source:SWISSPROT;Acc:Q02338] NM_004051
mir-29b ENSG00000161267 2321 nt UTR 2 hits 579 1159
-----------------------1----------------------1---------------------------
-------------------
>ENSG00000161267 hs-mir-29b    579    586
UAGCACCAUUUGAAAUCAGUGUU&CACACCAAGUGCCCACUGGUACCUCUGCAUGUCCAUGGUGCUGU



(((((((((..((.(((((((..&.............)))))))...........)).))))))))). -
23.10
>ENSG00000161267 hs-mir-29b   1159   1166
UAGCACCAUUUGAAAUCAGUGUU&CUAGCAGUGGAUUUGGGGUCCCUGCUUGCCUCACGUGGUGCUU
.(((((((((..((.(((.((((&..)))).))).))..)..................)))))))). -20.86
mir-29b ENSMUSG00000046598 3806 nt UTR 4 hits 226 797 809 901
---------1---------------------11---1-------------------------------------
--------------------------------------------------------------------------
-----
>ENSMUSG00000046598 hs-mir-29b    226    233
UAGCACCAUUUGAAAUCAGUGUU&GCGCAGGUGGGUGGCCCUAAACCUCAGGGCCAAUAUGGUGCUU
.(((((((((((..(((.((((.&)))).)))......................))).)))))))). -17.95
>ENSMUSG00000046598 hs-mir-29b    797    804
UAGCACCAUUUGAAAUCAGUGUU&CUAAGAGCGCAGCUUGGUUUUGCCUAGGACAGGAUUGGUGCUAU
((((((((.((((((((((((((&.....)))))....)))))))...........)).)))))))). -
21.60
>ENSMUSG00000046598 hs-mir-29b    809    816
UAGCACCAUUUGAAAUCAGUGUU&CUUGGUUUUGCCUAGGACAGGAUUGGUGCUAUGCUUGGUGCUGC
((((((((......((((((.((&..................)).))))))........)))))))). -
20.54
>ENSMUSG00000046598 hs-mir-29b    901    908
UAGCACCAUUUGAAAUCAGUGUU&AUGGGUCUAGAUGCCUGUUGUCUUGUGUGCUCAUGUGGUGCUC
.((((((((.(((.(((((.((.&............))))).........))..))).)))))))). -19.20
mir-29b ENSRNOG00000001736 2113 nt UTR 4 hits 195 770 782 872
-------1----------------------11--1---------------------------------------
-----------
>ENSRNOG00000001736 hs-mir-29b    195    202
UAGCACCAUUUGAAAUCAGUGUU&GCACUGGUGGGUGGCCCUAACCCUCAAGGCCAAUAUGGUGCUU
.(((((((((((..((((((((.&))))))))......................))).)))))))). -23.65
>ENSRNOG00000001736 hs-mir-29b    770    777
UAGCACCAUUUGAAAUCAGUGUU&UGAGUGCAGCUUGGUUUUGCUUCUUAGGACAGCAUUGGUGCUAU
((((((((...((((((((.(((&.......))))))))))).................)))))))). -
19.55
>ENSRNOG00000001736 hs-mir-29b    782    789
UAGCACCAUUUGAAAUCAGUGUU&GGUUUUGCUUCUUAGGACAGCAUUGGUGCUAUGCUUGGUGCUGC
((((((((......(((((((((&..................)))))))))........)))))))). -
24.74
>ENSRNOG00000001736 hs-mir-29b    872    879
UAGCACCAUUUGAAAUCAGUGUU&UGCGUCUAGACGCCUGAUUGUCUUGUGUGCUCAUGUGGUGCUC
.((((((((.(((((((((((((&........))))).)))))...........))).)))))))). -25.20

miRNA: mir-29b
Human predicted target: ENSG00000163449
Mouse predicted target: ENSMUSG00000026188
Rat predicted target: ENSRNOG00000016091
Hs Gene description: NM_138390
mir-29b ENSG00000163449 4229 nt UTR 3 hits 1929 2048 2156



--------------------------------------------------------------------------
---1---1----1-------------------------------------------------------------
----------------------
>ENSG00000163449 hs-mir-29b   1929   1936
UAGCACCAUUUGAAAUCAGUGUU&CAGAAUUUGGAGAUUUGGGUCCUUAUAAGAAUAGCUGGUGCUC
.(((((((...............&...................................))))))). -15.20
>ENSG00000163449 hs-mir-29b   2048   2055
UAGCACCAUUUGAAAUCAGUGUU&UCCCCACAGAGAGCCCAGGACAUUUGCCUGAUGUAUGGUGCUGA
(((((((((.....(((((.((.&.........................)))))))..))))))))). -
23.80
>ENSG00000163449 hs-mir-29b   2156   2163
UAGCACCAUUUGAAAUCAGUGUU&AAAAAAAAAGUGCCCAACAGUUUUAGUGUUAAUCUUGGUGCUC
.(((((((.((((....(.((((&...............)))).).......))))...))))))). -16.50
mir-29b ENSMUSG00000026188 2000 nt UTR 3 hits 587 1633 1732
-----------------------1-----------------------------------------1---1----
------
>ENSMUSG00000026188 hs-mir-29b    587    594
UAGCACCAUUUGAAAUCAGUGUU&UUUCUGGGGUUCACUGGAUGGCAGAAUGUGGCCCUUGGUGCUC
.(((((((((((..(((((((..&...........))))).))..))))..........))))))). -22.30
>ENSMUSG00000026188 hs-mir-29b   1633   1640
UAGCACCAUUUGAAAUCAGUGUU&CCCCCAAAACCAGCCAGGGACAUUUAUUUAAUGUAUGGUGCUGA
(((((((((...((((.((((((&..................)))))).)))).....))))))))). -
23.40
>ENSMUSG00000026188 hs-mir-29b   1732   1739
UAGCACCAUUUGAAAUCAGUGUU&AAAGAAAAUGUGUCCAGUAUUUUUGAGGAUAGCUGUGGUGCUU
.((((((((......((((....&......................))))........)))))))). -18.34
mir-29b ENSRNOG00000016091 2000 nt UTR 2 hits 1624 1726
----------------------------------------------------------------1----1----
------
>ENSRNOG00000016091 hs-mir-29b   1624   1631
UAGCACCAUUUGAAAUCAGUGUU&CCCCAAAAGCCUGCCAGGGACAUUUAUUUAAUGUAUGGUGCUGA
(((((((((...((((.((((((&..................)))))).)))).....))))))))). -
23.40
>ENSRNOG00000016091 hs-mir-29b   1726   1733
UAGCACCAUUUGAAAUCAGUGUU&AAAGAAAAUGUAUCCAGUAUUUUUGAGGACAGCUGUGGUGCUU
.(((((((((((...((((....&......................))))...)))..)))))))). -19.10

miRNA: mir-29b
Human predicted target: ENSG00000168542
Mouse predicted target: ENSMUSG00000026043
Mouse predicted target: ENSMUSG00000043941
Rat predicted target: ENSRNOG00000003357
Hs Gene description: COLLAGEN ALPHA 1(III) CHAIN PRECURSOR.
[Source:SWISSPROT;Acc:P02461]
mir-29b ENSG00000168542 2972 nt UTR 2 hits 242 682
---------1-----------------1----------------------------------------------
---------------------------------------------



>ENSG00000168542 hs-mir-29b    242    249
UAGCACCAUUUGAAAUCAGUGUU&AUUUUUUUACCAAUUCCAAUUUCAAAAUGUCUCAAUGGUGCUAU
((((((((((((((((.......&..................)))))).........)))))))))). -
20.10
>ENSG00000168542 hs-mir-29b    682    689
UAGCACCAUUUGAAAUCAGUGUU&ACUAAUAUUUGGGAAGGCUUUAAAGACGCAUGUUAUGGUGCUAA
(((((((((.......(((((((&........................))))).))..))))))))). -
21.30
mir-29b ENSMUSG00000026043 2000 nt UTR 1 hits 235
---------1----------------------------------------------------------------
------
>ENSMUSG00000026043 hs-mir-29b    235    242
UAGCACCAUUUGAAAUCAGUGUU&AUUUUUUUACCAAUUCCAACUUCAAAAUGUCUCAAUGGUGCUAU
((((((((((.((...((.((..&......................))...))..)))))))))))). -
20.00
mir-29b ENSMUSG00000043941 2095 nt UTR 2 hits 1311 1790
----------------------------------------------------1------------------1--
----------
>ENSMUSG00000043941 hs-mir-29b   1311   1318
UAGCACCAUUUGAAAUCAGUGUU&ACAAACUUCUCUUUGUAGGGUGCUCGAGGCAAUGAUGGUGCUC
.(((((((((((...((((..((&..................))..)).))..))..))))))))). -21.60
>ENSMUSG00000043941 hs-mir-29b   1790   1797
UAGCACCAUUUGAAAUCAGUGUU&GGCCCUCCUGGAACUGCAGGAUUCCCUGGAUCCCCUGGUGCUAA
((((((((...((..((((....&.........................)))).))...)))))))). -
19.20
mir-29b ENSRNOG00000003357 2000 nt UTR 2 hits 1146 1861
---------------------------------------------1----------------------------
1-----
>ENSRNOG00000003357 hs-mir-29b   1146   1153
UAGCACCAUUUGAAAUCAGUGUU&ACAAACUUCUCUUUGUAGGGUGCUCGAGGCAAUGAUGGUGCUC
.(((((((((((...((((..((&..................))..)).))..))..))))))))). -21.60
>ENSRNOG00000003357 hs-mir-29b   1861   1868
UAGCACCAUUUGAAAUCAGUGUU&GGUCCUCCUGGAACUGCAGGAUUCCCUGGAUCUCCUGGUGCUAA
((((((((...((..((((....&.........................)))).))...)))))))). -
19.90

miRNA: mir-29b
Human predicted target: ENSG00000168795
Mouse predicted target: ENSMUSG00000049657
Rat predicted target: ENSRNOG00000012726
Hs Gene description: NM_014872
mir-29b ENSG00000168795 4404 nt UTR 2 hits 569 2351
----------------------1---------------------------------------------------
--------------------1-----------------------------------------------------
-----------------------------
>ENSG00000168795 hs-mir-29b    569    576
UAGCACCAUUUGAAAUCAGUGUU&UUUUUACCUGAUUUGCAGUCAUAAACACUGCACUUUGGUGCUGA



((((((((........(((((((&.......................))))))).....)))))))). -
23.62
>ENSG00000168795 hs-mir-29b   2351   2358
UAGCACCAUUUGAAAUCAGUGUU&UCUAUCAAGGAGUUCUAUCAAGGCAUCCAUGUCAGUGGUGCUAU
((((((((((.((.....(((((&.....................))))).....)))))))))))). -
22.80
mir-29b ENSMUSG00000049657 2218 nt UTR 3 hits 363 516 1703
--------------1-----1-----------------------------------------------1-----
---------------
>ENSMUSG00000049657 hs-mir-29b    363    370
UAGCACCAUUUGAAAUCAGUGUU&GCAAUGCAGAACAUACUGUGUGUAACCAGGUGACUUGGUGCUAU
((((((((.(((....((((((.&............))))))....)))..........)))))))). -
19.70
>ENSMUSG00000049657 hs-mir-29b    516    523
UAGCACCAUUUGAAAUCAGUGUU&GUAUCUGAGUUGCAGUCACAGGCACUGCCCUCUGAUGGUGCUC
.(((((((((.((...(((((((&....................)))))))...)).))))))))). -27.30
>ENSMUSG00000049657 hs-mir-29b   1703   1710
UAGCACCAUUUGAAAUCAGUGUU&AUAGACUAGCAGUUGUCCUUUCUGUCUUAGGGACGUGGUGCUU
.((((((((..((((.(((((((&.......)))).)))...))))............)))))))). -17.24
mir-29b ENSRNOG00000012726 2171 nt UTR 3 hits 322 463 1674
------------1-----1-----------------------------------------------1-------
-------------
>ENSRNOG00000012726 hs-mir-29b    322    329
UAGCACCAUUUGAAAUCAGUGUU&ACAGCCGUGCAAAGCCUAUGUGUAACCAGGUGACUUGGUGCUAU
((((((((...(..(((.(.(((&.......................)))).)))..).)))))))). -
17.60
>ENSRNOG00000012726 hs-mir-29b    463    470
UAGCACCAUUUGAAAUCAGUGUU&UAUCCGAGUUGGCAGUCGCAGGCACUGCCCUCCGAUGGUGCUC
.(((((((((.((...(((((((&....................)))))))...)).))))))))). -27.30
>ENSRNOG00000012726 hs-mir-29b   1674   1681
UAGCACCAUUUGAAAUCAGUGUU&AUAAAGUAGCAGUUGUCCCUCCUGUCUUAAAGAUGUGGUGCUU
.((((((((...((..(((....&.....................)))..))......)))))))). -17.90

miRNA: mir-29b
Human predicted target: ENSG00000173546
Mouse predicted target: ENSMUSG00000032911
Rat predicted target: ENSRNOG00000017208
Hs Gene description: MELANOMA-ASSOCIATED CHONDROITIN SULFATE PROTEOGLYCAN
4. [Source:RefSeq;Acc:NM_001897] NM_001897
mir-29b ENSG00000173546 2929 nt UTR 2 hits 77 660
---1----------------------1-----------------------------------------------
--------------------------------------------
>ENSG00000173546 hs-mir-29b     77     84
UAGCACCAUUUGAAAUCAGUGUU&CUUGCCCAUGUCCCGGGCCCCAUUGCUUCCAUGCCUGGUGCUGU
((((((((..((.((.(((((..&....................))))).)).))....)))))))). -
20.50
>ENSG00000173546 hs-mir-29b    660    667



UAGCACCAUUUGAAAUCAGUGUU&UUAUUUAAGGGAGAUUGCAAGGAAGCUAUUUAACAUGGUGCUGA
((((((((((((((.((..(((.&................)))..)).....))))).))))))))). -
20.40
mir-29b ENSMUSG00000032911 2245 nt UTR 2 hits 468 692
------------------1--------1----------------------------------------------
----------------
>ENSMUSG00000032911 hs-mir-29b    468    475
UAGCACCAUUUGAAAUCAGUGUU&GGUUGGUUAAUUUAAGGCAAGAAAGCUAUUUAACAUGGUGCUGG
(((((((((...((((.(((...&........................)))))))...))))))))). -
20.80
>ENSMUSG00000032911 hs-mir-29b    692    699
UAGCACCAUUUGAAAUCAGUGUU&AACGAAGACACUUGACUCCACUGAGCCGUGGCGAAUGGUGCUU
.(((((((((((...((((((..&..................)))))).......))))))))))). -28.50
mir-29b ENSRNOG00000017208 2901 nt UTR 2 hits 454 644
------------------1------1------------------------------------------------
-------------------------------------------
>ENSRNOG00000017208 hs-mir-29b    454    461
UAGCACCAUUUGAAAUCAGUGUU&GGUUGGUUAAUUUAAGGCAAGAAAGCUAUUUAACAUGGUGCUGG
(((((((((...((((.(((...&........................)))))))...))))))))). -
20.80
>ENSRNOG00000017208 hs-mir-29b    644    651
UAGCACCAUUUGAAAUCAGUGUU&AACUGGGGCACUUGACUCCAUGGAGCCUUAGUGAAUGGUGCUU
.(((((((((((...((((((((&......)))))).))................))))))))))). -21.51

miRNA: mir-29b
Human predicted target: ENSG00000177125
Mouse predicted target: ENSMUSG00000026788
Rat predicted target: ENSRNOG00000017009
mir-29b ENSG00000177125 2000 nt UTR 2 hits 812 1336
--------------------------------1--------------------1--------------------
------
>ENSG00000177125 hs-mir-29b    812    819
UAGCACCAUUUGAAAUCAGUGUU&UUGUUAGUUGUCCAGCAGGUAAGCUGGAUGACCUGUGGUGCUGA
(((((((((.....((((((...&......................)))).)).....))))))))). -
22.70
>ENSG00000177125 hs-mir-29b   1336   1343
UAGCACCAUUUGAAAUCAGUGUU&UCACCAAAUCUGUGUGUCACCAUUUUUUGGUCAUGUGGUGCUAU
(((((((((.(((....((((..&....................))))......))).))))))))). -
22.00
mir-29b ENSMUSG00000026788 2000 nt UTR 2 hits 1466 1699
----------------------------------------------------------1--------1------
------
>ENSMUSG00000026788 hs-mir-29b   1466   1473
UAGCACCAUUUGAAAUCAGUGUU&CAGAUCUGUGUGUGUGUCUCACAUUUUUGGUCAUGUGGUGCUAU
(((((((((.(((....(((((.&....................))))).....))).))))))))). -
23.80
>ENSMUSG00000026788 hs-mir-29b   1699   1706



UAGCACCAUUUGAAAUCAGUGUU&GAUUCAUAUACACCAACAGGCUUCACAAAUGGCUCUGGUGCUGU
((((((((...(..((..(((..&.......................)))..))..)..)))))))). -
18.80
mir-29b ENSRNOG00000017009 2000 nt UTR 3 hits 792 1317 1542
-------------------------------1--------------------1--------1------------
------
>ENSRNOG00000017009 hs-mir-29b    792    799
UAGCACCAUUUGAAAUCAGUGUU&UUUUUGUUUGUUGUCCAGGUACACUGGACAACCUGUGGUGCUGA
(((((((((......(((((((.&....................))))))).......))))))))). -
25.92
>ENSRNOG00000017009 hs-mir-29b   1317   1324
UAGCACCAUUUGAAAUCAGUGUU&CCAGAUCUGUGUAUGUCUCACCAUUUUUGGUCAUGUGGUGCUAU
(((((((((.(((....((((..&.....................)))).....))).))))))))). -
22.60
>ENSRNOG00000017009 hs-mir-29b   1542   1549
UAGCACCAUUUGAAAUCAGUGUU&GAUUCAUACACAGCAACAAGCUUCGCAGAUGGCUCUGGUGCUGU
((((((((...(..(((.(((..&.......................))).)))..)..)))))))). -
21.30

miRNA: mir-29b
Human predicted target: ENSG00000182067
Mouse predicted target: ENSMUSG00000029071
Rat predicted target: ENSRNOG00000019423
Hs Gene description: SEGMENT POLARITY PROTEIN DISHEVELLED HOMOLOG DVL-1
(DISHEVELLED-1) (DSH HOMOLOG 1). [Source:SWISSPROT;Acc:O14640]
mir-29b ENSG00000182067 2868 nt UTR 2 hits 1041 1080
-----------------------------------------1-1------------------------------
-----------------------------------------
>ENSG00000182067 hs-mir-29b   1041   1048
UAGCACCAUUUGAAAUCAGUGUU&CUGGCGUCAGAUCCUGGUGGGCAGUUUUCUGUCCAUGGUGCUGG
((((((((((((..(((((..((&.........))..)))))...)))..........))))))))). -
22.30
>ENSG00000182067 hs-mir-29b   1080   1087
UAGCACCAUUUGAAAUCAGUGUU&GCUGGCUCCGGGGUCCUGGUGGUCGGUGCUGGCCGUGGUGCUGG
(((((((((((((.(((((..((&...........))..)))))..))))........))))))))). -
22.60
mir-29b ENSMUSG00000029071 2860 nt UTR 2 hits 1079 1170
-------------------------------------------1--1---------------------------
-----------------------------------------
>ENSMUSG00000029071 hs-mir-29b   1079   1086
UAGCACCAUUUGAAAUCAGUGUU&UUGUCCCUUGCCGCUUAGGCAUGUGGCUCUGUCCCUGGUGCUGG
((((((((...((...(((.(((&........................))).)))))..)))))))). -
19.40
>ENSMUSG00000029071 hs-mir-29b   1170   1177
UAGCACCAUUUGAAAUCAGUGUU&UGAUUCCAGGGGUCCCGCGUGGCUGGCGCUGGCCGUGGUGCUGA
(((((((((......((((((((&........................))))))))..))))))))). -
24.50



mir-29b ENSRNOG00000019423 2869 nt UTR 3 hits 1091 1171 1183
-------------------------------------------1--11--------------------------
-----------------------------------------
>ENSRNOG00000019423 hs-mir-29b   1091   1098
UAGCACCAUUUGAAAUCAGUGUU&UUGUCCCUUGCCGCUUAGUCAUGUGGCUCUGUCCCUGGUGCUGG
((((((((...((...(((.(((&........................))).)))))..)))))))). -
19.40
>ENSRNOG00000019423 hs-mir-29b   1171   1178
UAGCACCAUUUGAAAUCAGUGUU&GGUACUAGAAGCUGAUUCCAGGGGUCCUGGGUGGCUGGUGCUGG
((((((((((((.(((((((...&..........))))))).)))).............)))))))). -
24.01
>ENSRNOG00000019423 hs-mir-29b   1183   1190
UAGCACCAUUUGAAAUCAGUGUU&UGAUUCCAGGGGUCCUGGGUGGCUGGUGCUGGCCGUGGUGCUGA
(((((((((.....((((((...&.....................)))))).......))))))))). -
24.10

miRNA: mir-29b
Human predicted target: ENSG00000185185
Mouse predicted target: ENSMUSG00000051510
Rat predicted target: ENSRNOG00000007245
Hs Gene description: TRANSCRIPTION FACTOR MAFG (V-MAF MUSCULOAPONEUROTIC
FIBROSARCOMA ONCOGENE HOMOLOG G) (HMAF). [Source:SWISSPROT;Acc:O15525]

NM_002359
mir-29b ENSG00000185185 3037 nt UTR 4 hits 285 544 1199 1706
-----------1---------1-------------------------1--------------------1-----
------------------------------------------------
>ENSG00000185185 hs-mir-29b    285    292
UAGCACCAUUUGAAAUCAGUGUU&UUGUACCAGGGCCAUGCAGGCUUGGAGUCCAGAGUUGGUGCUGU
((((((((((((...((...(((&..................)))...))...))))..)))))))). -
19.90
>ENSG00000185185 hs-mir-29b    544    551
UAGCACCAUUUGAAAUCAGUGUU&AGGCCCUGAUGGGUGGACCACCAGCCUGGGCGCAGUGGUGCUGG
((((((((((.(...((((.(((&......................)))))))...))))))))))). -
24.40
>ENSG00000185185 hs-mir-29b   1199   1206
UAGCACCAUUUGAAAUCAGUGUU&CGUGCCUGGUGAGGUUUUGUGCAGCGGUAAAGUGCUGGUGCUU
.(((((((((((..(((((.((.&...))))))).................))))....))))))). -16.71
>ENSG00000185185 hs-mir-29b   1706   1713
UAGCACCAUUUGAAAUCAGUGUU&CCCGCUUGAUCCCUGAGGUGUUUCCAUGCUGCGGGUGGUGCUU
.(((((((((((....((((((.&.........................))))))))))))))))). -22.90
mir-29b ENSMUSG00000051510 2329 nt UTR 2 hits 511 1104
--------------------1-----------------------1-----------------------------
--------------------
>ENSMUSG00000051510 hs-mir-29b    511    518
UAGCACCAUUUGAAAUCAGUGUU&AUAGGCCACCAGCCUGGGCACUGGGGCAGGAACCAUGGUGCUGG
((((((((((((...((((((((&................))))))))..))).....))))))))). -
27.40



>ENSMUSG00000051510 hs-mir-29b   1104   1111
UAGCACCAUUUGAAAUCAGUGUU&CGUGCCUGGUGAGGUUUUGUGCAGCCGUAAAGUGCUGGUGCUU
.(((((((((((..(((((.((.&...))))))).................))))....))))))). -16.71
mir-29b ENSRNOG00000007245 2709 nt UTR 2 hits 500 994
-------------------1-------------------1----------------------------------
-----------------------------------
>ENSRNOG00000007245 hs-mir-29b    500    507
UAGCACCAUUUGAAAUCAGUGUU&AUAGGCCACCAGCCUGGGCAUUGGGGCAGGAACCAUGGUGCUGG
((((((((((((...((((((((&................))))))))..))).....))))))))). -
25.10
>ENSRNOG00000007245 hs-mir-29b    994   1001
UAGCACCAUUUGAAAUCAGUGUU&CGUGCCUGGUGAGGUUUUGUGCAGCCGUAAAGUGCUGGUGCUU
.(((((((((((..(((((.((.&...))))))).................))))....))))))). -16.71

miRNA: mir-29c
Human predicted target: ENSG00000067798
Mouse predicted target: ENSMUSG00000020181
Rat predicted target: ENSRNOG00000006682
Hs Gene description: NEURON NAVIGATOR 3; PORE MEMBRANE AND/OR FILAMENT
INTERACTING LIKE PROTEIN 1; STEERIN 3. [Source:RefSeq;Acc:NM_014903]
mir-29c ENSG00000067798 2000 nt UTR 2 hits 807 1831
--------------------------------1----------------------------------------
1------
>ENSG00000067798 hs-mir-29c    807    814
UAGCACCAUUUGAAAUCGGUUA&UUGAGCCUUUUCAGUGAAAGAAGGAACAUUUCCUAUGGUGCUGU
(((((((((((((((..((((.&...)))).))))))....................))))))))). -22.15
>ENSG00000067798 hs-mir-29c   1831   1838
UAGCACCAUUUGAAAUCGGUUA&GUGUGUGAAAAUGUGUUACUUUUAGGACGUGUAUUUGGUGCUAC
((((((((..((....((....&...........................))..))..)))))))). -19.20
mir-29c ENSMUSG00000020181 2000 nt UTR 3 hits 463 830 1877
------------------1--------------1----------------------------------------
-1----
>ENSMUSG00000020181 hs-mir-29c    463    470
UAGCACCAUUUGAAAUCGGUUA&AUCCUUCUGAUCCAUGGAACUUCCUUUGUGCCACAUGGUGCUGG
(((((((((.((..((.((...&......................))...))..)).))))))))). -19.20
>ENSMUSG00000020181 hs-mir-29c    830    837
UAGCACCAUUUGAAAUCGGUUA&UUGAGCCUUUUCAGUGAAAGAAGGAACAUUUUCUAUGGUGCUGU
(((((((((((((((..((((.&...)))).))))))....................))))))))). -22.15
>ENSMUSG00000020181 hs-mir-29c   1877   1884
UAGCACCAUUUGAAAUCGGUUA&AGAUGAAGCUCUGUGCGCCUUUUAGGAGAUAUCAUUGGUGCUAC
((((((((..(((.(((..(((&......................)))..))).))).)))))))). -21.40
mir-29c ENSRNOG00000006682 2000 nt UTR 2 hits 821 1851
--------------------------------1-----------------------------------------
1-----
>ENSRNOG00000006682 hs-mir-29c    821    828
UAGCACCAUUUGAAAUCGGUUA&CGAGCCUUUUCAGUGAAAGAAGGAACAUUUUUCUAUGGUGCUGU
(((((((((..((((...(((.&.......................)))...)))).))))))))). -22.40



>ENSRNOG00000006682 hs-mir-29c   1851   1858
UAGCACCAUUUGAAAUCGGUUA&AGACAAAGCUCUGUGUGCCUUUGAGGACAUGUUAUUGGUGCUAC
((((((((..(((.....(((.&.........................)))...))).)))))))). -18.40

miRNA: mir-29c
Human predicted target: ENSG00000072121
Mouse predicted target: ENSMUSG00000021122
Rat predicted target: ENSRNOG00000012003
mir-29c ENSG00000072121 2207 nt UTR 2 hits 1402 1936
--------------------------------------------------------1-----------------
---1-----------
>ENSG00000072121 hs-mir-29c   1402   1409
UAGCACCAUUUGAAAUCGGUUA&GACAAACAGAAACUGGAAGCUGAAGUCAGUGUCUCUGGUGCUC
.(((((((.((((..((((((.&.................))))))..))))......))))))). -22.70
>ENSG00000072121 hs-mir-29c   1936   1943
UAGCACCAUUUGAAAUCGGUUA&UGUCUAUCAACAUGUUUCUUGGCUUCAUAACUUCUUGGUGCUGU
((((((((..((((..(((...&..................)))..))))........)))))))). -19.10
mir-29c ENSMUSG00000021122 3619 nt UTR 2 hits 954 1113
--------------------------------------1-----1-----------------------------
-----------------------------------------------------------------------
>ENSMUSG00000021122 hs-mir-29c    954    961
UAGCACCAUUUGAAAUCGGUUA&UCCUCAGGGACACAGGGUGGAUACCUAAGGUGAGCUGGUGCUGA
((((((((((((.....(((..&......................))).....)))).)))))))). -18.90
>ENSMUSG00000021122 hs-mir-29c   1113   1120
UAGCACCAUUUGAAAUCGGUUA&AGGCAACAGGAACUGGAAACUGAAGUCAGUGUCUCUGGUGCUU
.(((((((.((((..((((((.&.................))))))..))))......))))))). -22.70
mir-29c ENSRNOG00000012003 2000 nt UTR 2 hits 1071 1220
------------------------------------------1-----1-------------------------
------
>ENSRNOG00000012003 hs-mir-29c   1071   1078
UAGCACCAUUUGAAAUCGGUUA&UAUGAAGGGUUUACUGCUUUUCACCUGGGGUGGGUUGGUGCUC
.(((((((.((.(..(((((..&......................))).))..).)).))))))). -19.40
>ENSRNOG00000012003 hs-mir-29c   1220   1227
UAGCACCAUUUGAAAUCGGUUA&AAGGCAACAGGAACUGGAACUGAAGUCAGUGUCUCUGGUGCUU
.(((((((.((((..((((((.&.................))))))..))))......))))))). -22.80

miRNA: mir-29c
Human predicted target: ENSG00000080573
Mouse predicted target: ENSMUSG00000004098
Rat predicted target: ENSRNOG00000020525
Hs Gene description: COLLAGEN ALPHA 3(V) CHAIN (FRAGMENTS).
[Source:SWISSPROT;Acc:P25940] NM_015719
mir-29c ENSG00000080573 2850 nt UTR 3 hits 52 385 663
--1------------1----------1-----------------------------------------------
----------------------------------------
>ENSG00000080573 hs-mir-29c     52     59



UAGCACCAUUUGAAAUCGGUUA&AGGGACCAUGAGGGAGCCCCAGAAUGGGGUGCAUUUGGUGCUGA
((((((((..((...((.(((.&......................))).))...))..)))))))). -22.90
>ENSG00000080573 hs-mir-29c    385    392
UAGCACCAUUUGAAAUCGGUUA&CUCCUCACUCCUCCGUCGCUGCCCUUCACACCUUUUGGUGCUAC
((((((((..((((..((((..&.................))))...)))).......)))))))). -19.20
>ENSG00000080573 hs-mir-29c    663    670
UAGCACCAUUUGAAAUCGGUUA&GACCAAGAUGUUGGGGGGGUGAAUCAGGAUCCUAAUGGUGCUGC
((((((((((.((..(.((((.&.....................)))).)..))..)))))))))). -20.30
mir-29c ENSMUSG00000004098 2000 nt UTR 3 hits 57 334 586
--1----------1---------1--------------------------------------------------
------
>ENSMUSG00000004098 hs-mir-29c     57     64
UAGCACCAUUUGAAAUCGGUUA&GGAAGGAAGCUGAAGGGAGCCCCACAUGGGCUCCUUGGUGCUGA
((((((((...((..((((((.&.................))))......))..))..)))))))). -19.30
>ENSMUSG00000004098 hs-mir-29c    334    341
UAGCACCAUUUGAAAUCGGUUA&CCACCCCUGCCUCUCCACCCCUCCACCAGGCCUUUUGGUGCUAU
((((((((.........(((..&........................)))........)))))))). -18.43
>ENSMUSG00000004098 hs-mir-29c    586    593
UAGCACCAUUUGAAAUCGGUUA&GGACCAAGAUGUUGGGCAUAAAUCAGGAUCCUACAUGGUGCUGC
((((((((((..(.(((((((.&.))))..))).)..)...................))))))))). -20.00
mir-29c ENSRNOG00000020525 2786 nt UTR 3 hits 52 333 585
--1----------1---------1--------------------------------------------------
--------------------------------------
>ENSRNOG00000020525 hs-mir-29c     52     59
UAGCACCAUUUGAAAUCGGUUA&GAAGGAAGCUAAAGGGAGCCCCAUGUGGGGCUAUGUGGUGCUGA
(((((((((......((((((.&................))))......))......))))))))). -19.70
>ENSRNOG00000020525 hs-mir-29c    333    340
UAGCACCAUUUGAAAUCGGUUA&CCACCCCUGCCUCUCCACCCCUCCACCAGGCCCUUUGGUGCUAU
((((((((.........(((..&........................)))........)))))))). -18.43
>ENSRNOG00000020525 hs-mir-29c    585    592
UAGCACCAUUUGAAAUCGGUUA&GGACCAAGAUGUUGGGCACAAAUCAGGAUCCUAAAUGGUGCUGC
((((((((((((..(((((((.&.)))).....................)))..)))))))))))). -23.09

miRNA: mir-29c
Human predicted target: ENSG00000085999
Mouse predicted target: ENSMUSG00000028702
Rat predicted target: ENSRNOG00000013148
Rat predicted target: ENSRNOG00000013560
Hs Gene description: RAD54-LIKE PROTEIN; RAD54 HOMOLOG.
[Source:RefSeq;Acc:NM_003579] NM_003579
mir-29c ENSG00000085999 2191 nt UTR 2 hits 588 1377
-----------------------1-------------------------------1------------------
--------------
>ENSG00000085999 hs-mir-29c    588    595
UAGCACCAUUUGAAAUCGGUUA&CGAGCAUGAGACUGUGAGGUACGGGCCCCAUCACAUGGUGCUAA
(((((((((.(((....((((.&.......................))))...))).))))))))). -24.20
>ENSG00000085999 hs-mir-29c   1377   1384



UAGCACCAUUUGAAAUCGGUUA&AAAAUUAUAGUAAAUUCUGAUGGCUGCAUUAGGACUGGUGCUGC
((((((((.((..(((((((((&....................)))))).)))..)).)))))))). -21.60
mir-29c ENSMUSG00000028702 4890 nt UTR 2 hits 624 1412
------------------------1-------------------------------1-----------------
--------------------------------------------------------------------------
------------------------------------------------
>ENSMUSG00000028702 hs-mir-29c    624    631
UAGCACCAUUUGAAAUCGGUUA&UGAGGAUGGGCCUGUGAGGUAUGGGCCCCAUCACAUGGUGCUGA
(((((((((.(((....((((.&.......................))))...))).))))))))). -23.90
>ENSMUSG00000028702 hs-mir-29c   1412   1419
UAGCACCAUUUGAAAUCGGUUA&GAGAAAGUAGAAUAUUCAGAUGACUGAAGCAGGGGUGGUGCUGU
(((((((((((....(((((((&....................))))))).....))))))))))). -24.60
mir-29c ENSRNOG00000013148 4613 nt UTR 4 hits 595 1373 3174 3981
-----------------------1------------------------------1-------------------
----------------------------------------------------1---------------------
-----------1-------------------------
>ENSRNOG00000013148 hs-mir-29c    595    602
UAGCACCAUUUGAAAUCGGUUA&UGAGGAUGGGCCUGUGAGGUAUGGGCCCCAUCACAUGGUGCUGA
(((((((((.(((....((((.&.......................))))...))).))))))))). -23.90
>ENSRNOG00000013148 hs-mir-29c   1373   1380
UAGCACCAUUUGAAAUCGGUUA&GAGAAAGUAGAAUAUUCGGAUAACUGAAGCAGGGGUGGUGCUGU
(((((((((((....(((((((&....................))))))).....))))))))))). -24.50
>ENSRNOG00000013148 hs-mir-29c   3174   3181
UAGCACCAUUUGAAAUCGGUUA&UGAGGAUGGGCCUGUGAGGUAUGGGCCCCAUCACAUGGUGCUGA
(((((((((.(((....((((.&.......................))))...))).))))))))). -23.90
>ENSRNOG00000013148 hs-mir-29c   3981   3988
UAGCACCAUUUGAAAUCGGUUA&GAGAAAGUAGAAUAUUCGGAUAACUGAAGCAGGGGUGGUGCUGU
(((((((((((....(((((((&....................))))))).....))))))))))). -24.50
mir-29c ENSRNOG00000013560 2000 nt UTR 2 hits 615 1422
------------------------1-------------------------------1-----------------
------
>ENSRNOG00000013560 hs-mir-29c    615    622
UAGCACCAUUUGAAAUCGGUUA&UGAGGAUGGGCCUGUGAGGUAUGGGCCCCAUCACAUGGUGCUGA
(((((((((.(((....((((.&.......................))))...))).))))))))). -23.90
>ENSRNOG00000013560 hs-mir-29c   1422   1429
UAGCACCAUUUGAAAUCGGUUA&GAGAAAGUAGAAUAUUCGGAUAACUGAAGCAGGGGUGGUGCUGU
(((((((((((....(((((((&....................))))))).....))))))))))). -24.50

miRNA: mir-29c
Human predicted target: ENSG00000103044
Mouse predicted target: ENSMUSG00000031910
Rat predicted target: ENSRNOG00000020207
Hs Gene description: HYALURONAN SYNTHASE 3 (EC 2.4.1.212) (HYALURONATE
SYNTHASE 3) (HYALURONIC ACID SYNTHASE 3) (HA SYNTHASE 3).
[Source:SWISSPROT;Acc:O00219] NM_138612
mir-29c ENSG00000103044 4402 nt UTR 3 hits 560 697 1707



----------------------1----1----------------------------------------1-----
--------------------------------------------------------------------------
-----------------------------
>ENSG00000103044 hs-mir-29c    560    567
UAGCACCAUUUGAAAUCGGUUA&CUGAUCUUUGGGCAUCAGAAAACAGGGUCCAGGAAUGGUGCUU
.((((((((((...(((.(((.&....................)))..)))....)))))))))). -19.90
>ENSG00000103044 hs-mir-29c    697    704
UAGCACCAUUUGAAAUCGGUUA&AGGAAAGUUUGCCAGGAGGAACAAAGAGAUUGUGGUGGUGCUAA
((((((((((...((((.(((.&...................))).....))))..)))))))))). -23.10
>ENSG00000103044 hs-mir-29c   1707   1714
UAGCACCAUUUGAAAUCGGUUA&GCAAGGUGUGCUCUGAGCCACAGAUGGGCAAACCCUGGUGCUU
.(((((((((((..(((((((.&...............))))...)))...))))...))))))). -21.20
mir-29c ENSMUSG00000031910 6074 nt UTR 2 hits 541 2960
---------------------1----------------------------------------------------
--------------------------------------------1-----------------------------
--------------------------------------------------------------------------
---------------------
>ENSMUSG00000031910 hs-mir-29c    541    548
UAGCACCAUUUGAAAUCGGUUA&GCCUGACCUUUGGUCAAAAAACAGGGUCUAAGAAAUGGUGCUU
.((((((((((((....(((((&...))))).....)).................)))))))))). -19.22
>ENSMUSG00000031910 hs-mir-29c   2960   2967
UAGCACCAUUUGAAAUCGGUUA&UGCCUUUUCCAGGACCACCUCUGCACUCUGGGUAGUGGUGCUGA
((((((((((.....((((...&...........................))))..)))))))))). -20.90
mir-29c ENSRNOG00000020207 3794 nt UTR 3 hits 430 622 3255
-----------------1------1-------------------------------------------------
--------------------------------------------------------1-----------------
----
>ENSRNOG00000020207 hs-mir-29c    430    437
UAGCACCAUUUGAAAUCGGUUA&GCCUGACCUUUGGUCAAAAAACAGGGUCUAAGAAGUGGUGCUU
.((((((((((((....(((((&...))))).....)).................)))))))))). -19.22
>ENSRNOG00000020207 hs-mir-29c    622    629
UAGCACCAUUUGAAAUCGGUUA&CAAAAAUAGUUUGACAGGAGGAUCAAAGAUGGUCGUGGUGCUAA
(((((((((((((..((.((((&...........))))..))...))))........))))))))). -21.10
>ENSRNOG00000020207 hs-mir-29c   3255   3262
UAGCACCAUUUGAAAUCGGUUA&CAGAGCCCUACCUGUUGUCCACUCAGAUGCCAUCCUGGUGCUGU
((((((((..((..((((((..&....................)))..)))..))...)))))))). -19.00

miRNA: mir-29c
Human predicted target: ENSG00000109099
Mouse predicted target: ENSMUSG00000018217
Rat predicted target: ENSRNOG00000003338
Hs Gene description: PERIPHERAL MYELIN PROTEIN 22 (PMP-22).
[Source:SWISSPROT;Acc:Q01453] NM_153322
mir-29c ENSG00000109099 3137 nt UTR 2 hits 677 1253
---------------------------1----------------------1-----------------------
----------------------------------------------------
>ENSG00000109099 hs-mir-29c    677    684



UAGCACCAUUUGAAAUCGGUUA&CUAAAUGAGAAAUCAGUGACAACAAGUCUUUGAAAUGGUGCUAU
(((((((((((.(((...(((.&....................))).....))).))))))))))). -22.40
>ENSG00000109099 hs-mir-29c   1253   1260
UAGCACCAUUUGAAAUCGGUUA&AAAGCAAAGUUGAGCUGGAGAUUUGGGUUACAAGAUGGUGCUAA
(((((((((((..((((.(...&.......................).))))...))))))))))). -22.30
mir-29c ENSMUSG00000018217 3131 nt UTR 3 hits 686 1238 1488
---------------------------1---------------------1---------1--------------
----------------------------------------------------
>ENSMUSG00000018217 hs-mir-29c    686    693
UAGCACCAUUUGAAAUCGGUUA&UUAAAUGAGAAGUCAGAGACAAGCAAUCUGUGAAAUGGUGCUAU
(((((((((((.(.....(((.&.....................)))......).))))))))))). -21.90
>ENSMUSG00000018217 hs-mir-29c   1238   1245
UAGCACCAUUUGAAAUCGGUUA&GUGGAGAUCAUUGUGCAGUUGAUUCGGUUGCCGUCUGGUGCUAC
((((((((..((.((((((...&.......................))))))..))..)))))))). -23.10
>ENSMUSG00000018217 hs-mir-29c   1488   1495
UAGCACCAUUUGAAAUCGGUUA&GAGAAAGAAGCGUGGCCUCUGAAUCACUGGCUGAAUGGUGCUU
.(((((((((((...(((((..&.........................))))).))))))))))). -21.00
mir-29c ENSRNOG00000003338 3130 nt UTR 3 hits 685 1241 1503
---------------------------1---------------------1----------1-------------
----------------------------------------------------
>ENSRNOG00000003338 hs-mir-29c    685    692
UAGCACCAUUUGAAAUCGGUUA&UUAAAUGAGACGUCAGAGACAAGCAAUCUGUGAAAUGGUGCUAU
(((((((((((.(.....(((.&.....................)))......).))))))))))). -21.90
>ENSRNOG00000003338 hs-mir-29c   1241   1248
UAGCACCAUUUGAAAUCGGUUA&GAAGAGACCAUGGUGCAGUUUGUUCGGUUGCCGUGUGGUGCUC
.((((((((.((.((((((...&.......................))))))..)).)))))))). -22.70
>ENSRNOG00000003338 hs-mir-29c   1503   1510
UAGCACCAUUUGAAAUCGGUUA&UCAUGAGAAGCAUGGCCUCUGAAUCAGUGCCUGACUGGUGCUC
.(((((((.((((....(((((&............)))))......))))........))))))). -16.90

miRNA: mir-29c
Human predicted target: ENSG00000112078
Mouse predicted target: ENSMUSG00000005936
Rat predicted target: ENSRNOG00000000517
Hs Gene description: NM_173562
mir-29c ENSG00000112078 5379 nt UTR 2 hits 245 1926
---------1----------------------------------------------------------------
---1----------------------------------------------------------------------
--------------------------------------------------------------------
>ENSG00000112078 hs-mir-29c    245    252
UAGCACCAUUUGAAAUCGGUUA&UUGCAGCAGCCCUGGUAACUUGAAAAAUUUGGGUCUGGUGCUGU
((((((((((..((.(((((((&...............))))).))....))..))..)))))))). -18.30
>ENSG00000112078 hs-mir-29c   1926   1933
UAGCACCAUUUGAAAUCGGUUA&CCACUACCAGUUGACUAGCCCAGAUAAUUGUUAAAUGGUGCUU
.((((((((((((.((((((((&...............)))))..))).....)))))))))))). -23.90
mir-29c ENSMUSG00000005936 4607 nt UTR 3 hits 230 1243 1295



---------1---------------------------------------1-1----------------------
--------------------------------------------------------------------------
-------------------------------------
>ENSMUSG00000005936 hs-mir-29c    230    237
UAGCACCAUUUGAAAUCGGUUA&AGCUUUACCAGCCCUGGCAAACGAGCUUUUGGGUCUGGUGCUC
.(((((((((..((((((((((&..............))))...)))..)))..))..))))))). -17.80
>ENSMUSG00000005936 hs-mir-29c   1243   1250
UAGCACCAUUUGAAAUCGGUUA&CUUGUGUUUGAGGCCAGGUCUGGCUUUGAUUUUGUUGGUGCUAC
((((((((..((((((((((((&....................)))))..))))))).)))))))). -22.50
>ENSMUSG00000005936 hs-mir-29c   1295   1302
UAGCACCAUUUGAAAUCGGUUA&CUACCUGCAGCUGUCCAGCCCAGGCCCAGGGUCAGUGGUGCUU
.(((((((((.((....((((.&......................)))).....))))))))))). -22.00
mir-29c ENSRNOG00000000517 2000 nt UTR 2 hits 226 1459
---------1------------------------------------------------1---------------
------
>ENSRNOG00000000517 hs-mir-29c    226    233
UAGCACCAUUUGAAAUCGGUUA&GCUUUACCAGCCCUGGCAAAGAAACCGUUUGGGUCUGGUGCUC
.(((((((.((.(((.(((((.&......................)))))))).))..))))))). -22.20
>ENSRNOG00000000517 hs-mir-29c   1459   1466
UAGCACCAUUUGAAAUCGGUUA&UUGGCUCGGGUCGAGGCCAGGUCUGGUGACUUUGUUGGUGCUAC
((((((((......(((((...&......................)))))........)))))))). -20.14

miRNA: mir-29c
Human predicted target: ENSG00000113761
Mouse predicted target: ENSMUSG00000021481
Rat predicted target: ENSRNOG00000016867
Hs Gene description: DOUBLE-STRANDED RNA-BINDING ZINC FINGER PROTEIN JAZ.
[Source:RefSeq;Acc:NM_012279] NM_012279
mir-29c ENSG00000113761 2000 nt UTR 2 hits 642 930
-------------------------1-----------1------------------------------------
------
>ENSG00000113761 hs-mir-29c    642    649
UAGCACCAUUUGAAAUCGGUUA&UUGCUACCCCCGCUGCCCCCUCCACAGUUCCUGAAUGGUGCUAA
(((((((((((...........&................................))))))))))). -20.50
>ENSG00000113761 hs-mir-29c    930    937
UAGCACCAUUUGAAAUCGGUUA&CCCCUUGUGCAGCGGACCACUUGCCCAGUUUGCUGUGGUGCUAG
(((((((((..(((...(((..&......................)))...)))...))))))))). -21.40
mir-29c ENSMUSG00000021481 4422 nt UTR 2 hits 528 760
---------------------1--------1-------------------------------------------
--------------------------------------------------------------------------
-----------------------------
>ENSMUSG00000021481 hs-mir-29c    528    535
UAGCACCAUUUGAAAUCGGUUA&CAUCUCCGCUGCCUGCUGUCUCUCCAGUUCCCUCGUGGUGCUAG
(((((((((..(((...((...&.......................))..)))....))))))))). -19.90
>ENSMUSG00000021481 hs-mir-29c    760    767
UAGCACCAUUUGAAAUCGGUUA&GCCCUUGUGUAGUGGGCGAUCCUACCCAGUUGCUGUGGUGCUAU
(((((((((....(((.((...&.........................)).)))...))))))))). -21.10



mir-29c ENSRNOG00000016867 2000 nt UTR 2 hits 496 762
-------------------1----------1-------------------------------------------
------
>ENSRNOG00000016867 hs-mir-29c    496    503
UAGCACCAUUUGAAAUCGGUUA&UGCCAUCUCUGCUGCCUGUCUCUCCAGUUCCCGAGUGGUGCUAG
((((((((((((.(((.((...&.......................)).)))..)))))))))))). -24.20
>ENSRNOG00000016867 hs-mir-29c    762    769
UAGCACCAUUUGAAAUCGGUUA&CUCUUGUGUAGUAGGCUAUCCCACCCUGUUUGCUGUGGUGCUAU
(((((((((...((((.((...&........................)).))))...))))))))). -21.60

miRNA: mir-29c
Human predicted target: ENSG00000114270
Mouse predicted target: ENSMUSG00000025650
Rat predicted target: ENSRNOG00000020579
Hs Gene description: COLLAGEN ALPHA 1(VII) CHAIN PRECURSOR (LONG-CHAIN
COLLAGEN) (LC COLLAGEN). [Source:SWISSPROT;Acc:Q02388]
mir-29c ENSG00000114270 2000 nt UTR 2 hits 452 665
------------------1-------1-----------------------------------------------
------
>ENSG00000114270 hs-mir-29c    452    459
UAGCACCAUUUGAAAUCGGUUA&UCGGGGUCUCAGCAGAACCCCACUGUCCCUCCCCUUGGUGCUAG
((((((((...((...((((..&.....................))))....))....)))))))). -19.40
>ENSG00000114270 hs-mir-29c    665    672
UAGCACCAUUUGAAAUCGGUUA&UCUGACCCGCCCCUUGACCCAAGCCUGUGAUGACAUGGUGCUGA
(((((((((.....((.((((.&.....................)))).))......))))))))). -21.40
mir-29c ENSMUSG00000025650 2363 nt UTR 2 hits 83 315
---1--------1-------------------------------------------------------------
---------------------
>ENSMUSG00000025650 hs-mir-29c     83     90
UAGCACCAUUUGAAAUCGGUUA&GGCAGGGUCUCAGCCGGGUCCUGCUGUGCUCCAUUUGGUGCUAG
((((((((..((...((((((.&...........))))))..............))..)))))))). -23.43
>ENSMUSG00000025650 hs-mir-29c    315    322
UAGCACCAUUUGAAAUCGGUUA&UCCAACCUGCCCCUUGACCCGAGGCUGUGAUACCAUGGUGCUGA
(((((((((.......(((((.&......................))))).......))))))))). -21.74
mir-29c ENSRNOG00000020579 2000 nt UTR 2 hits 497 707
-------------------1--------1---------------------------------------------
------
>ENSRNOG00000020579 hs-mir-29c    497    504
UAGCACCAUUUGAAAUCGGUUA&UGGCAGGUCUCAGCCGGGUCCUGCUAUCCUCCAUUUGGUGCUAG
((((((((..((...((((((.&...........))))))..............))..)))))))). -23.43
>ENSRNOG00000020579 hs-mir-29c    707    714
UAGCACCAUUUGAAAUCGGUUA&UCCAACCUGCCCCUUGACCCAAGGCUGUGAUACCAUGGUGCUGA
(((((((((.......(((((.&......................))))).......))))))))). -21.74

miRNA: mir-29c
Human predicted target: ENSG00000126603



Mouse predicted target: ENSMUSG00000014303
Rat predicted target: ENSRNOG00000004766
Hs Gene description: KRUPPEL-LIKE ZINC FINGER PROTEIN GLIS2.
[Source:RefSeq;Acc:NM_032575] NM_032575
mir-29c ENSG00000126603 2277 nt UTR 2 hits 136 1261
-----1--------------------------------------------1-----------------------
------------------
>ENSG00000126603 hs-mir-29c    136    143
UAGCACCAUUUGAAAUCGGUUA&CGGGCAGCCCCAGCCCAGCCCGCCGGGAGCAAGGAUGGUGCUAG
(((((((((((....(((((..&.....................)))))......))))))))))). -26.60
>ENSG00000126603 hs-mir-29c   1261   1268
UAGCACCAUUUGAAAUCGGUUA&GAGGGACCCUGGCAGGGGCCAGAACCACUUAAGGGUGGUGCUGG
(((((((((((......((((.&......................))))......))))))))))). -23.60
mir-29c ENSMUSG00000014303 3776 nt UTR 2 hits 157 988
------1--------------------------------1----------------------------------
--------------------------------------------------------------------------
----
>ENSMUSG00000014303 hs-mir-29c    157    164
UAGCACCAUUUGAAAUCGGUUA&AGCCCCAGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAG
(((((((((((....((((((.&...........))))))...............))))))))))). -22.91
>ENSMUSG00000014303 hs-mir-29c    988    995
UAGCACCAUUUGAAAUCGGUUA&AGGGUUCUUUCCUGACUCUAGUUGAACCCUUUUCUUGGUGCUGC
((((((((...((((..((((.&........................))))..)))).)))))))). -24.30
mir-29c ENSRNOG00000004766 3676 nt UTR 4 hits 160 918 1723 2576
------1-----------------------------1-------------------------------1-----
-----------------------------1--------------------------------------------
>ENSRNOG00000004766 hs-mir-29c    160    167
UAGCACCAUUUGAAAUCGGUUA&GCCCCAGGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAG
(((((((((((....((((((.&...........))))))...............))))))))))). -22.91
>ENSRNOG00000004766 hs-mir-29c    918    925
UAGCACCAUUUGAAAUCGGUUA&CAUUAGAGCAGGGUUCUUUCCUGACUGCCUUUUCUUGGUGCUGC
((((((((...((((.((((((&.....................))))))...)))).)))))))). -23.30
>ENSRNOG00000004766 hs-mir-29c   1723   1730
UAGCACCAUUUGAAAUCGGUUA&AGCCCCAGACAAGCUGGGUGGCAAGGUGGCAAGGAUGGUGCUAG
(((((((((((....((((((.&...........))))))...............))))))))))). -22.91
>ENSRNOG00000004766 hs-mir-29c   2576   2583
UAGCACCAUUUGAAAUCGGUUA&GGGUUCUUUCCUGACUUUCCAGCUGAGCCUUUUCUUGGUGCUGC
((((((((...((((((((((.&....................))))))....)))).)))))))). -23.30

miRNA: mir-29c
Human predicted target: ENSG00000132510
Mouse predicted target: ENSMUSG00000018476
Mouse predicted target: ENSMUSG00000046383
Rat predicted target: ENSRNOG00000010142
mir-29c ENSG00000132510 3275 nt UTR 3 hits 744 1690 1696
-----------------------------1-------------------------------------2------
---------------------------------------------------------



>ENSG00000132510 hs-mir-29c    744    751
UAGCACCAUUUGAAAUCGGUUA&CCACCCGUCCGCCCGCGGCUCCAGCCGGGUUCUCAUGGUGCUC
.((((((((..(((..(((((.&......................)))))..)))..)))))))). -27.60
>ENSG00000132510 hs-mir-29c   1690   1697
UAGCACCAUUUGAAAUCGGUUA&GAAUCUGCUGGUGGCUGCCUUCAAUCUUCUCCUGCUGGUGCUGG
((((((((.(((((..((((((&...........))))))..)))))...........)))))))). -21.80
>ENSG00000132510 hs-mir-29c   1696   1703
UAGCACCAUUUGAAAUCGGUUA&GCUGGUGGCUGCCUUCAAUCUUCUCCUGCUGGUGCUGGUGCUAG
((((((((.(((((..((((((&.....))))))..))))).................)))))))). -21.67
mir-29c ENSMUSG00000018476 2147 nt UTR 2 hits 782 1743
-------------------------------1-------------------------------------1----
------------
>ENSMUSG00000018476 hs-mir-29c    782    789
UAGCACCAUUUGAAAUCGGUUA&GUCUCCGCCCGCCCGCGGCUCCAGCCGGGCUCUCAUGGUGCUC
.((((((((..((..((((((.&......................))))))..))..)))))))). -26.70
>ENSMUSG00000018476 hs-mir-29c   1743   1750
UAGCACCAUUUGAAAUCGGUUA&GCUGGUGGCUGUUUUCAAUCUCCUCUUGCUGGCACUGGUGCUGG
((((((((.((((((.((((((&.....)))))).)))))).................)))))))). -23.07
mir-29c ENSMUSG00000046383 2002 nt UTR 1 hits 1921
--------------------------------------------------------------------------
--1----
>ENSMUSG00000046383 hs-mir-29c   1921   1928
UAGCACCAUUUGAAAUCGGUUA&UGCGCGCCGUCGCAGCGCGGGCCUACAGGGCGUGGUGGUGCUAG
((((((((((((....((((..&.....))))...))...................)))))))))). -21.40
mir-29c ENSRNOG00000010142 2000 nt UTR 2 hits 776 1729
-------------------------------1-------------------------------------1----
------
>ENSRNOG00000010142 hs-mir-29c    776    783
UAGCACCAUUUGAAAUCGGUUA&GUCUCCGCCCGCCCGCGGCUCCAGCCGGGUUCUCAUGGUGCUC
.((((((((..(((..(((((.&......................)))))..)))..)))))))). -27.60
>ENSRNOG00000010142 hs-mir-29c   1729   1736
UAGCACCAUUUGAAAUCGGUUA&GCUGGUGGCUGUUUUCAAUCUCCUCUUGUUGGCGCUGGUGCUGG
((((((((.((((((.((((((&.....)))))).)))))).................)))))))). -23.07

miRNA: mir-29c
Human predicted target: ENSG00000132780
Mouse predicted target: ENSMUSG00000028693
Rat predicted target: ENSRNOG00000016454
Hs Gene description: NUCLEAR AUTOANTIGENIC SPERM PROTEIN (NASP).
[Source:SWISSPROT;Acc:P49321] NM_152298
mir-29c ENSG00000132780 2000 nt UTR 2 hits 289 348
-----------1-1------------------------------------------------------------
------
>ENSG00000132780 hs-mir-29c    289    296
UAGCACCAUUUGAAAUCGGUUA&GUGAUCAAGUGUGGCUGUAGGCCUUUGUUUUCCAAUGGUGCUAU
((((((((((.((((..((((.&...................)))).....)))).)))))))))). -24.80
>ENSG00000132780 hs-mir-29c    348    355



UAGCACCAUUUGAAAUCGGUUA&ACUUCACUGAACCCAGCUGUCUUGCAAACUUUCAGUGGUGCUGU
((((((((((.(((((((((..&.....)))))...................)))))))))))))). -22.20
mir-29c ENSMUSG00000028693 2106 nt UTR 3 hits 266 325 377
----------1-1--1----------------------------------------------------------
-----------
>ENSMUSG00000028693 hs-mir-29c    266    273
UAGCACCAUUUGAAAUCGGUUA&UGAUCAAGUGUGGCUAGAAGCCCUUCAUCUUCUACUGGUGCUAU
((((((((...(((...((((.&..................)))).......)))...)))))))). -19.60
>ENSMUSG00000028693 hs-mir-29c    325    332
UAGCACCAUUUGAAAUCGGUUA&ACUUGGCUGAAAUCAAUUACUGUGUAAGCUUUCAGUGGUGCUGU
((((((((((.(((((((((((&...)))))))...................)))))))))))))). -23.80
>ENSMUSG00000028693 hs-mir-29c    377    384
UAGCACCAUUUGAAAUCGGUUA&GGGGUCUGCUAAAUAAGAACUGGUAGAAAUCAGUUUGGUGCUGA
((((((((.((((.(((((((.&.................))))))).....))))..)))))))). -23.60
mir-29c ENSRNOG00000016454 2000 nt UTR 4 hits 262 322 374 826
----------1-1-1------------------1----------------------------------------
------
>ENSRNOG00000016454 hs-mir-29c    262    269
UAGCACCAUUUGAAAUCGGUUA&GGAGGUGAUCAAGUUGAUCAAGGCCCUUCAUCUACUGGUGCUAU
((((((((..((((...((((.&.....................)))).)))).....)))))))). -21.00
>ENSRNOG00000016454 hs-mir-29c    322    329
UAGCACCAUUUGAAAUCGGUUA&AUUUGGCUGAAUUCAAAUACCUUGUAAGCUUUCCAUGGUGCUGU
((((((((((((((.(((((((&...))))))).)))))..................))))))))). -25.06
>ENSRNOG00000016454 hs-mir-29c    374    381
UAGCACCAUUUGAAAUCGGUUA&GGGGUCUGCUAAACAAGAACUGGUAGAAAUCAGUUUGGUGCUGA
((((((((.((((.(((((((.&.................))))))).....))))..)))))))). -23.60
>ENSRNOG00000016454 hs-mir-29c    826    833
UAGCACCAUUUGAAAUCGGUUA&GGGUGUCUAAUUGGUCAGAUAUAAAUACCAUCUUAUGGUGCUAA
(((((((((..((....(((..&..........................))).))..))))))))). -21.30

miRNA: mir-29c
Human predicted target: ENSG00000138779
Mouse predicted target: ENSMUSG00000040943
Rat predicted target: ENSRNOG00000012350
mir-29c ENSG00000138779 5282 nt UTR 3 hits 447 596 1151
-----------------1-----1----------------------1---------------------------
--------------------------------------------------------------------------
----------------------------------------------------------------
>ENSG00000138779 hs-mir-29c    447    454
UAGCACCAUUUGAAAUCGGUUA&UAGUAUUACAGUGACAGGAAUCUUAAAAUACCAUCUGGUGCUGA
((((((((..((..........&...............................))..)))))))). -18.60
>ENSG00000138779 hs-mir-29c    596    603
UAGCACCAUUUGAAAUCGGUUA&GGAAAACACUGAAUUUGUUUGGAUGUUCUAAGAAAUGGUGCUAA
((((((((((((((.(((((..&.......))))).)))................))))))))))). -21.79
>ENSG00000138779 hs-mir-29c   1151   1158
UAGCACCAUUUGAAAUCGGUUA&UCAAGGGAAUACGUUAGUCCACAAAACAUGUUUUCUGGUGCUC
.(((((((...((((.(((((.&........................))).)).))))))))))). -17.80



mir-29c ENSMUSG00000040943 2877 nt UTR 4 hits 398 557 1055 1161
---------------1------1-------------------1---1---------------------------
------------------------------------------
>ENSMUSG00000040943 hs-mir-29c    398    405
UAGCACCAUUUGAAAUCGGUUA&ACACAGCGCUGUAGUAGAGCAGUUGCAGGAUCAUCUGGUGCUGA
((((((((..(((..((.((..&........................))..)))))..)))))))). -19.70
>ENSMUSG00000040943 hs-mir-29c    557    564
UAGCACCAUUUGAAAUCGGUUA&CAAAACACUGAAUCUGUUUGGGUGUUAACAUUAAAUGGUGCUAC
(((((((((((((.....((((&.........................)))).))))))))))))). -22.20
>ENSMUSG00000040943 hs-mir-29c   1055   1062
UAGCACCAUUUGAAAUCGGUUA&GAUAUGCUAGUCCACAGAAAACAAAUAACAGUUUUUGGUGCUC
.(((((((...(((....((((&.........................))))..))).))))))). -17.20
>ENSMUSG00000040943 hs-mir-29c   1161   1168
UAGCACCAUUUGAAAUCGGUUA&AAGAACGUCUGUUAAUUGCAGGUGAUAAUUAGCCUUGGUGCUGC
((((((((.........(((((&.............................))))).)))))))). -18.10
mir-29c ENSRNOG00000012350 2000 nt UTR 2 hits 556 1107
----------------------1---------------------1-----------------------------
------
>ENSRNOG00000012350 hs-mir-29c    556    563
UAGCACCAUUUGAAAUCGGUUA&CAAAACACUGAAUUUGUUUGGGUGUUAACAUUAAAUGGUGCUAC
(((((((((((((.....((((&.........................)))).))))))))))))). -22.20
>ENSRNOG00000012350 hs-mir-29c   1107   1114
UAGCACCAUUUGAAAUCGGUUA&GUGAAUGGAUAGGCUAGUCUACAAAACACGUUUCCUGGUGCUU
.(((((((...((((.(((((.&........................))).)))))).))))))). -19.70

miRNA: mir-29c
Human predicted target: ENSG00000156599
Mouse predicted target: ENSMUSG00000034075
Rat predicted target: ENSRNOG00000006832
Hs Gene description: ZINC FINGER DHHC DOMAIN CONTAINING PROTEIN 5 (ZINC
FINGER PROTEIN 375). [Source:SWISSPROT;Acc:Q9C0B5]
mir-29c ENSG00000156599 3149 nt UTR 2 hits 588 1015
-----------------------1----------------1---------------------------------
----------------------------------------------------
>ENSG00000156599 hs-mir-29c    588    595
UAGCACCAUUUGAAAUCGGUUA&UCCCAGUUACUAACUACGGAAAUAGCAUCCUCUGCUGGUGCUAA
((((((((...((.....((((&......................))))....))...)))))))). -18.90
>ENSG00000156599 hs-mir-29c   1015   1022
UAGCACCAUUUGAAAUCGGUUA&GUCCCUUGGGGGUUACCCCUCAGCCCACCUCACUAUGGUGCUGG
(((((((((.(((....((((.&.....................))))....)))..))))))))). -23.20
mir-29c ENSMUSG00000034075 2000 nt UTR 2 hits 1202 1598
------------------------------------------------1--------------1----------
------
>ENSMUSG00000034075 hs-mir-29c   1202   1209
UAGCACCAUUUGAAAUCGGUUA&UCCCAGUUACCAACUAAGGAAGUAGCACUCUCUGCUGGUGCUAA
((((((((...((.....((((&......................))))....))...)))))))). -18.80
>ENSMUSG00000034075 hs-mir-29c   1598   1605



UAGCACCAUUUGAAAUCGGUUA&GUCCCUUGGGGUUUACCCCUUAGCCCAUCUCAAUAUGGUGCUGG
(((((((((((((.((.(((((&....................))))).)).)))).))))))))). -25.80
mir-29c ENSRNOG00000006832 2000 nt UTR 2 hits 586 978
-----------------------1---------------1----------------------------------
------
>ENSRNOG00000006832 hs-mir-29c    586    593
UAGCACCAUUUGAAAUCGGUUA&UUGUCCCAGUUACCGACUGAAGAAGUAGCACCUGCUGGUGCUC
.((((((((((..(.(((((..&...........))))).)..)))............))))))). -18.50
>ENSRNOG00000006832 hs-mir-29c    978    985
UAGCACCAUUUGAAAUCGGUUA&GUCCCUUGGGGUUUACCCCUUAGCCCACCUCAAUAUGGUGCUGG
(((((((((((((....(((((&....................)))))....)))).))))))))). -24.50

miRNA: mir-29c
Human predicted target: ENSG00000168542
Mouse predicted target: ENSMUSG00000026043
Mouse predicted target: ENSMUSG00000043941
Rat predicted target: ENSRNOG00000003357
Hs Gene description: COLLAGEN ALPHA 1(III) CHAIN PRECURSOR.
[Source:SWISSPROT;Acc:P02461]
mir-29c ENSG00000168542 2972 nt UTR 2 hits 242 682
---------1-----------------1----------------------------------------------
---------------------------------------------
>ENSG00000168542 hs-mir-29c    242    249
UAGCACCAUUUGAAAUCGGUUA&AUUUUUUUACCAAUUCCAAUUUCAAAAUGUCUCAAUGGUGCUAU
((((((((((((((((.((...&...............)).)))))).........)))))))))). -23.10
>ENSG00000168542 hs-mir-29c    682    689
UAGCACCAUUUGAAAUCGGUUA&ACUAAUAUUUGGGAAGGCUUUAAAGACGCAUGUUAUGGUGCUAA
(((((((((.((...((..(((&....................))).))..))....))))))))). -17.90
mir-29c ENSMUSG00000026043 2000 nt UTR 1 hits 235
---------1----------------------------------------------------------------
------
>ENSMUSG00000026043 hs-mir-29c    235    242
UAGCACCAUUUGAAAUCGGUUA&AUUUUUUUACCAAUUCCAACUUCAAAAUGUCUCAAUGGUGCUAU
((((((((((((.(((.(((..&........))).))).))...............)))))))))). -19.46
mir-29c ENSMUSG00000043941 2095 nt UTR 2 hits 1311 1790
----------------------------------------------------1------------------1--
----------
>ENSMUSG00000043941 hs-mir-29c   1311   1318
UAGCACCAUUUGAAAUCGGUUA&ACAAACUUCUCUUUGUAGGGUGCUCGAGGCAAUGAUGGUGCUC
.(((((((((((...(((((..&.....................)).)))..))..))))))))). -21.50
>ENSMUSG00000043941 hs-mir-29c   1790   1797
UAGCACCAUUUGAAAUCGGUUA&GGCCCUCCUGGAACUGCAGGAUUCCCUGGAUCCCCUGGUGCUAA
((((((((...((..((((...&.........................)))).))...)))))))). -18.50
mir-29c ENSRNOG00000003357 2000 nt UTR 2 hits 1146 1861
---------------------------------------------1----------------------------
1-----
>ENSRNOG00000003357 hs-mir-29c   1146   1153



UAGCACCAUUUGAAAUCGGUUA&ACAAACUUCUCUUUGUAGGGUGCUCGAGGCAAUGAUGGUGCUC
.(((((((((((...(((((..&.....................)).)))..))..))))))))). -21.50
>ENSRNOG00000003357 hs-mir-29c   1861   1868
UAGCACCAUUUGAAAUCGGUUA&GGUCCUCCUGGAACUGCAGGAUUCCCUGGAUCUCCUGGUGCUAA
((((((((...((..((((...&.........................)))).))...)))))))). -19.20

miRNA: mir-29c
Human predicted target: ENSG00000168795
Mouse predicted target: ENSMUSG00000049657
Rat predicted target: ENSRNOG00000012726
Hs Gene description: NM_014872
mir-29c ENSG00000168795 4404 nt UTR 2 hits 569 2351
----------------------1---------------------------------------------------
--------------------1-----------------------------------------------------
-----------------------------
>ENSG00000168795 hs-mir-29c    569    576
UAGCACCAUUUGAAAUCGGUUA&UUUUUACCUGAUUUGCAGUCAUAAACACUGCACUUUGGUGCUGA
((((((((.(((((((((((..&.....))).))))).))).................)))))))). -20.87
>ENSG00000168795 hs-mir-29c   2351   2358
UAGCACCAUUUGAAAUCGGUUA&UCUAUCAAGGAGUUCUAUCAAGGCAUCCAUGUCAGUGGUGCUAU
((((((((((.((.((.((...&..........................)))).)))))))))))). -21.00
mir-29c ENSMUSG00000049657 2218 nt UTR 3 hits 363 516 1703
--------------1-----1-----------------------------------------------1-----
---------------
>ENSMUSG00000049657 hs-mir-29c    363    370
UAGCACCAUUUGAAAUCGGUUA&GCAAUGCAGAACAUACUGUGUGUAACCAGGUGACUUGGUGCUAU
((((((((...(..((((((((&......................))))).)))..).)))))))). -22.40
>ENSMUSG00000049657 hs-mir-29c    516    523
UAGCACCAUUUGAAAUCGGUUA&GUAUCUGAGUUGCAGUCACAGGCACUGCCCUCUGAUGGUGCUC
.(((((((((.((...((((..&.......................))))...)).))))))))). -21.60
>ENSMUSG00000049657 hs-mir-29c   1703   1710
UAGCACCAUUUGAAAUCGGUUA&AUAGACUAGCAGUUGUCCUUUCUGUCUUAGGGACGUGGUGCUU
.((((((((.............&..................................)))))))). -16.30
mir-29c ENSRNOG00000012726 2171 nt UTR 3 hits 322 463 1674
------------1-----1-----------------------------------------------1-------
-------------
>ENSRNOG00000012726 hs-mir-29c    322    329
UAGCACCAUUUGAAAUCGGUUA&ACAGCCGUGCAAAGCCUAUGUGUAACCAGGUGACUUGGUGCUAU
((((((((...(..((((((((&......................))))).)))..).)))))))). -22.40
>ENSRNOG00000012726 hs-mir-29c    463    470
UAGCACCAUUUGAAAUCGGUUA&UAUCCGAGUUGGCAGUCGCAGGCACUGCCCUCCGAUGGUGCUC
.(((((((((.((...((((..&.......................))))...)).))))))))). -21.60
>ENSRNOG00000012726 hs-mir-29c   1674   1681
UAGCACCAUUUGAAAUCGGUUA&AUAAAGUAGCAGUUGUCCCUCCUGUCUUAAAGAUGUGGUGCUU
.((((((((((((.((.((...&....................)).)).))))....)))))))). -17.60



miRNA: mir-29c
Human predicted target: ENSG00000171044
Mouse predicted target: ENSMUSG00000035067
Rat predicted target: ENSRNOG00000011634
Hs Gene description: NM_173683
mir-29c ENSG00000171044 3870 nt UTR 3 hits 399 1278 2207
---------------1-----------------------------------1----------------------
--------------1-----------------------------------------------------------
-------
>ENSG00000171044 hs-mir-29c    399    406
UAGCACCAUUUGAAAUCGGUUA&UUUACCUUACACCAAGUGUAGAUCAUUUAUGGGAUUGGUGCUGA
((((((((.((.((((.((((.&....................))))))))....)).)))))))). -18.90
>ENSG00000171044 hs-mir-29c   1278   1285
UAGCACCAUUUGAAAUCGGUUA&AAAAUUGUAAUAACUGACCCAUUUCAAAGACUGUUUGGUGCUU
.(((((((((((((((.(((((&..............))))).)))))))).......))))))). -24.91
>ENSG00000171044 hs-mir-29c   2207   2214
UAGCACCAUUUGAAAUCGGUUA&ACUUCCUAGACUUCAUGCGUCCUUACUAAGCAUCGUGGUGCUGU
(((((((((.((...(..((..&........................))..).))..))))))))). -18.50
mir-29c ENSMUSG00000035067 2224 nt UTR 2 hits 412 1293
----------------1----------------------------------1----------------------
---------------
>ENSMUSG00000035067 hs-mir-29c    412    419
UAGCACCAUUUGAAAUCGGUUA&UAUACUUUACACCAAGUGUAGAUCAUUUAUGGGAUUGGUGCUGA
((((((((.((.((((.((((.&....................))))))))....)).)))))))). -18.90
>ENSMUSG00000035067 hs-mir-29c   1293   1300
UAGCACCAUUUGAAAUCGGUUA&AAGUCAAACCAUCUUAACCGACCCAUUUCACAGACUGGUGCUU
.(((((((..((((((((((((&..............)))))))....))))).....))))))). -23.80
mir-29c ENSRNOG00000011634 2241 nt UTR 2 hits 423 1290
----------------1----------------------------------1----------------------
----------------
>ENSRNOG00000011634 hs-mir-29c    423    430
UAGCACCAUUUGAAAUCGGUUA&UCUACUUUACACCAAGUGUAGAUCAUUUAUGGGAUUGGUGCUGA
((((((((.((.((((.((((.&....................))))))))....)).)))))))). -18.90
>ENSRNOG00000011634 hs-mir-29c   1290   1297
UAGCACCAUUUGAAAUCGGUUA&AAGUCAAACCAUAUUAACCGACCCAUUUCACAGACUGGUGCUU
.(((((((..((((((((((((&..............)))))))....))))).....))))))). -23.80

miRNA: mir-29c
Human predicted target: ENSG00000182067
Mouse predicted target: ENSMUSG00000029071
Rat predicted target: ENSRNOG00000019423
Hs Gene description: SEGMENT POLARITY PROTEIN DISHEVELLED HOMOLOG DVL-1
(DISHEVELLED-1) (DSH HOMOLOG 1). [Source:SWISSPROT;Acc:O14640]
mir-29c ENSG00000182067 2868 nt UTR 2 hits 1041 1080
-----------------------------------------1-1------------------------------
-----------------------------------------
>ENSG00000182067 hs-mir-29c   1041   1048



UAGCACCAUUUGAAAUCGGUUA&CUGGCGUCAGAUCCUGGUGGGCAGUUUUCUGUCCAUGGUGCUGG
((((((((((((..(((((...&.............)))))...)))..........))))))))). -20.90
>ENSG00000182067 hs-mir-29c   1080   1087
UAGCACCAUUUGAAAUCGGUUA&GCUGGCUCCGGGGUCCUGGUGGUCGGUGCUGGCCGUGGUGCUGG
(((((((((.....((((..((&...................))..)))).......))))))))). -22.00
mir-29c ENSMUSG00000029071 2860 nt UTR 2 hits 1079 1170
-------------------------------------------1--1---------------------------
-----------------------------------------
>ENSMUSG00000029071 hs-mir-29c   1079   1086
UAGCACCAUUUGAAAUCGGUUA&UUGUCCCUUGCCGCUUAGGCAUGUGGCUCUGUCCCUGGUGCUGG
((((((((...((....(((((&.......................)))))...))..)))))))). -18.70
>ENSMUSG00000029071 hs-mir-29c   1170   1177
UAGCACCAUUUGAAAUCGGUUA&UGAUUCCAGGGGUCCCGCGUGGCUGGCGCUGGCCGUGGUGCUGA
(((((((((......(((((((&...................)))))))........))))))))). -21.34
mir-29c ENSRNOG00000019423 2869 nt UTR 3 hits 1091 1171 1183
-------------------------------------------1--11--------------------------
-----------------------------------------
>ENSRNOG00000019423 hs-mir-29c   1091   1098
UAGCACCAUUUGAAAUCGGUUA&UUGUCCCUUGCCGCUUAGUCAUGUGGCUCUGUCCCUGGUGCUGG
((((((((..(((...((((..&.........)))).....)))..............)))))))). -19.39
>ENSRNOG00000019423 hs-mir-29c   1171   1178
UAGCACCAUUUGAAAUCGGUUA&GGUACUAGAAGCUGAUUCCAGGGGUCCUGGGUGGCUGGUGCUGG
((((((((((((.((((((((.&.........)))))))).)))).............)))))))). -23.91
>ENSRNOG00000019423 hs-mir-29c   1183   1190
UAGCACCAUUUGAAAUCGGUUA&UGAUUCCAGGGGUCCUGGGUGGCUGGUGCUGGCCGUGGUGCUGA
(((((((((.....((((((((&...................)))))))).......))))))))). -24.00

miRNA: mir-29c
Human predicted target: ENSG00000185185
Mouse predicted target: ENSMUSG00000051510
Rat predicted target: ENSRNOG00000007245
Hs Gene description: TRANSCRIPTION FACTOR MAFG (V-MAF MUSCULOAPONEUROTIC
FIBROSARCOMA ONCOGENE HOMOLOG G) (HMAF). [Source:SWISSPROT;Acc:O15525]

NM_002359
mir-29c ENSG00000185185 3037 nt UTR 4 hits 285 544 1199 1706
-----------1---------1-------------------------1--------------------1-----
------------------------------------------------
>ENSG00000185185 hs-mir-29c    285    292
UAGCACCAUUUGAAAUCGGUUA&UUGUACCAGGGCCAUGCAGGCUUGGAGUCCAGAGUUGGUGCUGU
((((((((((((...((((((.&..................))))..))...))))..)))))))). -19.60
>ENSG00000185185 hs-mir-29c    544    551
UAGCACCAUUUGAAAUCGGUUA&AGGCCCUGAUGGGUGGACCACCAGCCUGGGCGCAGUGGUGCUGG
((((((((((.(...((((((.&......................)))).))...))))))))))). -23.30
>ENSG00000185185 hs-mir-29c   1199   1206
UAGCACCAUUUGAAAUCGGUUA&CGUGCCUGGUGAGGUUUUGUGCAGCGGUAAAGUGCUGGUGCUU
.(((((((......((((.(..&......................).)))).......))))))). -16.52
>ENSG00000185185 hs-mir-29c   1706   1713



UAGCACCAUUUGAAAUCGGUUA&CCCGCUUGAUCCCUGAGGUGUUUCCAUGCUGCGGGUGGUGCUU
.(((((((((((....((((..&...........................))))))))))))))). -21.00
mir-29c ENSMUSG00000051510 2329 nt UTR 2 hits 511 1104
--------------------1-----------------------1-----------------------------
--------------------
>ENSMUSG00000051510 hs-mir-29c    511    518
UAGCACCAUUUGAAAUCGGUUA&AUAGGCCACCAGCCUGGGCACUGGGGCAGGAACCAUGGUGCUGG
((((((((((((...(((((..&...................)))))..))).....))))))))). -21.60
>ENSMUSG00000051510 hs-mir-29c   1104   1111
UAGCACCAUUUGAAAUCGGUUA&CGUGCCUGGUGAGGUUUUGUGCAGCCGUAAAGUGCUGGUGCUU
.(((((((........(((((.&......................)))))........))))))). -21.29
mir-29c ENSRNOG00000007245 2709 nt UTR 2 hits 500 994
-------------------1-------------------1----------------------------------
-----------------------------------
>ENSRNOG00000007245 hs-mir-29c    500    507
UAGCACCAUUUGAAAUCGGUUA&AUAGGCCACCAGCCUGGGCAUUGGGGCAGGAACCAUGGUGCUGG
((((((((((((...(((((..&...................)))))..))).....))))))))). -19.20
>ENSRNOG00000007245 hs-mir-29c    994   1001
UAGCACCAUUUGAAAUCGGUUA&CGUGCCUGGUGAGGUUUUGUGCAGCCGUAAAGUGCUGGUGCUU
.(((((((........(((((.&......................)))))........))))))). -21.29

miRNA: mir-30a
Human predicted target: ENSG00000058600
Mouse predicted target: ENSMUSG00000030880
Rat predicted target: ENSRNOG00000016960
Hs Gene description: DNA-DIRECTED RNA POLYMERASES III 80 KDA POLYPEPTIDE
(EC 2.7.7.6) (RNA POLYMERASE III SUBUNIT 5) (RPC5).
[Source:SWISSPROT;Acc:Q9NVU0] NM_018119
mir-30a ENSG00000058600 2325 nt UTR 2 hits 378 567
---------------1------1---------------------------------------------------
-------------------
>ENSG00000058600 hs-mir-30a    378    385
UGUAAACAUCCUCGACUGGAAGC&CUUUUGUAAACUUAAUGCCAACAAGGUCUAAGUUAUGUUUACAA
(((((((((.((.((((....((&................))......))))..))..))))))))). -
15.90
>ENSG00000058600 hs-mir-30a    567    574
UGUAAACAUCCUCGACUGGAAGC&UUUGACAACAACCUACUUUAUGUAGCAGUCUCAACUGUUUACAU
((((((((.....(((((.....&.........................))))).....)))))))). -
18.90
mir-30a ENSMUSG00000030880 2714 nt UTR 2 hits 363 550
--------------1------1----------------------------------------------------
-----------------------------------
>ENSMUSG00000030880 hs-mir-30a    363    370
UGUAAACAUCCUCGACUGGAAGC&CCUCUUUUAAAUGAAUGCCAACAUAGUUAAAGAUAUGUUUACAA
(((((((((.((.(((((...((&................)).....)))))..))..))))))))). -
15.50
>ENSMUSG00000030880 hs-mir-30a    550    557



UGUAAACAUCCUCGACUGGAAGC&CUUUAUAGCAGCCUGCUUUCUGUAGCGGUCUCAACUGUUUACAC
((((((((.((.(.((.((((((&..............)))))).)).).)).......)))))))). -
19.60
mir-30a ENSRNOG00000016960 2720 nt UTR 2 hits 367 555
--------------1-------1---------------------------------------------------
-----------------------------------
>ENSRNOG00000016960 hs-mir-30a    367    374
UGUAAACAUCCUCGACUGGAAGC&CCUCUUUUAAAUGAAUGCCAACAUAGUUAAAGUUAUGUUUACAA
(((((((((.((.(((((...((&................)).....)))))..))..))))))))). -
15.50
>ENSRNOG00000016960 hs-mir-30a    555    562
UGUAAACAUCCUCGACUGGAAGC&UUAUACAGCAGCCUGCUUUCUGUAGCGGUCUCAACUGUUUACAC
((((((((.((.(.((.((((((&..............)))))).)).).)).......)))))))). -
19.60

miRNA: mir-30a
Human predicted target: ENSG00000074047
Mouse predicted target: ENSMUSG00000048402
Rat predicted target: ENSRNOG00000002430
Hs Gene description: ZINC FINGER PROTEIN GLI2 (TAX HELPER PROTEIN).
[Source:SWISSPROT;Acc:P10070] NM_005270
mir-30a ENSG00000074047 2564 nt UTR 2 hits 771 953
------------------------------1-------1-----------------------------------
-----------------------------
>ENSG00000074047 hs-mir-30a    771    778
UGUAAACAUCCUCGACUGGAAGC&GCAAGCCCAGAAGCUGCCCUGGCCUCUCCAGACCGUGUUUACAG
(((((((((......(((((.((&.....................))...)))))...))))))))). -
18.70
>ENSG00000074047 hs-mir-30a    953    960
UGUAAACAUCCUCGACUGGAAGC&CCCUAGGGAUCUCUCAGUAGGAAGAGGAAGUUGCGUGUUUACC
.((((((((((((.((((..((.&..........))..)))).....)))).......)))))))). -22.11
mir-30a ENSMUSG00000048402 3651 nt UTR 3 hits 695 833 1357
---------------------------1-----1--------------------1-------------------
-------------------------------------------------------------------------
>ENSMUSG00000048402 hs-mir-30a    695    702
UGUAAACAUCCUCGACUGGAAGC&UUACUAUUGGGGGGGGUACAGGGUCUCUCCUGGCCUGUUUACAG
((((((((.((((..(..(.((.&...)).)..)..))))...................)))))))). -
18.35
>ENSMUSG00000048402 hs-mir-30a    833    840
UGUAAACAUCCUCGACUGGAAGC&GUGGAAGAGGCCUUCCCCAGGAAAAGGAAGUCAUAUGUUUACC
.((((((((....(((((((((.&...........)))))............))))..)))))))). -18.30
>ENSMUSG00000048402 hs-mir-30a   1357   1364
UGUAAACAUCCUCGACUGGAAGC&CUGGACCCUCUGUGUCCCAGGGCAGCAAACUUCUCUGUUUACAA
((((((((((((.(((((((...&........)))).)))..)))).............)))))))). -
16.91
mir-30a ENSRNOG00000002430 2000 nt UTR 3 hits 657 794 1301



--------------------------1----1--------------------1---------------------
------
>ENSRNOG00000002430 hs-mir-30a    657    664
UGUAAACAUCCUCGACUGGAAGC&AUAUUUUACUAUGGGGGUGGGGGGCUCUCCUGGCCUGUUUACAG
(((((((((((((.(((......&...............))).)))))...........)))))))). -
20.30
>ENSRNOG00000002430 hs-mir-30a    794    801
UGUAAACAUCCUCGACUGGAAGC&GUGAAAGAGGCCUUCCCCAGGCAAAGGAGGCCGUGUGUUUACC
.((((((((((((..((((....&................))))......))))....)))))))). -21.20
>ENSRNOG00000002430 hs-mir-30a   1301   1308
UGUAAACAUCCUCGACUGGAAGC&CUGGACCCCCUGUGUCCCGGGGCAGCAAACUUCUCUGUUUACAA
((((((((.(((((...(((.((&...........)).)))))))).............)))))))). -
18.04

miRNA: mir-30a
Human predicted target: ENSG00000090905
Mouse predicted target: ENSMUSG00000030776
Rat predicted target: ENSRNOG00000012884
Hs Gene description: TRINUCLEOTIDE REPEAT CONTAINING 6; EDIE; GW182
AUTOANTIGEN. [Source:RefSeq;Acc:NM_020847]
mir-30a ENSG00000090905 2979 nt UTR 4 hits 455 746 786 1552
------------------1----------1-1------------------------------1-----------
----------------------------------------------
>ENSG00000090905 hs-mir-30a    455    462
UGUAAACAUCCUCGACUGGAAGC&AUCGGCAGUAUGGGGGGCAGCUGUCCCAGUGUCAAUGUUUACU
.((((((((...(.(((((.(((&...................)))...))))))...)))))))). -21.30
>ENSG00000090905 hs-mir-30a    746    753
UGUAAACAUCCUCGACUGGAAGC&CAUUUUGUUUUGGAGGUUCUCACUUUGAACCUUCUUGUUUACAG
((((((((.((((.(..(.(((.&...))).)..).))))...................)))))))). -
15.75
>ENSG00000090905 hs-mir-30a    786    793
UGUAAACAUCCUCGACUGGAAGC&ACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAAUGUUUACU
.((((((((.(((((..(.((((&............)))).)...)))))........)))))))). -14.40
>ENSG00000090905 hs-mir-30a   1552   1559
UGUAAACAUCCUCGACUGGAAGC&GUCCUAAGAUGCAAAAGAAGUCAGUGGCUUUUAACUGUUUACAA
((((((((.((.(((((....((&..........))......)))).).))........)))))))). -
15.10
mir-30a ENSMUSG00000030776 2445 nt UTR 4 hits 78 366 405 1165
---1----------1-1-----------------------------1---------------------------
------------------------
>ENSMUSG00000030776 hs-mir-30a     78     85
UGUAAACAUCCUCGACUGGAAGC&AAUCGGCAAUAUGGGGGCAGCUGUUCCAGUGUAGAUGUUUACU
.(((((((((..(.(((((((((&...................)))..)))))))..))))))))). -26.80
>ENSMUSG00000030776 hs-mir-30a    366    373
UGUAAACAUCCUCGACUGGAAGC&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG
((((((((((.(((...((((.(&..............).))))..))).)).......)))))))). -
17.11



>ENSMUSG00000030776 hs-mir-30a    405    412
UGUAAACAUCCUCGACUGGAAGC&UACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((.(((((..(.((((&.............)))).)...))))).......)))))))). -14.50
>ENSMUSG00000030776 hs-mir-30a   1165   1172
UGUAAACAUCCUCGACUGGAAGC&GUCCUAAGAUGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((.((.(((((....((&..........))......)))).).))........)))))))). -
15.10
mir-30a ENSRNOG00000012884 4340 nt UTR 4 hits 449 736 774 1526
-----------------1-----------11------------------------------1------------
--------------------------------------------------------------------------
--------------------------
>ENSRNOG00000012884 hs-mir-30a    449    456
UGUAAACAUCCUCGACUGGAAGC&UCUCUCCGUCUGGGGGACAGCUGCUCCAGUGUAAAUGUUUACU
.((((((((...(.(((((.(((&......................)))))))))...)))))))). -22.00
>ENSRNOG00000012884 hs-mir-30a    736    743
UGUAAACAUCCUCGACUGGAAGC&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG
((((((((((.(((...((((.(&..............).))))..))).)).......)))))))). -
17.11
>ENSRNOG00000012884 hs-mir-30a    774    781
UGUAAACAUCCUCGACUGGAAGC&UUACAGAUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((.(((((..(.((((&.............)))).)...))))).......)))))))). -14.50
>ENSRNOG00000012884 hs-mir-30a   1526   1533
UGUAAACAUCCUCGACUGGAAGC&GUCCUAAGACGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((.((.(((((....((&..........))......)))).).))........)))))))). -
15.40

miRNA: mir-30a
Human predicted target: ENSG00000109689
Mouse predicted target: ENSMUSG00000039156
Rat predicted target: ENSRNOG00000002956
Hs Gene description: STROMAL INTERACTION MOLECULE 2 PRECURSOR.
[Source:SWISSPROT;Acc:Q9P246] NM_020860
mir-30a ENSG00000109689 4385 nt UTR 2 hits 371 881
--------------1--------------------1--------------------------------------
--------------------------------------------------------------------------
----------------------------
>ENSG00000109689 hs-mir-30a    371    378
UGUAAACAUCCUCGACUGGAAGC&GACUCGUAAGCCAGCAUGGGCUUGCAAAAAUUUCUUGUUUACC
.((((((((((..(.((((..((&.....))...)))))..)))...............))))))). -16.06
>ENSG00000109689 hs-mir-30a    881    888
UGUAAACAUCCUCGACUGGAAGC&AAGCCGAGGUGGGGGGAUAUGGGGAUUCAGGCAAUUGUUUACAC
(((((((((((((.(((....((&..))...))).)))))...................)))))))). -
20.10
mir-30a ENSMUSG00000039156 2000 nt UTR 2 hits 365 868
--------------1-------------------1---------------------------------------
------
>ENSMUSG00000039156 hs-mir-30a    365    372



UGUAAACAUCCUCGACUGGAAGC&GGACUGUAAGCCAGCAUGGGCUUGCAAAAUUUUCUUGUUUACC
.((((((((((..(.((((..((&.....))...)))))..)))...............))))))). -15.76
>ENSMUSG00000039156 hs-mir-30a    868    875
UGUAAACAUCCUCGACUGGAAGC&UAAACUGCGGUCUGGGGCGUGGGGACCCAGGCACUUGUUUACAG
((((((((((((((.(..((.((&......))..))..)....))))))..........)))))))). -
23.80
mir-30a ENSRNOG00000002956 2000 nt UTR 2 hits 362 866
--------------1-------------------1---------------------------------------
------
>ENSRNOG00000002956 hs-mir-30a    362    369
UGUAAACAUCCUCGACUGGAAGC&GGACUGUAAGCCAGCAUGGGCUUGCACAAUUUUCUUGUUUACC
.((((((((((..(.((((..((&.....))...)))))..)))...............))))))). -15.76
>ENSRNOG00000002956 hs-mir-30a    866    873
UGUAAACAUCCUCGACUGGAAGC&UAAACUGAGGUUGGGGGUGUGGGGAUUCAGGCACUUGUUUACAG
(((((((((((((((((...((.&....))..)))))))))..................)))))))). -
22.36

miRNA: mir-30a
Human predicted target: ENSG00000113615
Mouse predicted target: ENSMUSG00000036391
Rat predicted target: ENSRNOG00000004563
Hs Gene description: PROTEIN TRANSPORT PROTEIN SEC24A (SEC24-RELATED
PROTEIN A) (FRAGMENT). [Source:SWISSPROT;Acc:O95486]
mir-30a ENSG00000113615 4729 nt UTR 2 hits 1157 1337
----------------------------------------------1------1--------------------
--------------------------------------------------------------------------
------------------------------------------
>ENSG00000113615 hs-mir-30a   1157   1164
UGUAAACAUCCUCGACUGGAAGC&GAGAAAUAUUAUAGUCAAAACUAUUGAGUGAAUUUUGUUUACAA
(((((((((((((((.(((....&....................)))))))).))....)))))))). -
18.50
>ENSG00000113615 hs-mir-30a   1337   1344
UGUAAACAUCCUCGACUGGAAGC&UUGGGUUUUUUGUUUUGUUUUAAUGGGUUAGAAAAUGUUUACAA
(((((((((..((((((.(((((&................)))))....)))).))..))))))))). -
18.20
mir-30a ENSMUSG00000036391 2000 nt UTR 2 hits 1101 1276
--------------------------------------------1------1----------------------
------
>ENSMUSG00000036391 hs-mir-30a   1101   1108
UGUAAACAUCCUCGACUGGAAGC&AGAGAACUAUUACAGUCAAACUAUCAGAUGGCUUUUGUUUACAA
((((((((.(((((((((.....&............))))).........)).))....)))))))). -
18.50
>ENSMUSG00000036391 hs-mir-30a   1276   1283
UGUAAACAUCCUCGACUGGAAGC&UUUUUUUUGGUUUUUGUUUUCAUAGAUUAGAAAUGUGUUUACAA
(((((((((..((...(((((((&...............))))))).......))...))))))))). -
16.90
mir-30a ENSRNOG00000004563 4249 nt UTR 4 hits 940 1105 3356 3521



-------------------------------------1------1-----------------------------
------------------------------------------------------------1-----1-------
----------------------
>ENSRNOG00000004563 hs-mir-30a    940    947
UGUAAACAUCCUCGACUGGAAGC&UCAGUUAGAUUACAGUCAAACUAUCAGAUGGCUUUUGUUUACAA
((((((((.(((((((((.....&............))))).........)).))....)))))))). -
18.50
>ENSRNOG00000004563 hs-mir-30a   1105   1112
UGUAAACAUCCUCGACUGGAAGC&UUUUUUCUGUUUUUUGUUUUCAUAGAUUAGAAACGUGUUUACAG
(((((((((..((...(((((((&...............))))))).......))...))))))))). -
16.90
>ENSRNOG00000004563 hs-mir-30a   3356   3363
UGUAAACAUCCUCGACUGGAAGC&UCAGUUAGAUUACAGUCAAACUAUCAGAUGGCUUUUGUUUACAA
((((((((.(((((((((.....&............))))).........)).))....)))))))). -
18.50
>ENSRNOG00000004563 hs-mir-30a   3521   3528
UGUAAACAUCCUCGACUGGAAGC&UUUUUUCUGUUUUUUGUUUUCAUAGAUUAGAAACGUGUUUACAG
(((((((((..((...(((((((&...............))))))).......))...))))))))). -
16.90

miRNA: mir-30a
Human predicted target: ENSG00000114353
Mouse predicted target: ENSMUSG00000032562
Rat predicted target: ENSRNOG00000016592
Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(I), ALPHA-2
SUBUNIT (ADENYLATE CYCLASE-INHIBITING G ALPHA PROTEIN).
[Source:SWISSPROT;Acc:P04899] NM_002070
mir-30a ENSG00000114353 2567 nt UTR 2 hits 405 682
----------------1----------1----------------------------------------------
-----------------------------
>ENSG00000114353 hs-mir-30a    405    412
UGUAAACAUCCUCGACUGGAAGC&CCCAACACCAGCCCCUGCCCCAGCCCAAGUCCAAAUGUUUACAG
(((((((((....((((((..((&......................))))).)))...))))))))). -
18.80
>ENSG00000114353 hs-mir-30a    682    689
UGUAAACAUCCUCGACUGGAAGC&CUUCCAAGUGACUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.(..(((((((((.&))))))......................))).).))))))))). -
19.84
mir-30a ENSMUSG00000032562 2992 nt UTR 4 hits 398 683 1880 2165
---------------1-----------1----------------------------------------------
-1----------1---------------------------------
>ENSMUSG00000032562 hs-mir-30a    398    405
UGUAAACAUCCUCGACUGGAAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((((((&))))....................))).)))...))))))))). -
18.25
>ENSMUSG00000032562 hs-mir-30a    683    690
UGUAAACAUCCUCGACUGGAAGC&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC



(((((((((.((((.(((((((.&.)))))))))).....................).))))))))). -
21.69
>ENSMUSG00000032562 hs-mir-30a   1880   1887
UGUAAACAUCCUCGACUGGAAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((((((&))))....................))).)))...))))))))). -
18.25
>ENSMUSG00000032562 hs-mir-30a   2165   2172
UGUAAACAUCCUCGACUGGAAGC&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.((((.(((((((.&.)))))))))).....................).))))))))). -
21.69
mir-30a ENSRNOG00000016592 2294 nt UTR 2 hits 1202 1486
------------------------------------------------1----------1--------------
------------------
>ENSRNOG00000016592 hs-mir-30a   1202   1209
UGUAAACAUCCUCGACUGGAAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((((((&))))....................))).)))...))))))))). -
18.25
>ENSRNOG00000016592 hs-mir-30a   1486   1493
UGUAAACAUCCUCGACUGGAAGC&CUUUCCAGUGAUUCCGUGCCUUGAGUGUUUCUGCCUGUUUACAC
((((((((.(((((((((((((.&.))))))))............)))).)........)))))))). -
19.30

miRNA: mir-30a
Human predicted target: ENSG00000116128
Mouse predicted target: ENSMUSG00000038256
Mouse predicted target: ENSMUSG00000046063
Rat predicted target: ENSRNOG00000017516
Rat predicted target: ENSRNOG00000017541
Hs Gene description: B-CELL LYMPHOMA 9 PROTEIN (BCL-9) (LEGLESS HOMOLOG).
[Source:SWISSPROT;Acc:O00512] NM_004326
mir-30a ENSG00000116128 2000 nt UTR 2 hits 329 486
-------------1-----1------------------------------------------------------
------
>ENSG00000116128 hs-mir-30a    329    336
UGUAAACAUCCUCGACUGGAAGC&AUUGCCAUCGGUCAUGUGUUGCACCGUUCUCUGUAUGUUUACGU
(((((((((.(..((((((..((&...))..))))))...................).))))))))). -
16.60
>ENSG00000116128 hs-mir-30a    486    493
UGUAAACAUCCUCGACUGGAAGC&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.((((((((((((..((.((((.&..)))).))....))))).................))))))). -21.02
mir-30a ENSMUSG00000038256 3200 nt UTR 2 hits 322 490
------------1------1------------------------------------------------------
------------------------------------------------------
>ENSMUSG00000038256 hs-mir-30a    322    329
UGUAAACAUCCUCGACUGGAAGC&GAGAAUUGCCAUCGGUCAUGUGUUGCACCGUUCUGUGUUUACGU
(((((((((((..((((((..((&.......))..))))))..).)............))))))))). -
16.70



>ENSMUSG00000038256 hs-mir-30a    490    497
UGUAAACAUCCUCGACUGGAAGC&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.((((((((((((..((.((((.&..)))).))....))))).................))))))). -21.02
mir-30a ENSMUSG00000046063 2001 nt UTR 1 hits 1378
-------------------------------------------------------1------------------
-------
>ENSMUSG00000046063 hs-mir-30a   1378   1385
UGUAAACAUCCUCGACUGGAAGC&GAGCUGGUACAAGGCAAAGCAGGAGCAUUGUAAAGUGUUUACU
.(((((((((((.(((..(....&...)..)).).)))....................)))))))). -16.65
mir-30a ENSRNOG00000017516 2000 nt UTR 2 hits 327 543
-------------1-------1----------------------------------------------------
------
>ENSRNOG00000017516 hs-mir-30a    327    334
UGUAAACAUCCUCGACUGGAAGC&GAUUCGCCAUCGGUCAUGUCUUGCACCGUUCUCUGUGUUUACGU
(((((((((....((((((..((&.....))..))))))...................))))))))). -
16.80
>ENSRNOG00000017516 hs-mir-30a    543    550
UGUAAACAUCCUCGACUGGAAGC&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.((((((((((((..((.((((.&..)))).))....))))).................))))))). -21.02
mir-30a ENSRNOG00000017541 2573 nt UTR 1 hits 2172
--------------------------------------------------------------------------
------------1----------------
>ENSRNOG00000017541 hs-mir-30a   2172   2179
UGUAAACAUCCUCGACUGGAAGC&AUAUAUUUCAAGUUGUUGGAUGAUGCAAUGAGUUUUGUUUACC
.((((((((((.(((((.((((.&.....)))).)))))..)))...............))))))). -18.66

miRNA: mir-30a
Human predicted target: ENSG00000131914
Mouse predicted target: ENSMUSG00000050966
Rat predicted target: ENSRNOG00000015384
Hs Gene description: RNA-BINDING PROTEIN LIN-28.
[Source:RefSeq;Acc:NM_024674] NM_024674
mir-30a ENSG00000131914 4115 nt UTR 2 hits 1703 2958
--------------------------------------------------------------------1-----
--------------------------------------------1-----------------------------
-----------------
>ENSG00000131914 hs-mir-30a   1703   1710
UGUAAACAUCCUCGACUGGAAGC&AUGUAUUGGUCUUUCUCCGUGUUCUUUGGGGGUUUUGUUUACAA
((((((((.(((((((((((...&...............)))).))).....))))...)))))))). -
21.70
>ENSG00000131914 hs-mir-30a   2958   2965
UGUAAACAUCCUCGACUGGAAGC&GAUUGUUUAAUAGGAGACGAACGAAUGUAACUCCAUGUUUACU
.(((((((((.((..(((.((((&....))))..)))..)).)...............)))))))). -12.96
mir-30a ENSMUSG00000050966 4775 nt UTR 2 hits 1780 2473
-----------------------------------------------------------------------1--
------------------------1-------------------------------------------------
-------------------------------------------



>ENSMUSG00000050966 hs-mir-30a   1780   1787
UGUAAACAUCCUCGACUGGAAGC&AAUGUGUUGGUCUUCAUGUUCUUUUGGGGUUUUAUUGUUUACAA
((((((((.((((((..((((..&..................)))).))))))......)))))))). -
20.70
>ENSMUSG00000050966 hs-mir-30a   2473   2480
UGUAAACAUCCUCGACUGGAAGC&AGAUUGUUACUAGGAGACGGACGAAUGUAUCUCCAUGUUUACU
.((((((((((((..((((.(((&.....))).))))..)).))..............)))))))). -19.03
mir-30a ENSRNOG00000015384 2000 nt UTR 2 hits 1306 1974
----------------------------------------------------1---------------------
----1-
>ENSRNOG00000015384 hs-mir-30a   1306   1313
UGUAAACAUCCUCGACUGGAAGC&AAUGUGUUGGUCUUCAUGUUCUUUUGGGGUUUUAUUGUUUACAA
((((((((.((((((..((((..&..................)))).))))))......)))))))). -
20.70
>ENSRNOG00000015384 hs-mir-30a   1974   1981
UGUAAACAUCCUCGACUGGAAGC&AGAUUGUUACUAGGAGACGGACGAAUGUAUCUCCAUGUUUACU
.((((((((((((..((((.(((&.....))).))))..)).))..............)))))))). -19.03

miRNA: mir-30a
Human predicted target: ENSG00000132130
Mouse predicted target: ENSMUSG00000018698
Rat predicted target: ENSRNOG00000002812
Hs Gene description: LIM/HOMEOBOX PROTEIN LHX1 (HOMEOBOX PROTEIN LIM-1).
[Source:SWISSPROT;Acc:P48742] NM_005568
mir-30a ENSG00000132130 2000 nt UTR 2 hits 845 1028
---------------------------------1-------1--------------------------------
------
>ENSG00000132130 hs-mir-30a    845    852
UGUAAACAUCCUCGACUGGAAGC&AAAAAAAAAAGACUAUUGAACUAAAAACAGUCAACUGUUUACGU
((((((((.....(((((.....&...........................)))))...)))))))). -
17.70
>ENSG00000132130 hs-mir-30a   1028   1035
UGUAAACAUCCUCGACUGGAAGC&CUUUCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.(((.(((((((((.&))))))).))...................)))...)))))))). -
18.65
mir-30a ENSMUSG00000018698 2170 nt UTR 2 hits 938 1119
-------------------------------------1------1-----------------------------
-------------
>ENSMUSG00000018698 hs-mir-30a    938    945
UGUAAACAUCCUCGACUGGAAGC&AAAAAGAAAAGACUAUCGAACUAAAAACAGUCAACUGUUUACGU
((((((((.....(((((.....&...........................)))))...)))))))). -
17.70
>ENSMUSG00000018698 hs-mir-30a   1119   1126
UGUAAACAUCCUCGACUGGAAGC&CUUGCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.((((((((((.((.&...........))...))))).)).....)))...)))))))). -
18.70
mir-30a ENSRNOG00000002812 2086 nt UTR 2 hits 943 1126



-------------------------------------1-------1----------------------------
----------
>ENSRNOG00000002812 hs-mir-30a    943    950
UGUAAACAUCCUCGACUGGAAGC&AAAAAAAAAAGACUAUUGAACUAAAAACAGUCAACUGUUUACGU
((((((((.....(((((.....&...........................)))))...)))))))). -
17.70
>ENSRNOG00000002812 hs-mir-30a   1126   1133
UGUAAACAUCCUCGACUGGAAGC&CUUGCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.((((((((((.((.&...........))...))))).)).....)))...)))))))). -
18.70

miRNA: mir-30a
Human predicted target: ENSG00000144580
Mouse predicted target: ENSMUSG00000026174
Rat predicted target: ENSRNOG00000016034
Hs Gene description: RCD1 REQUIRED FOR CELL DIFFERENTIATION1 HOMOLOG;
PROTEIN INVOLVED IN SEXUAL DEVELOPMENT; RCD1 (REQUIRED FOR CELL
DIFFERENTIATION, S.POMBE) HOMOLOG 1. [Source:RefSeq;Acc:NM_005444]
mir-30a ENSG00000144580 2000 nt UTR 2 hits 464 557
------------------1---1---------------------------------------------------
------
>ENSG00000144580 hs-mir-30a    464    471
UGUAAACAUCCUCGACUGGAAGC&ACUCAAGAUAUGUCUCUUCAUUCUCUCUCAGUAUUUGUUUACU
.(((((((......((((..((.&........................))..))))...))))))). -17.40
>ENSG00000144580 hs-mir-30a    557    564
UGUAAACAUCCUCGACUGGAAGC&GCUGUAAUAUUCAGCAAAACUUUGUCGACUGGCACUGUUUACAA
((((((((.(((((((..((((.&...................)))))))))..))...)))))))). -
19.90
mir-30a ENSMUSG00000026174 3987 nt UTR 2 hits 453 548
------------------1--1----------------------------------------------------
--------------------------------------------------------------------------
------------
>ENSMUSG00000026174 hs-mir-30a    453    460
UGUAAACAUCCUCGACUGGAAGC&UUAAGGUGUGUCUCUUAAUUCUCUCUUACAGUAUUUGUUUACU
.(((((((......((((.(((.&........................))).))))...))))))). -16.10
>ENSMUSG00000026174 hs-mir-30a    548    555
UGUAAACAUCCUCGACUGGAAGC&GCUGUAGUUCUCAGCAAAACUUUGUCAGUUGGCACUGUUUACAA
((((((((...((((((((.(((&))).....................))))))))...)))))))). -
20.65
mir-30a ENSRNOG00000016034 2004 nt UTR 2 hits 479 574
-------------------1--1---------------------------------------------------
-------
>ENSRNOG00000016034 hs-mir-30a    479    486
UGUAAACAUCCUCGACUGGAAGC&AAGGUGUGUCUCUUAAUUCUCUCUCACACAGUAUUUGUUUACU
.(((((((......((((.....&............................))))...))))))). -15.50
>ENSRNOG00000016034 hs-mir-30a    574    581
UGUAAACAUCCUCGACUGGAAGC&GCUGUAGUUUUCAGCAAAACUUUGUCAGUUGGCACUGUUUACAC



((((((((...((((((((.(((&))).....................))))))))...)))))))). -
20.35

miRNA: mir-30a
Human predicted target: ENSG00000172819
Mouse predicted target: ENSMUSG00000001288
Rat predicted target: ENSRNOG00000012499
Hs Gene description: RETINOIC ACID RECEPTOR GAMMA-1 (RAR-GAMMA-1).
[Source:SWISSPROT;Acc:P13631]
mir-30a ENSG00000172819 3107 nt UTR 2 hits 855 1028
----------------------------------1------1--------------------------------
---------------------------------------------------
>ENSG00000172819 hs-mir-30a    855    862
UGUAAACAUCCUCGACUGGAAGC&GACCCAGAGGAAGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
(((((((((((((...(((....&...))))))))........................)))))))). -
18.15
>ENSG00000172819 hs-mir-30a   1028   1035
UGUAAACAUCCUCGACUGGAAGC&UCUCUUGGGGGGUCAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
((((((((.....((..((((((&...................))).)))..)).....)))))))). -
17.50
mir-30a ENSMUSG00000001288 2000 nt UTR 2 hits 919 1093
------------------------------------1------1------------------------------
------
>ENSMUSG00000001288 hs-mir-30a    919    926
UGUAAACAUCCUCGACUGGAAGC&GACCCAGAGGAAGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
(((((((((((((...(((....&...))))))))........................)))))))). -
18.15
>ENSMUSG00000001288 hs-mir-30a   1093   1100
UGUAAACAUCCUCGACUGGAAGC&UUCUCUGGGGGGUUAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
((((((((.....((..((((((&...................))).)))..)).....)))))))). -
17.50
mir-30a ENSRNOG00000012499 2000 nt UTR 3 hits 836 1010 1401
---------------------------------1------1---------------1-----------------
------
>ENSRNOG00000012499 hs-mir-30a    836    843
UGUAAACAUCCUCGACUGGAAGC&ACCCAGAGGAAGGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
(((((((((((((...(((....&..)))))))).........................)))))))). -
18.11
>ENSRNOG00000012499 hs-mir-30a   1010   1017
UGUAAACAUCCUCGACUGGAAGC&UUCUCUGGGGGGUUAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
((((((((.....((..((((((&...................))).)))..)).....)))))))). -
17.50
>ENSRNOG00000012499 hs-mir-30a   1401   1408
UGUAAACAUCCUCGACUGGAAGC&GAUCCUGUGGGUUCAUGCUACUAUGCCUAGGCAUGUGUUUACC
.(((((((((((.(.((((.(((&................))).))).).).)))...)))))))). -17.80



miRNA: mir-30a
Human predicted target: ENSG00000176165
Mouse predicted target: ENSMUSG00000020950
Rat predicted target: ENSRNOG00000004156
Hs Gene description: FORKHEAD BOX PROTEIN G1B (FORKHEAD-RELATED PROTEIN
FKHL1) (TRANSCRIPTION FACTOR BF-1) (BRAIN FACTOR 1) (BF1) (HFK1).
[Source:SWISSPROT;Acc:P55315] NM_005249
mir-30a ENSG00000176165 2922 nt UTR 3 hits 505 874 1476
--------------------1-------------1------------------------1--------------
-------------------------------------------
>ENSG00000176165 hs-mir-30a    505    512
UGUAAACAUCCUCGACUGGAAGC&UGUCCUUUUCUUUAAAGAACUGUUUUUUUUUCUUUUGUUUACU
.(((((((.........((((((&.....................))))))........))))))). -13.03
>ENSG00000176165 hs-mir-30a    874    881
UGUAAACAUCCUCGACUGGAAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((....((.(((((((&.................)))).))).))......)))))))). -11.70
>ENSG00000176165 hs-mir-30a   1476   1483
UGUAAACAUCCUCGACUGGAAGC&UUUAUACUUUCUAAGUCAGCAUUUAUUUUUGUGGCUGUUUACC
.(((((((.((.((((((((((.&.......)))))).))).............).)).))))))). -17.71
mir-30a ENSMUSG00000020950 2925 nt UTR 3 hits 135 501 882
-----1--------------1--------------1--------------------------------------
-------------------------------------------
>ENSMUSG00000020950 hs-mir-30a    135    142
UGUAAACAUCCUCGACUGGAAGC&UCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.(((((((((((.(((((((...&....................)))))))...)))).))))))). -24.00
>ENSMUSG00000020950 hs-mir-30a    501    508
UGUAAACAUCCUCGACUGGAAGC&UGUCCUUUUUCUUUAAAGAACUGUUUCUUUCCUUUUGUUUACU
.(((((((.....((..((((((&......................)))))).))....))))))). -16.00
>ENSMUSG00000020950 hs-mir-30a    882    889
UGUAAACAUCCUCGACUGGAAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((....((.(((((((&.................)))).))).))......)))))))). -11.70
mir-30a ENSRNOG00000004156 2930 nt UTR 3 hits 136 501 883
-----1--------------1--------------1--------------------------------------
--------------------------------------------
>ENSRNOG00000004156 hs-mir-30a    136    143
UGUAAACAUCCUCGACUGGAAGC&CCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.(((((((((((.(((((((...&....................)))))))...)))).))))))). -24.00
>ENSRNOG00000004156 hs-mir-30a    501    508
UGUAAACAUCCUCGACUGGAAGC&UUUGUCCUUUUCUUUAAAGAACUGUUUUUUUCUUUUGUUUACU
.(((((((.....((..((((((&.......................)))))).))...))))))). -12.90
>ENSRNOG00000004156 hs-mir-30a    883    890
UGUAAACAUCCUCGACUGGAAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((....((.(((((((&.................)))).))).))......)))))))). -11.70

miRNA: mir-30a
Human predicted target: ENSG00000181915
Mouse predicted target: ENSMUSG00000043176



Rat predicted target: ENSRNOG00000000639
Hs Gene description: NM_032804
mir-30a ENSG00000181915 4611 nt UTR 2 hits 1330 3218
-----------------------------------------------------1--------------------
------------------------------------------------------1-------------------
-------------------------------------
>ENSG00000181915 hs-mir-30a   1330   1337
UGUAAACAUCCUCGACUGGAAGC&UUUUUGUGCUUUUAAUAGUCCGAGCAGUCUUACCUUGUUUACAC
((((((((..(((((((((((((&.......)))))...))))).)))...........)))))))). -
20.22
>ENSG00000181915 hs-mir-30a   3218   3225
UGUAAACAUCCUCGACUGGAAGC&UAUAGAUAUUGAAUCUUCAAACCCAAAUCUGGGGAUGUUUACAU
((((((((((((((..(((....&......................)))....)))))))))))))). -
26.00
mir-30a ENSMUSG00000043176 2000 nt UTR 2 hits 1477 1526
-----------------------------------------------------------1-1------------
------
>ENSMUSG00000043176 hs-mir-30a   1477   1484
UGUAAACAUCCUCGACUGGAAGC&GUAUUAUGGCUGGCGGAGGCUCAGCCCCUUUACCAUGUUUACAG
(((((((((((((..(..(....&.........)..)..))))...............))))))))). -
19.66
>ENSMUSG00000043176 hs-mir-30a   1526   1533
UGUAAACAUCCUCGACUGGAAGC&UCUAUCGAUUCUGACCAUGGACCACCAGUUUCCCCUGUUUACU
.(((((((.....((((((....&........................)))))).....))))))). -19.50
mir-30a ENSRNOG00000000639 2000 nt UTR 2 hits 1498 1550
-----------------------------------------------------------1-1------------
------
>ENSRNOG00000000639 hs-mir-30a   1498   1505
UGUAAACAUCCUCGACUGGAAGC&GCAUUAUGGCCAGCAGAGGCUCGGCACGUUUGCCAUGUUUACAG
(((((((((((((..((((....&.........))))..))))...............))))))))). -
24.26
>ENSRNOG00000000639 hs-mir-30a   1550   1557
UGUAAACAUCCUCGACUGGAAGC&ACACUAGAUUCUAGCCAUGGACCACCAGUUUUCCCUGUUUACU
.(((((((.....((((((....&........................)))))).....))))))). -19.50

miRNA: mir-30a
Human predicted target: ENSG00000185112
Mouse predicted target: ENSMUSG00000046546
Rat predicted target: ENSRNOG00000001728
Hs Gene description: NM_153690
mir-30a ENSG00000185112 2445 nt UTR 2 hits 519 609
--------------------1---1-------------------------------------------------
------------------------
>ENSG00000185112 hs-mir-30a    519    526
UGUAAACAUCCUCGACUGGAAGC&UAGCCCUUGGUUCUUUUUGGUGCAAGAAUUCUGGCUGUUUACC
.(((((((.((((((..((((.(&........).))))..))))............)).))))))). -16.00
>ENSG00000185112 hs-mir-30a    609    616



UGUAAACAUCCUCGACUGGAAGC&UGGGGGGUGGGGGGAGAUGAAAGAGAGUCGCGUUUUGUUUACAG
(((((((((((((.(((......&.....))).))))).....................)))))))). -
19.59
mir-30a ENSMUSG00000046546 2846 nt UTR 4 hits 487 577 1366 1391
-------------------1---1------------------------------11------------------
----------------------------------------
>ENSMUSG00000046546 hs-mir-30a    487    494
UGUAAACAUCCUCGACUGGAAGC&CUGCCCCCAGUUCUUUCGGAUAGGGGAGCUUGGGCUGUUUACC
.((((((((((((..(((((((.&............)))))))...)))))........))))))). -22.60
>ENSMUSG00000046546 hs-mir-30a    577    584
UGUAAACAUCCUCGACUGGAAGC&CUUGGGGGGGGGGGCAGUGUAUGAAAGUCGUGUUUUGUUUACAG
((((((((..(.(((((......&.........................))))).)...)))))))). -
19.60
>ENSMUSG00000046546 hs-mir-30a   1366   1373
UGUAAACAUCCUCGACUGGAAGC&UUUGGAGAGGUCAGUGUAAAUUCAACUGCCCACGCUGUUUACAC
((((((((.((((..(..((...&))..).)))).........................)))))))). -
16.87
>ENSMUSG00000046546 hs-mir-30a   1391   1398
UGUAAACAUCCUCGACUGGAAGC&CUGCCCACGCUGUUUACACGAGUCACGUGGAUGGCUGUUUACU
.(((((((.((((.(((((.(((&........)))...........))).)).)).)).))))))). -19.70
mir-30a ENSRNOG00000001728 2000 nt UTR 3 hits 511 604 1397
--------------------1---1------------------------------1------------------
------
>ENSRNOG00000001728 hs-mir-30a    511    518
UGUAAACAUCCUCGACUGGAAGC&CUGCCCCCAGUUCUUUUGGAUAUGAGAGCUUGGGCUGUUUACC
.(((((((.(((.((((((..((&..))..))))))...................))).))))))). -20.45
>ENSRNOG00000001728 hs-mir-30a    604    611
UGUAAACAUCCUCGACUGGAAGC&UGGGGGGCGGAGGGCGGGGUAUGAAAGUUGUGUUUUGUUUACAG
((((((((.(((((.((....((&......))...)).)))))................)))))))). -
19.83
>ENSRNOG00000001728 hs-mir-30a   1397   1404
UGUAAACAUCCUCGACUGGAAGC&AAUUCAACUGCCCACACUGUUUAGACGUGUAUGGCUGUUUACU
.(((((((.((...((((.((((&..................))))...)).))..)).))))))). -16.50

miRNA: mir-30b
Human predicted target: ENSG00000074047
Mouse predicted target: ENSMUSG00000048402
Rat predicted target: ENSRNOG00000002430
Hs Gene description: ZINC FINGER PROTEIN GLI2 (TAX HELPER PROTEIN).
[Source:SWISSPROT;Acc:P10070] NM_005270
mir-30b ENSG00000074047 2564 nt UTR 2 hits 771 953
------------------------------1-------1-----------------------------------
-----------------------------
>ENSG00000074047 hs-mir-30b    771    778
UGUAAACAUCCUACACUCAGC&GCAAGCCCAGAAGCUGCCCUGGCCUCUCCAGACCGUGUUUACAG
(((((((((((......((((&............))))....))............))))))))). -16.10
>ENSG00000074047 hs-mir-30b    953    960



UGUAAACAUCCUACACUCAGC&CCCUAGGGAUCUCUCAGUAGGAAGAGGAAGUUGCGUGUUUACC
.(((((((((((((.......&................))))).............)))))))). -16.91
mir-30b ENSMUSG00000048402 3651 nt UTR 3 hits 695 833 1357
---------------------------1-----1--------------------1-------------------
-------------------------------------------------------------------------
>ENSMUSG00000048402 hs-mir-30b    695    702
UGUAAACAUCCUACACUCAGC&UUACUAUUGGGGGGGGUACAGGGUCUCUCCUGGCCUGUUUACAG
((((((((((((...(((((.&......))))).))))...................)))))))). -17.70
>ENSMUSG00000048402 hs-mir-30b    833    840
UGUAAACAUCCUACACUCAGC&GUGGAAGAGGCCUUCCCCAGGAAAAGGAAGUCAUAUGUUUACC
.(((((((((((.(((.....&)))....)))........................)))))))). -14.25
>ENSMUSG00000048402 hs-mir-30b   1357   1364
UGUAAACAUCCUACACUCAGC&CUGGACCCUCUGUGUCCCAGGGCAGCAAACUUCUCUGUUUACAA
((((((((((((((((..((.&.......))..))))...)))).............)))))))). -16.61
mir-30b ENSRNOG00000002430 2000 nt UTR 3 hits 657 794 1301
--------------------------1----1--------------------1---------------------
------
>ENSRNOG00000002430 hs-mir-30b    657    664
UGUAAACAUCCUACACUCAGC&AUAUUUUACUAUGGGGGUGGGGGGCUCUCCUGGCCUGUUUACAG
((((((((((((((.((((..&...........)))).)))))).............)))))))). -21.81
>ENSRNOG00000002430 hs-mir-30b    794    801
UGUAAACAUCCUACACUCAGC&GUGAAAGAGGCCUUCCCCAGGCAAAGGAGGCCGUGUGUUUACC
.(((((((((((...((..((&....................))..)).)))....)))))))). -15.80
>ENSRNOG00000002430 hs-mir-30b   1301   1308
UGUAAACAUCCUACACUCAGC&CUGGACCCCCUGUGUCCCGGGGCAGCAAACUUCUCUGUUUACAA
((((((((((((..((.(((.&.........))).))...)))).............)))))))). -16.41

miRNA: mir-30b
Human predicted target: ENSG00000074266
Mouse predicted target: ENSMUSG00000030619
Rat predicted target: ENSRNOG00000017509
Hs Gene description: EMBRYONIC ECTODERM DEVELOPMENT ISOFORM B; WD PROTEIN
ASSOCIATING WITH INTEGRIN CYTOPLASMIC TAILS 1.
[Source:RefSeq;Acc:NM_152991] NM_003797
mir-30b ENSG00000074266 2740 nt UTR 2 hits 667 676
--------------------------11----------------------------------------------
------------------------------------
>ENSG00000074266 hs-mir-30b    667    674
UGUAAACAUCCUACACUCAGC&UUCAGCAUUCAAUCAGGCUGAGCUGAAUGUAGUGAUGUUUACAU
(((((((((((((((.(((((&.....................))))).))))).)))))))))). -31.00
>ENSG00000074266 hs-mir-30b    676    683
UGUAAACAUCCUACACUCAGC&CAAUCAGGCUGAGCUGAAUGUAGUGAUGUUUACAUUGUUUACAU
(((((((((((((((.(((((&............))))).))))).)).........)))))))). -24.10
mir-30b ENSMUSG00000030619 2261 nt UTR 2 hits 138 274
-----1----1---------------------------------------------------------------
-----------------
>ENSMUSG00000030619 hs-mir-30b    138    145



UGUAAACAUCCUACACUCAGC&CGAUCAGGCUGAGCUGAAUGUAGUGAUGUUCACAUUGUUUACAU
(((((((((((((((.(((((&............))))).))))).)).........)))))))). -24.10
>ENSMUSG00000030619 hs-mir-30b    274    281
UGUAAACAUCCUACACUCAGC&UGGAAGAAAUAAAGUUGUACCAUAUCUUUUUGUAAUGUUUACU
.((((((((..((((......&..............................)))))))))))). -13.90
mir-30b ENSRNOG00000017509 2289 nt UTR 3 hits 135 144 280
-----2-----1--------------------------------------------------------------
------------------
>ENSRNOG00000017509 hs-mir-30b    135    142
UGUAAACAUCCUACACUCAGC&UUCAGCAUCCGAUCAGGCUGAGCUGAAUGUAGUGGUGUUUACAU
(((((((((((((((.(((((&.....................))))).))))).)))))))))). -30.40
>ENSRNOG00000017509 hs-mir-30b    144    151
UGUAAACAUCCUACACUCAGC&CGAUCAGGCUGAGCUGAAUGUAGUGGUGUUUACAUUGUUUACAU
(((((((((((((((.(((((&............))))).))))).)).........)))))))). -23.20
>ENSRNOG00000017509 hs-mir-30b    280    287
UGUAAACAUCCUACACUCAGC&UGGAAGAAAUAAAGUUAUACCAUAUCUUCUUGUAAUGUUUACU
.((((((((..((((......&..............................)))))))))))). -13.90

miRNA: mir-30b
Human predicted target: ENSG00000090905
Mouse predicted target: ENSMUSG00000030776
Rat predicted target: ENSRNOG00000012884
Hs Gene description: TRINUCLEOTIDE REPEAT CONTAINING 6; EDIE; GW182
AUTOANTIGEN. [Source:RefSeq;Acc:NM_020847]
mir-30b ENSG00000090905 2979 nt UTR 4 hits 455 746 786 1552
------------------1----------1-1------------------------------1-----------
----------------------------------------------
>ENSG00000090905 hs-mir-30b    455    462
UGUAAACAUCCUACACUCAGC&AUCGGCAGUAUGGGGGGCAGCUGUCCCAGUGUCAAUGUUUACU
.((((((((...(((((((((&...................))))....)))))..)))))))). -20.50
>ENSG00000090905 hs-mir-30b    746    753
UGUAAACAUCCUACACUCAGC&CAUUUUGUUUUGGAGGUUCUCACUUUGAACCUUCUUGUUUACAG
(((((((((((.(((......&.....)))...))).....................)))))))). -13.49
>ENSG00000090905 hs-mir-30b    786    793
UGUAAACAUCCUACACUCAGC&ACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAAUGUUUACU
.((((((((......(((((.&.....................)))))........)))))))). -14.74
>ENSG00000090905 hs-mir-30b   1552   1559
UGUAAACAUCCUACACUCAGC&GUCCUAAGAUGCAAAAGAAGUCAGUGGCUUUUAACUGUUUACAA
((((((((.....((((....&......................)))).........)))))))). -13.84
mir-30b ENSMUSG00000030776 2445 nt UTR 4 hits 78 366 405 1165
---1----------1-1-----------------------------1---------------------------
------------------------
>ENSMUSG00000030776 hs-mir-30b     78     85
UGUAAACAUCCUACACUCAGC&AAUCGGCAAUAUGGGGGCAGCUGUUCCAGUGUAGAUGUUUACU
.(((((((((.((((((((((&...................))))....))))))))))))))). -26.20
>ENSMUSG00000030776 hs-mir-30b    366    373
UGUAAACAUCCUACACUCAGC&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG



((((((((.(((.((..((((&...))))...)).)))...................)))))))). -15.75
>ENSMUSG00000030776 hs-mir-30b    405    412
UGUAAACAUCCUACACUCAGC&UACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((......(((((.&......................))))).......)))))))). -15.32
>ENSMUSG00000030776 hs-mir-30b   1165   1172
UGUAAACAUCCUACACUCAGC&GUCCUAAGAUGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((..((((.(((.((&..........))....)))....))))........)))))))). -13.50
mir-30b ENSRNOG00000012884 4340 nt UTR 4 hits 449 736 774 1526
-----------------1-----------11------------------------------1------------
--------------------------------------------------------------------------
--------------------------
>ENSRNOG00000012884 hs-mir-30b    449    456
UGUAAACAUCCUACACUCAGC&UCUCUCCGUCUGGGGGACAGCUGCUCCAGUGUAAAUGUUUACU
.((((((((..((((((((((&...................))))....)))))).)))))))). -22.30
>ENSRNOG00000012884 hs-mir-30b    736    743
UGUAAACAUCCUACACUCAGC&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG
((((((((.(((.((..((((&...))))...)).)))...................)))))))). -15.75
>ENSRNOG00000012884 hs-mir-30b    774    781
UGUAAACAUCCUACACUCAGC&UUACAGAUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((......(((((.&......................))))).......)))))))). -15.32
>ENSRNOG00000012884 hs-mir-30b   1526   1533
UGUAAACAUCCUACACUCAGC&GUCCUAAGACGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((..((((.(((.((&..........))....)))....))))........)))))))). -13.80

miRNA: mir-30b
Human predicted target: ENSG00000109689
Mouse predicted target: ENSMUSG00000039156
Rat predicted target: ENSRNOG00000002956
Hs Gene description: STROMAL INTERACTION MOLECULE 2 PRECURSOR.
[Source:SWISSPROT;Acc:Q9P246] NM_020860
mir-30b ENSG00000109689 4385 nt UTR 2 hits 371 881
--------------1--------------------1--------------------------------------
--------------------------------------------------------------------------
----------------------------
>ENSG00000109689 hs-mir-30b    371    378
UGUAAACAUCCUACACUCAGC&GACUCGUAAGCCAGCAUGGGCUUGCAAAAAUUUCUUGUUUACC
.(((((((.((((..((..((&.........)).))..))))...............))))))). -11.89
>ENSG00000109689 hs-mir-30b    881    888
UGUAAACAUCCUACACUCAGC&AAGCCGAGGUGGGGGGAUAUGGGGAUUCAGGCAAUUGUUUACAC
((((((((((((((.(((.((&..)).))))))))).....................)))))))). -22.29
mir-30b ENSMUSG00000039156 2000 nt UTR 2 hits 365 868
--------------1-------------------1---------------------------------------
------
>ENSMUSG00000039156 hs-mir-30b    365    372
UGUAAACAUCCUACACUCAGC&GGACUGUAAGCCAGCAUGGGCUUGCAAAAUUUUCUUGUUUACC
.(((((((.((((..((..((&.........)).))..))))...............))))))). -11.89
>ENSMUSG00000039156 hs-mir-30b    868    875



UGUAAACAUCCUACACUCAGC&UAAACUGCGGUCUGGGGCGUGGGGACCCAGGCACUUGUUUACAG
((((((((((((((.(((((.&...........)))))..))))))...........)))))))). -23.80
mir-30b ENSRNOG00000002956 2000 nt UTR 2 hits 362 866
--------------1-------------------1---------------------------------------
------
>ENSRNOG00000002956 hs-mir-30b    362    369
UGUAAACAUCCUACACUCAGC&GGACUGUAAGCCAGCAUGGGCUUGCACAAUUUUCUUGUUUACC
.(((((((.((((..((..((&.........)).))..))))...............))))))). -11.89
>ENSRNOG00000002956 hs-mir-30b    866    873
UGUAAACAUCCUACACUCAGC&UAAACUGAGGUUGGGGGUGUGGGGAUUCAGGCACUUGUUUACAG
(((((((((((((((((((((&.........))))..)))))))))...........)))))))). -24.40

miRNA: mir-30b
Human predicted target: ENSG00000114353
Mouse predicted target: ENSMUSG00000032562
Rat predicted target: ENSRNOG00000016592
Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(I), ALPHA-2
SUBUNIT (ADENYLATE CYCLASE-INHIBITING G ALPHA PROTEIN).
[Source:SWISSPROT;Acc:P04899] NM_002070
mir-30b ENSG00000114353 2567 nt UTR 2 hits 405 682
----------------1----------1----------------------------------------------
-----------------------------
>ENSG00000114353 hs-mir-30b    405    412
UGUAAACAUCCUACACUCAGC&CCCAACACCAGCCCCUGCCCCAGCCCAAGUCCAAAUGUUUACAG
(((((((((.....(((..((&......................))...)))....))))))))). -13.70
>ENSG00000114353 hs-mir-30b    682    689
UGUAAACAUCCUACACUCAGC&CUUCCAAGUGACUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.((((((((((.&....................)))))))))...).))))))))). -23.10
mir-30b ENSMUSG00000032562 2992 nt UTR 4 hits 398 683 1880 2165
---------------1-----------1----------------------------------------------
-1----------1---------------------------------
>ENSMUSG00000032562 hs-mir-30b    398    405
UGUAAACAUCCUACACUCAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((.((....((((.&...................))))....)).....))))))))). -14.10
>ENSMUSG00000032562 hs-mir-30b    683    690
UGUAAACAUCCUACACUCAGC&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.((((((((((.&....................)))))))))...).))))))))). -23.10
>ENSMUSG00000032562 hs-mir-30b   1880   1887
UGUAAACAUCCUACACUCAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((.((....((((.&...................))))....)).....))))))))). -14.10
>ENSMUSG00000032562 hs-mir-30b   2165   2172
UGUAAACAUCCUACACUCAGC&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.((((((((((.&....................)))))))))...).))))))))). -23.10
mir-30b ENSRNOG00000016592 2294 nt UTR 2 hits 1202 1486
------------------------------------------------1----------1--------------
------------------
>ENSRNOG00000016592 hs-mir-30b   1202   1209



UGUAAACAUCCUACACUCAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((.((....((((.&...................))))....)).....))))))))). -14.10
>ENSRNOG00000016592 hs-mir-30b   1486   1493
UGUAAACAUCCUACACUCAGC&CUUUCCAGUGAUUCCGUGCCUUGAGUGUUUCUGCCUGUUUACAC
((((((((..(.((((((((.&....................))))))))....)..)))))))). -21.30

miRNA: mir-30b
Human predicted target: ENSG00000126003
Mouse predicted target: ENSMUSG00000051413
Mouse predicted target: ENSMUSG00000045985
Rat predicted target: ENSRNOG00000010086
Hs Gene description: ZINC FINGER PROTEIN PLAGL2 (PLEIOMORPHIC ADENOMA-LIKE
PROTEIN 2). [Source:SWISSPROT;Acc:Q9UPG8] NM_002657
mir-30b ENSG00000126003 5948 nt UTR 2 hits 655 742
--------------------------1--1--------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
----------------
>ENSG00000126003 hs-mir-30b    655    662
UGUAAACAUCCUACACUCAGC&CAAGCUGUUAGCCUUAGAGUGAUUGCAGUGAACACUGUUUACAC
((((((((.....((((((((&...))))...................)))).....)))))))). -16.60
>ENSG00000126003 hs-mir-30b    742    749
UGUAAACAUCCUACACUCAGC&CUGAACCAUUUGGUACCUGGUGUUAACUGGAGUCCUGUUUACAA
(((((((((((.((((.(((.&................))))))).....)))....)))))))). -20.70
mir-30b ENSMUSG00000051413 5720 nt UTR 2 hits 637 724
-------------------------1--1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000051413 hs-mir-30b    637    644
UGUAAACAUCCUACACUCAGC&GCCACACUGUUAGCCUUAGUGAUUGCAGUGAACACUGUUUACAC
((((((((.....(((((((.&......................))).)))).....)))))))). -16.50
>ENSMUSG00000051413 hs-mir-30b    724    731
UGUAAACAUCCUACACUCAGC&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
(((((((((((.((((.(((.&................))))))).....)))....)))))))). -20.70
mir-30b ENSMUSG00000045985 5720 nt UTR 2 hits 637 724
-------------------------1--1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000045985 hs-mir-30b    637    644
UGUAAACAUCCUACACUCAGC&GCCACACUGUUAGCCUUAGUGAUUGCAGUGAACACUGUUUACAC
((((((((.....(((((((.&......................))).)))).....)))))))). -16.50
>ENSMUSG00000045985 hs-mir-30b    724    731
UGUAAACAUCCUACACUCAGC&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
(((((((((((.((((.(((.&................))))))).....)))....)))))))). -20.70
mir-30b ENSRNOG00000010086 2000 nt UTR 2 hits 642 729



-------------------------1---1--------------------------------------------
------
>ENSRNOG00000010086 hs-mir-30b    642    649
UGUAAACAUCCUACACUCAGC&CACACUGUUAGCCUUAGAGUGAUUGCAGUGAACACUGUUUACAC
((((((((.....(((((((.&......................))).)))).....)))))))). -16.50
>ENSRNOG00000010086 hs-mir-30b    729    736
UGUAAACAUCCUACACUCAGC&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
(((((((((((.((((.(((.&................))))))).....)))....)))))))). -20.70

miRNA: mir-30b
Human predicted target: ENSG00000176165
Mouse predicted target: ENSMUSG00000020950
Rat predicted target: ENSRNOG00000004156
Hs Gene description: FORKHEAD BOX PROTEIN G1B (FORKHEAD-RELATED PROTEIN
FKHL1) (TRANSCRIPTION FACTOR BF-1) (BRAIN FACTOR 1) (BF1) (HFK1).
[Source:SWISSPROT;Acc:P55315] NM_005249
mir-30b ENSG00000176165 2922 nt UTR 3 hits 505 874 1476
--------------------1-------------1------------------------1--------------
-------------------------------------------
>ENSG00000176165 hs-mir-30b    505    512
UGUAAACAUCCUACACUCAGC&UGUCCUUUUCUUUAAAGAACUGUUUUUUUUUCUUUUGUUUACU
.(((((((.........(((.&...................))).............))))))). -11.25
>ENSG00000176165 hs-mir-30b    874    881
UGUAAACAUCCUACACUCAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.(((((((((..((((...((&...........))..))))..)............)))))))). -12.70
>ENSG00000176165 hs-mir-30b   1476   1483
UGUAAACAUCCUACACUCAGC&UUUAUACUUUCUAAGUCAGCAUUUAUUUUUGUGGCUGUUUACC
.(((((((.((.(((......&.............................))))).))))))). -15.40
mir-30b ENSMUSG00000020950 2925 nt UTR 3 hits 135 501 882
-----1--------------1--------------1--------------------------------------
-------------------------------------------
>ENSMUSG00000020950 hs-mir-30b    135    142
UGUAAACAUCCUACACUCAGC&UCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.((((((((((((.(((.(((&...................))).)))...))))).))))))). -18.20
>ENSMUSG00000020950 hs-mir-30b    501    508
UGUAAACAUCCUACACUCAGC&UGUCCUUUUUCUUUAAAGAACUGUUUCUUUCCUUUUGUUUACU
.(((((((.........(((.&....................)))............))))))). -11.80
>ENSMUSG00000020950 hs-mir-30b    882    889
UGUAAACAUCCUACACUCAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.(((((((((..((((...((&...........))..))))..)............)))))))). -12.70
mir-30b ENSRNOG00000004156 2930 nt UTR 3 hits 136 501 883
-----1--------------1--------------1--------------------------------------
--------------------------------------------
>ENSRNOG00000004156 hs-mir-30b    136    143
UGUAAACAUCCUACACUCAGC&CCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.((((((((((((.(((.(((&...................))).)))...))))).))))))). -18.20
>ENSRNOG00000004156 hs-mir-30b    501    508



UGUAAACAUCCUACACUCAGC&UUUGUCCUUUUCUUUAAAGAACUGUUUUUUUCUUUUGUUUACU
.(((((((.........(((.&.....................)))...........))))))). -12.35
>ENSRNOG00000004156 hs-mir-30b    883    890
UGUAAACAUCCUACACUCAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.(((((((((..((((...((&...........))..))))..)............)))))))). -12.70

miRNA: mir-30b
Human predicted target: ENSG00000185112
Mouse predicted target: ENSMUSG00000046546
Rat predicted target: ENSRNOG00000001728
Hs Gene description: NM_153690
mir-30b ENSG00000185112 2445 nt UTR 2 hits 519 609
--------------------1---1-------------------------------------------------
------------------------
>ENSG00000185112 hs-mir-30b    519    526
UGUAAACAUCCUACACUCAGC&UAGCCCUUGGUUCUUUUUGGUGCAAGAAUUCUGGCUGUUUACC
.(((((((.((..(((.(((.&................))))))..........)).))))))). -14.30
>ENSG00000185112 hs-mir-30b    609    616
UGUAAACAUCCUACACUCAGC&UGGGGGGUGGGGGGAGAUGAAAGAGAGUCGCGUUUUGUUUACAG
((((((((((((((.((((..&))))..)))))).......................)))))))). -20.90
mir-30b ENSMUSG00000046546 2846 nt UTR 4 hits 487 577 1366 1391
-------------------1---1------------------------------11------------------
----------------------------------------
>ENSMUSG00000046546 hs-mir-30b    487    494
UGUAAACAUCCUACACUCAGC&CUGCCCCCAGUUCUUUCGGAUAGGGGAGCUUGGGCUGUUUACC
.(((((((.((((..(((...&.........................)))..)))).))))))). -20.30
>ENSMUSG00000046546 hs-mir-30b    577    584
UGUAAACAUCCUACACUCAGC&CUUGGGGGGGGGGGCAGUGUAUGAAAGUCGUGUUUUGUUUACAG
((((((((((((...(((((.&.)))))...))))......................)))))))). -18.04
>ENSMUSG00000046546 hs-mir-30b   1366   1373
UGUAAACAUCCUACACUCAGC&UUUGGAGAGGUCAGUGUAAAUUCAACUGCCCACGCUGUUUACAC
((((((((...((((((....&............)))))).................)))))))). -13.85
>ENSMUSG00000046546 hs-mir-30b   1391   1398
UGUAAACAUCCUACACUCAGC&CUGCCCACGCUGUUUACACGAGUCACGUGGAUGGCUGUUUACU
.(((((((.((..(((.((((&........))))..............)))...)).))))))). -19.46
mir-30b ENSRNOG00000001728 2000 nt UTR 3 hits 511 604 1397
--------------------1---1------------------------------1------------------
------
>ENSRNOG00000001728 hs-mir-30b    511    518
UGUAAACAUCCUACACUCAGC&CUGCCCCCAGUUCUUUUGGAUAUGAGAGCUUGGGCUGUUUACC
.(((((((.((((..(((...&.........................)))..)))).))))))). -20.50
>ENSRNOG00000001728 hs-mir-30b    604    611
UGUAAACAUCCUACACUCAGC&UGGGGGGCGGAGGGCGGGGUAUGAAAGUUGUGUUUUGUUUACAG
(((((((((((..(.(((.((&......)).))).)..)))................)))))))). -19.09
>ENSRNOG00000001728 hs-mir-30b   1397   1404
UGUAAACAUCCUACACUCAGC&AAUUCAACUGCCCACACUGUUUAGACGUGUAUGGCUGUUUACU
.(((((((.(((((((((...&.......................)).))))).)).))))))). -21.70



miRNA: mir-30c
Human predicted target: ENSG00000074266
Mouse predicted target: ENSMUSG00000030619
Rat predicted target: ENSRNOG00000017509
Hs Gene description: EMBRYONIC ECTODERM DEVELOPMENT ISOFORM B; WD PROTEIN
ASSOCIATING WITH INTEGRIN CYTOPLASMIC TAILS 1.
[Source:RefSeq;Acc:NM_152991] NM_003797
mir-30c ENSG00000074266 2740 nt UTR 2 hits 667 676
--------------------------11----------------------------------------------
------------------------------------
>ENSG00000074266 hs-mir-30c    667    674
UGUAAACAUCCUACACUCUCAGC&UUCAGCAUUCAAUCAGGCUGAGCUGAAUGUAGUGAUGUUUACAU
(((((((((((((((..((((((&................)))))).....))))).)))))))))). -
30.20
>ENSG00000074266 hs-mir-30c    676    683
UGUAAACAUCCUACACUCUCAGC&CAAUCAGGCUGAGCUGAAUGUAGUGAUGUUUACAUUGUUUACAU
(((((((((((((((..((((((&.......)))))).....))))).)).........)))))))). -
23.30
mir-30c ENSMUSG00000030619 2261 nt UTR 2 hits 138 274
-----1----1---------------------------------------------------------------
-----------------
>ENSMUSG00000030619 hs-mir-30c    138    145
UGUAAACAUCCUACACUCUCAGC&CGAUCAGGCUGAGCUGAAUGUAGUGAUGUUCACAUUGUUUACAU
(((((((((((((((..((((((&.......)))))).....))))).)).........)))))))). -
23.30
>ENSMUSG00000030619 hs-mir-30c    274    281
UGUAAACAUCCUACACUCUCAGC&UGGAAGAAAUAAAGUUGUACCAUAUCUUUUUGUAAUGUUUACU
.((((((((..((((........&..............................)))))))))))). -13.90
mir-30c ENSRNOG00000017509 2289 nt UTR 3 hits 135 144 280
-----2-----1--------------------------------------------------------------
------------------
>ENSRNOG00000017509 hs-mir-30c    135    142
UGUAAACAUCCUACACUCUCAGC&UUCAGCAUCCGAUCAGGCUGAGCUGAAUGUAGUGGUGUUUACAU
(((((((((((((((..((((((&................)))))).....))))).)))))))))). -
29.60
>ENSRNOG00000017509 hs-mir-30c    144    151
UGUAAACAUCCUACACUCUCAGC&CGAUCAGGCUGAGCUGAAUGUAGUGGUGUUUACAUUGUUUACAU
((((((((....(((((((((((&.......))))))...........)))))......)))))))). -
23.50
>ENSRNOG00000017509 hs-mir-30c    280    287
UGUAAACAUCCUACACUCUCAGC&UGGAAGAAAUAAAGUUAUACCAUAUCUUCUUGUAAUGUUUACU
.((((((((..((((........&..............................)))))))))))). -13.90

miRNA: mir-30c
Human predicted target: ENSG00000090905



Mouse predicted target: ENSMUSG00000030776
Rat predicted target: ENSRNOG00000012884
Hs Gene description: TRINUCLEOTIDE REPEAT CONTAINING 6; EDIE; GW182
AUTOANTIGEN. [Source:RefSeq;Acc:NM_020847]
mir-30c ENSG00000090905 2979 nt UTR 4 hits 455 746 786 1552
------------------1----------1-1------------------------------1-----------
----------------------------------------------
>ENSG00000090905 hs-mir-30c    455    462
UGUAAACAUCCUACACUCUCAGC&AUCGGCAGUAUGGGGGGCAGCUGUCCCAGUGUCAAUGUUUACU
.((((((((...(((((..((((&...................))))....)))))..)))))))). -21.60
>ENSG00000090905 hs-mir-30c    746    753
UGUAAACAUCCUACACUCUCAGC&CAUUUUGUUUUGGAGGUUCUCACUUUGAACCUUCUUGUUUACAG
((((((((....((.(((.(((.&.........))))))))..................)))))))). -
14.25
>ENSG00000090905 hs-mir-30c    786    793
UGUAAACAUCCUACACUCUCAGC&ACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAAUGUUUACU
.((((((((.......((((((.&.....................)))))).......)))))))). -17.44
>ENSG00000090905 hs-mir-30c   1552   1559
UGUAAACAUCCUACACUCUCAGC&GUCCUAAGAUGCAAAAGAAGUCAGUGGCUUUUAACUGUUUACAA
((((((((.....((((......&......................)))).........)))))))). -
13.84
mir-30c ENSMUSG00000030776 2445 nt UTR 4 hits 78 366 405 1165
---1----------1-1-----------------------------1---------------------------
------------------------
>ENSMUSG00000030776 hs-mir-30c     78     85
UGUAAACAUCCUACACUCUCAGC&AAUCGGCAAUAUGGGGGCAGCUGUUCCAGUGUAGAUGUUUACU
.(((((((((.((((((..((((&...................))))....))))))))))))))). -27.30
>ENSMUSG00000030776 hs-mir-30c    366    373
UGUAAACAUCCUACACUCUCAGC&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG
((((((((.(((.((....((((&...))))...)).)))...................)))))))). -
15.35
>ENSMUSG00000030776 hs-mir-30c    405    412
UGUAAACAUCCUACACUCUCAGC&UACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((.......((((((.&......................))))))......)))))))). -17.02
>ENSMUSG00000030776 hs-mir-30c   1165   1172
UGUAAACAUCCUACACUCUCAGC&GUCCUAAGAUGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((..((((.((((..((&..........))...))))....))))........)))))))). -
15.90
mir-30c ENSRNOG00000012884 4340 nt UTR 4 hits 449 736 774 1526
-----------------1-----------11------------------------------1------------
--------------------------------------------------------------------------
--------------------------
>ENSRNOG00000012884 hs-mir-30c    449    456
UGUAAACAUCCUACACUCUCAGC&UCUCUCCGUCUGGGGGACAGCUGCUCCAGUGUAAAUGUUUACU
.((((((((..((((((..((((&...................))))....)))))).)))))))). -22.70
>ENSRNOG00000012884 hs-mir-30c    736    743
UGUAAACAUCCUACACUCUCAGC&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG



((((((((.(((.((....((((&...))))...)).)))...................)))))))). -
15.35
>ENSRNOG00000012884 hs-mir-30c    774    781
UGUAAACAUCCUACACUCUCAGC&UUACAGAUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((.......((((((.&......................))))))......)))))))). -17.02
>ENSRNOG00000012884 hs-mir-30c   1526   1533
UGUAAACAUCCUACACUCUCAGC&GUCCUAAGACGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((..((((.((((..((&..........))...))))....))))........)))))))). -
16.20

miRNA: mir-30c
Human predicted target: ENSG00000109689
Mouse predicted target: ENSMUSG00000039156
Rat predicted target: ENSRNOG00000002956
Hs Gene description: STROMAL INTERACTION MOLECULE 2 PRECURSOR.
[Source:SWISSPROT;Acc:Q9P246] NM_020860
mir-30c ENSG00000109689 4385 nt UTR 2 hits 371 881
--------------1--------------------1--------------------------------------
--------------------------------------------------------------------------
----------------------------
>ENSG00000109689 hs-mir-30c    371    378
UGUAAACAUCCUACACUCUCAGC&GACUCGUAAGCCAGCAUGGGCUUGCAAAAAUUUCUUGUUUACC
.(((((((.....((..((((((&.............)).))))..))...........))))))). -12.49
>ENSG00000109689 hs-mir-30c    881    888
UGUAAACAUCCUACACUCUCAGC&AAGCCGAGGUGGGGGGAUAUGGGGAUUCAGGCAAUUGUUUACAC
((((((((((((.(((.(((.((&..)).))))))..))))..................)))))))). -
23.26
mir-30c ENSMUSG00000039156 2000 nt UTR 2 hits 365 868
--------------1-------------------1---------------------------------------
------
>ENSMUSG00000039156 hs-mir-30c    365    372
UGUAAACAUCCUACACUCUCAGC&GGACUGUAAGCCAGCAUGGGCUUGCAAAAUUUUCUUGUUUACC
.(((((((.....((..((((((&.............)).))))..))...........))))))). -12.49
>ENSMUSG00000039156 hs-mir-30c    868    875
UGUAAACAUCCUACACUCUCAGC&UAAACUGCGGUCUGGGGCGUGGGGACCCAGGCACUUGUUUACAG
((((((((((((((.(.(((((.&...........)))))).))))))...........)))))))). -
24.30
mir-30c ENSRNOG00000002956 2000 nt UTR 2 hits 362 866
--------------1-------------------1---------------------------------------
------
>ENSRNOG00000002956 hs-mir-30c    362    369
UGUAAACAUCCUACACUCUCAGC&GGACUGUAAGCCAGCAUGGGCUUGCACAAUUUUCUUGUUUACC
.(((((((.....((..((((((&.............)).))))..))...........))))))). -12.49
>ENSRNOG00000002956 hs-mir-30c    866    873
UGUAAACAUCCUACACUCUCAGC&UAAACUGAGGUUGGGGGUGUGGGGAUUCAGGCACUUGUUUACAG
(((((((((((((((((((((((&.........)))))))))))))))...........)))))))). -
32.80



miRNA: mir-30c
Human predicted target: ENSG00000114353
Mouse predicted target: ENSMUSG00000032562
Rat predicted target: ENSRNOG00000016592
Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(I), ALPHA-2
SUBUNIT (ADENYLATE CYCLASE-INHIBITING G ALPHA PROTEIN).
[Source:SWISSPROT;Acc:P04899] NM_002070
mir-30c ENSG00000114353 2567 nt UTR 2 hits 405 682
----------------1----------1----------------------------------------------
-----------------------------
>ENSG00000114353 hs-mir-30c    405    412
UGUAAACAUCCUACACUCUCAGC&CCCAACACCAGCCCCUGCCCCAGCCCAAGUCCAAAUGUUUACAG
(((((((((.....(((....((&......................))...)))....))))))))). -
13.30
>ENSG00000114353 hs-mir-30c    682    689
UGUAAACAUCCUACACUCUCAGC&CUUCCAAGUGACUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.(.((((.(((((.&....................))))).))))..).))))))))). -
24.00
mir-30c ENSMUSG00000032562 2992 nt UTR 4 hits 398 683 1880 2165
---------------1-----------1----------------------------------------------
-1----------1---------------------------------
>ENSMUSG00000032562 hs-mir-30c    398    405
UGUAAACAUCCUACACUCUCAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((.....(((.((((.&...................))))....)))....))))))))). -
15.70
>ENSMUSG00000032562 hs-mir-30c    683    690
UGUAAACAUCCUACACUCUCAGC&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.(.((((.(((((.&....................))))).))))..).))))))))). -
24.00
>ENSMUSG00000032562 hs-mir-30c   1880   1887
UGUAAACAUCCUACACUCUCAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((.....(((.((((.&...................))))....)))....))))))))). -
15.70
>ENSMUSG00000032562 hs-mir-30c   2165   2172
UGUAAACAUCCUACACUCUCAGC&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.(.((((.(((((.&....................))))).))))..).))))))))). -
24.00
mir-30c ENSRNOG00000016592 2294 nt UTR 2 hits 1202 1486
------------------------------------------------1----------1--------------
------------------
>ENSRNOG00000016592 hs-mir-30c   1202   1209
UGUAAACAUCCUACACUCUCAGC&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((.....(((.((((.&...................))))....)))....))))))))). -
15.70
>ENSRNOG00000016592 hs-mir-30c   1486   1493
UGUAAACAUCCUACACUCUCAGC&CUUUCCAGUGAUUCCGUGCCUUGAGUGUUUCUGCCUGUUUACAC



((((((((..(.((((((...((&.................))...))))))....)..)))))))). -
20.60

miRNA: mir-30c
Human predicted target: ENSG00000126003
Mouse predicted target: ENSMUSG00000051413
Mouse predicted target: ENSMUSG00000045985
Rat predicted target: ENSRNOG00000010086
Hs Gene description: ZINC FINGER PROTEIN PLAGL2 (PLEIOMORPHIC ADENOMA-LIKE
PROTEIN 2). [Source:SWISSPROT;Acc:Q9UPG8] NM_002657
mir-30c ENSG00000126003 5948 nt UTR 2 hits 655 742
--------------------------1--1--------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
----------------
>ENSG00000126003 hs-mir-30c    655    662
UGUAAACAUCCUACACUCUCAGC&CAAGCUGUUAGCCUUAGAGUGAUUGCAGUGAACACUGUUUACAC
((((((((((((.((((((((((&...))))........)))))).....)).))....)))))))). -
19.90
>ENSG00000126003 hs-mir-30c    742    749
UGUAAACAUCCUACACUCUCAGC&CUGAACCAUUUGGUACCUGGUGUUAACUGGAGUCCUGUUUACAA
(((((((((((.(((((......&..................))))).....)))....)))))))). -
18.20
mir-30c ENSMUSG00000051413 5720 nt UTR 2 hits 637 724
-------------------------1--1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000051413 hs-mir-30c    637    644
UGUAAACAUCCUACACUCUCAGC&GCCACACUGUUAGCCUUAGUGAUUGCAGUGAACACUGUUUACAC
((((((((.....((((......&..........................)))).....)))))))). -
14.80
>ENSMUSG00000051413 hs-mir-30c    724    731
UGUAAACAUCCUACACUCUCAGC&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
(((((((((((.(((((......&..................))))).....)))....)))))))). -
18.20
mir-30c ENSMUSG00000045985 5720 nt UTR 2 hits 637 724
-------------------------1--1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000045985 hs-mir-30c    637    644
UGUAAACAUCCUACACUCUCAGC&GCCACACUGUUAGCCUUAGUGAUUGCAGUGAACACUGUUUACAC
((((((((.....((((......&..........................)))).....)))))))). -
14.80
>ENSMUSG00000045985 hs-mir-30c    724    731
UGUAAACAUCCUACACUCUCAGC&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA



(((((((((((.(((((......&..................))))).....)))....)))))))). -
18.20
mir-30c ENSRNOG00000010086 2000 nt UTR 2 hits 642 729
-------------------------1---1--------------------------------------------
------
>ENSRNOG00000010086 hs-mir-30c    642    649
UGUAAACAUCCUACACUCUCAGC&CACACUGUUAGCCUUAGAGUGAUUGCAGUGAACACUGUUUACAC
((((((((((((.((((((.((.&............)).)))))).....)).))....)))))))). -
18.40
>ENSRNOG00000010086 hs-mir-30c    729    736
UGUAAACAUCCUACACUCUCAGC&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
(((((((((((.(((((......&..................))))).....)))....)))))))). -
18.20

miRNA: mir-30c
Human predicted target: ENSG00000151239
Mouse predicted target: ENSMUSG00000022451
Rat predicted target: ENSRNOG00000012595
Hs Gene description: PTK9 PROTEIN TYROSINE KINASE 9; PROTEIN TYROSINE
KINASE 9. [Source:RefSeq;Acc:NM_002822] NM_002822
mir-30c ENSG00000151239 3862 nt UTR 2 hits 1322 1385
----------------------------------------------------1--1------------------
--------------------------------------------------------------------------
-------
>ENSG00000151239 hs-mir-30c   1322   1329
UGUAAACAUCCUACACUCUCAGC&UUUAAAAUAGAAUUUAGAGUAUUUGGGGUUUUGUUUGUUUACAA
(((((((((((((.(((((....&...............)))))...))))).......)))))))). -
18.81
>ENSG00000151239 hs-mir-30c   1385   1392
UGUAAACAUCCUACACUCUCAGC&UAAACAUGCAAAAUAACUGACAAUAAUGUUGCACUUGUUUACU
.(((((((....(((...((((.&................))))......)))......))))))). -13.80
mir-30c ENSMUSG00000022451 2732 nt UTR 3 hits 1355 1418 1740
------------------------------------------------------1-1------------1----
------------------------------------
>ENSMUSG00000022451 hs-mir-30c   1355   1362
UGUAAACAUCCUACACUCUCAGC&UUUUUAAAAUAGAUUUGAUUAUUGUGUGUUUUGUUUGUUUACAA
((((((((..(.((((...(((.&.....................))).))))...)..)))))))). -
18.40
>ENSMUSG00000022451 hs-mir-30c   1418   1425
UGUAAACAUCCUACACUCUCAGC&UACAUAUGCAGGACAGUCGACAGUGACGUCACACUUGUUUACGA
((((((((.....((((.((.((&...............)).)).))))..........)))))))). -
14.56
>ENSMUSG00000022451 hs-mir-30c   1740   1747
UGUAAACAUCCUACACUCUCAGC&AAUCACGUAUGCAUUUGUUUUAGGGUAUAACUCAUUGUUUACAC
((((((((...((.(((((....&.....................))))).))......)))))))). -
14.40
mir-30c ENSRNOG00000012595 2000 nt UTR 3 hits 1309 1372 1675



----------------------------------------------------1-1-----------1-------
------
>ENSRNOG00000012595 hs-mir-30c   1309   1316
UGUAAACAUCCUACACUCUCAGC&UGGAAGUUUUUAAAAAUAGAUUUGUGUGUUUUGUUUGUUUACAA
((((((((..(.((((...(((.&.....................))).))))...)..)))))))). -
18.30
>ENSRNOG00000012595 hs-mir-30c   1372   1379
UGUAAACAUCCUACACUCUCAGC&UAAAUAUGCAGGAGAGUUGAUGGUAAUGUUGCUCUUGUUUACGA
((((((((.((...((((((.((&.......))..))))))....))............)))))))). -
19.82
>ENSRNOG00000012595 hs-mir-30c   1675   1682
UGUAAACAUCCUACACUCUCAGC&AAUCACGUAUGCAUUUGUCUUAGGGAAUAACCCAUUGUUUACAG
(((((((((((((.((.....((&..........))....))..)))))..........)))))))). -
14.00

miRNA: mir-30c
Human predicted target: ENSG00000172819
Mouse predicted target: ENSMUSG00000001288
Rat predicted target: ENSRNOG00000012499
Hs Gene description: RETINOIC ACID RECEPTOR GAMMA-1 (RAR-GAMMA-1).
[Source:SWISSPROT;Acc:P13631]
mir-30c ENSG00000172819 3107 nt UTR 2 hits 855 1028
----------------------------------1------1--------------------------------
---------------------------------------------------
>ENSG00000172819 hs-mir-30c    855    862
UGUAAACAUCCUACACUCUCAGC&GACCCAGAGGAAGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
((((((((..(((..((((....&.....))))...................)))....)))))))). -
12.70
>ENSG00000172819 hs-mir-30c   1028   1035
UGUAAACAUCCUACACUCUCAGC&UCUCUUGGGGGGUCAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
((((((((((((((.(((((((.&....))))))))).)))).................)))))))). -
21.42
mir-30c ENSMUSG00000001288 2000 nt UTR 2 hits 919 1093
------------------------------------1------1------------------------------
------
>ENSMUSG00000001288 hs-mir-30c    919    926
UGUAAACAUCCUACACUCUCAGC&GACCCAGAGGAAGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
((((((((..(((..((((....&.....))))...................)))....)))))))). -
12.70
>ENSMUSG00000001288 hs-mir-30c   1093   1100
UGUAAACAUCCUACACUCUCAGC&UUCUCUGGGGGGUUAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
(((((((((((((..(((((((.&....)))))))..))))).................)))))))). -
24.62
mir-30c ENSRNOG00000012499 2000 nt UTR 3 hits 836 1010 1401
---------------------------------1------1---------------1-----------------
------
>ENSRNOG00000012499 hs-mir-30c    836    843



UGUAAACAUCCUACACUCUCAGC&ACCCAGAGGAAGGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
((((((((.(((.(.((((....&....))))).)))......................)))))))). -
15.60
>ENSRNOG00000012499 hs-mir-30c   1010   1017
UGUAAACAUCCUACACUCUCAGC&UUCUCUGGGGGGUUAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
(((((((((((((..(((((((.&....)))))))..))))).................)))))))). -
24.62
>ENSRNOG00000012499 hs-mir-30c   1401   1408
UGUAAACAUCCUACACUCUCAGC&GAUCCUGUGGGUUCAUGCUACUAUGCCUAGGCAUGUGUUUACC
.((((((((((((.((((.(((.&....))).))))...............))))...)))))))). -18.39

miRNA: mir-30c
Human predicted target: ENSG00000176165
Mouse predicted target: ENSMUSG00000020950
Rat predicted target: ENSRNOG00000004156
Hs Gene description: FORKHEAD BOX PROTEIN G1B (FORKHEAD-RELATED PROTEIN
FKHL1) (TRANSCRIPTION FACTOR BF-1) (BRAIN FACTOR 1) (BF1) (HFK1).
[Source:SWISSPROT;Acc:P55315] NM_005249
mir-30c ENSG00000176165 2922 nt UTR 3 hits 505 874 1476
--------------------1-------------1------------------------1--------------
-------------------------------------------
>ENSG00000176165 hs-mir-30c    505    512
UGUAAACAUCCUACACUCUCAGC&UGUCCUUUUCUUUAAAGAACUGUUUUUUUUUCUUUUGUUUACU
.(((((((...........(((.&...................))).............))))))). -12.15
>ENSG00000176165 hs-mir-30c    874    881
UGUAAACAUCCUACACUCUCAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.(((((((((..((((.......&...............))))..)............)))))))). -13.10
>ENSG00000176165 hs-mir-30c   1476   1483
UGUAAACAUCCUACACUCUCAGC&UUUAUACUUUCUAAGUCAGCAUUUAUUUUUGUGGCUGUUUACC
.(((((((.((.(((........&.............................))))).))))))). -15.40
mir-30c ENSMUSG00000020950 2925 nt UTR 3 hits 135 501 882
-----1--------------1--------------1--------------------------------------
-------------------------------------------
>ENSMUSG00000020950 hs-mir-30c    135    142
UGUAAACAUCCUACACUCUCAGC&UCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.((((((((((((....((.(((&...................))).))....))))).))))))). -17.80
>ENSMUSG00000020950 hs-mir-30c    501    508
UGUAAACAUCCUACACUCUCAGC&UGUCCUUUUUCUUUAAAGAACUGUUUCUUUCCUUUUGUUUACU
.(((((((...........(((.&....................)))............))))))). -12.70
>ENSMUSG00000020950 hs-mir-30c    882    889
UGUAAACAUCCUACACUCUCAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.(((((((((..((((.......&...............))))..)............)))))))). -13.10
mir-30c ENSRNOG00000004156 2930 nt UTR 3 hits 136 501 883
-----1--------------1--------------1--------------------------------------
--------------------------------------------
>ENSRNOG00000004156 hs-mir-30c    136    143
UGUAAACAUCCUACACUCUCAGC&CCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU



.((((((((((((....((.(((&...................))).))....))))).))))))). -17.80
>ENSRNOG00000004156 hs-mir-30c    501    508
UGUAAACAUCCUACACUCUCAGC&UUUGUCCUUUUCUUUAAAGAACUGUUUUUUUCUUUUGUUUACU
.(((((((...........(((.&.....................)))...........))))))). -13.25
>ENSRNOG00000004156 hs-mir-30c    883    890
UGUAAACAUCCUACACUCUCAGC&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.(((((((((..((((.......&...............))))..)............)))))))). -13.10

miRNA: mir-30c
Human predicted target: ENSG00000185112
Mouse predicted target: ENSMUSG00000046546
Rat predicted target: ENSRNOG00000001728
Hs Gene description: NM_153690
mir-30c ENSG00000185112 2445 nt UTR 2 hits 519 609
--------------------1---1-------------------------------------------------
------------------------
>ENSG00000185112 hs-mir-30c    519    526
UGUAAACAUCCUACACUCUCAGC&UAGCCCUUGGUUCUUUUUGGUGCAAGAAUUCUGGCUGUUUACC
.(((((((.((.....(((..((&.....................)).))).....)).))))))). -15.10
>ENSG00000185112 hs-mir-30c    609    616
UGUAAACAUCCUACACUCUCAGC&UGGGGGGUGGGGGGAGAUGAAAGAGAGUCGCGUUUUGUUUACAG
((((((((((((((.((((((..&)))))))))))).......................)))))))). -
24.40
mir-30c ENSMUSG00000046546 2846 nt UTR 4 hits 487 577 1366 1391
-------------------1---1------------------------------11------------------
----------------------------------------
>ENSMUSG00000046546 hs-mir-30c    487    494
UGUAAACAUCCUACACUCUCAGC&CUGCCCCCAGUUCUUUCGGAUAGGGGAGCUUGGGCUGUUUACC
.(((((((.((((..(((((...&.......................)))))..)))).))))))). -23.90
>ENSMUSG00000046546 hs-mir-30c    577    584
UGUAAACAUCCUACACUCUCAGC&CUUGGGGGGGGGGGCAGUGUAUGAAAGUCGUGUUUUGUUUACAG
((((((((((((...(((((((.&.)))))))..)))).....................)))))))). -
21.39
>ENSMUSG00000046546 hs-mir-30c   1366   1373
UGUAAACAUCCUACACUCUCAGC&UUUGGAGAGGUCAGUGUAAAUUCAACUGCCCACGCUGUUUACAC
((((((((.(((((.(((((...&....))))))).))...................).)))))))). -
17.00
>ENSMUSG00000046546 hs-mir-30c   1391   1398
UGUAAACAUCCUACACUCUCAGC&CUGCCCACGCUGUUUACACGAGUCACGUGGAUGGCUGUUUACU
.(((((((.((..(((...((((&........))))..............)))...)).))))))). -19.33
mir-30c ENSRNOG00000001728 2000 nt UTR 3 hits 511 604 1397
--------------------1---1------------------------------1------------------
------
>ENSRNOG00000001728 hs-mir-30c    511    518
UGUAAACAUCCUACACUCUCAGC&CUGCCCCCAGUUCUUUUGGAUAUGAGAGCUUGGGCUGUUUACC
.(((((((.((((..((((((..&......................))))))..)))).))))))). -25.80
>ENSRNOG00000001728 hs-mir-30c    604    611



UGUAAACAUCCUACACUCUCAGC&UGGGGGGCGGAGGGCGGGGUAUGAAAGUUGUGUUUUGUUUACAG
((((((((.(((.(.(((((.((&......)).))))).))))................)))))))). -
21.23
>ENSRNOG00000001728 hs-mir-30c   1397   1404
UGUAAACAUCCUACACUCUCAGC&AAUUCAACUGCCCACACUGUUUAGACGUGUAUGGCUGUUUACU
.(((((((.((((((((((.(((&..................))).))).))))).)).))))))). -23.30

miRNA: mir-30d
Human predicted target: ENSG00000058600
Mouse predicted target: ENSMUSG00000030880
Rat predicted target: ENSRNOG00000016960
Hs Gene description: DNA-DIRECTED RNA POLYMERASES III 80 KDA POLYPEPTIDE
(EC 2.7.7.6) (RNA POLYMERASE III SUBUNIT 5) (RPC5).
[Source:SWISSPROT;Acc:Q9NVU0] NM_018119
mir-30d ENSG00000058600 2325 nt UTR 2 hits 378 567
---------------1------1---------------------------------------------------
-------------------
>ENSG00000058600 hs-mir-30d    378    385
UGUAAACAUCCCCGACUGGAAG&CUUUUGUAAACUUAAUGCCAACAAGGUCUAAGUUAUGUUUACAA
(((((((((..(.((((.....&........................))))...)..))))))))). -17.00
>ENSG00000058600 hs-mir-30d    567    574
UGUAAACAUCCCCGACUGGAAG&UUUGACAACAACCUACUUUAUGUAGCAGUCUCAACUGUUUACAU
((((((((.....(((((....&.........................))))).....)))))))). -18.90
mir-30d ENSMUSG00000030880 2714 nt UTR 2 hits 363 550
--------------1------1----------------------------------------------------
-----------------------------------
>ENSMUSG00000030880 hs-mir-30d    363    370
UGUAAACAUCCCCGACUGGAAG&CCUCUUUUAAAUGAAUGCCAACAUAGUUAAAGAUAUGUUUACAA
(((((((((..(.(((((....&.......................)))))...)..))))))))). -15.40
>ENSMUSG00000030880 hs-mir-30d    550    557
UGUAAACAUCCCCGACUGGAAG&CUUUAUAGCAGCCUGCUUUCUGUAGCGGUCUCAACUGUUUACAC
((((((((.....(((((....&.........................))))).....)))))))). -18.10
mir-30d ENSRNOG00000016960 2720 nt UTR 2 hits 367 555
--------------1-------1---------------------------------------------------
-----------------------------------
>ENSRNOG00000016960 hs-mir-30d    367    374
UGUAAACAUCCCCGACUGGAAG&CCUCUUUUAAAUGAAUGCCAACAUAGUUAAAGUUAUGUUUACAA
(((((((((..(.(((((....&.......................)))))...)..))))))))). -16.30
>ENSRNOG00000016960 hs-mir-30d    555    562
UGUAAACAUCCCCGACUGGAAG&UUAUACAGCAGCCUGCUUUCUGUAGCGGUCUCAACUGUUUACAC
((((((((.....(((((....&.........................))))).....)))))))). -18.10

miRNA: mir-30d
Human predicted target: ENSG00000074047
Mouse predicted target: ENSMUSG00000048402
Rat predicted target: ENSRNOG00000002430



Hs Gene description: ZINC FINGER PROTEIN GLI2 (TAX HELPER PROTEIN).
[Source:SWISSPROT;Acc:P10070] NM_005270
mir-30d ENSG00000074047 2564 nt UTR 2 hits 771 953
------------------------------1-------1-----------------------------------
-----------------------------
>ENSG00000074047 hs-mir-30d    771    778
UGUAAACAUCCCCGACUGGAAG&GCAAGCCCAGAAGCUGCCCUGGCCUCUCCAGACCGUGUUUACAG
(((((((((......(((((..&..........................)))))...))))))))). -19.10
>ENSG00000074047 hs-mir-30d    953    960
UGUAAACAUCCCCGACUGGAAG&CCCUAGGGAUCUCUCAGUAGGAAGAGGAAGUUGCGUGUUUACC
.((((((((((((.((((..((&..........))..)))).))....)).......)))))))). -18.31
mir-30d ENSMUSG00000048402 3651 nt UTR 3 hits 695 833 1357
---------------------------1-----1--------------------1-------------------
-------------------------------------------------------------------------
>ENSMUSG00000048402 hs-mir-30d    695    702
UGUAAACAUCCCCGACUGGAAG&UUACUAUUGGGGGGGGUACAGGGUCUCUCCUGGCCUGUUUACAG
((((((((.((((..(..(.((&...)).)..)..))))...................)))))))). -20.95
>ENSMUSG00000048402 hs-mir-30d    833    840
UGUAAACAUCCCCGACUGGAAG&GUGGAAGAGGCCUUCCCCAGGAAAAGGAAGUCAUAUGUUUACC
.((((((((....(((((((((&...........)))))............))))..)))))))). -17.90
>ENSMUSG00000048402 hs-mir-30d   1357   1364
UGUAAACAUCCCCGACUGGAAG&CUGGACCCUCUGUGUCCCAGGGCAGCAAACUUCUCUGUUUACAA
((((((((.(((.(((((((..&........)))).)))...))).............)))))))). -16.84
mir-30d ENSRNOG00000002430 2000 nt UTR 3 hits 657 794 1301
--------------------------1----1--------------------1---------------------
------
>ENSRNOG00000002430 hs-mir-30d    657    664
UGUAAACAUCCCCGACUGGAAG&AUAUUUUACUAUGGGGGUGGGGGGCUCUCCUGGCCUGUUUACAG
(((((((((((((.(((.....&...............))).)))))...........)))))))). -23.30
>ENSRNOG00000002430 hs-mir-30d    794    801
UGUAAACAUCCCCGACUGGAAG&GUGAAAGAGGCCUUCCCCAGGCAAAGGAGGCCGUGUGUUUACC
.((((((((((((..((((...&................)))).....)).))....)))))))). -21.20
>ENSRNOG00000002430 hs-mir-30d   1301   1308
UGUAAACAUCCCCGACUGGAAG&CUGGACCCCCUGUGUCCCGGGGCAGCAAACUUCUCUGUUUACAA
((((((((.(((((...(((..&..............)))))))).............)))))))). -20.74

miRNA: mir-30d
Human predicted target: ENSG00000090905
Mouse predicted target: ENSMUSG00000030776
Rat predicted target: ENSRNOG00000012884
Hs Gene description: TRINUCLEOTIDE REPEAT CONTAINING 6; EDIE; GW182
AUTOANTIGEN. [Source:RefSeq;Acc:NM_020847]
mir-30d ENSG00000090905 2979 nt UTR 4 hits 455 746 786 1552
------------------1----------1-1------------------------------1-----------
----------------------------------------------
>ENSG00000090905 hs-mir-30d    455    462
UGUAAACAUCCCCGACUGGAAG&AUCGGCAGUAUGGGGGGCAGCUGUCCCAGUGUCAAUGUUUACU



.(((((((((((((((((....&.....)))).)))))...................)))))))). -22.50
>ENSG00000090905 hs-mir-30d    746    753
UGUAAACAUCCCCGACUGGAAG&CAUUUUGUUUUGGAGGUUCUCACUUUGAACCUUCUUGUUUACAG
((((((((.((((((.......&.........)))).))...................)))))))). -15.45
>ENSG00000090905 hs-mir-30d    786    793
UGUAAACAUCCCCGACUGGAAG&ACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAAUGUUUACU
.((((((((......((.((((&...................)))).))........)))))))). -12.34
>ENSG00000090905 hs-mir-30d   1552   1559
UGUAAACAUCCCCGACUGGAAG&GUCCUAAGAUGCAAAAGAAGUCAGUGGCUUUUAACUGUUUACAA
((((((((...((.(((((...&....................)))))))........)))))))). -16.20
mir-30d ENSMUSG00000030776 2445 nt UTR 4 hits 78 366 405 1165
---1----------1-1-----------------------------1---------------------------
------------------------
>ENSMUSG00000030776 hs-mir-30d     78     85
UGUAAACAUCCCCGACUGGAAG&AAUCGGCAAUAUGGGGGCAGCUGUUCCAGUGUAGAUGUUUACU
.(((((((((..(.(((((((.&.......................))))))))..))))))))). -26.10
>ENSMUSG00000030776 hs-mir-30d    366    373
UGUAAACAUCCCCGACUGGAAG&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG
((((((((((.(((...((((.&................))))..))).)).......)))))))). -18.81
>ENSMUSG00000030776 hs-mir-30d    405    412
UGUAAACAUCCCCGACUGGAAG&UACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((......((.((((&....................)))).)).......)))))))). -12.92
>ENSMUSG00000030776 hs-mir-30d   1165   1172
UGUAAACAUCCCCGACUGGAAG&GUCCUAAGAUGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((...((.(((((...&....................)))))))........)))))))). -16.20
mir-30d ENSRNOG00000012884 4340 nt UTR 4 hits 449 736 774 1526
-----------------1-----------11------------------------------1------------
--------------------------------------------------------------------------
--------------------------
>ENSRNOG00000012884 hs-mir-30d    449    456
UGUAAACAUCCCCGACUGGAAG&UCUCUCCGUCUGGGGGACAGCUGCUCCAGUGUAAAUGUUUACU
.(((((((((((((((.(((..&....)))))).))))...................)))))))). -23.60
>ENSRNOG00000012884 hs-mir-30d    736    743
UGUAAACAUCCCCGACUGGAAG&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG
((((((((((.(((...((((.&................))))..))).)).......)))))))). -18.81
>ENSRNOG00000012884 hs-mir-30d    774    781
UGUAAACAUCCCCGACUGGAAG&UUACAGAUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((......((.((((&....................)))).)).......)))))))). -12.92
>ENSRNOG00000012884 hs-mir-30d   1526   1533
UGUAAACAUCCCCGACUGGAAG&GUCCUAAGACGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((...((.(((((...&....................)))))))........)))))))). -16.20

miRNA: mir-30d
Human predicted target: ENSG00000109689
Mouse predicted target: ENSMUSG00000039156
Rat predicted target: ENSRNOG00000002956



Hs Gene description: STROMAL INTERACTION MOLECULE 2 PRECURSOR.
[Source:SWISSPROT;Acc:Q9P246] NM_020860
mir-30d ENSG00000109689 4385 nt UTR 2 hits 371 881
--------------1--------------------1--------------------------------------
--------------------------------------------------------------------------
----------------------------
>ENSG00000109689 hs-mir-30d    371    378
UGUAAACAUCCCCGACUGGAAG&GACUCGUAAGCCAGCAUGGGCUUGCAAAAAUUUCUUGUUUACC
.(((((((..((((.((((...&..........))))..))))...............))))))). -18.23
>ENSG00000109689 hs-mir-30d    881    888
UGUAAACAUCCCCGACUGGAAG&AAGCCGAGGUGGGGGGAUAUGGGGAUUCAGGCAAUUGUUUACAC
(((((((((((((.(((((...&...))..))).)))))...................)))))))). -23.10
mir-30d ENSMUSG00000039156 2000 nt UTR 2 hits 365 868
--------------1-------------------1---------------------------------------
------
>ENSMUSG00000039156 hs-mir-30d    365    372
UGUAAACAUCCCCGACUGGAAG&GGACUGUAAGCCAGCAUGGGCUUGCAAAAUUUUCUUGUUUACC
.(((((((..((((.((((...&..........))))..))))...............))))))). -18.23
>ENSMUSG00000039156 hs-mir-30d    868    875
UGUAAACAUCCCCGACUGGAAG&UAAACUGCGGUCUGGGGCGUGGGGACCCAGGCACUUGUUUACAG
((((((((((((((.(..((..&..........))..)....))))))..........)))))))). -25.10
mir-30d ENSRNOG00000002956 2000 nt UTR 2 hits 362 866
--------------1-------------------1---------------------------------------
------
>ENSRNOG00000002956 hs-mir-30d    362    369
UGUAAACAUCCCCGACUGGAAG&GGACUGUAAGCCAGCAUGGGCUUGCACAAUUUUCUUGUUUACC
.(((((((..((((.((((...&..........))))..))))...............))))))). -18.23
>ENSRNOG00000002956 hs-mir-30d    866    873
UGUAAACAUCCCCGACUGGAAG&UAAACUGAGGUUGGGGGUGUGGGGAUUCAGGCACUUGUUUACAG
(((((((((((((((((...((&....))..)))))))))..................)))))))). -24.96

miRNA: mir-30d
Human predicted target: ENSG00000114353
Mouse predicted target: ENSMUSG00000032562
Rat predicted target: ENSRNOG00000016592
Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(I), ALPHA-2
SUBUNIT (ADENYLATE CYCLASE-INHIBITING G ALPHA PROTEIN).
[Source:SWISSPROT;Acc:P04899] NM_002070
mir-30d ENSG00000114353 2567 nt UTR 2 hits 405 682
----------------1----------1----------------------------------------------
-----------------------------
>ENSG00000114353 hs-mir-30d    405    412
UGUAAACAUCCCCGACUGGAAG&CCCAACACCAGCCCCUGCCCCAGCCCAAGUCCAAAUGUUUACAG
(((((((((....((((((...&........................))).)))...))))))))). -19.40
>ENSG00000114353 hs-mir-30d    682    689
UGUAAACAUCCCCGACUGGAAG&CUUCCAAGUGACUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.(..(((((((((&))))))......................))).).))))))))). -18.94



mir-30d ENSMUSG00000032562 2992 nt UTR 4 hits 398 683 1880 2165
---------------1-----------1----------------------------------------------
-1----------1---------------------------------
>ENSMUSG00000032562 hs-mir-30d    398    405
UGUAAACAUCCCCGACUGGAAG&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((...&........................))).)))...))))))))). -19.40
>ENSMUSG00000032562 hs-mir-30d    683    690
UGUAAACAUCCCCGACUGGAAG&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((...((.(((((((&.)))))))))........................))))))))). -18.83
>ENSMUSG00000032562 hs-mir-30d   1880   1887
UGUAAACAUCCCCGACUGGAAG&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((...&........................))).)))...))))))))). -19.40
>ENSMUSG00000032562 hs-mir-30d   2165   2172
UGUAAACAUCCCCGACUGGAAG&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((...((.(((((((&.)))))))))........................))))))))). -18.83
mir-30d ENSRNOG00000016592 2294 nt UTR 2 hits 1202 1486
------------------------------------------------1----------1--------------
------------------
>ENSRNOG00000016592 hs-mir-30d   1202   1209
UGUAAACAUCCCCGACUGGAAG&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((...&........................))).)))...))))))))). -19.40
>ENSRNOG00000016592 hs-mir-30d   1486   1493
UGUAAACAUCCCCGACUGGAAG&CUUUCCAGUGAUUCCGUGCCUUGAGUGUUUCUGCCUGUUUACAC
((((((((((....((((((((&.))))))))))........................)))))))). -16.35

miRNA: mir-30d
Human predicted target: ENSG00000116128
Mouse predicted target: ENSMUSG00000038256
Mouse predicted target: ENSMUSG00000046063
Rat predicted target: ENSRNOG00000017516
Rat predicted target: ENSRNOG00000017541
Hs Gene description: B-CELL LYMPHOMA 9 PROTEIN (BCL-9) (LEGLESS HOMOLOG).
[Source:SWISSPROT;Acc:O00512] NM_004326
mir-30d ENSG00000116128 2000 nt UTR 2 hits 329 486
-------------1-----1------------------------------------------------------
------
>ENSG00000116128 hs-mir-30d    329    336
UGUAAACAUCCCCGACUGGAAG&AUUGCCAUCGGUCAUGUGUUGCACCGUUCUCUGUAUGUUUACGU
(((((((((.(((((.(((...&....))))))).....................).))))))))). -17.49
>ENSG00000116128 hs-mir-30d    486    493
UGUAAACAUCCCCGACUGGAAG&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.(((((((.(((.(.((.((((&..)))).))....................).))).))))))). -18.70
mir-30d ENSMUSG00000038256 3200 nt UTR 2 hits 322 490
------------1------1------------------------------------------------------
------------------------------------------------------
>ENSMUSG00000038256 hs-mir-30d    322    329
UGUAAACAUCCCCGACUGGAAG&GAGAAUUGCCAUCGGUCAUGUGUUGCACCGUUCUGUGUUUACGU



(((((((((..((((.(((...&........)))))))...................))))))))). -17.60
>ENSMUSG00000038256 hs-mir-30d    490    497
UGUAAACAUCCCCGACUGGAAG&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.(((((((.(((.(.((.((((&..)))).))....................).))).))))))). -18.70
mir-30d ENSMUSG00000046063 2001 nt UTR 1 hits 1378
-------------------------------------------------------1------------------
-------
>ENSMUSG00000046063 hs-mir-30d   1378   1385
UGUAAACAUCCCCGACUGGAAG&GAGCUGGUACAAGGCAAAGCAGGAGCAUUGUAAAGUGUUUACU
.((((((((((...((..(...&...)..))....))....................)))))))). -14.75
mir-30d ENSRNOG00000017516 2000 nt UTR 2 hits 327 543
-------------1-------1----------------------------------------------------
------
>ENSRNOG00000017516 hs-mir-30d    327    334
UGUAAACAUCCCCGACUGGAAG&GAUUCGCCAUCGGUCAUGUCUUGCACCGUUCUCUGUGUUUACGU
(((((((((..((((.(((...&......))))))).....................))))))))). -17.50
>ENSRNOG00000017516 hs-mir-30d    543    550
UGUAAACAUCCCCGACUGGAAG&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.(((((((.(((.(.((.((((&..)))).))....................).))).))))))). -18.70
mir-30d ENSRNOG00000017541 2573 nt UTR 1 hits 2172
--------------------------------------------------------------------------
------------1----------------
>ENSRNOG00000017541 hs-mir-30d   2172   2179
UGUAAACAUCCCCGACUGGAAG&AUAUAUUUCAAGUUGUUGGAUGAUGCAAUGAGUUUUGUUUACC
.((((((((((.(((((.((((&.....)))).)))))..)))...............))))))). -17.16

miRNA: mir-30d
Human predicted target: ENSG00000126003
Mouse predicted target: ENSMUSG00000051413
Mouse predicted target: ENSMUSG00000045985
Rat predicted target: ENSRNOG00000010086
Hs Gene description: ZINC FINGER PROTEIN PLAGL2 (PLEIOMORPHIC ADENOMA-LIKE
PROTEIN 2). [Source:SWISSPROT;Acc:Q9UPG8] NM_002657
mir-30d ENSG00000126003 5948 nt UTR 2 hits 655 742
--------------------------1--1--------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
----------------
>ENSG00000126003 hs-mir-30d    655    662
UGUAAACAUCCCCGACUGGAAG&CAAGCUGUUAGCCUUAGAGUGAUUGCAGUGAACACUGUUUACAC
((((((((......((((.((.&......................)).))))......)))))))). -16.50
>ENSG00000126003 hs-mir-30d    742    749
UGUAAACAUCCCCGACUGGAAG&CUGAACCAUUUGGUACCUGGUGUUAACUGGAGUCCUGUUUACAA
(((((((((((((((.(((...&.....))).))))...............)))....)))))))). -19.06
mir-30d ENSMUSG00000051413 5720 nt UTR 2 hits 637 724
-------------------------1--1---------------------------------------------
--------------------------------------------------------------------------



--------------------------------------------------------------------------
-------
>ENSMUSG00000051413 hs-mir-30d    637    644
UGUAAACAUCCCCGACUGGAAG&GCCACACUGUUAGCCUUAGUGAUUGCAGUGAACACUGUUUACAC
((((((((......((((.((.&......................)).))))......)))))))). -16.50
>ENSMUSG00000051413 hs-mir-30d    724    731
UGUAAACAUCCCCGACUGGAAG&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
(((((((((((((((.(((...&.....))).))))...............)))....)))))))). -21.16
mir-30d ENSMUSG00000045985 5720 nt UTR 2 hits 637 724
-------------------------1--1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000045985 hs-mir-30d    637    644
UGUAAACAUCCCCGACUGGAAG&GCCACACUGUUAGCCUUAGUGAUUGCAGUGAACACUGUUUACAC
((((((((......((((.((.&......................)).))))......)))))))). -16.50
>ENSMUSG00000045985 hs-mir-30d    724    731
UGUAAACAUCCCCGACUGGAAG&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
(((((((((((((((.(((...&.....))).))))...............)))....)))))))). -21.16
mir-30d ENSRNOG00000010086 2000 nt UTR 2 hits 642 729
-------------------------1---1--------------------------------------------
------
>ENSRNOG00000010086 hs-mir-30d    642    649
UGUAAACAUCCCCGACUGGAAG&CACACUGUUAGCCUUAGAGUGAUUGCAGUGAACACUGUUUACAC
((((((((......((((.((.&......................)).))))......)))))))). -16.50
>ENSRNOG00000010086 hs-mir-30d    729    736
UGUAAACAUCCCCGACUGGAAG&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
(((((((((((((((.(((...&.....))).))))...............)))....)))))))). -21.16

miRNA: mir-30d
Human predicted target: ENSG00000131914
Mouse predicted target: ENSMUSG00000050966
Rat predicted target: ENSRNOG00000015384
Hs Gene description: RNA-BINDING PROTEIN LIN-28.
[Source:RefSeq;Acc:NM_024674] NM_024674
mir-30d ENSG00000131914 4115 nt UTR 2 hits 1703 2958
--------------------------------------------------------------------1-----
--------------------------------------------1-----------------------------
-----------------
>ENSG00000131914 hs-mir-30d   1703   1710
UGUAAACAUCCCCGACUGGAAG&AUGUAUUGGUCUUUCUCCGUGUUCUUUGGGGGUUUUGUUUACAA
((((((((.(((((((((((..&...............)))).))).....))))...)))))))). -24.70
>ENSG00000131914 hs-mir-30d   2958   2965
UGUAAACAUCCCCGACUGGAAG&GAUUGUUUAAUAGGAGACGAACGAAUGUAACUCCAUGUUUACU
.((((((((........(((..&...............................))))))))))). -12.80
mir-30d ENSMUSG00000050966 4775 nt UTR 2 hits 1780 2473



-----------------------------------------------------------------------1--
------------------------1-------------------------------------------------
-------------------------------------------
>ENSMUSG00000050966 hs-mir-30d   1780   1787
UGUAAACAUCCCCGACUGGAAG&AAUGUGUUGGUCUUCAUGUUCUUUUGGGGUUUUAUUGUUUACAA
((((((((.((((((..((((.&..................)))).))))))......)))))))). -23.70
>ENSMUSG00000050966 hs-mir-30d   2473   2480
UGUAAACAUCCCCGACUGGAAG&AGAUUGUUACUAGGAGACGGACGAAUGUAUCUCCAUGUUUACU
.((((((((((.(..((((...&.........))))..)..))..............)))))))). -15.73
mir-30d ENSRNOG00000015384 2000 nt UTR 2 hits 1306 1974
----------------------------------------------------1---------------------
----1-
>ENSRNOG00000015384 hs-mir-30d   1306   1313
UGUAAACAUCCCCGACUGGAAG&AAUGUGUUGGUCUUCAUGUUCUUUUGGGGUUUUAUUGUUUACAA
((((((((.((((((..((((.&..................)))).))))))......)))))))). -23.70
>ENSRNOG00000015384 hs-mir-30d   1974   1981
UGUAAACAUCCCCGACUGGAAG&AGAUUGUUACUAGGAGACGGACGAAUGUAUCUCCAUGUUUACU
.((((((((((.(..((((...&.........))))..)..))..............)))))))). -15.73

miRNA: mir-30d
Human predicted target: ENSG00000132130
Mouse predicted target: ENSMUSG00000018698
Rat predicted target: ENSRNOG00000002812
Hs Gene description: LIM/HOMEOBOX PROTEIN LHX1 (HOMEOBOX PROTEIN LIM-1).
[Source:SWISSPROT;Acc:P48742] NM_005568
mir-30d ENSG00000132130 2000 nt UTR 2 hits 845 1028
---------------------------------1-------1--------------------------------
------
>ENSG00000132130 hs-mir-30d    845    852
UGUAAACAUCCCCGACUGGAAG&AAAAAAAAAAGACUAUUGAACUAAAAACAGUCAACUGUUUACGU
((((((((.....(((((....&...........................)))))...)))))))). -17.70
>ENSG00000132130 hs-mir-30d   1028   1035
UGUAAACAUCCCCGACUGGAAG&CUUUCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.(.(((((((((((&))))))).))....................)).).)))))))). -17.95
mir-30d ENSMUSG00000018698 2170 nt UTR 2 hits 938 1119
-------------------------------------1------1-----------------------------
-------------
>ENSMUSG00000018698 hs-mir-30d    938    945
UGUAAACAUCCCCGACUGGAAG&AAAAAGAAAAGACUAUCGAACUAAAAACAGUCAACUGUUUACGU
((((((((.....(((((....&...........................)))))...)))))))). -17.70
>ENSMUSG00000018698 hs-mir-30d   1119   1126
UGUAAACAUCCCCGACUGGAAG&CUUGCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.(.((.(((((.((&...........))...))))).........)).).)))))))). -18.30
mir-30d ENSRNOG00000002812 2086 nt UTR 2 hits 943 1126
-------------------------------------1-------1----------------------------
----------
>ENSRNOG00000002812 hs-mir-30d    943    950



UGUAAACAUCCCCGACUGGAAG&AAAAAAAAAAGACUAUUGAACUAAAAACAGUCAACUGUUUACGU
((((((((.....(((((....&...........................)))))...)))))))). -17.70
>ENSRNOG00000002812 hs-mir-30d   1126   1133
UGUAAACAUCCCCGACUGGAAG&CUUGCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.(.((.(((((.((&...........))...))))).........)).).)))))))). -18.30

miRNA: mir-30d
Human predicted target: ENSG00000144580
Mouse predicted target: ENSMUSG00000026174
Rat predicted target: ENSRNOG00000016034
Hs Gene description: RCD1 REQUIRED FOR CELL DIFFERENTIATION1 HOMOLOG;
PROTEIN INVOLVED IN SEXUAL DEVELOPMENT; RCD1 (REQUIRED FOR CELL
DIFFERENTIATION, S.POMBE) HOMOLOG 1. [Source:RefSeq;Acc:NM_005444]
mir-30d ENSG00000144580 2000 nt UTR 2 hits 464 557
------------------1---1---------------------------------------------------
------
>ENSG00000144580 hs-mir-30d    464    471
UGUAAACAUCCCCGACUGGAAG&ACUCAAGAUAUGUCUCUUCAUUCUCUCUCAGUAUUUGUUUACU
.(((((((......((((..((&........................))..))))...))))))). -17.00
>ENSG00000144580 hs-mir-30d    557    564
UGUAAACAUCCCCGACUGGAAG&GCUGUAAUAUUCAGCAAAACUUUGUCGACUGGCACUGUUUACAA
((((((((.((.((((..((((&...................))))))))...))...)))))))). -17.70
mir-30d ENSMUSG00000026174 3987 nt UTR 2 hits 453 548
------------------1--1----------------------------------------------------
--------------------------------------------------------------------------
------------
>ENSMUSG00000026174 hs-mir-30d    453    460
UGUAAACAUCCCCGACUGGAAG&UUAAGGUGUGUCUCUUAAUUCUCUCUUACAGUAUUUGUUUACU
.(((((((......((((.(((&........................))).))))...))))))). -15.70
>ENSMUSG00000026174 hs-mir-30d    548    555
UGUAAACAUCCCCGACUGGAAG&GCUGUAGUUCUCAGCAAAACUUUGUCAGUUGGCACUGUUUACAA
((((((((...((((((((...&........................))))))))...)))))))). -23.70
mir-30d ENSRNOG00000016034 2004 nt UTR 2 hits 479 574
-------------------1--1---------------------------------------------------
-------
>ENSRNOG00000016034 hs-mir-30d    479    486
UGUAAACAUCCCCGACUGGAAG&AAGGUGUGUCUCUUAAUUCUCUCUCACACAGUAUUUGUUUACU
.(((((((......((((....&............................))))...))))))). -15.50
>ENSRNOG00000016034 hs-mir-30d    574    581
UGUAAACAUCCCCGACUGGAAG&GCUGUAGUUUUCAGCAAAACUUUGUCAGUUGGCACUGUUUACAC
((((((((...((((((((...&........................))))))))...)))))))). -23.40

miRNA: mir-30d
Human predicted target: ENSG00000151239
Mouse predicted target: ENSMUSG00000022451
Rat predicted target: ENSRNOG00000012595



Hs Gene description: PTK9 PROTEIN TYROSINE KINASE 9; PROTEIN TYROSINE
KINASE 9. [Source:RefSeq;Acc:NM_002822] NM_002822
mir-30d ENSG00000151239 3862 nt UTR 2 hits 1322 1385
----------------------------------------------------1--1------------------
--------------------------------------------------------------------------
-------
>ENSG00000151239 hs-mir-30d   1322   1329
UGUAAACAUCCCCGACUGGAAG&UUUAAAAUAGAAUUUAGAGUAUUUGGGGUUUUGUUUGUUUACAA
((((((((.(((((((((((..&............))))).....)))))).......)))))))). -21.00
>ENSG00000151239 hs-mir-30d   1385   1392
UGUAAACAUCCCCGACUGGAAG&UAAACAUGCAAAAUAACUGACAAUAAUGUUGCACUUGUUUACU
.(((((((....((((((..((&................))..)).....))))....))))))). -14.50
mir-30d ENSMUSG00000022451 2732 nt UTR 3 hits 1355 1418 1740
------------------------------------------------------1-1------------1----
------------------------------------
>ENSMUSG00000022451 hs-mir-30d   1355   1362
UGUAAACAUCCCCGACUGGAAG&UUUUUAAAAUAGAUUUGAUUAUUGUGUGUUUUGUUUGUUUACAA
((((((((..(..(((......&...........................)))..)..)))))))). -14.80
>ENSMUSG00000022451 hs-mir-30d   1418   1425
UGUAAACAUCCCCGACUGGAAG&UACAUAUGCAGGACAGUCGACAGUGACGUCACACUUGUUUACGA
((((((((....((((((....&.............))))))................)))))))). -18.05
>ENSMUSG00000022451 hs-mir-30d   1740   1747
UGUAAACAUCCCCGACUGGAAG&AAUCACGUAUGCAUUUGUUUUAGGGUAUAACUCAUUGUUUACAC
((((((((.(((..(.......&...................)..)))..........)))))))). -14.50
mir-30d ENSRNOG00000012595 2000 nt UTR 3 hits 1309 1372 1675
----------------------------------------------------1-1-----------1-------
------
>ENSRNOG00000012595 hs-mir-30d   1309   1316
UGUAAACAUCCCCGACUGGAAG&UGGAAGUUUUUAAAAAUAGAUUUGUGUGUUUUGUUUGUUUACAA
((((((((..(..(((......&...........................)))..)..)))))))). -14.80
>ENSRNOG00000012595 hs-mir-30d   1372   1379
UGUAAACAUCCCCGACUGGAAG&UAAAUAUGCAGGAGAGUUGAUGGUAAUGUUGCUCUUGUUUACGA
((((((((....((((......&...........................))))....)))))))). -15.10
>ENSRNOG00000012595 hs-mir-30d   1675   1682
UGUAAACAUCCCCGACUGGAAG&AAUCACGUAUGCAUUUGUCUUAGGGAAUAACCCAUUGUUUACAG
((((((((((((.(((......&................)))...)))).........)))))))). -18.30

miRNA: mir-30d
Human predicted target: ENSG00000172819
Mouse predicted target: ENSMUSG00000001288
Rat predicted target: ENSRNOG00000012499
Hs Gene description: RETINOIC ACID RECEPTOR GAMMA-1 (RAR-GAMMA-1).
[Source:SWISSPROT;Acc:P13631]
mir-30d ENSG00000172819 3107 nt UTR 2 hits 855 1028
----------------------------------1------1--------------------------------
---------------------------------------------------
>ENSG00000172819 hs-mir-30d    855    862



UGUAAACAUCCCCGACUGGAAG&GACCCAGAGGAAGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
(((((((((((....((((...&...)))).)))........................)))))))). -16.15
>ENSG00000172819 hs-mir-30d   1028   1035
UGUAAACAUCCCCGACUGGAAG&UCUCUUGGGGGGUCAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
(((((((((((((((..(((..&))).)))))))........................)))))))). -20.15
mir-30d ENSMUSG00000001288 2000 nt UTR 2 hits 919 1093
------------------------------------1------1------------------------------
------
>ENSMUSG00000001288 hs-mir-30d    919    926
UGUAAACAUCCCCGACUGGAAG&GACCCAGAGGAAGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
(((((((((((....((((...&...)))).)))........................)))))))). -16.15
>ENSMUSG00000001288 hs-mir-30d   1093   1100
UGUAAACAUCCCCGACUGGAAG&UUCUCUGGGGGGUUAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
(((((((((((((.(..(((..&)))..).))))).......................)))))))). -19.60
mir-30d ENSRNOG00000012499 2000 nt UTR 3 hits 836 1010 1401
---------------------------------1------1---------------1-----------------
------
>ENSRNOG00000012499 hs-mir-30d    836    843
UGUAAACAUCCCCGACUGGAAG&ACCCAGAGGAAGGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
((((((((.((((..((((...&..)))).))..))......................)))))))). -16.80
>ENSRNOG00000012499 hs-mir-30d   1010   1017
UGUAAACAUCCCCGACUGGAAG&UUCUCUGGGGGGUUAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
(((((((((((((.(..(((..&)))..).))))).......................)))))))). -19.60
>ENSRNOG00000012499 hs-mir-30d   1401   1408
UGUAAACAUCCCCGACUGGAAG&GAUCCUGUGGGUUCAUGCUACUAUGCCUAGGCAUGUGUUUACC
.((((((((((((.((.(((..&..))).)).))..................))...)))))))). -18.26

miRNA: mir-30d
Human predicted target: ENSG00000176165
Mouse predicted target: ENSMUSG00000020950
Rat predicted target: ENSRNOG00000004156
Hs Gene description: FORKHEAD BOX PROTEIN G1B (FORKHEAD-RELATED PROTEIN
FKHL1) (TRANSCRIPTION FACTOR BF-1) (BRAIN FACTOR 1) (BF1) (HFK1).
[Source:SWISSPROT;Acc:P55315] NM_005249
mir-30d ENSG00000176165 2922 nt UTR 3 hits 505 874 1476
--------------------1-------------1------------------------1--------------
-------------------------------------------
>ENSG00000176165 hs-mir-30d    505    512
UGUAAACAUCCCCGACUGGAAG&UGUCCUUUUCUUUAAAGAACUGUUUUUUUUUCUUUUGUUUACU
.(((((((.....((..(((((&.......................)))))..))...))))))). -11.30
>ENSG00000176165 hs-mir-30d    874    881
UGUAAACAUCCCCGACUGGAAG&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((.............&..................................)))))))). -11.80
>ENSG00000176165 hs-mir-30d   1476   1483
UGUAAACAUCCCCGACUGGAAG&UUUAUACUUUCUAAGUCAGCAUUUAUUUUUGUGGCUGUUUACC
.(((((((.(((.(((((((((&.......)))))).))).).............)).))))))). -16.51
mir-30d ENSMUSG00000020950 2925 nt UTR 3 hits 135 501 882



-----1--------------1--------------1--------------------------------------
-------------------------------------------
>ENSMUSG00000020950 hs-mir-30d    135    142
UGUAAACAUCCCCGACUGGAAG&UCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.(((((((.(((.(((((((..&....................)))))))....))).))))))). -25.20
>ENSMUSG00000020950 hs-mir-30d    501    508
UGUAAACAUCCCCGACUGGAAG&UGUCCUUUUUCUUUAAAGAACUGUUUCUUUCCUUUUGUUUACU
.(((((((.....((..(((((&.......................))))).))....))))))). -13.20
>ENSMUSG00000020950 hs-mir-30d    882    889
UGUAAACAUCCCCGACUGGAAG&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((.............&..................................)))))))). -11.80
mir-30d ENSRNOG00000004156 2930 nt UTR 3 hits 136 501 883
-----1--------------1--------------1--------------------------------------
--------------------------------------------
>ENSRNOG00000004156 hs-mir-30d    136    143
UGUAAACAUCCCCGACUGGAAG&CCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.(((((((.(((.(((((((..&....................)))))))....))).))))))). -25.20
>ENSRNOG00000004156 hs-mir-30d    501    508
UGUAAACAUCCCCGACUGGAAG&UUUGUCCUUUUCUUUAAAGAACUGUUUUUUUCUUUUGUUUACU
.(((((((.........(((((&............................)))))..))))))). -10.90
>ENSRNOG00000004156 hs-mir-30d    883    890
UGUAAACAUCCCCGACUGGAAG&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((.............&..................................)))))))). -11.80

miRNA: mir-30d
Human predicted target: ENSG00000181915
Mouse predicted target: ENSMUSG00000043176
Rat predicted target: ENSRNOG00000000639
Hs Gene description: NM_032804
mir-30d ENSG00000181915 4611 nt UTR 2 hits 1330 3218
-----------------------------------------------------1--------------------
------------------------------------------------------1-------------------
-------------------------------------
>ENSG00000181915 hs-mir-30d   1330   1337
UGUAAACAUCCCCGACUGGAAG&UUUUUGUGCUUUUAAUAGUCCGAGCAGUCUUACCUUGUUUACAC
((((((((.....(((((....&........................)))))......)))))))). -18.90
>ENSG00000181915 hs-mir-30d   3218   3225
UGUAAACAUCCCCGACUGGAAG&UAUAGAUAUUGAAUCUUCAAACCCAAAUCUGGGGAUGUUUACAU
((((((((((((((..(((...&......................)))....)))))))))))))). -29.00
mir-30d ENSMUSG00000043176 2000 nt UTR 2 hits 1477 1526
-----------------------------------------------------------1-1------------
------
>ENSMUSG00000043176 hs-mir-30d   1477   1484
UGUAAACAUCCCCGACUGGAAG&GUAUUAUGGCUGGCGGAGGCUCAGCCCCUUUACCAUGUUUACAG
((((((((((((((.(..(...&.........)..)))).))...............))))))))). -20.86
>ENSMUSG00000043176 hs-mir-30d   1526   1533
UGUAAACAUCCCCGACUGGAAG&UCUAUCGAUUCUGACCAUGGACCACCAGUUUCCCCUGUUUACU



.(((((((.....((((((...&........................)))))).....))))))). -19.50
mir-30d ENSRNOG00000000639 2000 nt UTR 2 hits 1498 1550
-----------------------------------------------------------1-1------------
------
>ENSRNOG00000000639 hs-mir-30d   1498   1505
UGUAAACAUCCCCGACUGGAAG&GCAUUAUGGCCAGCAGAGGCUCGGCACGUUUGCCAUGUUUACAG
(((((((((((.(..((((...&.........))))..).))...............))))))))). -19.46
>ENSRNOG00000000639 hs-mir-30d   1550   1557
UGUAAACAUCCCCGACUGGAAG&ACACUAGAUUCUAGCCAUGGACCACCAGUUUUCCCUGUUUACU
.(((((((.....((((((...&........................)))))).....))))))). -19.50

miRNA: mir-30d
Human predicted target: ENSG00000185112
Mouse predicted target: ENSMUSG00000046546
Rat predicted target: ENSRNOG00000001728
Hs Gene description: NM_153690
mir-30d ENSG00000185112 2445 nt UTR 2 hits 519 609
--------------------1---1-------------------------------------------------
------------------------
>ENSG00000185112 hs-mir-30d    519    526
UGUAAACAUCCCCGACUGGAAG&UAGCCCUUGGUUCUUUUUGGUGCAAGAAUUCUGGCUGUUUACC
.(((((((.((((((..((((.&..........))))..))))............)).))))))). -17.80
>ENSG00000185112 hs-mir-30d    609    616
UGUAAACAUCCCCGACUGGAAG&UGGGGGGUGGGGGGAGAUGAAAGAGAGUCGCGUUUUGUUUACAG
(((((((((((((.(((.....&.....))).))))).....................)))))))). -22.59
mir-30d ENSMUSG00000046546 2846 nt UTR 4 hits 487 577 1366 1391
-------------------1---1------------------------------11------------------
----------------------------------------
>ENSMUSG00000046546 hs-mir-30d    487    494
UGUAAACAUCCCCGACUGGAAG&CUGCCCCCAGUUCUUUCGGAUAGGGGAGCUUGGGCUGUUUACC
.((((((((((((..(((((((&............)))))))...)))))........))))))). -25.20
>ENSMUSG00000046546 hs-mir-30d    577    584
UGUAAACAUCCCCGACUGGAAG&CUUGGGGGGGGGGGCAGUGUAUGAAAGUCGUGUUUUGUUUACAG
(((((((((((((..((..(((&)))..))..))))).....................)))))))). -21.19
>ENSMUSG00000046546 hs-mir-30d   1366   1373
UGUAAACAUCCCCGACUGGAAG&UUUGGAGAGGUCAGUGUAAAUUCAACUGCCCACGCUGUUUACAC
((((((((....((..(((.((&.........................))..))))).)))))))). -13.40
>ENSMUSG00000046546 hs-mir-30d   1391   1398
UGUAAACAUCCCCGACUGGAAG&CUGCCCACGCUGUUUACACGAGUCACGUGGAUGGCUGUUUACU
.(((((((.((((((((.(...&..................).))))....))..)).))))))). -19.20
mir-30d ENSRNOG00000001728 2000 nt UTR 3 hits 511 604 1397
--------------------1---1------------------------------1------------------
------
>ENSRNOG00000001728 hs-mir-30d    511    518
UGUAAACAUCCCCGACUGGAAG&CUGCCCCCAGUUCUUUUGGAUAUGAGAGCUUGGGCUGUUUACC
.(((((((.(((.((((((...&......))))))...................))).))))))). -21.35
>ENSRNOG00000001728 hs-mir-30d    604    611



UGUAAACAUCCCCGACUGGAAG&UGGGGGGCGGAGGGCGGGGUAUGAAAGUUGUGUUUUGUUUACAG
((((((((.(((((.(((....&.......)))....)))))................)))))))). -21.73
>ENSRNOG00000001728 hs-mir-30d   1397   1404
UGUAAACAUCCCCGACUGGAAG&AAUUCAACUGCCCACACUGUUUAGACGUGUAUGGCUGUUUACU
.(((((((.(((((.(((((..&...................))))).)).)...)).))))))). -16.30

miRNA: mir-30e
Human predicted target: ENSG00000058600
Mouse predicted target: ENSMUSG00000030880
Rat predicted target: ENSRNOG00000016960
Hs Gene description: DNA-DIRECTED RNA POLYMERASES III 80 KDA POLYPEPTIDE
(EC 2.7.7.6) (RNA POLYMERASE III SUBUNIT 5) (RPC5).
[Source:SWISSPROT;Acc:Q9NVU0] NM_018119
mir-30e ENSG00000058600 2325 nt UTR 2 hits 378 567
---------------1------1---------------------------------------------------
-------------------
>ENSG00000058600 hs-mir-30e    378    385
UGUAAACAUCCUUGACUGG&CUUUUGUAAACUUAAUGCCAACAAGGUCUAAGUUAUGUUUACAA
((((((((((((((..(((&.................))).)))))........))))))))). -18.90
>ENSG00000058600 hs-mir-30e    567    574
UGUAAACAUCCUUGACUGG&UUUGACAACAACCUACUUUAUGUAGCAGUCUCAACUGUUUACAU
((((((((.....(((((.&.........................))))).....)))))))). -19.60
mir-30e ENSMUSG00000030880 2714 nt UTR 2 hits 363 550
--------------1------1----------------------------------------------------
-----------------------------------
>ENSMUSG00000030880 hs-mir-30e    363    370
UGUAAACAUCCUUGACUGG&CCUCUUUUAAAUGAAUGCCAACAUAGUUAAAGAUAUGUUUACAA
((((((((((.(((((((.&.......................))))))).)..))))))))). -17.80
>ENSMUSG00000030880 hs-mir-30e    550    557
UGUAAACAUCCUUGACUGG&CUUUAUAGCAGCCUGCUUUCUGUAGCGGUCUCAACUGUUUACAC
((((((((.....(((((.&.........................))))).....)))))))). -18.80
mir-30e ENSRNOG00000016960 2720 nt UTR 2 hits 367 555
--------------1-------1---------------------------------------------------
-----------------------------------
>ENSRNOG00000016960 hs-mir-30e    367    374
UGUAAACAUCCUUGACUGG&CCUCUUUUAAAUGAAUGCCAACAUAGUUAAAGUUAUGUUUACAA
((((((((((.(((((((.&.......................))))))).)..))))))))). -17.80
>ENSRNOG00000016960 hs-mir-30e    555    562
UGUAAACAUCCUUGACUGG&UUAUACAGCAGCCUGCUUUCUGUAGCGGUCUCAACUGUUUACAC
((((((((.....(((((.&.........................))))).....)))))))). -18.80

miRNA: mir-30e
Human predicted target: ENSG00000074047
Mouse predicted target: ENSMUSG00000048402
Rat predicted target: ENSRNOG00000002430



Hs Gene description: ZINC FINGER PROTEIN GLI2 (TAX HELPER PROTEIN).
[Source:SWISSPROT;Acc:P10070] NM_005270
mir-30e ENSG00000074047 2564 nt UTR 2 hits 771 953
------------------------------1-------1-----------------------------------
-----------------------------
>ENSG00000074047 hs-mir-30e    771    778
UGUAAACAUCCUUGACUGG&GCAAGCCCAGAAGCUGCCCUGGCCUCUCCAGACCGUGUUUACAG
(((((((((......((((&...........................))))...))))))))). -16.40
>ENSG00000074047 hs-mir-30e    953    960
UGUAAACAUCCUUGACUGG&CCCUAGGGAUCUCUCAGUAGGAAGAGGAAGUUGCGUGUUUACC
.((((((((((((.(((((&.............))))).....)))).......)))))))). -17.71
mir-30e ENSMUSG00000048402 3651 nt UTR 3 hits 695 833 1357
---------------------------1-----1--------------------1-------------------
-------------------------------------------------------------------------
>ENSMUSG00000048402 hs-mir-30e    695    702
UGUAAACAUCCUUGACUGG&UUACUAUUGGGGGGGGUACAGGGUCUCUCCUGGCCUGUUUACAG
((((((((.((((((((..&..............))).)))))............)))))))). -17.82
>ENSMUSG00000048402 hs-mir-30e    833    840
UGUAAACAUCCUUGACUGG&GUGGAAGAGGCCUUCCCCAGGAAAAGGAAGUCAUAUGUUUACC
.((((((((((((..((((&................))))...)))).......)))))))). -19.71
>ENSMUSG00000048402 hs-mir-30e   1357   1364
UGUAAACAUCCUUGACUGG&CUGGACCCUCUGUGUCCCAGGGCAGCAAACUUCUCUGUUUACAA
((((((((((((.(((.((&......)).....)))..)))).............)))))))). -15.31
mir-30e ENSRNOG00000002430 2000 nt UTR 3 hits 657 794 1301
--------------------------1----1--------------------1---------------------
------
>ENSRNOG00000002430 hs-mir-30e    657    664
UGUAAACAUCCUUGACUGG&AUAUUUUACUAUGGGGGUGGGGGGCUCUCCUGGCCUGUUUACAG
(((((((((((((.(((..&...............))).)))))...........)))))))). -18.70
>ENSRNOG00000002430 hs-mir-30e    794    801
UGUAAACAUCCUUGACUGG&GUGAAAGAGGCCUUCCCCAGGCAAAGGAGGCCGUGUGUUUACC
.((((((((((((..((((&................))))...)))).......)))))))). -20.01
>ENSRNOG00000002430 hs-mir-30e   1301   1308
UGUAAACAUCCUUGACUGG&CUGGACCCCCUGUGUCCCGGGGCAGCAAACUUCUCUGUUUACAA
((((((((((((.(((.((&........))...)))..)))).............)))))))). -16.61

miRNA: mir-30e
Human predicted target: ENSG00000076321
Mouse predicted target: ENSMUSG00000026705
Rat predicted target: ENSRNOG00000002875
Hs Gene description: KELCH-LIKE PROTEIN X. [Source:SWISSPROT;Acc:Q9Y2M5]

NM_014458
mir-30e ENSG00000076321 2000 nt UTR 2 hits 1308 1368
----------------------------------------------------1-1-------------------
------
>ENSG00000076321 hs-mir-30e   1308   1315
UGUAAACAUCCUUGACUGG&CCUUUCCCCAACUACAAAAAUGUUUGGCAACUUUGUGUUUACAU



(((((((((..(((.(..(&.......................)..))))....))))))))). -14.60
>ENSG00000076321 hs-mir-30e   1368   1375
UGUAAACAUCCUUGACUGG&CCUUUUUCAAGGAAAAAAAGUAUUGAGUAAACAAUUGUUUACAU
(((((((((((((((..((&))....)))))))......................)))))))). -18.54
mir-30e ENSMUSG00000026705 4031 nt UTR 2 hits 1899 1962
--------------------------------------------------------------------------
-1--1---------------------------------------------------------------------
--------------
>ENSMUSG00000026705 hs-mir-30e   1899   1906
UGUAAACAUCCUUGACUGG&ACCUUUACCUUCUCCCUCUCCCCUGGCACCUUUUGUGUUUACAU
(((((((((...((.(..(&......................)..)))......))))))))). -14.10
>ENSMUSG00000026705 hs-mir-30e   1962   1969
UGUAAACAUCCUUGACUGG&UUUUCAAGGAAAAAAAUAAGUAUUUGGUAAACAAUUGUUUACAU
(((((((((((((((....&...))))))).........................)))))))). -18.31
mir-30e ENSRNOG00000002875 2000 nt UTR 3 hits 1148 1799 1861
---------------------------------------------1-------------------------1--
1-----
>ENSRNOG00000002875 hs-mir-30e   1148   1155
UGUAAACAUCCUUGACUGG&GGACUCAGAUGCUACGAUCUGCAUUCACUGGUGGGUGUUUACAU
(((((((((((...((..(&...........................)..))))))))))))). -21.20
>ENSRNOG00000002875 hs-mir-30e   1799   1806
UGUAAACAUCCUUGACUGG&AACCUUUACCUUCUCCCUCUCCCCGGCACCUUCUGUGUUUACAU
(((((((((...((.((((&......................))))))......))))))))). -16.70
>ENSRNOG00000002875 hs-mir-30e   1861   1868
UGUAAACAUCCUUGACUGG&UUUUUCAAGGAAAAAAUAAGUAUUUGGUGAACAGUUGUUUACAU
(((((((((((((((....&....)))))))........................)))))))). -18.35

miRNA: mir-30e
Human predicted target: ENSG00000090905
Mouse predicted target: ENSMUSG00000030776
Rat predicted target: ENSRNOG00000012884
Hs Gene description: TRINUCLEOTIDE REPEAT CONTAINING 6; EDIE; GW182
AUTOANTIGEN. [Source:RefSeq;Acc:NM_020847]
mir-30e ENSG00000090905 2979 nt UTR 4 hits 455 746 786 1552
------------------1----------1-1------------------------------1-----------
----------------------------------------------
>ENSG00000090905 hs-mir-30e    455    462
UGUAAACAUCCUUGACUGG&AUCGGCAGUAUGGGGGGCAGCUGUCCCAGUGUCAAUGUUUACU
.((((((((.....(((((&.........................)))))....)))))))). -17.60
>ENSG00000090905 hs-mir-30e    746    753
UGUAAACAUCCUUGACUGG&CAUUUUGUUUUGGAGGUUCUCACUUUGAACCUUCUUGUUUACAG
(((((((((((..(((...&......)))..))).....................)))))))). -15.39
>ENSG00000090905 hs-mir-30e    786    793
UGUAAACAUCCUUGACUGG&ACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAAUGUUUACU
.((((((((..........&..................................)))))))). -11.80
>ENSG00000090905 hs-mir-30e   1552   1559
UGUAAACAUCCUUGACUGG&GUCCUAAGAUGCAAAAGAAGUCAGUGGCUUUUAACUGUUUACAA



((((((((.((((((((..&..................)))))).))........)))))))). -17.40
mir-30e ENSMUSG00000030776 2445 nt UTR 4 hits 78 366 405 1165
---1----------1-1-----------------------------1---------------------------
------------------------
>ENSMUSG00000030776 hs-mir-30e     78     85
UGUAAACAUCCUUGACUGG&AAUCGGCAAUAUGGGGGCAGCUGUUCCAGUGUAGAUGUUUACU
.(((((((((....(((((&.........................)))))...))))))))). -20.70
>ENSMUSG00000030776 hs-mir-30e    366    373
UGUAAACAUCCUUGACUGG&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG
((((((((...((.((((.&......................)))).))......)))))))). -16.20
>ENSMUSG00000030776 hs-mir-30e    405    412
UGUAAACAUCCUUGACUGG&UACAGAUUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((..........&..................................)))))))). -11.80
>ENSMUSG00000030776 hs-mir-30e   1165   1172
UGUAAACAUCCUUGACUGG&GUCCUAAGAUGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((.((((((((..&..................)))))).))........)))))))). -17.40
mir-30e ENSRNOG00000012884 4340 nt UTR 4 hits 449 736 774 1526
-----------------1-----------11------------------------------1------------
--------------------------------------------------------------------------
--------------------------
>ENSRNOG00000012884 hs-mir-30e    449    456
UGUAAACAUCCUUGACUGG&UCUCUCCGUCUGGGGGACAGCUGCUCCAGUGUAAAUGUUUACU
.((((((((.....(((((&.........................)))))....)))))))). -17.40
>ENSRNOG00000012884 hs-mir-30e    736    743
UGUAAACAUCCUUGACUGG&CAUGUUGUUUUGAAGGUUCCCACGGUGAACCUUCUUGUUUACAG
((((((((...((.((((.&......................)))).))......)))))))). -16.20
>ENSRNOG00000012884 hs-mir-30e    774    781
UGUAAACAUCCUUGACUGG&UUACAGAUUUUUUGUUUGUUUUUUGAGAAAAAAAAUGUUUACU
.((((((((..........&..................................)))))))). -11.80
>ENSRNOG00000012884 hs-mir-30e   1526   1533
UGUAAACAUCCUUGACUGG&GUCCUAAGACGCAAAAGAGGUCAGUGGCUUUUAACUGUUUACAA
((((((((.((((((((..&..................)))))).))........)))))))). -17.40

miRNA: mir-30e
Human predicted target: ENSG00000109689
Mouse predicted target: ENSMUSG00000039156
Rat predicted target: ENSRNOG00000002956
Hs Gene description: STROMAL INTERACTION MOLECULE 2 PRECURSOR.
[Source:SWISSPROT;Acc:Q9P246] NM_020860
mir-30e ENSG00000109689 4385 nt UTR 2 hits 371 881
--------------1--------------------1--------------------------------------
--------------------------------------------------------------------------
----------------------------
>ENSG00000109689 hs-mir-30e    371    378
UGUAAACAUCCUUGACUGG&GACUCGUAAGCCAGCAUGGGCUUGCAAAAAUUUCUUGUUUACC
.((((((((((.((.((((&..........)))))).)))...............))))))). -17.16
>ENSG00000109689 hs-mir-30e    881    888



UGUAAACAUCCUUGACUGG&AAGCCGAGGUGGGGGGAUAUGGGGAUUCAGGCAAUUGUUUACAC
(((((((((((((.(((((&...))..))).)))))...................)))))))). -17.40
mir-30e ENSMUSG00000039156 2000 nt UTR 2 hits 365 868
--------------1-------------------1---------------------------------------
------
>ENSMUSG00000039156 hs-mir-30e    365    372
UGUAAACAUCCUUGACUGG&GGACUGUAAGCCAGCAUGGGCUUGCAAAAUUUUCUUGUUUACC
.((((((((((.((.((((&..........)))))).)))...............))))))). -17.16
>ENSMUSG00000039156 hs-mir-30e    868    875
UGUAAACAUCCUUGACUGG&UAAACUGCGGUCUGGGGCGUGGGGACCCAGGCACUUGUUUACAG
((((((((((((.(((((.&.......))))).))))..................)))))))). -20.86
mir-30e ENSRNOG00000002956 2000 nt UTR 2 hits 362 866
--------------1-------------------1---------------------------------------
------
>ENSRNOG00000002956 hs-mir-30e    362    369
UGUAAACAUCCUUGACUGG&GGACUGUAAGCCAGCAUGGGCUUGCACAAUUUUCUUGUUUACC
.((((((((((.((.((((&..........)))))).)))...............))))))). -17.16
>ENSRNOG00000002956 hs-mir-30e    866    873
UGUAAACAUCCUUGACUGG&UAAACUGAGGUUGGGGGUGUGGGGAUUCAGGCACUUGUUUACAG
((((((((((((..(((..&........)))..))))..................)))))))). -20.06

miRNA: mir-30e
Human predicted target: ENSG00000113615
Mouse predicted target: ENSMUSG00000036391
Rat predicted target: ENSRNOG00000004563
Hs Gene description: PROTEIN TRANSPORT PROTEIN SEC24A (SEC24-RELATED
PROTEIN A) (FRAGMENT). [Source:SWISSPROT;Acc:O95486]
mir-30e ENSG00000113615 4729 nt UTR 2 hits 1157 1337
----------------------------------------------1------1--------------------
--------------------------------------------------------------------------
------------------------------------------
>ENSG00000113615 hs-mir-30e   1157   1164
UGUAAACAUCCUUGACUGG&GAGAAAUAUUAUAGUCAAAACUAUUGAGUGAAUUUUGUUUACAA
((((((((...(((((((.&...........))))))).................)))))))). -16.35
>ENSG00000113615 hs-mir-30e   1337   1344
UGUAAACAUCCUUGACUGG&UUGGGUUUUUUGUUUUGUUUUAAUGGGUUAGAAAAUGUUUACAA
(((((((((..((((((.(&.......................).))))))...))))))))). -16.80
mir-30e ENSMUSG00000036391 2000 nt UTR 2 hits 1101 1276
--------------------------------------------1------1----------------------
------
>ENSMUSG00000036391 hs-mir-30e   1101   1108
UGUAAACAUCCUUGACUGG&AGAGAACUAUUACAGUCAAACUAUCAGAUGGCUUUUGUUUACAA
((((((((.(((((((((.&............)))))))..........))....)))))))). -20.20
>ENSMUSG00000036391 hs-mir-30e   1276   1283
UGUAAACAUCCUUGACUGG&UUUUUUUUGGUUUUUGUUUUCAUAGAUUAGAAAUGUGUUUACAA
(((((((((..........&..................................))))))))). -13.20
mir-30e ENSRNOG00000004563 4249 nt UTR 4 hits 940 1105 3356 3521



-------------------------------------1------1-----------------------------
------------------------------------------------------------1-----1-------
----------------------
>ENSRNOG00000004563 hs-mir-30e    940    947
UGUAAACAUCCUUGACUGG&UCAGUUAGAUUACAGUCAAACUAUCAGAUGGCUUUUGUUUACAA
((((((((.(((((((((.&............)))))))..........))....)))))))). -20.20
>ENSRNOG00000004563 hs-mir-30e   1105   1112
UGUAAACAUCCUUGACUGG&UUUUUUCUGUUUUUUGUUUUCAUAGAUUAGAAACGUGUUUACAG
(((((((((..........&..................................))))))))). -13.30
>ENSRNOG00000004563 hs-mir-30e   3356   3363
UGUAAACAUCCUUGACUGG&UCAGUUAGAUUACAGUCAAACUAUCAGAUGGCUUUUGUUUACAA
((((((((.(((((((((.&............)))))))..........))....)))))))). -20.20
>ENSRNOG00000004563 hs-mir-30e   3521   3528
UGUAAACAUCCUUGACUGG&UUUUUUCUGUUUUUUGUUUUCAUAGAUUAGAAACGUGUUUACAG
(((((((((..........&..................................))))))))). -13.30

miRNA: mir-30e
Human predicted target: ENSG00000114353
Mouse predicted target: ENSMUSG00000032562
Rat predicted target: ENSRNOG00000016592
Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(I), ALPHA-2
SUBUNIT (ADENYLATE CYCLASE-INHIBITING G ALPHA PROTEIN).
[Source:SWISSPROT;Acc:P04899] NM_002070
mir-30e ENSG00000114353 2567 nt UTR 2 hits 405 682
----------------1----------1----------------------------------------------
-----------------------------
>ENSG00000114353 hs-mir-30e    405    412
UGUAAACAUCCUUGACUGG&CCCAACACCAGCCCCUGCCCCAGCCCAAGUCCAAAUGUUUACAG
(((((((((.((((.((((&...................))))..)))).....))))))))). -19.60
>ENSG00000114353 hs-mir-30e    682    689
UGUAAACAUCCUUGACUGG&CUUCCAAGUGACUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.(..(((...&............................))).).))))))))). -16.60
mir-30e ENSMUSG00000032562 2992 nt UTR 4 hits 398 683 1880 2165
---------------1-----------1----------------------------------------------
-1----------1---------------------------------
>ENSMUSG00000032562 hs-mir-30e    398    405
UGUAAACAUCCUUGACUGG&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((&........................))).)))...))))))))). -18.30
>ENSMUSG00000032562 hs-mir-30e    683    690
UGUAAACAUCCUUGACUGG&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.((((.((((&....))))))).....................).))))))))). -15.69
>ENSMUSG00000032562 hs-mir-30e   1880   1887
UGUAAACAUCCUUGACUGG&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((&........................))).)))...))))))))). -18.30
>ENSMUSG00000032562 hs-mir-30e   2165   2172
UGUAAACAUCCUUGACUGG&CUUUCCAGCGAUUCCGUGCCUUGAGUGUGUCUGCGUGUUUACAC
(((((((((.((((.((((&....))))))).....................).))))))))). -15.69



mir-30e ENSRNOG00000016592 2294 nt UTR 2 hits 1202 1486
------------------------------------------------1----------1--------------
------------------
>ENSRNOG00000016592 hs-mir-30e   1202   1209
UGUAAACAUCCUUGACUGG&GCUUUGUCCAACACCAGCCCUGACCCAAGUCCAAAUGUUUACAG
(((((((((....((((((&........................))).)))...))))))))). -18.30
>ENSRNOG00000016592 hs-mir-30e   1486   1493
UGUAAACAUCCUUGACUGG&CUUUCCAGUGAUUCCGUGCCUUGAGUGUUUCUGCCUGUUUACAC
((((((((..(.(.(((((&....))))).).....................)..)))))))). -14.65

miRNA: mir-30e
Human predicted target: ENSG00000116128
Mouse predicted target: ENSMUSG00000038256
Mouse predicted target: ENSMUSG00000046063
Rat predicted target: ENSRNOG00000017516
Rat predicted target: ENSRNOG00000017541
Hs Gene description: B-CELL LYMPHOMA 9 PROTEIN (BCL-9) (LEGLESS HOMOLOG).
[Source:SWISSPROT;Acc:O00512] NM_004326
mir-30e ENSG00000116128 2000 nt UTR 2 hits 329 486
-------------1-----1------------------------------------------------------
------
>ENSG00000116128 hs-mir-30e    329    336
UGUAAACAUCCUUGACUGG&AUUGCCAUCGGUCAUGUGUUGCACCGUUCUCUGUAUGUUUACGU
(((((((((.(.(((((((&.......)))))))..................).))))))))). -17.11
>ENSG00000116128 hs-mir-30e    486    493
UGUAAACAUCCUUGACUGG&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.(((((((.(((.(.(((.&.....................))).....).))).))))))). -18.20
mir-30e ENSMUSG00000038256 3200 nt UTR 2 hits 322 490
------------1------1------------------------------------------------------
------------------------------------------------------
>ENSMUSG00000038256 hs-mir-30e    322    329
UGUAAACAUCCUUGACUGG&GAGAAUUGCCAUCGGUCAUGUGUUGCACCGUUCUGUGUUUACGU
(((((((((...(((((((&...........)))))))................))))))))). -17.11
>ENSMUSG00000038256 hs-mir-30e    490    497
UGUAAACAUCCUUGACUGG&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.(((((((.(((.(.(((.&.....................))).....).))).))))))). -18.20
mir-30e ENSMUSG00000046063 2001 nt UTR 1 hits 1378
-------------------------------------------------------1------------------
-------
>ENSMUSG00000046063 hs-mir-30e   1378   1385
UGUAAACAUCCUUGACUGG&GAGCUGGUACAAGGCAAAGCAGGAGCAUUGUAAAGUGUUUACU
.(((((((((((((((..(&...)..)).)))))....................)))))))). -19.65
mir-30e ENSRNOG00000017516 2000 nt UTR 2 hits 327 543
-------------1-------1----------------------------------------------------
------
>ENSRNOG00000017516 hs-mir-30e    327    334
UGUAAACAUCCUUGACUGG&GAUUCGCCAUCGGUCAUGUCUUGCACCGUUCUCUGUGUUUACGU



(((((((((...(((((((&.........)))))))..................))))))))). -17.00
>ENSRNOG00000017516 hs-mir-30e    543    550
UGUAAACAUCCUUGACUGG&GUCUUUGGGGCAAGAGGAGAACAGGAAUGCUGGGCUGUUUACU
.(((((((.(((.(.(((.&.....................))).....).))).))))))). -18.20
mir-30e ENSRNOG00000017541 2573 nt UTR 1 hits 2172
--------------------------------------------------------------------------
------------1----------------
>ENSRNOG00000017541 hs-mir-30e   2172   2179
UGUAAACAUCCUUGACUGG&AUAUAUUUCAAGUUGUUGGAUGAUGCAAUGAGUUUUGUUUACC
.((((((((((.(((((..&..........)))))..)))...............))))))). -13.56

miRNA: mir-30e
Human predicted target: ENSG00000126003
Mouse predicted target: ENSMUSG00000051413
Mouse predicted target: ENSMUSG00000045985
Rat predicted target: ENSRNOG00000010086
Hs Gene description: ZINC FINGER PROTEIN PLAGL2 (PLEIOMORPHIC ADENOMA-LIKE
PROTEIN 2). [Source:SWISSPROT;Acc:Q9UPG8] NM_002657
mir-30e ENSG00000126003 5948 nt UTR 2 hits 655 742
--------------------------1--1--------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
----------------
>ENSG00000126003 hs-mir-30e    655    662
UGUAAACAUCCUUGACUGG&CAAGCUGUUAGCCUUAGAGUGAUUGCAGUGAACACUGUUUACAC
((((((((...((.((((.&.........................)))).))...)))))))). -17.50
>ENSG00000126003 hs-mir-30e    742    749
UGUAAACAUCCUUGACUGG&CUGAACCAUUUGGUACCUGGUGUUAACUGGAGUCCUGUUUACAA
((((((((((((((((.((&...............))....)))))..)))....)))))))). -17.10
mir-30e ENSMUSG00000051413 5720 nt UTR 2 hits 637 724
-------------------------1--1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000051413 hs-mir-30e    637    644
UGUAAACAUCCUUGACUGG&GCCACACUGUUAGCCUUAGUGAUUGCAGUGAACACUGUUUACAC
((((((((...((.((((.&.........................)))).))...)))))))). -17.50
>ENSMUSG00000051413 hs-mir-30e    724    731
UGUAAACAUCCUUGACUGG&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
((((((((((((((((.((&...............))....)))))..)))....)))))))). -17.10
mir-30e ENSMUSG00000045985 5720 nt UTR 2 hits 637 724
-------------------------1--1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000045985 hs-mir-30e    637    644
UGUAAACAUCCUUGACUGG&GCCACACUGUUAGCCUUAGUGAUUGCAGUGAACACUGUUUACAC



((((((((...((.((((.&.........................)))).))...)))))))). -17.50
>ENSMUSG00000045985 hs-mir-30e    724    731
UGUAAACAUCCUUGACUGG&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
((((((((((((((((.((&...............))....)))))..)))....)))))))). -17.10
mir-30e ENSRNOG00000010086 2000 nt UTR 2 hits 642 729
-------------------------1---1--------------------------------------------
------
>ENSRNOG00000010086 hs-mir-30e    642    649
UGUAAACAUCCUUGACUGG&CACACUGUUAGCCUUAGAGUGAUUGCAGUGAACACUGUUUACAC
((((((((...((.((((.&.........................)))).))...)))))))). -17.50
>ENSRNOG00000010086 hs-mir-30e    729    736
UGUAAACAUCCUUGACUGG&CUGAACCACUCGGUACCUGGUGUUAACUGGAGCCCUGUUUACAA
((((((((((((((((.((&...............))....)))))..)))....)))))))). -17.10

miRNA: mir-30e
Human predicted target: ENSG00000132130
Mouse predicted target: ENSMUSG00000018698
Rat predicted target: ENSRNOG00000002812
Hs Gene description: LIM/HOMEOBOX PROTEIN LHX1 (HOMEOBOX PROTEIN LIM-1).
[Source:SWISSPROT;Acc:P48742] NM_005568
mir-30e ENSG00000132130 2000 nt UTR 2 hits 845 1028
---------------------------------1-------1--------------------------------
------
>ENSG00000132130 hs-mir-30e    845    852
UGUAAACAUCCUUGACUGG&AAAAAAAAAAGACUAUUGAACUAAAAACAGUCAACUGUUUACGU
((((((((...(((((((.&...........................))))))).)))))))). -20.60
>ENSG00000132130 hs-mir-30e   1028   1035
UGUAAACAUCCUUGACUGG&CUUUCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.((((.(((((&................))))).......))))...)))))))). -19.10
mir-30e ENSMUSG00000018698 2170 nt UTR 2 hits 938 1119
-------------------------------------1------1-----------------------------
-------------
>ENSMUSG00000018698 hs-mir-30e    938    945
UGUAAACAUCCUUGACUGG&AAAAAGAAAAGACUAUCGAACUAAAAACAGUCAACUGUUUACGU
((((((((...(((((((.&...........................))))))).)))))))). -20.60
>ENSMUSG00000018698 hs-mir-30e   1119   1126
UGUAAACAUCCUUGACUGG&CUUGCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.((((.(((((&................))))).......))))...)))))))). -19.10
mir-30e ENSRNOG00000002812 2086 nt UTR 2 hits 943 1126
-------------------------------------1-------1----------------------------
----------
>ENSRNOG00000002812 hs-mir-30e    943    950
UGUAAACAUCCUUGACUGG&AAAAAAAAAAGACUAUUGAACUAAAAACAGUCAACUGUUUACGU
((((((((...(((((((.&...........................))))))).)))))))). -20.60
>ENSRNOG00000002812 hs-mir-30e   1126   1133
UGUAAACAUCCUUGACUGG&CUUGCGGCUCACUGUGCUAGUAUGUAAAAAGGUGUUGUUUACAC
((((((((.((((.(((((&................))))).......))))...)))))))). -19.10



miRNA: mir-30e
Human predicted target: ENSG00000155846
Mouse predicted target: ENSMUSG00000033871
Rat predicted target: ENSRNOG00000017503
Hs Gene description: PGC-1-RELATED ESTROGEN RECEPTOR ALPHA COACTIVATOR.
[Source:RefSeq;Acc:NM_133263]
mir-30e ENSG00000155846 2146 nt UTR 2 hits 57 165
--1---1-------------------------------------------------------------------
------------
>ENSG00000155846 hs-mir-30e     57     64
UGUAAACAUCCUUGACUGG&AAUACCUCAAUACCUCAGACAAGGCCCUUCCAAUAUGUUUACGU
((((((((((((((.((((&..............)))).)))))..........))))))))). -19.70
>ENSG00000155846 hs-mir-30e    165    172
UGUAAACAUCCUUGACUGG&UGAAACUGCUGUCCUUUAAAAAAAAAAAAAAUCAAUGUUUACAU
(((((((((...(((....&...............................)))))))))))). -13.50
mir-30e ENSMUSG00000033871 2546 nt UTR 2 hits 57 212
--1-----1-----------------------------------------------------------------
----------------------------
>ENSMUSG00000033871 hs-mir-30e     57     64
UGUAAACAUCCUUGACUGG&AAUACCUCAAUACCUCAGACAAGGCCCUUCCAAUAUGUUUACGU
((((((((((((((.((((&..............)))).)))))..........))))))))). -19.70
>ENSMUSG00000033871 hs-mir-30e    212    219
UGUAAACAUCCUUGACUGG&UAAAAAAAAAAAAACGAAAAACAAAAACAAAUCAAUGUUUACAU
(((((((((...(((....&...............................)))))))))))). -13.50
mir-30e ENSRNOG00000017503 2174 nt UTR 2 hits 60 207
--1-----1-----------------------------------------------------------------
-------------
>ENSRNOG00000017503 hs-mir-30e     60     67
UGUAAACAUCCUUGACUGG&AAUACCUCAAUACCUCAGACAAGGCCCUUCCAAUAUGUUUACGU
((((((((((((((.((((&..............)))).)))))..........))))))))). -19.70
>ENSRNOG00000017503 hs-mir-30e    207    214
UGUAAACAUCCUUGACUGG&UUCCUUUAAAAAAAAAAACAAAACAAACAAAUCAAUGUUUACAU
(((((((((...(((....&...............................)))))))))))). -13.50

miRNA: mir-30e
Human predicted target: ENSG00000172819
Mouse predicted target: ENSMUSG00000001288
Rat predicted target: ENSRNOG00000012499
Hs Gene description: RETINOIC ACID RECEPTOR GAMMA-1 (RAR-GAMMA-1).
[Source:SWISSPROT;Acc:P13631]
mir-30e ENSG00000172819 3107 nt UTR 2 hits 855 1028
----------------------------------1------1--------------------------------
---------------------------------------------------
>ENSG00000172819 hs-mir-30e    855    862
UGUAAACAUCCUUGACUGG&GACCCAGAGGAAGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC



((((((((((((...((((&...))))))))........................)))))))). -16.75
>ENSG00000172819 hs-mir-30e   1028   1035
UGUAAACAUCCUUGACUGG&UCUCUUGGGGGGUCAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
((((((((.((((((((..&..........)))))))).................)))))))). -21.07
mir-30e ENSMUSG00000001288 2000 nt UTR 2 hits 919 1093
------------------------------------1------1------------------------------
------
>ENSMUSG00000001288 hs-mir-30e    919    926
UGUAAACAUCCUUGACUGG&GACCCAGAGGAAGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
((((((((((((...((((&...))))))))........................)))))))). -16.75
>ENSMUSG00000001288 hs-mir-30e   1093   1100
UGUAAACAUCCUUGACUGG&UUCUCUGGGGGGUUAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
((((((((.((((((((..&..........)))))))).................)))))))). -18.87
mir-30e ENSRNOG00000012499 2000 nt UTR 3 hits 836 1010 1401
---------------------------------1------1---------------1-----------------
------
>ENSRNOG00000012499 hs-mir-30e    836    843
UGUAAACAUCCUUGACUGG&ACCCAGAGGAAGGCCUCUAUUUAUUUAUUAGCUUUUGUUUACAC
((((((((((((...((((&..)))))))).........................)))))))). -16.71
>ENSRNOG00000012499 hs-mir-30e   1010   1017
UGUAAACAUCCUUGACUGG&UUCUCUGGGGGGUUAGGGUGCUGUCCCCUCCCCUCUGUUUACAU
((((((((.((((((((..&..........)))))))).................)))))))). -18.87
>ENSRNOG00000012499 hs-mir-30e   1401   1408
UGUAAACAUCCUUGACUGG&GAUCCUGUGGGUUCAUGCUACUAUGCCUAGGCAUGUGUUUACC
.((((((((...((.((((&..........................)))).)).)))))))). -15.60

miRNA: mir-30e
Human predicted target: ENSG00000176165
Mouse predicted target: ENSMUSG00000020950
Rat predicted target: ENSRNOG00000004156
Hs Gene description: FORKHEAD BOX PROTEIN G1B (FORKHEAD-RELATED PROTEIN
FKHL1) (TRANSCRIPTION FACTOR BF-1) (BRAIN FACTOR 1) (BF1) (HFK1).
[Source:SWISSPROT;Acc:P55315] NM_005249
mir-30e ENSG00000176165 2922 nt UTR 3 hits 505 874 1476
--------------------1-------------1------------------------1--------------
-------------------------------------------
>ENSG00000176165 hs-mir-30e    505    512
UGUAAACAUCCUUGACUGG&UGUCCUUUUCUUUAAAGAACUGUUUUUUUUUCUUUUGUUUACU
.(((((((...........&...................................))))))). -11.10
>ENSG00000176165 hs-mir-30e    874    881
UGUAAACAUCCUUGACUGG&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((...(((((..&...)))))..........................)))))))). -13.75
>ENSG00000176165 hs-mir-30e   1476   1483
UGUAAACAUCCUUGACUGG&UUUAUACUUUCUAAGUCAGCAUUUAUUUUUGUGGCUGUUUACC
.(((((((.((((((((..&.............)))))).............)).))))))). -16.81
mir-30e ENSMUSG00000020950 2925 nt UTR 3 hits 135 501 882



-----1--------------1--------------1--------------------------------------
-------------------------------------------
>ENSMUSG00000020950 hs-mir-30e    135    142
UGUAAACAUCCUUGACUGG&UCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.(((((((((((.((((((&.....................))))))...)))).))))))). -23.30
>ENSMUSG00000020950 hs-mir-30e    501    508
UGUAAACAUCCUUGACUGG&UGUCCUUUUUCUUUAAAGAACUGUUUCUUUCCUUUUGUUUACU
.(((((((.....((..((&.........................))..))....))))))). -10.60
>ENSMUSG00000020950 hs-mir-30e    882    889
UGUAAACAUCCUUGACUGG&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((...(((((..&...)))))..........................)))))))). -13.75
mir-30e ENSRNOG00000004156 2930 nt UTR 3 hits 136 501 883
-----1--------------1--------------1--------------------------------------
--------------------------------------------
>ENSRNOG00000004156 hs-mir-30e    136    143
UGUAAACAUCCUUGACUGG&CCCCCAUUUCUGUACGUUUGUUCAGUCUUUAGGGUUGUUUACU
.(((((((((((.((((((&.....................))))))...)))).))))))). -23.30
>ENSRNOG00000004156 hs-mir-30e    501    508
UGUAAACAUCCUUGACUGG&UUUGUCCUUUUCUUUAAAGAACUGUUUUUUUCUUUUGUUUACU
.(((((((...........&...................................))))))). -11.10
>ENSRNOG00000004156 hs-mir-30e    883    890
UGUAAACAUCCUUGACUGG&UGUGGUCAUAUGCCCGUGUUUGUCACUUACAAAAAUGUUUACU
.((((((((...(((((..&...)))))..........................)))))))). -13.75

miRNA: mir-30e
Human predicted target: ENSG00000181915
Mouse predicted target: ENSMUSG00000043176
Rat predicted target: ENSRNOG00000000639
Hs Gene description: NM_032804
mir-30e ENSG00000181915 4611 nt UTR 2 hits 1330 3218
-----------------------------------------------------1--------------------
------------------------------------------------------1-------------------
-------------------------------------
>ENSG00000181915 hs-mir-30e   1330   1337
UGUAAACAUCCUUGACUGG&UUUUUGUGCUUUUAAUAGUCCGAGCAGUCUUACCUUGUUUACAC
((((((((.....(((((.&........................)))))......)))))))). -19.60
>ENSG00000181915 hs-mir-30e   3218   3225
UGUAAACAUCCUUGACUGG&UAUAGAUAUUGAAUCUUCAAACCCAAAUCUGGGGAUGUUUACAU
((((((((((((((..(((&......................)))....)))))))))))))). -22.20
mir-30e ENSMUSG00000043176 2000 nt UTR 2 hits 1477 1526
-----------------------------------------------------------1-1------------
------
>ENSMUSG00000043176 hs-mir-30e   1477   1484
UGUAAACAUCCUUGACUGG&GUAUUAUGGCUGGCGGAGGCUCAGCCCCUUUACCAUGUUUACAG
(((((((((((((..(..(&.........)..)..))))...............))))))))). -17.16
>ENSMUSG00000043176 hs-mir-30e   1526   1533
UGUAAACAUCCUUGACUGG&UCUAUCGAUUCUGACCAUGGACCACCAGUUUCCCCUGUUUACU



.(((((((.....((((((&........................)))))).....))))))). -19.10
mir-30e ENSRNOG00000000639 2000 nt UTR 2 hits 1498 1550
-----------------------------------------------------------1-1------------
------
>ENSRNOG00000000639 hs-mir-30e   1498   1505
UGUAAACAUCCUUGACUGG&GCAUUAUGGCCAGCAGAGGCUCGGCACGUUUGCCAUGUUUACAG
(((((((((((((..((((&.........))))..))))...............))))))))). -20.86
>ENSRNOG00000000639 hs-mir-30e   1550   1557
UGUAAACAUCCUUGACUGG&ACACUAGAUUCUAGCCAUGGACCACCAGUUUUCCCUGUUUACU
.(((((((.....((((((&........................)))))).....))))))). -19.10

miRNA: mir-30e
Human predicted target: ENSG00000185112
Mouse predicted target: ENSMUSG00000046546
Rat predicted target: ENSRNOG00000001728
Hs Gene description: NM_153690
mir-30e ENSG00000185112 2445 nt UTR 2 hits 519 609
--------------------1---1-------------------------------------------------
------------------------
>ENSG00000185112 hs-mir-30e    519    526
UGUAAACAUCCUUGACUGG&UAGCCCUUGGUUCUUUUUGGUGCAAGAAUUCUGGCUGUUUACC
.(((((((.(((((((..(&................)..)).))).......)).))))))). -14.51
>ENSG00000185112 hs-mir-30e    609    616
UGUAAACAUCCUUGACUGG&UGGGGGGUGGGGGGAGAUGAAAGAGAGUCGCGUUUUGUUUACAG
(((((((((((((.(((..&.....))).))))).....................)))))))). -17.99
mir-30e ENSMUSG00000046546 2846 nt UTR 4 hits 487 577 1366 1391
-------------------1---1------------------------------11------------------
----------------------------------------
>ENSMUSG00000046546 hs-mir-30e    487    494
UGUAAACAUCCUUGACUGG&CUGCCCCCAGUUCUUUCGGAUAGGGGAGCUUGGGCUGUUUACC
.(((((((.(((.((((((&......))))))...................))).))))))). -19.05
>ENSMUSG00000046546 hs-mir-30e    577    584
UGUAAACAUCCUUGACUGG&CUUGGGGGGGGGGGCAGUGUAUGAAAGUCGUGUUUUGUUUACAG
((((((((....(((((..&.........................))))).....)))))))). -17.70
>ENSMUSG00000046546 hs-mir-30e   1366   1373
UGUAAACAUCCUUGACUGG&UUUGGAGAGGUCAGUGUAAAUUCAACUGCCCACGCUGUUUACAC
((((((((.(.((((((..&........)))))).)...................)))))))). -14.25
>ENSMUSG00000046546 hs-mir-30e   1391   1398
UGUAAACAUCCUUGACUGG&CUGCCCACGCUGUUUACACGAGUCACGUGGAUGGCUGUUUACU
.((((((((((.(((((.(&..................).)))))...)))....))))))). -19.50
mir-30e ENSRNOG00000001728 2000 nt UTR 3 hits 511 604 1397
--------------------1---1------------------------------1------------------
------
>ENSRNOG00000001728 hs-mir-30e    511    518
UGUAAACAUCCUUGACUGG&CUGCCCCCAGUUCUUUUGGAUAUGAGAGCUUGGGCUGUUUACC
.(((((((.(((.((((((&......))))))...................))).))))))). -19.05
>ENSRNOG00000001728 hs-mir-30e    604    611



UGUAAACAUCCUUGACUGG&UGGGGGGCGGAGGGCGGGGUAUGAAAGUUGUGUUUUGUUUACAG
((((((((.(((((.(((.&.......)))....)))))................)))))))). -16.73
>ENSRNOG00000001728 hs-mir-30e   1397   1404
UGUAAACAUCCUUGACUGG&AAUUCAACUGCCCACACUGUUUAGACGUGUAUGGCUGUUUACU
.(((((((.((...((...&............................))..)).))))))). -15.20

miRNA: mir-31
Human predicted target: ENSG00000086666
Mouse predicted target: ENSMUSG00000030629
Rat predicted target: ENSRNOG00000013506
Hs Gene description: PROTEIN ASSOCIATED WITH PRK1.
[Source:RefSeq;Acc:NM_019006]
mir-31 ENSG00000086666 2753 nt UTR 2 hits 95 321
---1--------1-------------------------------------------------------------
-------------------------------------
>ENSG00000086666 hs-mir-31     95    102
GGCAAGAUGCUGGCAUAGCUG&UUUUUUUCCUAGUCAUUGGGAAUGUAGAGCAGUGUAUCUUGCA
.(((((((((..((....(((&........................))).))...))))))))). -20.70
>ENSG00000086666 hs-mir-31    321    328
GGCAAGAUGCUGGCAUAGCUG&CUGUGAUUUUUCCAGUAUUAAACAUGCAUGCAUUAAUCUUGCA
.(((((((....((((.((((&......................)).))))))....))))))). -22.10
mir-31 ENSMUSG00000030629 2766 nt UTR 2 hits 94 321
---1--------1-------------------------------------------------------------
-------------------------------------
>ENSMUSG00000030629 hs-mir-31     94    101
GGCAAGAUGCUGGCAUAGCUG&UUUUUUUCCUAGUCCUUGGGAAUGUAGAGCACCGUAUCUUGCA
.(((((((((.((....(((.&...........................))).))))))))))). -21.90
>ENSMUSG00000030629 hs-mir-31    321    328
GGCAAGAUGCUGGCAUAGCUG&CUGUGAUUUUUCCAGUAUUAAACAUGCAUGCGUUGAUCUUGCA
.(((((((.(..((((.((((&......................)).))))))...)))))))). -19.90
mir-31 ENSRNOG00000013506 2000 nt UTR 2 hits 97 326
---1---------1------------------------------------------------------------
------
>ENSRNOG00000013506 hs-mir-31     97    104
GGCAAGAUGCUGGCAUAGCUG&UUUUUUUCCUAGUCCUUGGGAAUGUAGAGCACCGUAUCUUGCA
.(((((((((.((....(((.&...........................))).))))))))))). -21.90
>ENSRNOG00000013506 hs-mir-31    326    333
GGCAAGAUGCUGGCAUAGCUG&GUGAUUUUUUUCCAGUAUUAAACAUGCAUGCGUUGAUCUUGCA
.(((((((.(..((((.((((&......................)).))))))...)))))))). -19.90

miRNA: mir-31
Human predicted target: ENSG00000151240
Mouse predicted target: ENSMUSG00000048264
Rat predicted target: ENSRNOG00000015288
mir-31 ENSG00000151240 2000 nt UTR 2 hits 656 830



--------------------------1------1----------------------------------------
------
>ENSG00000151240 hs-mir-31    656    663
GGCAAGAUGCUGGCAUAGCUG&AGAAGAAAUUAUAAAUAAGGUGUAUUUCGGCAAUUAUCUUGCA
.((((((((((((.((((((.&..................))).))).))))....)))))))). -18.20
>ENSG00000151240 hs-mir-31    830    837
GGCAAGAUGCUGGCAUAGCUG&UUGUAAUGUUUGCUAAUAUAAAAAAGUGUUGUAUUAUCUUGCG
.((((((((...(((..(((.&........................)))..)))..)))))))). -19.40
mir-31 ENSMUSG00000048264 2831 nt UTR 2 hits 674 851
--------------------------1-------1---------------------------------------
----------------------------------------
>ENSMUSG00000048264 hs-mir-31    674    681
GGCAAGAUGCUGGCAUAGCUG&GGAGAAGUGAUUAUAAAUAAGGUAUUUCGGCAACUAUCUUGCA
.((((((((((((.(((.((.&...................)).))).))))....)))))))). -19.90
>ENSMUSG00000048264 hs-mir-31    851    858
GGCAAGAUGCUGGCAUAGCUG&UGUAAUGUUUGCUAAUAUAAAAAAAGUGUUGUAUUAUCUUGCG
.((((((((...(((..(((.&........................)))..)))..)))))))). -19.40
mir-31 ENSRNOG00000015288 2829 nt UTR 2 hits 672 848
--------------------------1------1----------------------------------------
----------------------------------------
>ENSRNOG00000015288 hs-mir-31    672    679
GGCAAGAUGCUGGCAUAGCUG&CGAGGAUCGAUUAUAAAUAAGGUAUUUCGGCAACUAUCUUGCA
.((((((((((((.(((.((.&...................)).))).))))....)))))))). -19.90
>ENSRNOG00000015288 hs-mir-31    848    855
GGCAAGAUGCUGGCAUAGCUG&UUGUAAUGUUUGCUAAUAUAAAAAAGUGUUGUAUUAUCUUGCG
.((((((((...(((..(((.&........................)))..)))..)))))))). -19.40

miRNA: mir-31
Human predicted target: ENSG00000167771
Mouse predicted target: ENSMUSG00000024968
Rat predicted target: ENSRNOG00000021183
Hs Gene description: NM_173587
mir-31 ENSG00000167771 2635 nt UTR 1 hits 785
-------------------------------1------------------------------------------
--------------------------------
>ENSG00000167771 hs-mir-31    785    792
GGCAAGAUGCUGGCAUAGCUG&CAAGUCUCUCCUGCAAGGCAGGUGGGCUAGGCCACAUCUUGCCC
(((((((((.((((.(((((.&........................))))).))))))))))))). -33.80
mir-31 ENSMUSG00000024968 2567 nt UTR 1 hits 676
---------------------------1----------------------------------------------
-----------------------------
>ENSMUSG00000024968 hs-mir-31    676    683
GGCAAGAUGCUGGCAUAGCUG&UAACCAAUUCUCUUCUGCCAGGCAGGCAAGGCCACAUCUUGCCC
(((((((((.((((...(((.&........................)))...))))))))))))). -30.50
mir-31 ENSRNOG00000021183 2565 nt UTR 1 hits 693
---------------------------1----------------------------------------------
-----------------------------



>ENSRNOG00000021183 hs-mir-31    693    700
GGCAAGAUGCUGGCAUAGCUG&UUCUGCCAGGCAGGCAGGCGGGCGGGCUGAGCCACAUCUUGCCC
(((((((((.((((.(((((.&........................))))).))))))))))))). -33.50

miRNA: mir-31
Human predicted target: ENSG00000173209
Mouse predicted target: ENSMUSG00000020288
Rat predicted target: ENSRNOG00000005318
Hs Gene description: NM_152392
mir-31 ENSG00000173209 2137 nt UTR 2 hits 1193 1748
-----------------------------------------------1---------------------1----
------------
>ENSG00000173209 hs-mir-31   1193   1200
GGCAAGAUGCUGGCAUAGCUG&AGUUCUGCCUGACCAAGAAUUAAGCCUAUAAAUCUAUCUUGCCA
(((((((((..((((.((((.&)))).)))).........................))))))))). -23.93
>ENSG00000173209 hs-mir-31   1748   1755
GGCAAGAUGCUGGCAUAGCUG&UAUUCUUUAACAGAACUAUUUUCAGGGGAAGGAAGAUCUUGCUC
((((((((.((..(....(((&......................)))..)..))...)))))))). -16.20
mir-31 ENSMUSG00000020288 3852 nt UTR 2 hits 1101 1642
--------------------------------------------1--------------------1--------
--------------------------------------------------------------------------
-------
>ENSMUSG00000020288 hs-mir-31   1101   1108
GGCAAGAUGCUGGCAUAGCUG&AUUCUGCCUGACCAAGAAUUGAAGCCUAUAAAUCUAUCUUGCCA
(((((((((.....((((((.&......................))).))).....))))))))). -20.80
>ENSMUSG00000020288 hs-mir-31   1642   1649
GGCAAGAUGCUGGCAUAGCUG&UACUCUUUGACAGAGCUGUUUUCAGGAGACGGAAGAUCUUGCUC
((((((((.(((..((((((.&.............))))))..........)))...)))))))). -20.20
mir-31 ENSRNOG00000005318 3732 nt UTR 4 hits 1010 1543 2926 3459
----------------------------------------1--------------------1------------
-------------------------------------------1--------------------1---------
--
>ENSRNOG00000005318 hs-mir-31   1010   1017
GGCAAGAUGCUGGCAUAGCUG&AUUCUGCCUGACCAAGAAUUGAAGCCUAUAAAUCUAUCUUGCCA
(((((((((.....((((((.&......................))).))).....))))))))). -20.80
>ENSRNOG00000005318 hs-mir-31   1543   1550
GGCAAGAUGCUGGCAUAGCUG&UACUCUUUGACAGAGCCAUUUUCAGGGGAUGGCAGAUCUUGCUC
((((((((.(((.(((..(((&......................)))...))).))))))))))). -24.20
>ENSRNOG00000005318 hs-mir-31   2926   2933
GGCAAGAUGCUGGCAUAGCUG&AUUCUGCCUGACCAAGAAUUGAAGCCUAUAAAUCUAUCUUGCCA
(((((((((.....((((((.&......................))).))).....))))))))). -20.80
>ENSRNOG00000005318 hs-mir-31   3459   3466
GGCAAGAUGCUGGCAUAGCUG&UACUCUUUGACAGAGCCAUUUUCAGGGGAUGGCAGAUCUUGCUC
((((((((.(((.(((..(((&......................)))...))).))))))))))). -24.20

miRNA: mir-32



Human predicted target: ENSG00000049618
Mouse predicted target: ENSMUSG00000023804
Rat predicted target: ENSRNOG00000017030
Hs Gene description: BRG1-BINDING PROTEIN ELD/OSA1; ELD (EYELID)/OSA
PROTEIN. [Source:RefSeq;Acc:NM_020732]
mir-32 ENSG00000049618 2470 nt UTR 2 hits 489 1811
-------------------1----------------------------------------------------1-
-------------------------
>ENSG00000049618 hs-mir-32    489    496
UAUUGCACAUUACUAAGUUGC&AAUGAAAAAAACUGCAUCCCAUCACCCAAAGUUCUGUGCAAUAG
(((((((((..(((.......&.............................)))..))))))))). -18.70
>ENSG00000049618 hs-mir-32   1811   1818
UAUUGCACAUUACUAAGUUGC&AUUUAGUUUACUCCACCGUGUAUAAUAUUUAUACUGUGCAAUGU
(((((((((..(((((((...&)))))))...........................))))))))). -15.75
mir-32 ENSMUSG00000023804 2000 nt UTR 2 hits 521 1872
--------------------1-----------------------------------------------------
1-----
>ENSMUSG00000023804 hs-mir-32    521    528
UAUUGCACAUUACUAAGUUGC&UAAAAGCUAAACUGCACCCCGUCACCCAAAGCUCUGUGCAAUAG
(((((((((............&..................................))))))))). -15.70
>ENSMUSG00000023804 hs-mir-32   1872   1879
UAUUGCACAUUACUAAGUUGC&CGUUAGUUUGCUCCAGCGUGUAUAAUAUUUAUAUUGUGCAAUGU
(((((((((.(((...((((.&.............))))..)))............))))))))). -18.12
mir-32 ENSRNOG00000017030 2000 nt UTR 2 hits 535 1854
---------------------1----------------------------------------------------
1-----
>ENSRNOG00000017030 hs-mir-32    535    542
UAUUGCACAUUACUAAGUUGC&AAAAAGCGAAAGUGCAUCCCAUUGCCCAAAGCUCUGUGCAAUAG
(((((((((.((((...((((&.....)))).))))....................))))))))). -16.40
>ENSRNOG00000017030 hs-mir-32   1854   1861
UAUUGCACAUUACUAAGUUGC&CUGCAUUAGUUUACUCCGCCGUGUAUAUUUAUAUUGUGCAAUGU
(((((((((.((.((((((((&......................))).))))))).))))))))). -17.20

miRNA: mir-32
Human predicted target: ENSG00000110422
Mouse predicted target: ENSMUSG00000027177
Rat predicted target: ENSRNOG00000011358
Hs Gene description: HOMEODOMAIN INTERACTING PROTEIN KINASE 3;
HOMEODOMAIN-INTERACTING PROTEIN KINASE 3. [Source:RefSeq;Acc:NM_005734]

NM_005734
mir-32 ENSG00000110422 2737 nt UTR 2 hits 114 1102
----1---------------------------------------1-----------------------------
------------------------------------
>ENSG00000110422 hs-mir-32    114    121
UAUUGCACAUUACUAAGUUGC&CACAAGAAAAUUAUUUUUGAAUCAUGUAGACUUGGGUGCAAUU
.(((((((....(((((((..&............................)))))))))))))). -18.10
>ENSG00000110422 hs-mir-32   1102   1109



UAUUGCACAUUACUAAGUUGC&UACUAUUGAAGCUUGAAAAGAUGUGAGUUCUUUGUGUGCAAUU
.(((((((((....((.(..(&......................)..).))....))))))))). -17.30
mir-32 ENSMUSG00000027177 2090 nt UTR 2 hits 125 1122
----1---------------------------------------1-----------------------------
----------
>ENSMUSG00000027177 hs-mir-32    125    132
UAUUGCACAUUACUAAGUUGC&CACAAGAAAAUUAUUUUUGAAUCAUGUAGACUUGGGUGCAAUU
.(((((((....(((((((..&............................)))))))))))))). -18.10
>ENSMUSG00000027177 hs-mir-32   1122   1129
UAUUGCACAUUACUAAGUUGC&UACUGUUGAAGCUUGAAAAGAUGUGAGCUCUUUGUGUGCAAUU
.(((((((((....(((..((&..........................)).))).))))))))). -17.20
mir-32 ENSRNOG00000011358 2072 nt UTR 2 hits 128 1122
-----1--------------------------------------1-----------------------------
---------
>ENSRNOG00000011358 hs-mir-32    128    135
UAUUGCACAUUACUAAGUUGC&CACAAGAAAAUUAUUUUUGAAUCAUGUAGACUUGGGUGCAAUU
.(((((((....(((((((..&............................)))))))))))))). -18.10
>ENSRNOG00000011358 hs-mir-32   1122   1129
UAUUGCACAUUACUAAGUUGC&UACUAUUGAAGCUUGAAAAGAUGUGAGUUCUUUGUGUGCAAUU
.(((((((((....((.(..(&......................)..).))....))))))))). -17.30

miRNA: mir-32
Human predicted target: ENSG00000128641
Mouse predicted target: ENSMUSG00000018417
Rat predicted target: ENSRNOG00000015227
Hs Gene description: MYOSIN IB (MYOSIN I ALPHA) (MMI-ALPHA) (MMIA) (MYH-
1C) (FRAGMENT). [Source:SWISSPROT;Acc:O43795]
mir-32 ENSG00000128641 3426 nt UTR 2 hits 45 932
-1-----------------------------------1------------------------------------
----------------------------------------------------------------
>ENSG00000128641 hs-mir-32     45     52
UAUUGCACAUUACUAAGUUGC&CCUCUCUACUUUCAUGGACUUGUUCCUUUGUAAUAGUGCAAUU
.((((((((((((.(((..((&.....................))..))).))))).))))))). -19.80
>ENSG00000128641 hs-mir-32    932    939
UAUUGCACAUUACUAAGUUGC&AGCCAUUCAGAUAGCAGUAAAACAUUCUGUAUGAUGUGCAAUAA
((((((((((((...((((((&.............)))).........))...)))))))))))). -19.70
mir-32 ENSMUSG00000018417 2758 nt UTR 3 hits 45 477 1458
-1-----------------1--------------------------------------1---------------
-------------------------------------
>ENSMUSG00000018417 hs-mir-32     45     52
UAUUGCACAUUACUAAGUUGC&CCUCUCUGCUCUCACGGACUUGUUUCCUCGUAACAGUGCAAUU
.(((((((.((((((((((..&................)))))).......))))..))))))). -16.11
>ENSMUSG00000018417 hs-mir-32    477    484
UAUUGCACAUUACUAAGUUGC&GAGAGCCGUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUAA
((((((((((((..(((((((&.................))))..))).....)))))))))))). -19.60
>ENSMUSG00000018417 hs-mir-32   1458   1465
UAUUGCACAUUACUAAGUUGC&GAGAGCCGUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUAA



((((((((((((..(((((((&.................))))..))).....)))))))))))). -19.60
mir-32 ENSRNOG00000015227 2061 nt UTR 2 hits 48 1142
-1-------------------------------------------1----------------------------
---------
>ENSRNOG00000015227 hs-mir-32     48     55
UAUUGCACAUUACUAAGUUGC&CCUCUCUGUUCUCACGGACUUGUUUCCUCGUAACAGUGCAAUU
.(((((((.((((((((((..&................)))))).......))))..))))))). -16.11
>ENSRNOG00000015227 hs-mir-32   1142   1149
UAUUGCACAUUACUAAGUUGC&GAGAGCCAUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUAA
((((((((((((..(((((((&.................))))..))).....)))))))))))). -19.60

miRNA: mir-32
Human predicted target: ENSG00000155744
Mouse predicted target: ENSMUSG00000038174
Rat predicted target: ENSRNOG00000011327
Rat predicted target: ENSRNOG00000012078
Hs Gene description: NM_173822
mir-32 ENSG00000155744 4800 nt UTR 2 hits 275 506
----------1---------1-----------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000155744 hs-mir-32    275    282
UAUUGCACAUUACUAAGUUGC&UGCCUUUUCCAUGCCUUCCUUUCUCCUUGGGUGAUGUGCAAUC
.((((((((((((((((....&.........................))).))))))))))))). -22.50
>ENSG00000155744 hs-mir-32    506    513
UAUUGCACAUUACUAAGUUGC&GAGAUUCUGCUAUGACUUUGGACUUCUCUGAGUCUGUGCAAUC
.((((((((..((((((((..&....................))))).....))).)))))))). -16.40
mir-32 ENSMUSG00000038174 2575 nt UTR 2 hits 256 485
----------1--------1------------------------------------------------------
-----------------------------
>ENSMUSG00000038174 hs-mir-32    256    263
UAUUGCACAUUACUAAGUUGC&UGCCUUUUCCAUGCCUUCCUUUCUCCUUGGGUGAUGUGCAAUC
.((((((((((((((((....&.........................))).))))))))))))). -22.50
>ENSMUSG00000038174 hs-mir-32    485    492
UAUUGCACAUUACUAAGUUGC&GAGAUUCUGCUAUGACUUUGGGCUUCUCUGAGCCUGUGCAAUU
.((((((((...((.((..((&.....................))....)).))..)))))))). -15.00
mir-32 ENSRNOG00000011327 2572 nt UTR 2 hits 257 489
----------1--------1------------------------------------------------------
-----------------------------
>ENSRNOG00000011327 hs-mir-32    257    264
UAUUGCACAUUACUAAGUUGC&UUUGCCUUUCCCUGCCUUCCUUUCUCUUGGGUGAUGUGCAAUC
.((((((((((((((((....&.........................))).))))))))))))). -22.30
>ENSRNOG00000011327 hs-mir-32    489    496
UAUUGCACAUUACUAAGUUGC&AGAUUCUGCUAUGACUUUGGGCUUUCUCUGAGUCUGUGCAAUU
.((((((((..(((.((..((&....................))...))...))).)))))))). -15.90
mir-32 ENSRNOG00000012078 2572 nt UTR 2 hits 257 489



----------1--------1------------------------------------------------------
-----------------------------
>ENSRNOG00000012078 hs-mir-32    257    264
UAUUGCACAUUACUAAGUUGC&UUUGCCUUUCCCUGCCUUCCUUUCUCUUGGGUGAUGUGCAAUC
.((((((((((((((((....&.........................))).))))))))))))). -22.30
>ENSRNOG00000012078 hs-mir-32    489    496
UAUUGCACAUUACUAAGUUGC&AGAUUCUGCUAUGACUUUGGGCUUUCUCUGAGUCUGUGCAAUU
.((((((((..(((.((..((&....................))...))...))).)))))))). -15.90

miRNA: mir-32
Human predicted target: ENSG00000157152
Mouse predicted target: ENSMUSG00000009394
Rat predicted target: ENSRNOG00000008157
Hs Gene description: SYNAPSIN II. [Source:SWISSPROT;Acc:Q92777]
mir-32 ENSG00000157152 2574 nt UTR 2 hits 798 2261
-------------------------------1------------------------------------------
----------------1------------
>ENSG00000157152 hs-mir-32    798    805
UAUUGCACAUUACUAAGUUGC&UAACUAUGAGAUUUUUAAAAAAUGGGGCCGCUGAUGUGCAAUAU
((((((((((((....((.((&..........................)).)))))))))))))). -19.40
>ENSG00000157152 hs-mir-32   2261   2268
UAUUGCACAUUACUAAGUUGC&AGUACCUCUCUUUUGUGACUCUUGUACAGCUUAAUGUGCAAUAA
((((((((((((...(((((.&..........................))))))))))))))))). -22.80
mir-32 ENSMUSG00000009394 2752 nt UTR 2 hits 780 2208
-------------------------------1------------------------------------------
--------------1----------------------
>ENSMUSG00000009394 hs-mir-32    780    787
UAUUGCACAUUACUAAGUUGC&UACAAGAUAAAAAAAAAAAAUAAGGGGCCGCCGAUGUGCAAUAU
(((((((((((.....(((.(&.......................).)))....))))))))))). -18.30
>ENSMUSG00000009394 hs-mir-32   2208   2215
UAUUGCACAUUACUAAGUUGC&CAUCUCCCUUUUGUGAUUCUCUUGUACAGCUCAAUGUGCAAUAA
(((((((((((....(((((.&..........................))))).))))))))))). -21.00
mir-32 ENSRNOG00000008157 2750 nt UTR 2 hits 767 2144
------------------------------1-------------------------------------------
-----------1------------------------
>ENSRNOG00000008157 hs-mir-32    767    774
UAUUGCACAUUACUAAGUUGC&GCUAAAGGUUAAAAAAAAAUCAAGGGGCCGCUGAUGUGCAAUAU
((((((((((((....((.((&..........................)).)))))))))))))). -19.40
>ENSRNOG00000008157 hs-mir-32   2144   2151
UAUUGCACAUUACUAAGUUGC&CAUCUCCCUUUUGUGAUUCUCUUGUACAGCUCAAUGUGCAAUAA
(((((((((((....(((((.&..........................))))).))))))))))). -21.00

miRNA: mir-32
Human predicted target: ENSG00000159388
Mouse predicted target: ENSMUSG00000041551
Rat predicted target: ENSRNOG00000003300



Hs Gene description: BTG2 PROTEIN (NGF-INDUCIBLE ANTI-PROLIFERATIVE
PROTEIN PC3). [Source:SWISSPROT;Acc:P78543] NM_006763
mir-32 ENSG00000159388 4164 nt UTR 2 hits 1059 1370
------------------------------------------1-----------1-------------------
--------------------------------------------------------------------------
-------------------
>ENSG00000159388 hs-mir-32   1059   1066
UAUUGCACAUUACUAAGUUGC&UACCGUAUUUUCUAGGACAAGAGUUCUCAGUCACUGUGCAAUAU
(((((((((..(((.((..((&......................)).)).)))...))))))))). -17.00
>ENSG00000159388 hs-mir-32   1370   1377
UAUUGCACAUUACUAAGUUGC&UCUGUCUCAGUACAAUCCAAAUUUGUCGUAGACUUGUGCAAUAU
(((((((((...(((......&............................)))...))))))))). -17.20
mir-32 ENSMUSG00000041551 4042 nt UTR 2 hits 1039 1340
-----------------------------------------1-----------1--------------------
--------------------------------------------------------------------------
--------------
>ENSMUSG00000041551 hs-mir-32   1039   1046
UAUUGCACAUUACUAAGUUGC&GGCCCUAUUUCCUAGGACAAGCGUUCUCAGUCACUGUGCAAUAG
(((((((((..(((.((.(((&....................)))..)).)))...))))))))). -19.50
>ENSMUSG00000041551 hs-mir-32   1340   1347
UAUUGCACAUUACUAAGUUGC&CUCUCUUAGUAAAAUCCAAAUUUAUUUGUAGAUGUGUGCAAUAU
(((((((((((((((((....&....)))))))......................)))))))))). -20.54
mir-32 ENSRNOG00000003300 3981 nt UTR 2 hits 1019 1304
----------------------------------------1-----------1---------------------
--------------------------------------------------------------------------
------------
>ENSRNOG00000003300 hs-mir-32   1019   1026
UAUUGCACAUUACUAAGUUGC&GGCCCCAUUUCCUAGGACAAGAGUUCUCAAUCACUGUGCAAUAG
(((((((((............&..................................))))))))). -15.70
>ENSRNOG00000003300 hs-mir-32   1304   1311
UAUUGCACAUUACUAAGUUGC&CCCCUCAGUAAAAAUCCAAAUUUAUUUGUAGAUGUGUGCAAUAU
((((((((((..(((......&............................)))..)))))))))). -18.30

miRNA: mir-33b
Human predicted target: ENSG00000148660
Mouse predicted target: ENSMUSG00000021820
Rat predicted target: ENSRNOG00000009783
Hs Gene description: CALCIUM/CALMODULIN-DEPENDENT PROTEIN KINASE TYPE II
GAMMA CHAIN (EC 2.7.1.123) (CAM-KINASE II GAMMA CHAIN) (CAM KINASE II
GAMMA SUBUNIT) (CAMK-II GAMMA SUBUNIT) (FRAGMENT).
[Source:SWISSPROT;Acc:Q13555]
mir-33b ENSG00000148660 4019 nt UTR 4 hits 138 775 2642 3279
-----1------------------------1-------------------------------------------
-------------------------------1-------------------------1----------------
-------------
>ENSG00000148660 hs-mir-33b    138    145
GUGCAUUGCUGUUGCAUUG&GUUUAAAACAAUUCAAUUACAAAAGCGGCAGCAGCCAAUGCACG



(((((((((((((((....&...........................))))))).)))))))). -29.70
>ENSG00000148660 hs-mir-33b    775    782
GUGCAUUGCUGUUGCAUUG&GACAUGCACUCACUCAUCCAUUUCUAUAGGAUGCACAAUGCAUG
((((((((....((((((.&.............................)))))))))))))). -19.80
>ENSG00000148660 hs-mir-33b   2642   2649
GUGCAUUGCUGUUGCAUUG&GUUUAAAACAAUUCAAUUACAAAAGCGGCAGCAGCCAAUGCACG
(((((((((((((((....&...........................))))))).)))))))). -29.70
>ENSG00000148660 hs-mir-33b   3279   3286
GUGCAUUGCUGUUGCAUUG&GACAUGCACUCACUCAUCCAUUUCUAUAGGAUGCACAAUGCAUG
((((((((....((((((.&.............................)))))))))))))). -19.80
mir-33b ENSMUSG00000021820 2000 nt UTR 2 hits 558 1198
----------------------1------------------------1--------------------------
------
>ENSMUSG00000021820 hs-mir-33b    558    565
GUGCAUUGCUGUUGCAUUG&GGUUUAAAACAAUUCAAUUACAAAGCGGCAGCAGCCAAUGCACG
(((((((((((((((.(((&....................)))....))))))).)))))))). -28.60
>ENSMUSG00000021820 hs-mir-33b   1198   1205
GUGCAUUGCUGUUGCAUUG&ACAUGCACUUAACUCAUCCAUUUCUAGAGGAUGCACAAUGCACG
((((((((....((((((.&.............................)))))))))))))). -22.10
mir-33b ENSRNOG00000009783 2000 nt UTR 2 hits 808 1452
--------------------------------1-------------------------1---------------
------
>ENSRNOG00000009783 hs-mir-33b    808    815
GUGCAUUGCUGUUGCAUUG&GGUUUAAAACAAUUACAUUACAAAGCGGCAGCAGCCAAUGCACG
(((((((((((((((.(((&....................)))....))))))).)))))))). -28.60
>ENSRNOG00000009783 hs-mir-33b   1452   1459
GUGCAUUGCUGUUGCAUUG&GACACGCACUUACUCAUCCAUUUCUAUAGGAUGCACAAUGCACG
((((((((....((((((.&.............................)))))))))))))). -22.10

miRNA: mir-33
Human predicted target: ENSG00000148660
Mouse predicted target: ENSMUSG00000021820
Rat predicted target: ENSRNOG00000009783
Hs Gene description: CALCIUM/CALMODULIN-DEPENDENT PROTEIN KINASE TYPE II
GAMMA CHAIN (EC 2.7.1.123) (CAM-KINASE II GAMMA CHAIN) (CAM KINASE II
GAMMA SUBUNIT) (CAMK-II GAMMA SUBUNIT) (FRAGMENT).
[Source:SWISSPROT;Acc:Q13555]
mir-33 ENSG00000148660 4019 nt UTR 4 hits 138 775 2642 3279
-----1------------------------1-------------------------------------------
-------------------------------1-------------------------1----------------
-------------
>ENSG00000148660 hs-mir-33    138    145
GUGCAUUGUAGUUGCAUUG&GUUUAAAACAAUUCAAUUACAAAAGCGGCAGCAGCCAAUGCACG
((((((((..(((((....&...........................)))))...)))))))). -23.60
>ENSG00000148660 hs-mir-33    775    782
GUGCAUUGUAGUUGCAUUG&GACAUGCACUCACUCAUCCAUUUCUAUAGGAUGCACAAUGCAUG
(((((((((....(((((.&.............................)))))))))))))). -19.90



>ENSG00000148660 hs-mir-33   2642   2649
GUGCAUUGUAGUUGCAUUG&GUUUAAAACAAUUCAAUUACAAAAGCGGCAGCAGCCAAUGCACG
((((((((..(((((....&...........................)))))...)))))))). -23.60
>ENSG00000148660 hs-mir-33   3279   3286
GUGCAUUGUAGUUGCAUUG&GACAUGCACUCACUCAUCCAUUUCUAUAGGAUGCACAAUGCAUG
(((((((((....(((((.&.............................)))))))))))))). -19.90
mir-33 ENSMUSG00000021820 2000 nt UTR 2 hits 558 1198
----------------------1------------------------1--------------------------
------
>ENSMUSG00000021820 hs-mir-33    558    565
GUGCAUUGUAGUUGCAUUG&GGUUUAAAACAAUUCAAUUACAAAGCGGCAGCAGCCAAUGCACG
((((((((..(((((.(((&....................)))....)))))...)))))))). -22.50
>ENSMUSG00000021820 hs-mir-33   1198   1205
GUGCAUUGUAGUUGCAUUG&ACAUGCACUUAACUCAUCCAUUUCUAGAGGAUGCACAAUGCACG
(((((((((....(((((.&.............................)))))))))))))). -22.20
mir-33 ENSRNOG00000009783 2000 nt UTR 2 hits 808 1452
--------------------------------1-------------------------1---------------
------
>ENSRNOG00000009783 hs-mir-33    808    815
GUGCAUUGUAGUUGCAUUG&GGUUUAAAACAAUUACAUUACAAAGCGGCAGCAGCCAAUGCACG
((((((((..(((((.(((&....................)))....)))))...)))))))). -22.50
>ENSRNOG00000009783 hs-mir-33   1452   1459
GUGCAUUGUAGUUGCAUUG&GACACGCACUUACUCAUCCAUUUCUAUAGGAUGCACAAUGCACG
(((((((((....(((((.&.............................)))))))))))))). -22.20

miRNA: mir-34
Human predicted target: ENSG00000068366
Mouse predicted target: ENSMUSG00000031278
Rat predicted target: ENSRNOG00000019180
Hs Gene description: LONG-CHAIN-FATTY-ACID--COA LIGASE 4 (EC 6.2.1.3)
(LONG-CHAIN ACYL-COA SYNTHETASE 4) (LACS 4). [Source:SWISSPROT;Acc:O60488]

NM_004458
mir-34 ENSG00000068366 4694 nt UTR 2 hits 1913 4660
--------------------------------------------------------------------------
--1-----------------------------------------------------------------------
--------------------------------------1-
>ENSG00000068366 hs-mir-34   1913   1920
UGGCAGUGUCUUAGCUGGUUGU&ACCCCCAAUCUGCCCCCAACUCCCAAAAGCUAGAACACUGCCAA
(((((((((..((((((((((.&................)))))......)))))..))))))))). -30.60
>ENSG00000068366 hs-mir-34   4660   4667
UGGCAGUGUCUUAGCUGGUUGU&CUGCUAUUCUACAAAGUCUCUGAAAAACAGCUAUCCACUGCCU
.(((((((...((((((.((((&..........)))).............))))))..))))))). -25.64
mir-34 ENSMUSG00000031278 2042 nt UTR 2 hits 1916 2016
--------------------------------------------------------------------------
--1---1-
>ENSMUSG00000031278 hs-mir-34   1916   1923
UGGCAGUGUCUUAGCUGGUUGU&UGCACCCCACCCACUCCCAUCUCCCGAAGCUGGAACACUGCCAA



(((((((((..(((((((.(((&.))).))....................)))))..))))))))). -27.85
>ENSMUSG00000031278 hs-mir-34   2016   2023
UGGCAGUGUCUUAGCUGGUUGU&GAAAAUCCAAACACGUUAAGGGACCAGGGAGAUGCCACUGCCC
.(((((((((((..((((((.(&...................).)))))).))))...))))))). -27.70
mir-34 ENSRNOG00000019180 4667 nt UTR 2 hits 1902 2006
--------------------------------------------------------------------------
--1---1-------------------------------------------------------------------
---------------------------------------
>ENSRNOG00000019180 hs-mir-34   1902   1909
UGGCAGUGUCUUAGCUGGUUGU&UGCACCCCACCCACAGCCAUCUCCCAAAGCUGGAACACUGCCAA
(((((((((..(((((((((((&............))))))).........))))..))))))))). -32.70
>ENSRNOG00000019180 hs-mir-34   2006   2013
UGGCAGUGUCUUAGCUGGUUGU&AUCCUAACACACACGUUAAGGGACCAGGGAGAUGCCACUGCCC
.(((((((((((..((((((.(&...................).)))))).))))...))))))). -27.70

miRNA: mir-34
Human predicted target: ENSG00000072778
Mouse predicted target: ENSMUSG00000018574
Rat predicted target: ENSRNOG00000018114
Hs Gene description: ACYL-COA DEHYDROGENASE, VERY-LONG-CHAIN SPECIFIC,
MITOCHONDRIAL PRECURSOR (EC 1.3.99.-) (VLCAD).
[Source:SWISSPROT;Acc:P49748]
mir-34 ENSG00000072778 2168 nt UTR 3 hits 1118 1124 1345
--------------------------------------------2--------1--------------------
-------------
>ENSG00000072778 hs-mir-34   1118   1125
UGGCAGUGUCUUAGCUGGUUGU&CCGAAGGCUGCCCCCUCGGCUGGAGGGCUCAGACUCACUGCCAC
(((((((((((.(((((((((.&................)))))....)))).)))..)))))))). -27.00
>ENSG00000072778 hs-mir-34   1124   1131
UGGCAGUGUCUUAGCUGGUUGU&GCUGCCCCCUCGGCUGGAGGGCUCAGACUCACUGCCACUGCCGG
(((((((((((.(((((((((.&..........)))))....)))).)))........)))))))). -24.70
>ENSG00000072778 hs-mir-34   1345   1352
UGGCAGUGUCUUAGCUGGUUGU&UGGGGAUGACUUACCCUCACUAUGCUGGCUGCUGGCACUGCCC
.(((((((((.((((..((.((&..................))...))..))))..))))))))). -31.10
mir-34 ENSMUSG00000018574 2113 nt UTR 4 hits 143 1054 1060 1322
-----1------------------------------------2---------1---------------------
-----------
>ENSMUSG00000018574 hs-mir-34    143    150
UGGCAGUGUCUUAGCUGGUUGU&ACUGUCUGCCGUGAAUGUCACUGCUCCCUCCUCUCCACUGCCU
.(((((((....((..((..((&......................))..))..))...))))))). -20.20
>ENSMUSG00000018574 hs-mir-34   1054   1061
UGGCAGUGUCUUAGCUGGUUGU&CCGAAGGCUGCCUCCCCGGCUGGAGAGUUCUGACUCACUGCCAC
((((((((((((((((((....&...............))))))).))).........)))))))). -28.20
>ENSMUSG00000018574 hs-mir-34   1060   1067
UGGCAGUGUCUUAGCUGGUUGU&GCUGCCUCCCCGGCUGGAGAGUUCUGACUCACUGCCACUGCCGG
((((((((((((((((((....&.........))))))).)))...............)))))))). -27.26
>ENSMUSG00000018574 hs-mir-34   1322   1329



UGGCAGUGUCUUAGCUGGUUGU&AGUGGGUCACUUACCCUCACUGUGCUGGCUGCUGGCACUGCCU
.(((((((((.((((..((.((&..................))...))..))))..))))))))). -31.50
mir-34 ENSRNOG00000018114 2087 nt UTR 4 hits 176 1105 1111 1348
-------1------------------------------------2--------1--------------------
----------
>ENSRNOG00000018114 hs-mir-34    176    183
UGGCAGUGUCUUAGCUGGUUGU&AAGAACAAUAAAUUUUCUACCAAGUCCCUCCUCUCCACUGCCU
.(((((((.....((((((...&..................)))).))..........))))))). -18.46
>ENSRNOG00000018114 hs-mir-34   1105   1112
UGGCAGUGUCUUAGCUGGUUGU&CCGAAGGCUGCCUCCCCGGCUGGAGAGUUCAGACUCACUGCCAC
((((((((((((((((((....&...............))))))).))).........)))))))). -28.20
>ENSRNOG00000018114 hs-mir-34   1111   1118
UGGCAGUGUCUUAGCUGGUUGU&GCUGCCUCCCCGGCUGGAGAGUUCAGACUCACUGCCACUGCCAG
((((((((((((((((((....&.........))))))).)))...............)))))))). -27.96
>ENSRNOG00000018114 hs-mir-34   1348   1355
UGGCAGUGUCUUAGCUGGUUGU&UAUUGGUAACUUACCCUCACUGUGCUGGCUGCUGGCACUGCCU
.(((((((((.((((..((.((&..................))...))..))))..))))))))). -31.50

miRNA: mir-34
Human predicted target: ENSG00000073598
Mouse predicted target: ENSMUSG00000018844
Rat predicted target: ENSRNOG00000008264
Rat predicted target: ENSRNOG00000009413
Hs Gene description: NM_017559
mir-34 ENSG00000073598 2298 nt UTR 3 hits 213 1914 2180
--------1-----------------------------------------------------------------
--1----------1----
>ENSG00000073598 hs-mir-34    213    220
UGGCAGUGUCUUAGCUGGUUGU&GGAGGCAUCUCAGGCCAGGCCAUGCCAGGCUCAGCCACUGCCC
.(((((((.((.(((((((...&.......................))))).)).)).))))))). -27.50
>ENSG00000073598 hs-mir-34   1914   1921
UGGCAGUGUCUUAGCUGGUUGU&CAUUCUCAGGUCCCCACUGGUGGGGAGGGUGUGUGCACUGCCAU
((((((((((((.((..((...&...............))..))...))).......))))))))). -25.11
>ENSG00000073598 hs-mir-34   2180   2187
UGGCAGUGUCUUAGCUGGUUGU&CCCUGCUCUGCCCACCCAAACUCAGGCUGCCCACUCACUGCCU
.(((((((...(((((((((..&..................))))..)))))......))))))). -23.00
mir-34 ENSMUSG00000018844 3129 nt UTR 2 hits 232 1204
---------1--------------------------------------1-------------------------
----------------------------------------------------
>ENSMUSG00000018844 hs-mir-34    232    239
UGGCAGUGUCUUAGCUGGUUGU&CACCUAGUGACAUCUUGAGCUGGCCCAGGCUCAGUCACUGCCC
.(((((((.((.((((((((((&..................)).))))..)))).)).))))))). -27.60
>ENSMUSG00000018844 hs-mir-34   1204   1211
UGGCAGUGUCUUAGCUGGUUGU&GGAAAAGGACAUGGGAGCCAGAUGCCUGGCUUCCCCACUGCCAG
((((((((....(((((((...&.......................))).))))....)))))))). -26.10
mir-34 ENSRNOG00000008264 2000 nt UTR 2 hits 233 1648



---------1-------------------------------------------------------1--------
------
>ENSRNOG00000008264 hs-mir-34    233    240
UGGCAGUGUCUUAGCUGGUUGU&CACCUAGUGACAUCUUGGGCUGGGCCAGGCUCAGUCACUGCCC
.(((((((.((.((((((((..&......................)))))).)).)).))))))). -29.90
>ENSRNOG00000008264 hs-mir-34   1648   1655
UGGCAGUGUCUUAGCUGGUUGU&CUGUGGGAGGAAAGGAAAGGGAUGGGAGGGCUCCACACUGCCU
.((((((((...((((......&............................))))..)))))))). -23.10
mir-34 ENSRNOG00000009413 2306 nt UTR 2 hits 224 1639
--------1--------------------------------------------------------1--------
-------------------
>ENSRNOG00000009413 hs-mir-34    224    231
UGGCAGUGUCUUAGCUGGUUGU&CACCUAGUGACAUCUUGGGCUGGGCCAGGCUCAGUCACUGCCC
.(((((((.((.((((((((..&......................)))))).)).)).))))))). -29.90
>ENSRNOG00000009413 hs-mir-34   1639   1646
UGGCAGUGUCUUAGCUGGUUGU&CUGUGGGAGGAAAGGAAAGGGAUGGGAGGGCUCCACACUGCCU
.((((((((...((((......&............................))))..)))))))). -23.10

miRNA: mir-34
Human predicted target: ENSG00000105245
Mouse predicted target: ENSMUSG00000007895
Rat predicted target: ENSRNOG00000020867
Hs Gene description: NUMB-LIKE PROTEIN (NUMB-R).
[Source:SWISSPROT;Acc:Q9Y6R0] NM_004756
mir-34 ENSG00000105245 2777 nt UTR 2 hits 226 488
---------1---------1------------------------------------------------------
--------------------------------------
>ENSG00000105245 hs-mir-34    226    233
UGGCAGUGUCUUAGCUGGUUGU&CAGGGACGGACCCAGCCUGGCUAAGGGAACCAUUUCACUGCCGG
(((((((((((((((((((((.&............))))).)))))))).........)))))))). -32.00
>ENSG00000105245 hs-mir-34    488    495
UGGCAGUGUCUUAGCUGGUUGU&AAGCUAAGGGCUGCCCUCUGCCCACACGCUGCGUUCACUGCCAA
((((((((((((((((......&.))))))))..........................)))))))). -25.06
mir-34 ENSMUSG00000007895 2721 nt UTR 2 hits 227 428
---------1-------1--------------------------------------------------------
-----------------------------------
>ENSMUSG00000007895 hs-mir-34    227    234
UGGCAGUGUCUUAGCUGGUUGU&CAGGGAUGGACCCAGCCUGGCUAAGGGAACCAUUUCACUGCCGG
(((((((((((((((((((((.&............))))).)))))))).........)))))))). -32.00
>ENSMUSG00000007895 hs-mir-34    428    435
UGGCAGUGUCUUAGCUGGUUGU&CAAGCUAAGGGCUUCCUCUCUGCCCACGCUGUGUUCACUGCCAA
((((((((...(((((((....&.......................))).))))....)))))))). -26.70
mir-34 ENSRNOG00000020867 2000 nt UTR 2 hits 231 472
---------1--------1-------------------------------------------------------
------
>ENSRNOG00000020867 hs-mir-34    231    238
UGGCAGUGUCUUAGCUGGUUGU&CAGGGAUGGACCCAGCCUGGCUAAGGGAACCAUUUCACUGCCGG



(((((((((((((((((((((.&............))))).)))))))).........)))))))). -32.00
>ENSRNOG00000020867 hs-mir-34    472    479
UGGCAGUGUCUUAGCUGGUUGU&CAAGCUAAGGGCUUCCAUUCUGCCCAAGCUGUGUUCACUGCCAA
((((((((...((((((((...&.....................)))..)))))....)))))))). -26.50

miRNA: mir-34
Human predicted target: ENSG00000112577
Mouse predicted target: ENSMUSG00000014773
Rat predicted target: ENSRNOG00000014667
Hs Gene description: DELTA-LIKE PROTEIN 1 PRECURSOR (DROSOPHILA DELTA
HOMOLOG 1) (DELTA1) (H-DELTA-1). [Source:SWISSPROT;Acc:O00548] NM_005618
mir-34 ENSG00000112577 2661 nt UTR 3 hits 197 293 356
-------1---1--1-----------------------------------------------------------
---------------------------------
>ENSG00000112577 hs-mir-34    197    204
UGGCAGUGUCUUAGCUGGUUGU&CUGCCGACAGCCUGUCGCGGCCCGGCCGCCUGCGGCACUGCCU
.(((((((((.(((.((((((.&......................)))))).))).))))))))). -31.30
>ENSG00000112577 hs-mir-34    293    300
UGGCAGUGUCUUAGCUGGUUGU&UAAAUGGGUGAACUGAAUUACGCAUAAGAAGCAUGCACUGCCU
.((((((((....(((..((((&.......................))))..)))..)))))))). -22.80
>ENSG00000112577 hs-mir-34    356    363
UGGCAGUGUCUUAGCUGGUUGU&UAUGAGCCAGUCUUUUCUUGAAUUAGAAACACAAACACUGCCU
.((((((((...((((((((..&....)))))).)).....................)))))))). -24.35
mir-34 ENSMUSG00000014773 2675 nt UTR 3 hits 165 290 1214
------1----1------------------------------------1-------------------------
---------------------------------
>ENSMUSG00000014773 hs-mir-34    165    172
UGGCAGUGUCUUAGCUGGUUGU&AAGCUGGUUCUCUCAGAGUUAGCAGAGGCGCCCGACACUGCCAG
((((((((((...(((..((((&.....................)))).)))....)))))))))). -29.20
>ENSMUSG00000014773 hs-mir-34    290    297
UGGCAGUGUCUUAGCUGGUUGU&AAUGGACGAGUGACUUGAUUCAUAUAGGAAGCACGCACUGCCC
.((((((((....(((..((((&.......................))))..)))..)))))))). -22.00
>ENSMUSG00000014773 hs-mir-34   1214   1221
UGGCAGUGUCUUAGCUGGUUGU&UGACAGGAGAGAAAAAUGGAGUUAGUGGGUGAAGUCACUGCCAC
((((((((.(((.(((..(((.&......................)))..))).))).)))))))). -25.10
mir-34 ENSRNOG00000014667 2366 nt UTR 2 hits 170 295
------1----1--------------------------------------------------------------
---------------------
>ENSRNOG00000014667 hs-mir-34    170    177
UGGCAGUGUCUUAGCUGGUUGU&GAGCUGGUUCUCUCGGAGUUAGCAGAGGCGCCGGACACUGCCAG
(((((((((((..(((..((((&.....................)))).)))...))))))))))). -31.00
>ENSRNOG00000014667 hs-mir-34    295    302
UGGCAGUGUCUUAGCUGGUUGU&AAUGGACGAGUGACUUGAUUCACACAGGAAGCACGCACUGCCGG
(((((((((....(((..((((&.......................))))..)))..))))))))). -24.90

miRNA: mir-34



Human predicted target: ENSG00000117308
Mouse predicted target: ENSMUSG00000028671
Rat predicted target: ENSRNOG00000009712
Hs Gene description: UDP-GLUCOSE 4-EPIMERASE (EC 5.1.3.2)
(GALACTOWALDENASE) (UDP- GALACTOSE 4-EPIMERASE).
[Source:SWISSPROT;Acc:Q14376] NM_000403
mir-34 ENSG00000117308 2350 nt UTR 2 hits 510 1507
--------------------1---------------------------------------1-------------
--------------------
>ENSG00000117308 hs-mir-34    510    517
UGGCAGUGUCUUAGCUGGUUGU&ACAUGGAGACAGAAGACGAGACACAACUCCUCCCCCACUGCCU
.(((((((....((..((((((&......................)))))).))....))))))). -21.80
>ENSG00000117308 hs-mir-34   1507   1514
UGGCAGUGUCUUAGCUGGUUGU&CUCCCCAUGGCACUGGAGUAUGGCCAGGUCCUUGGCACUGCCAU
((((((((((..(.(((((..(&...................)..))))).)....)))))))))). -31.60
mir-34 ENSMUSG00000028671 2319 nt UTR 2 hits 1443 1880
---------------------------------------------------------1----------------
-1-----------------
>ENSMUSG00000028671 hs-mir-34   1443   1450
UGGCAGUGUCUUAGCUGGUUGU&CUCCCCGUGGCACUGAAGGAUGGCCAGGUCCUUGGCACUGCCAU
((((((((((..(.(((((..(&...................)..))))).)....)))))))))). -31.80
>ENSMUSG00000028671 hs-mir-34   1880   1887
UGGCAGUGUCUUAGCUGGUUGU&AGGAGACUGCUGGAGGCUUGAAGGGAGCAGGUGGGCACUGCCU
.((((((((((.(.(((.((.(&......................).)).))).))))))))))). -27.40
mir-34 ENSRNOG00000009712 2319 nt UTR 2 hits 1438 1902
---------------------------------------------------------1----------------
--1----------------
>ENSRNOG00000009712 hs-mir-34   1438   1445
UGGCAGUGUCUUAGCUGGUUGU&CUCGCCGUGGCAUUGAAGGAUGGCCAGGUCCUUGGCACUGCCAU
((((((((((..(.(((((..(&...................)..))))).)....)))))))))). -31.80
>ENSRNOG00000009712 hs-mir-34   1902   1909
UGGCAGUGUCUUAGCUGGUUGU&AGGAGACUGCUGGAGGCUUGAAGGGAGCAGGUGGGCACUGCCC
.((((((((((.(.(((.((.(&......................).)).))).))))))))))). -27.00

miRNA: mir-34
Human predicted target: ENSG00000127837
Mouse predicted target: ENSMUSG00000006299
Rat predicted target: ENSRNOG00000014399
Hs Gene description: ANGIO-ASSOCIATED MIGRATORY CELL PROTEIN.
[Source:SWISSPROT;Acc:Q13685] NM_001087
mir-34 ENSG00000127837 2410 nt UTR 2 hits 981 1191
---------------------------------------1-------1--------------------------
-----------------------
>ENSG00000127837 hs-mir-34    981    988
UGGCAGUGUCUUAGCUGGUUGU&GUGUAGCGCUGAUCGCCCAGCCCCAUGGCUACGGGCACUGCCGC
(((((((((((((((((((((.&.................)))))....))))).))))))))))). -33.70
>ENSG00000127837 hs-mir-34   1191   1198



UGGCAGUGUCUUAGCUGGUUGU&AGGGCCCGGGCCAGGGCGGAGGGCUCAUCGCGGCACACUGCCC
.((((((((((.((((..((((&...............))))..))))......)).)))))))). -23.80
mir-34 ENSMUSG00000006299 2387 nt UTR 3 hits 1020 1296 1717
----------------------------------------1----------1----------------1-----
----------------------
>ENSMUSG00000006299 hs-mir-34   1020   1027
UGGCAGUGUCUUAGCUGGUUGU&AGAGCCCUAGCCAGGGUUGAGGGUACAUCGCGGCACACUGCCC
.((((((((((((((((((((.&.......))))))..)))))).............)))))))). -26.41
>ENSMUSG00000006299 hs-mir-34   1296   1303
UGGCAGUGUCUUAGCUGGUUGU&AGCCGCACACUUCCAUGGGGCCGGAGUGGCUGCAACACUGCCAU
(((((((((..(((((((((.(&................).)))).....)))))..))))))))). -28.10
>ENSMUSG00000006299 hs-mir-34   1717   1724
UGGCAGUGUCUUAGCUGGUUGU&UGGAGGAGUGGCCAGAGUUAGGUUGGUCCUGCAGUCACUGCCC
.(((((((.((((((((((..(&.......)..))))).............))).)).))))))). -26.51
mir-34 ENSRNOG00000014399 2393 nt UTR 2 hits 825 1294
--------------------------------1------------------1----------------------
----------------------
>ENSRNOG00000014399 hs-mir-34    825    832
UGGCAGUGUCUUAGCUGGUUGU&CAGACCCAUGGCCACAGGCACAACUGCAGCACUGGCACUGCCC
.(((((((((...(((((((((&...................)))))..))))...))))))))). -30.70
>ENSRNOG00000014399 hs-mir-34   1294   1301
UGGCAGUGUCUUAGCUGGUUGU&AGCCGCACACUCCCAUGGGGCCGGAGUGGCUGCAACACUGCCAU
(((((((((..(((((((((.(&................).)))).....)))))..))))))))). -28.10

miRNA: mir-34
Human predicted target: ENSG00000148400
Mouse predicted target: ENSMUSG00000026923
Rat predicted target: ENSRNOG00000019322
Hs Gene description: NEUROGENIC LOCUS NOTCH HOMOLOG PROTEIN 1 PRECURSOR
(NOTCH 1) (HN1) (TRANSLOCATION-ASSOCIATED NOTCH PROTEIN TAN-1).
[Source:SWISSPROT;Acc:P46531] NM_017617
mir-34 ENSG00000148400 3627 nt UTR 4 hits 909 2299 2398 2714
------------------------------------1-------------------------------------
-----------------1---1------------1-------------------------------------
>ENSG00000148400 hs-mir-34    909    916
UGGCAGUGUCUUAGCUGGUUGU&CACACGGAGGCAUCCUACCCUUUUCUGGGGAAAGACACUGCCU
.(((((((((((..(..(....&........................)..)...))))))))))). -25.90
>ENSG00000148400 hs-mir-34   2299   2306
UGGCAGUGUCUUAGCUGGUUGU&GCCAGCCUCACACAAGGGUGGGCCCCUUCUCUCCCCACUGCCU
.(((((((((((.((((((...&)))))).......))))..................))))))). -21.86
>ENSG00000148400 hs-mir-34   2398   2405
UGGCAGUGUCUUAGCUGGUUGU&GUGGGGAGUCUGAGAUCCCUCUUUGGAUUGCAAAGCACUGCCU
.(((((((((((((((..(..(&)..)..)).)))))....................)))))))). -21.55
>ENSG00000148400 hs-mir-34   2714   2721
UGGCAGUGUCUUAGCUGGUUGU&CAUCACUCAGUACAGCCACAGACAGCCUGAGCGUCCACUGCCAA
((((((((.((((((((.((((&.................)))).)))).))))....)))))))). -28.20
mir-34 ENSMUSG00000026923 3625 nt UTR 3 hits 187 458 800



-------1----------1------------1------------------------------------------
-----------------------------------------------------------------------
>ENSMUSG00000026923 hs-mir-34    187    194
UGGCAGUGUCUUAGCUGGUUGU&AGUAUUUAUUUAUGUACUUUUAUUUUCCACAGAAACACUGCCU
.((((((((.((.(.(((....&..........................)))).)).)))))))). -21.60
>ENSMUSG00000026923 hs-mir-34    458    465
UGGCAGUGUCUUAGCUGGUUGU&AACUGCCAUGGCCAGAAUUGCCCCUCCCCCACACUCACUGCCC
.(((((((......(((((..(&.......)..)))))....................))))))). -23.57
>ENSMUSG00000026923 hs-mir-34    800    807
UGGCAGUGUCUUAGCUGGUUGU&UAAGCCAUGCAGGGUGUGGUGCCUCCUAGAGAAAACACUGCCU
.((((((((((..(((((((..&..))))).))..))....................)))))))). -25.05
mir-34 ENSRNOG00000019322 2384 nt UTR 3 hits 193 523 890
-------1------------1--------------1--------------------------------------
----------------------
>ENSRNOG00000019322 hs-mir-34    193    200
UGGCAGUGUCUUAGCUGGUUGU&AGUAUUUAUUUAUGUACUUUUAUUUUCCACAGAAACACUGCCU
.((((((((.((.(.(((....&..........................)))).)).)))))))). -21.60
>ENSRNOG00000019322 hs-mir-34    523    530
UGGCAGUGUCUUAGCUGGUUGU&AGAUUUCCCCCUCCCCAGAUGCCUGCUACCCCACUCACUGCCC
.(((((((...((((.(((...&....................))).)))).......))))))). -23.50
>ENSRNOG00000019322 hs-mir-34    890    897
UGGCAGUGUCUUAGCUGGUUGU&AAGCCAAGUGGGGUGUGGUGCCUCCUGGAGAAUGACACUGCCU
.(((((((((((..((((..((&...................))..)).))..)).))))))))). -25.50

miRNA: mir-34
Human predicted target: ENSG00000171303
Mouse predicted target: ENSMUSG00000049265
Rat predicted target: ENSRNOG00000009790
Hs Gene description: POTASSIUM CHANNEL SUBFAMILY K MEMBER 3 (ACID-
SENSITIVE POTASSIUM CHANNEL PROTEIN TASK-1) (TWIK-RELATED ACID-SENSITIVE
K+ CHANNEL 1) (TWO PORE POTASSIUM CHANNEL KT3.1).
[Source:SWISSPROT;Acc:O14649] NM_002246
mir-34 ENSG00000171303 3282 nt UTR 4 hits 743 1945 1983 2455
-----------------------------1--------------------------------------------
---1-1------------------1---------------------------------
>ENSG00000171303 hs-mir-34    743    750
UGGCAGUGUCUUAGCUGGUUGU&CAUUCUCAUAGCAGGUAGGACUUCAGCCUUCCAGACACUGCCC
.((((((((((.....(((((.&.......................)))))....)))))))))). -29.00
>ENSG00000171303 hs-mir-34   1945   1952
UGGCAGUGUCUUAGCUGGUUGU&AUCAAGGGGUGGAUGAGGGGCCUCUCCUCCCGCAACACUGCCU
.((((((((....((.((....&............................)).)).)))))))). -21.60
>ENSG00000171303 hs-mir-34   1983   1990
UGGCAGUGUCUUAGCUGGUUGU&UGCCUUCCCAUGCUGUUCCCCUGCCAGCUCCUUAACACUGCCGA
(((((((((...(((((((...&......................))))))).....))))))))). -29.70
>ENSG00000171303 hs-mir-34   2455   2462
UGGCAGUGUCUUAGCUGGUUGU&GCCUCUCUGCUUCCCCAAUGCCUUAUGCCUGGGCACACUGCCAC
(((((((((((((((.(((...&...................)))....)).)))).))))))))). -27.10



mir-34 ENSMUSG00000049265 2531 nt UTR 2 hits 1188 2156
-----------------------------------------------1--------------------------
------------1---------------
>ENSMUSG00000049265 hs-mir-34   1188   1195
UGGCAGUGUCUUAGCUGGUUGU&GGGUUUAAACCAGAAUCAAAAGCCCCAGCCUGAGCCACUGCCAG
((((((((.(((((((((....&........................))))).)))).)))))))). -31.70
>ENSMUSG00000049265 hs-mir-34   2156   2163
UGGCAGUGUCUUAGCUGGUUGU&GCCUUUCUGCUUCCCCAAUGCCUUAUGCCUGGGCACACUGCCAC
(((((((((((((((.(((...&...................)))....)).)))).))))))))). -27.10
mir-34 ENSRNOG00000009790 2729 nt UTR 2 hits 1325 2299
----------------------------------------------------1---------------------
-----------------1------------------
>ENSRNOG00000009790 hs-mir-34   1325   1332
UGGCAGUGUCUUAGCUGGUUGU&CUAAACCAGAAUCCAAAGCCCCCCACCGCCUGAGCCACUGCCAG
((((((((.(((((.((((...&........................)))).))))).)))))))). -29.40
>ENSRNOG00000009790 hs-mir-34   2299   2306
UGGCAGUGUCUUAGCUGGUUGU&GCCUCUCUGCUUCCCCAAUGCCUUAUGCCUGGGCACACUGCCAC
(((((((((((((((.(((...&...................)))....)).)))).))))))))). -27.10

miRNA: mir-34
Human predicted target: ENSG00000179036
Mouse predicted target: ENSMUSG00000020894
Rat predicted target: ENSRNOG00000006989
Hs Gene description: VESICLE-ASSOCIATED MEMBRANE PROTEIN 2 (VAMP-2)
(SYNAPTOBREVIN 2). [Source:SWISSPROT;Acc:P19065] NM_014232
mir-34 ENSG00000179036 3727 nt UTR 6 hits 1129 1256 1309 3456
3583 3636
---------------------------------------------1----1-1---------------------
----------------------------------------------------------------1----1-1--
--
>ENSG00000179036 hs-mir-34   1129   1136
UGGCAGUGUCUUAGCUGGUUGU&AGAGGGGUGGCUACCAGUGUGUGUGUGGGGGUCAUCACUGCCU
.(((((((.(((.((((((.((&.........)).))))))..........)))....))))))). -25.80
>ENSG00000179036 hs-mir-34   1256   1263
UGGCAGUGUCUUAGCUGGUUGU&AACCCUCCUCCCCAAUUUGGGGGGUGUUGCCCCAUCACUGCCC
.(((((((.(((..(..((((.&............))))..)..)))...........))))))). -18.70
>ENSG00000179036 hs-mir-34   1309   1316
UGGCAGUGUCUUAGCUGGUUGU&ACUGCCCCCCCUGAAUUUAGGGUGGGGGUACUAGUCACUGCCAA
((((((((.....((((((...&.............................)))))))))))))). -22.80
>ENSG00000179036 hs-mir-34   3456   3463
UGGCAGUGUCUUAGCUGGUUGU&AGAGGGGUGGCUACCAGUGUGUGUGUGGGGGUCAUCACUGCCU
.(((((((.(((.((((((.((&.........)).))))))..........)))....))))))). -25.80
>ENSG00000179036 hs-mir-34   3583   3590
UGGCAGUGUCUUAGCUGGUUGU&AACCCUCCUCCCCAAUUUGGGGGGUGUUGCCCCAUCACUGCCC
.(((((((.(((..(..((((.&............))))..)..)))...........))))))). -18.70
>ENSG00000179036 hs-mir-34   3636   3643
UGGCAGUGUCUUAGCUGGUUGU&ACUGCCCCCCCUGAAUUUAGGGUGGGGGUACUAGUCACUGCCAA



((((((((.....((((((...&.............................)))))))))))))). -22.80
mir-34 ENSMUSG00000020894 3731 nt UTR 3 hits 1116 1246 1298
--------------------------------------------1----1-1----------------------
--------------------------------------------------------------------------
--
>ENSMUSG00000020894 hs-mir-34   1116   1123
UGGCAGUGUCUUAGCUGGUUGU&UUUGAGGAGGGGUGGCUCCAGUGUGUGGGGGUCAUCACUGCCU
.(((((((((((.(((((..((&..............)).))))).....))))....))))))). -24.40
>ENSMUSG00000020894 hs-mir-34   1246   1253
UGGCAGUGUCUUAGCUGGUUGU&UCCUCCCCAGUCUGGGGGGGGGGUAUUACCCCCAUCACUGCCC
.(((((((((((((((((....&......)))).))))))..................))))))). -25.16
>ENSMUSG00000020894 hs-mir-34   1298   1305
UGGCAGUGUCUUAGCUGGUUGU&GACUGCCCCCCUGUAUUCAGGGUGGGGGUACUAGUCACUGCCAA
((((((((.....((((((...&.............................)))))))))))))). -22.80
mir-34 ENSRNOG00000006989 4248 nt UTR 4 hits 1629 1761 1813 2899
-----------------------------------------------------------------1----1-1-
-----------------------------------------1--------------------------------
----------------------
>ENSRNOG00000006989 hs-mir-34   1629   1636
UGGCAGUGUCUUAGCUGGUUGU&UGAGGAGGGGUGGCUCUAGUGUGUGUGGGGGUCAUCACUGCCU
.(((((((.(((.(((((..((&............)).)))))........)))....))))))). -21.40
>ENSRNOG00000006989 hs-mir-34   1761   1768
UGGCAGUGUCUUAGCUGGUUGU&CCUCCCCAAUCCUGGGGGGGGGUAUUACCCCCCAUCACUGCCC
.(((((((((((((..(((((.&......)))))))))))..................))))))). -21.16
>ENSRNOG00000006989 hs-mir-34   1813   1820
UGGCAGUGUCUUAGCUGGUUGU&GACUGCCCCCCUGUAUUCAGGGUGGGGGUACUAGUCACUGCCAA
((((((((.....((((((...&.............................)))))))))))))). -22.80
>ENSRNOG00000006989 hs-mir-34   2899   2906
UGGCAGUGUCUUAGCUGGUUGU&GGUUGCCCUCUGUAUUCAGGUCAUGAGGGACUAGUCACUGCCAG
((((((((.....(((((((.(&..........................).))))))))))))))). -24.50

miRNA: mir-92
Human predicted target: ENSG00000065559
Mouse predicted target: ENSMUSG00000033352
Rat predicted target: ENSRNOG00000003834
Hs Gene description: DUAL SPECIFICITY MITOGEN-ACTIVATED PROTEIN KINASE
KINASE 4 (EC 2.7.1.-) (MAP KINASE KINASE 4) (JNK ACTIVATING KINASE 1) (C-
JUN N- TERMINAL KINASE KINASE 1) (JNKK) (SAPK/ERK KINASE 1) (SEK1).
[Source:SWISSPROT;Acc:P45985] NM_003010
mir-92 ENSG00000065559 2000 nt UTR 2 hits 105 508
----1---------------1-----------------------------------------------------
------
>ENSG00000065559 hs-mir-92    105    112
UAUUGCACUUGUCCCGGCCUGU&UAUCACAGUGUUUUUAUUGCUCGCCCAGACACCAUGUGCAAUAA
((((((((.((((..(((..((&..................))..)))..))))....)))))))). -23.70
>ENSG00000065559 hs-mir-92    508    515
UAUUGCACUUGUCCCGGCCUGU&UGGGAGACAAAGGAGGAAUUUACUUUCUUCACCAAGUGCAAUAG



((((((((((((((((......&)))))...........................))))))))))). -22.72
mir-92 ENSMUSG00000033352 3369 nt UTR 2 hits 105 503
----1---------------1-----------------------------------------------------
-------------------------------------------------------------
>ENSMUSG00000033352 hs-mir-92    105    112
UAUUGCACUUGUCCCGGCCUGU&UAUCACAGUGUUUUUAUUGCUCGCCCAGACACCAUGUGCAAUAA
((((((((.((((..(((..((&..................))..)))..))))....)))))))). -23.70
>ENSMUSG00000033352 hs-mir-92    503    510
UAUUGCACUUGUCCCGGCCUGU&UGGGAGACAGAGGAAGGAUUCCCUUUCUUCACCAAGUGCAAUAG
((((((((((((((...(((.(&........).)))..)))..............))))))))))). -22.83
mir-92 ENSRNOG00000003834 4378 nt UTR 2 hits 108 508
----1---------------1-----------------------------------------------------
--------------------------------------------------------------------------
----------------------------
>ENSRNOG00000003834 hs-mir-92    108    115
UAUUGCACUUGUCCCGGCCUGU&UAUCACAGUGUUUUUAUUGCUCGCCCAGACACCAUGUGCAAUAA
((((((((.((((..(((..((&..................))..)))..))))....)))))))). -23.70
>ENSRNOG00000003834 hs-mir-92    508    515
UAUUGCACUUGUCCCGGCCUGU&UGGGAGACAAAGGAAGGAUUUCCUUUUUUCACCAAGUGCAAUAG
((((((((((((((...(((..&..........)))..)))..............))))))))))). -23.13

miRNA: mir-92
Human predicted target: ENSG00000109670
Mouse predicted target: ENSMUSG00000028086
Rat predicted target: ENSRNOG00000010889
Hs Gene description: F-BOX PROTEIN FBW7 ISOFORM 2; ARCHIPELAGO,
DROSOPHILA, HOMOLOG OF; F-BOX PROTEIN FBW7; F-BOX PROTEIN SEL-10; HOMOLOG
OF C ELEGANS SEL-10. [Source:RefSeq;Acc:NM_018315] NM_018315
mir-92 ENSG00000109670 3622 nt UTR 2 hits 286 1596
-----------1---------------------------------------------------1----------
-----------------------------------------------------------------------
>ENSG00000109670 hs-mir-92    286    293
UAUUGCACUUGUCCCGGCCUGU&AGCUUUGCAAAAUGAGACUUUCUAAAUCAAACCAGGUGCAAUU
.((((((((((...........&................................)))))))))). -17.30
>ENSG00000109670 hs-mir-92   1596   1603
UAUUGCACUUGUCCCGGCCUGU&GAUUCACUUAGAAAUUUUAUUUUCUUAUAACUUAAGUGCAAUAA
(((((((((((...........&................................))))))))))). -17.70
mir-92 ENSMUSG00000028086 2086 nt UTR 2 hits 327 1630
-------------1---------------------------------------------------1--------
----------
>ENSMUSG00000028086 hs-mir-92    327    334
UAUUGCACUUGUCCCGGCCUGU&GCAGCUUGGCAAGACGACUCUCUAAAUCCAACCAGGUGCAAUU
.((((((((((..((((.((((&)))).)))).......................)))))))))). -20.21
>ENSMUSG00000028086 hs-mir-92   1630   1637
UAUUGCACUUGUCCCGGCCUGU&GAUUCACUUAGAAAUUUUAUUUUCUUAUAACUUAAGUGCAAUAA
(((((((((((...........&................................))))))))))). -17.70
mir-92 ENSRNOG00000010889 3663 nt UTR 2 hits 381 1638



---------------1-------------------------------------------------1--------
-------------------------------------------------------------------------
>ENSRNOG00000010889 hs-mir-92    381    388
UAUUGCACUUGUCCCGGCCUGU&GCAGCUUGGCGAAAGGAGACUCUAAACCCAACCAGGUGCAAUU
.((((((((((((((((.((((&)))).)))).))....................)))))))))). -22.45
>ENSRNOG00000010889 hs-mir-92   1638   1645
UAUUGCACUUGUCCCGGCCUGU&GAUUCACUUAGAAAUUUUAUUUUCUUAUAACUUAAGUGCAAUAA
(((((((((((...........&................................))))))))))). -17.70

miRNA: mir-92
Human predicted target: ENSG00000110237
Mouse predicted target: ENSMUSG00000032875
Rat predicted target: ENSRNOG00000019192
Hs Gene description: NM_014786
mir-92 ENSG00000110237 2000 nt UTR 1 hits 325
------------1-------------------------------------------------------------
------
>ENSG00000110237 hs-mir-92    325    332
UAUUGCACUUGUCCCGGCCUGU&CUGGGUCUGGACCCCACGGGGCUGGGGAGGGCCAUGUGCAAUAU
((((((((.(((((((((((..&..................))))))))).....)).)))))))). -30.70
mir-92 ENSMUSG00000032875 2000 nt UTR 1 hits 312
------------1-------------------------------------------------------------
------
>ENSMUSG00000032875 hs-mir-92    312    319
UAUUGCACUUGUCCCGGCCUGU&GCCAGGCCUGGACCCCACAGGGCUGGGGAGGCCGUGUGCAAUAU
((((((((...(((((((((((&................))))).)))))).......)))))))). -30.50
mir-92 ENSRNOG00000019192 3240 nt UTR 1 hits 312
------------1-------------------------------------------------------------
--------------------------------------------------------
>ENSRNOG00000019192 hs-mir-92    312    319
UAUUGCACUUGUCCCGGCCUGU&GCUGGGCCUGGACCCCACAGGGCUGGGGAGGCCGUGUGCAAUAU
((((((((...(((((((((((&................))))).)))))).......)))))))). -30.50

miRNA: mir-92
Human predicted target: ENSG00000110848
Mouse predicted target: ENSMUSG00000030156
Rat predicted target: ENSRNOG00000007909
Hs Gene description: EARLY ACTIVATION ANTIGEN CD69 (EARLY T-CELL
ACTIVATION ANTIGEN P60) (GP32/28) (LEU-23) (MLR-3) (EA1) (BL-AC/P26)
(ACTIVATION INDUCER MOLECULE) (AIM). [Source:SWISSPROT;Acc:Q07108]

NM_001781
mir-92 ENSG00000110848 2991 nt UTR 3 hits 758 870 907
------------------------------1---1-1-------------------------------------
----------------------------------------------
>ENSG00000110848 hs-mir-92    758    765
UAUUGCACUUGUCCCGGCCUGU&GAAUAUUUGCAAGACAUAGAAUAGUGUUGGAAAAUGUGCAAUAU



((((((((.....(((((((((&....................)))).))))).....)))))))). -22.90
>ENSG00000110848 hs-mir-92    870    877
UAUUGCACUUGUCCCGGCCUGU&AUAGGUUUGUGACUUUCCUAAAUCAAUUCUAUUACGUGCAAUAC
((((((((..((((..((((((&))))))..).)))......................)))))))). -20.95
>ENSG00000110848 hs-mir-92    907    914
UAUUGCACUUGUCCCGGCCUGU&GCAAUACUUCAAUACUUCAUUUAAAAUAUUUUUAUGUGCAAUAA
((((((((..............&...................................)))))))). -14.60
mir-92 ENSMUSG00000030156 2937 nt UTR 2 hits 714 839
----------------------------1----1----------------------------------------
--------------------------------------------
>ENSMUSG00000030156 hs-mir-92    714    721
UAUUGCACUUGUCCCGGCCUGU&UUUGUAGAGCAGAUUUCAAAGUGCUGGAAAGAAAAGUGCAAUAC
((((((((((.(((((((((((&........))))..........)))))...)).)))))))))). -25.40
>ENSMUSG00000030156 hs-mir-92    839    846
UAUUGCACUUGUCCCGGCCUGU&GUCUUUCCCAGUCCUUUGUCCAAAAUAUUUCCCAUGUGCAAUAA
(((((((((((..(.((.(((.&........))).))...)..)))............)))))))). -17.10
mir-92 ENSRNOG00000007909 2000 nt UTR 2 hits 723 850
----------------------------1----1----------------------------------------
------
>ENSRNOG00000007909 hs-mir-92    723    730
UAUUGCACUUGUCCCGGCCUGU&UUUGUAGAGCAGAUUUCAAAGUGUUACAAAGAAAAGUGCAAUAU
(((((((((((((...(((((.&....))).)).)))...................)))))))))). -18.10
>ENSRNOG00000007909 hs-mir-92    850    857
UAUUGCACUUGUCCCGGCCUGU&GUCUUUUGCAGUCCUUUAUCCAAAGUAUUUCCCAUGUGCAAUAA
((((((((.((....((.((((&.......)))).))..................)).)))))))). -17.35

miRNA: mir-92
Human predicted target: ENSG00000128641
Mouse predicted target: ENSMUSG00000018417
Rat predicted target: ENSRNOG00000015227
Hs Gene description: MYOSIN IB (MYOSIN I ALPHA) (MMI-ALPHA) (MMIA) (MYH-
1C) (FRAGMENT). [Source:SWISSPROT;Acc:O43795]
mir-92 ENSG00000128641 3426 nt UTR 2 hits 45 932
-1-----------------------------------1------------------------------------
----------------------------------------------------------------
>ENSG00000128641 hs-mir-92     45     52
UAUUGCACUUGUCCCGGCCUGU&CCUCUCUACUUUCAUGGACUUGUUCCUUUGUAAUAGUGCAAUU
.((((((((.((((........&...............))))...............)))))))). -17.09
>ENSG00000128641 hs-mir-92    932    939
UAUUGCACUUGUCCCGGCCUGU&AGCCAUUCAGAUAGCAGUAAAACAUUCUGUAUGAUGUGCAAUAA
((((((((......(((..(((&.....................)))..)))......)))))))). -17.40
mir-92 ENSMUSG00000018417 2758 nt UTR 3 hits 45 477 1458
-1-----------------1--------------------------------------1---------------
-------------------------------------
>ENSMUSG00000018417 hs-mir-92     45     52
UAUUGCACUUGUCCCGGCCUGU&CCUCUCUGCUCUCACGGACUUGUUUCCUCGUAACAGUGCAAUU
.((((((((.((..(((.....&...........................)))..)))))))))). -17.80



>ENSMUSG00000018417 hs-mir-92    477    484
UAUUGCACUUGUCCCGGCCUGU&GAGAGCCGUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUAA
((((((((..(((.((((((..&.)).))))....)))....................)))))))). -21.05
>ENSMUSG00000018417 hs-mir-92   1458   1465
UAUUGCACUUGUCCCGGCCUGU&GAGAGCCGUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUAA
((((((((..(((.((((((..&.)).))))....)))....................)))))))). -21.05
mir-92 ENSRNOG00000015227 2061 nt UTR 2 hits 48 1142
-1-------------------------------------------1----------------------------
---------
>ENSRNOG00000015227 hs-mir-92     48     55
UAUUGCACUUGUCCCGGCCUGU&CCUCUCUGUUCUCACGGACUUGUUUCCUCGUAACAGUGCAAUU
.((((((((.((..(((.....&...........................)))..)))))))))). -17.80
>ENSRNOG00000015227 hs-mir-92   1142   1149
UAUUGCACUUGUCCCGGCCUGU&GAGAGCCAUUCAGACUGGCAGAUCUUCUCUUUGAUGUGCAAUAA
((((((((..(((((((.(((.&..........))).))))..............))))))))))). -19.93

miRNA: mir-92
Human predicted target: ENSG00000155744
Mouse predicted target: ENSMUSG00000038174
Rat predicted target: ENSRNOG00000011327
Rat predicted target: ENSRNOG00000012078
Hs Gene description: NM_173822
mir-92 ENSG00000155744 4800 nt UTR 2 hits 275 506
----------1---------1-----------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000155744 hs-mir-92    275    282
UAUUGCACUUGUCCCGGCCUGU&UGCCUUUUCCAUGCCUUCCUUUCUCCUUGGGUGAUGUGCAAUC
.(((((((....((((((.((.&.........)).))).............)))....))))))). -20.71
>ENSG00000155744 hs-mir-92    506    513
UAUUGCACUUGUCCCGGCCUGU&GAGAUUCUGCUAUGACUUUGGACUUCUCUGAGUCUGUGCAAUC
.(((((((..((((........&...................))))............))))))). -15.84
mir-92 ENSMUSG00000038174 2575 nt UTR 2 hits 256 485
----------1--------1------------------------------------------------------
-----------------------------
>ENSMUSG00000038174 hs-mir-92    256    263
UAUUGCACUUGUCCCGGCCUGU&UGCCUUUUCCAUGCCUUCCUUUCUCCUUGGGUGAUGUGCAAUC
.(((((((....((((((.((.&.........)).))).............)))....))))))). -20.71
>ENSMUSG00000038174 hs-mir-92    485    492
UAUUGCACUUGUCCCGGCCUGU&GAGAUUCUGCUAUGACUUUGGGCUUCUCUGAGCCUGUGCAAUU
.(((((((..(..(.(((((..&...................))))).....)..)..))))))). -19.70
mir-92 ENSRNOG00000011327 2572 nt UTR 2 hits 257 489
----------1--------1------------------------------------------------------
-----------------------------
>ENSRNOG00000011327 hs-mir-92    257    264
UAUUGCACUUGUCCCGGCCUGU&UUUGCCUUUCCCUGCCUUCCUUUCUCUUGGGUGAUGUGCAAUC
.(((((((....((((((....&.............)))............)))....))))))). -19.70



>ENSRNOG00000011327 hs-mir-92    489    496
UAUUGCACUUGUCCCGGCCUGU&AGAUUCUGCUAUGACUUUGGGCUUUCUCUGAGUCUGUGCAAUU
.(((((((...((..(((((..&..................)))))......))....))))))). -17.60
mir-92 ENSRNOG00000012078 2572 nt UTR 2 hits 257 489
----------1--------1------------------------------------------------------
-----------------------------
>ENSRNOG00000012078 hs-mir-92    257    264
UAUUGCACUUGUCCCGGCCUGU&UUUGCCUUUCCCUGCCUUCCUUUCUCUUGGGUGAUGUGCAAUC
.(((((((....((((((....&.............)))............)))....))))))). -19.70
>ENSRNOG00000012078 hs-mir-92    489    496
UAUUGCACUUGUCCCGGCCUGU&AGAUUCUGCUAUGACUUUGGGCUUUCUCUGAGUCUGUGCAAUU
.(((((((...((..(((((..&..................)))))......))....))))))). -17.60

miRNA: mir-92
Human predicted target: ENSG00000156052
Mouse predicted target: ENSMUSG00000024639
Rat predicted target: ENSRNOG00000014183
Hs Gene description: GUANINE NUCLEOTIDE-BINDING PROTEIN G(Q), ALPHA
SUBUNIT. [Source:SWISSPROT;Acc:P50148] NM_002072
mir-92 ENSG00000156052 2401 nt UTR 2 hits 1556 1940
--------------------------------------------------------------1-----------
---1-------------------
>ENSG00000156052 hs-mir-92   1556   1563
UAUUGCACUUGUCCCGGCCUGU&UGAACCUACCAGGAGAAAUGUUUGGAAUUCUAUAUGUGCAAUU
.(((((((...(((((.((((.&.........)))).....))...))).........))))))). -16.80
>ENSG00000156052 hs-mir-92   1940   1947
UAUUGCACUUGUCCCGGCCUGU&CCUGUAAUUUAACAAACAGACUGCCUGUAGGUAUAGUGCAAUU
.((((((((...((.(((((((&...............))))...)))....))...)))))))). -22.10
mir-92 ENSMUSG00000024639 2342 nt UTR 2 hits 1605 1940
----------------------------------------------------------------1---------
---1----------------
>ENSMUSG00000024639 hs-mir-92   1605   1612
UAUUGCACUUGUCCCGGCCUGU&CGAUCAUACUAGGAGGGAUGUUUGGAAUUCUCCAUGUGCAAUU
.(((((((.((((((..((((.&.........)))).))))))...............))))))). -22.59
>ENSMUSG00000024639 hs-mir-92   1940   1947
UAUUGCACUUGUCCCGGCCUGU&CCUGUAAUUUAAUUAACAGACUGCCUGUAGGUAUAGUGCAAUU
.((((((((...((.(((((((&...............))))...)))....))...)))))))). -22.10
mir-92 ENSRNOG00000014183 2317 nt UTR 2 hits 1570 1906
--------------------------------------------------------------1-----------
--1----------------
>ENSRNOG00000014183 hs-mir-92   1570   1577
UAUUGCACUUGUCCCGGCCUGU&CGAUCAUACUAGGAGAGAUGUUUGGAAUUCUCCAUGUGCAAUU
.(((((((.(((((..((....&...................))..)))......)).))))))). -16.40
>ENSRNOG00000014183 hs-mir-92   1906   1913
UAUUGCACUUGUCCCGGCCUGU&CCUGUAAUUUAAUUAACAGACUGCCUGUAGGUACAGUGCAAUU
.((((((((.((.(((((((((&...............))))...)))....)).)))))))))). -22.50



miRNA: mir-92
Human predicted target: ENSG00000157152
Mouse predicted target: ENSMUSG00000009394
Rat predicted target: ENSRNOG00000008157
Hs Gene description: SYNAPSIN II. [Source:SWISSPROT;Acc:Q92777]
mir-92 ENSG00000157152 2574 nt UTR 2 hits 798 2261
-------------------------------1------------------------------------------
----------------1------------
>ENSG00000157152 hs-mir-92    798    805
UAUUGCACUUGUCCCGGCCUGU&UAACUAUGAGAUUUUUAAAAAAUGGGGCCGCUGAUGUGCAAUAU
((((((((..(((.((((((..&........................))))))..))))))))))). -26.60
>ENSG00000157152 hs-mir-92   2261   2268
UAUUGCACUUGUCCCGGCCUGU&AGUACCUCUCUUUUGUGACUCUUGUACAGCUUAAUGUGCAAUAA
((((((((.......((.((((&.........................))))))....)))))))). -17.10
mir-92 ENSMUSG00000009394 2752 nt UTR 2 hits 780 2208
-------------------------------1------------------------------------------
--------------1----------------------
>ENSMUSG00000009394 hs-mir-92    780    787
UAUUGCACUUGUCCCGGCCUGU&UACAAGAUAAAAAAAAAAAAUAAGGGGCCGCCGAUGUGCAAUAU
(((((((((((...((((((.(&......................).)))))).))).)))))))). -26.20
>ENSMUSG00000009394 hs-mir-92   2208   2215
UAUUGCACUUGUCCCGGCCUGU&CAUCUCCCUUUUGUGAUUCUCUUGUACAGCUCAAUGUGCAAUAA
(((((((((((....((.((((&.........................))))))))).)))))))). -18.40
mir-92 ENSRNOG00000008157 2750 nt UTR 2 hits 767 2144
------------------------------1-------------------------------------------
-----------1------------------------
>ENSRNOG00000008157 hs-mir-92    767    774
UAUUGCACUUGUCCCGGCCUGU&GCUAAAGGUUAAAAAAAAAUCAAGGGGCCGCUGAUGUGCAAUAU
((((((((..(((.((((((.(&......................).))))))..))))))))))). -26.20
>ENSRNOG00000008157 hs-mir-92   2144   2151
UAUUGCACUUGUCCCGGCCUGU&CAUCUCCCUUUUGUGAUUCUCUUGUACAGCUCAAUGUGCAAUAA
(((((((((((....((.((((&.........................))))))))).)))))))). -18.40

miRNA: mir-92
Human predicted target: ENSG00000159388
Mouse predicted target: ENSMUSG00000041551
Rat predicted target: ENSRNOG00000003300
Hs Gene description: BTG2 PROTEIN (NGF-INDUCIBLE ANTI-PROLIFERATIVE
PROTEIN PC3). [Source:SWISSPROT;Acc:P78543] NM_006763
mir-92 ENSG00000159388 4164 nt UTR 2 hits 1059 1370
------------------------------------------1-----------1-------------------
--------------------------------------------------------------------------
-------------------
>ENSG00000159388 hs-mir-92   1059   1066
UAUUGCACUUGUCCCGGCCUGU&UACCGUAUUUUCUAGGACAAGAGUUCUCAGUCACUGUGCAAUAU
((((((((((((((..(.....&...........)..))))))...............)))))))). -20.26



>ENSG00000159388 hs-mir-92   1370   1377
UAUUGCACUUGUCCCGGCCUGU&UCUGUCUCAGUACAAUCCAAAUUUGUCGUAGACUUGUGCAAUAU
((((((((..(((.((((....&........................))))..)))..)))))))). -22.90
mir-92 ENSMUSG00000041551 4042 nt UTR 2 hits 1039 1340
-----------------------------------------1-----------1--------------------
--------------------------------------------------------------------------
--------------
>ENSMUSG00000041551 hs-mir-92   1039   1046
UAUUGCACUUGUCCCGGCCUGU&GGCCCUAUUUCCUAGGACAAGCGUUCUCAGUCACUGUGCAAUAG
((((((((((((((.((((...&))))..........))))))...............)))))))). -24.06
>ENSMUSG00000041551 hs-mir-92   1340   1347
UAUUGCACUUGUCCCGGCCUGU&CUCUCUUAGUAAAAUCCAAAUUUAUUUGUAGAUGUGUGCAAUAU
((((((((.((((...((....&...........................)).)))).)))))))). -16.60
mir-92 ENSRNOG00000003300 3981 nt UTR 2 hits 1019 1304
----------------------------------------1-----------1---------------------
--------------------------------------------------------------------------
------------
>ENSRNOG00000003300 hs-mir-92   1019   1026
UAUUGCACUUGUCCCGGCCUGU&GGCCCCAUUUCCUAGGACAAGAGUUCUCAAUCACUGUGCAAUAG
((((((((((((((.((((...&))))..........))))))...............)))))))). -24.06
>ENSRNOG00000003300 hs-mir-92   1304   1311
UAUUGCACUUGUCCCGGCCUGU&CCCCUCAGUAAAAAUCCAAAUUUAUUUGUAGAUGUGUGCAAUAU
((((((((.((((...((....&...........................)).)))).)))))))). -16.60

miRNA: mir-92
Human predicted target: ENSG00000167565
Mouse predicted target: ENSMUSG00000046654
Rat predicted target: ENSRNOG00000020964
Rat predicted target: ENSRNOG00000020972
Hs Gene description: RPA-BINDING TRANS-ACTIVATOR.
[Source:RefSeq;Acc:NM_013368] NM_013368
mir-92 ENSG00000167565 2645 nt UTR 1 hits 519
--------------------1-----------------------------------------------------
--------------------------------
>ENSG00000167565 hs-mir-92    519    526
UAUUGCACUUGUCCCGGCCUGU&AGCAGCCUCCUGAUUUCAUAACCAGGCCGGACCACGUGCAAUAG
((((((((.((..((((((((.&......................))))))))..)).)))))))). -35.20
mir-92 ENSMUSG00000046654 2627 nt UTR 1 hits 428
-----------------1--------------------------------------------------------
--------------------------------
>ENSMUSG00000046654 hs-mir-92    428    435
UAUUGCACUUGUCCCGGCCUGU&CAGCAGCCUCCUGAUUCAUAACCAGGCCGGACCAUGUGCAAUAG
((((((((.((..((((((((.&......................))))))))..)).)))))))). -35.20
mir-92 ENSRNOG00000020964 2000 nt UTR 1 hits 448
-----------------1--------------------------------------------------------
------
>ENSRNOG00000020964 hs-mir-92    448    455



UAUUGCACUUGUCCCGGCCUGU&CAGCAGCCUCCUGAUUCAUAACCAGGCCGGACCUUGUGCAAUAG
((((((((..(..((((((((.&......................))))))))..)..)))))))). -34.60
mir-92 ENSRNOG00000020972 2000 nt UTR 1 hits 448
-----------------1--------------------------------------------------------
------
>ENSRNOG00000020972 hs-mir-92    448    455
UAUUGCACUUGUCCCGGCCUGU&CAGCAGCCUCCUGAUUCAUAACCAGGCCGGACCUUGUGCAAUAG
((((((((..(..((((((((.&......................))))))))..)..)))))))). -34.60

miRNA: mir-92
Human predicted target: ENSG00000168090
Mouse predicted target: ENSMUSG00000019494
Rat predicted target: ENSRNOG00000001346
Hs Gene description: COP9 SUBUNIT 6 (MOV34 HOMOLOG, 34 KD).
[Source:RefSeq;Acc:NM_006833] NM_006833
mir-92 ENSG00000168090 2118 nt UTR 1 hits 1796
-----------------------------------------------------------------------1--
-----------
>ENSG00000168090 hs-mir-92   1796   1803
UAUUGCACUUGUCCCGGCCUGU&CGCAGUGUUGGGCCGGCACUGUCAGACCGAGACAAGUGCAAUGC
((((((((((((((((((((..&.........)))))))..............))))))))))))). -35.43
mir-92 ENSMUSG00000019494 2107 nt UTR 1 hits 1470
----------------------------------------------------------1---------------
-----------
>ENSMUSG00000019494 hs-mir-92   1470   1477
UAUUGCACUUGUCCCGGCCUGU&UGCAGUGUUGGGCCGGCACUGUCAGACCGAGACAAGUGCAAUGC
((((((((((((((((((((..&.........)))))))..............))))))))))))). -35.43
mir-92 ENSRNOG00000001346 2091 nt UTR 1 hits 1261
--------------------------------------------------1-----------------------
----------
>ENSRNOG00000001346 hs-mir-92   1261   1268
UAUUGCACUUGUCCCGGCCUGU&UGCAGUGUUGGGCCGGCACUGUCAGACCGAGACAAGUGCAAUGC
((((((((((((((((((((..&.........)))))))..............))))))))))))). -35.43

miRNA: mir-92
Human predicted target: ENSG00000173517
Mouse predicted target: ENSMUSG00000043561
Rat predicted target: ENSRNOG00000016824
mir-92 ENSG00000173517 7992 nt UTR 2 hits 850 1308
---------------------------------1------------------1---------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------------------------
>ENSG00000173517 hs-mir-92    850    857
UAUUGCACUUGUCCCGGCCUGU&AGCUGGCAGGGCAUGAGGAGAUGAUUUUCUUGCAUGUGCAAUU



.(((((((.((((((.(((.((&.)).))).)))....................))).))))))). -23.75
>ENSG00000173517 hs-mir-92   1308   1315
UAUUGCACUUGUCCCGGCCUGU&UGUGUGCAGCCUGUGCUCCCCUUCUAUGGAUAUGUGUGCAAUU
.(((((((.((((((((.((((&.....)))).)))..............)))))...))))))). -21.93
mir-92 ENSMUSG00000043561 3319 nt UTR 2 hits 778 1262
-------------------------------1------------------1-----------------------
-----------------------------------------------------------
>ENSMUSG00000043561 hs-mir-92    778    785
UAUUGCACUUGUCCCGGCCUGU&AGUUGGCAGGAUAUGAAGAAAUAAUGUCCUUAUGUGUGCAAUU
.(((((((.(((((..(((...&....))).)))))......................))))))). -20.30
>ENSMUSG00000043561 hs-mir-92   1262   1269
UAUUGCACUUGUCCCGGCCUGU&GUUCCCCGUGGAGCCCGGGCUCUCCCGUGAAUUAUGUGCAAUU
.(((((((..((((.((((..(&.......)..).))).))))...............))))))). -22.93
mir-92 ENSRNOG00000016824 2000 nt UTR 2 hits 816 1284
--------------------------------1------------------1----------------------
------
>ENSRNOG00000016824 hs-mir-92    816    823
UAUUGCACUUGUCCCGGCCUGU&AUAGUGGGCAGGAUAUGAAGAAAUAAUGUCCUUAUGUGCAAUU
.(((((((.(((((..(((..(&...)..))).)))))....................))))))). -22.10
>ENSRNOG00000016824 hs-mir-92   1284   1291
UAUUGCACUUGUCCCGGCCUGU&GUUCCCCAUGAAGCCUGUGCUCUCCCGUGAAUUAUGUGCAAUU
.(((((((...((.(((.....&........................))).)).....))))))). -17.70

miRNA: mir-92
Human predicted target: ENSG00000182158
Mouse predicted target: ENSMUSG00000038648
Rat predicted target: ENSRNOG00000012826
mir-92 ENSG00000182158 2000 nt UTR 1 hits 593
-----------------------1--------------------------------------------------
------
>ENSG00000182158 hs-mir-92    593    600
UAUUGCACUUGUCCCGGCCUGU&AGGCGAGGGCUCUCGUUCAUAUUCUCAGGCCGCAAGUGCAAUGC
((((((((((((...((((((.&.........................)))))))))))))))))). -31.60
mir-92 ENSMUSG00000038648 2000 nt UTR 1 hits 547
---------------------1----------------------------------------------------
------
>ENSMUSG00000038648 hs-mir-92    547    554
UAUUGCACUUGUCCCGGCCUGU&GCAGAUGGGGCUCCCACCAUAUUUUCAGGCCGCAAGUGCAAUU
.(((((((((((...((((((.&.........................))))))))))))))))). -30.40
mir-92 ENSRNOG00000012826 3289 nt UTR 2 hits 493 1796
-------------------1---------------------------------------------------1--
----------------------------------------------------------
>ENSRNOG00000012826 hs-mir-92    493    500
UAUUGCACUUGUCCCGGCCUGU&GCAGACGGGACUCCCACCACAUUUUCAGGCCGCAAGUGCAAUU
.(((((((((((...((((((.&.........................))))))))))))))))). -30.40
>ENSRNOG00000012826 hs-mir-92   1796   1803
UAUUGCACUUGUCCCGGCCUGU&GCAGACGGGACUCCCACCACAUUUUCAGGCCGCAAGUGCAAUU



.(((((((((((...((((((.&.........................))))))))))))))))). -30.40

miRNA: mir-93
Human predicted target: ENSG00000105855
Mouse predicted target: ENSMUSG00000025321
Rat predicted target: ENSRNOG00000006569
Hs Gene description: INTEGRIN BETA-8 PRECURSOR.
[Source:SWISSPROT;Acc:P26012] NM_002214
mir-93 ENSG00000105855 2799 nt UTR 3 hits 230 2063 2209
---------1----------------------------------------------------------------
--------1-----1-----------------------
>ENSG00000105855 hs-mir-93    230    237
AAAGUGCUGUUCGUGCAGGUAG&UGUGUCUUACUACUGUUUGAGACUAGUGUCGUUGUAGCACUUUA
(((((((((..((.((((((((&.........)))))............)))))...))))))))). -19.40
>ENSG00000105855 hs-mir-93   2063   2070
AAAGUGCUGUUCGUGCAGGUAG&UUUUUAUAAUAAACUUCCAAGAUUUGCUGUCUUCCAGCACUUG
.((((((((.....((((((..&.....................)))))).......)))))))). -21.00
>ENSG00000105855 hs-mir-93   2209   2216
AAAGUGCUGUUCGUGCAGGUAG&AACACAGCAGCUCUGUUAGAUGUCCUCUACAGCCAAGCACUUUC
(((((((((((.(((.(((...&.......................))).))))))..)))))))). -19.00
mir-93 ENSMUSG00000025321 2000 nt UTR 2 hits 509 611
--------------------1---1-------------------------------------------------
------
>ENSMUSG00000025321 hs-mir-93    509    516
AAAGUGCUGUUCGUGCAGGUAG&CUUAAUAUUUAACAUAAAGAAUUAUAGUGCUAUAAAGCACUUA
.(((((((......(((.((((&.....................))))..))).....))))))). -17.60
>ENSMUSG00000025321 hs-mir-93    611    618
AAAGUGCUGUUCGUGCAGGUAG&AUAUUUUUCACUAACAAUCUGAGACUUGCUCAUAGAGCACUUG
.(((((((.(..(.((((((..&.......................)))))).)..).))))))). -23.50
mir-93 ENSRNOG00000006569 2000 nt UTR 2 hits 217 1601
--------1-------------------------------------------------------1---------
------
>ENSRNOG00000006569 hs-mir-93    217    224
AAAGUGCUGUUCGUGCAGGUAG&CUAUGUGUCUUACUACUGUUGGAGACUAGCGUUGUAGCACUUUA
(((((((((..((((((.((((&)))).)))....................)))...))))))))). -20.65
>ENSRNOG00000006569 hs-mir-93   1601   1608
AAAGUGCUGUUCGUGCAGGUAG&UCUAAAGAGUGUCUCUCCUCAGUUUACUGCUCUCCAGCACUUG
.((((((((...(.((((....&..........................)))).)..)))))))). -22.80

miRNA: mir-93
Human predicted target: ENSG00000110066
Mouse predicted target: ENSMUSG00000045098
Rat predicted target: ENSRNOG00000016790
Hs Gene description: CGI-85 PROTEIN ISOFORM 1.
[Source:RefSeq;Acc:NM_017635]
mir-93 ENSG00000110066 2595 nt UTR 3 hits 88 1277 1959



---1-----------------------------------------------1----------------------
----1-------------------------
>ENSG00000110066 hs-mir-93     88     95
AAAGUGCUGUUCGUGCAGGUAG&CCAGUCAAUUAUUCCUCAACUGAAAGUUUAGUGGCAGCACUUC
.(((((((((((..((...(((&...................)))...))...).)))))))))). -18.80
>ENSG00000110066 hs-mir-93   1277   1284
AAAGUGCUGUUCGUGCAGGUAG&AAACAAAAAGGAGUCAGAUUUAAUUUGUUUUUUGAAGCACUUUG
((((((((......((((((..&......................)))))).......)))))))). -18.62
>ENSG00000110066 hs-mir-93   1959   1966
AAAGUGCUGUUCGUGCAGGUAG&ACAGCCUCUCAGGAGCACCUGUCCGAGGCACCCGGAGCACUUUG
((((((((.((((..(((((..&................)))))..))).......).)))))))). -25.61
mir-93 ENSMUSG00000045098 2000 nt UTR 2 hits 61 1224
--1---------------------------------------------1-------------------------
------
>ENSMUSG00000045098 hs-mir-93     61     68
AAAGUGCUGUUCGUGCAGGUAG&UAAAAAGUAAAAAUCCCGCCACAGCUUCUUGGCACAGCACUUC
.((((((((((((.((.(((..&.................)))...))....))).))))))))). -21.80
>ENSMUSG00000045098 hs-mir-93   1224   1231
AAAGUGCUGUUCGUGCAGGUAG&AACAAAAAGAGGAGUCAGAUUUAAUUUGUUUUUGAAGCACUUUG
((((((((......((((((..&.......................))))))......)))))))). -19.20
mir-93 ENSRNOG00000016790 2000 nt UTR 2 hits 65 1242
--1----------------------------------------------1------------------------
------
>ENSRNOG00000016790 hs-mir-93     65     72
AAAGUGCUGUUCGUGCAGGUAG&AAAAAGUAAAAAUCCCAGCCACAGCUUCUCAGCGCAGCACUUC
.(((((((((.(..((.(((..&.................)))...))......).))))))))). -20.70
>ENSRNOG00000016790 hs-mir-93   1242   1249
AAAGUGCUGUUCGUGCAGGUAG&AACAAAAAGAGGAGUCAGAUUUAAUUUGUUUUUGAAGCACUUUG
((((((((......((((((..&.......................))))))......)))))))). -19.20

miRNA: mir-93
Human predicted target: ENSG00000124209
Mouse predicted target: ENSMUSG00000027519
Rat predicted target: ENSRNOG00000005762
Hs Gene description: RAS-RELATED PROTEIN RAB-22A (RAB-22).
[Source:SWISSPROT;Acc:Q9UL26] NM_020673
mir-93 ENSG00000124209 3680 nt UTR 3 hits 340 543 1061
-------------1-------1--------------------1-------------------------------
--------------------------------------------------------------------------
>ENSG00000124209 hs-mir-93    340    347
AAAGUGCUGUUCGUGCAGGUAG&UCAAGAUUUUAUGUAACAUUUGUAAAGGGAAAAUUAGCACUUUU
((((((((((((.(((((((..&.................)))))))....)))...))))))))). -19.10
>ENSG00000124209 hs-mir-93    543    550
AAAGUGCUGUUCGUGCAGGUAG&ACUGAUGGAAAUGAUUUCAUCUCUGCCAUCUCUAAAGCACUUUU
((((((((.........(((((&......................)))))........)))))))). -19.13
>ENSG00000124209 hs-mir-93   1061   1068
AAAGUGCUGUUCGUGCAGGUAG&AGACUCAAGCACAUUGGUAUUGUAUAAAGGUAUAGAGCACUUA



.(((((((.(..((((..(((.&......................)))....))))).))))))). -16.50
mir-93 ENSMUSG00000027519 5553 nt UTR 3 hits 320 467 2104
------------1-----1-------------------------------------------------------
----------1---------------------------------------------------------------
--------------------------------------------------------------------------
-
>ENSMUSG00000027519 hs-mir-93    320    327
AAAGUGCUGUUCGUGCAGGUAG&GGUCAGGAUUUCAUGUGUUAUUUGUAAGGGAAAUGAGCACUUUC
((((((((.(((.(((((((((&.................)))))))))...)))...)))))))). -21.00
>ENSMUSG00000027519 hs-mir-93    467    474
AAAGUGCUGUUCGUGCAGGUAG&AUGGGUGUUCCUAGGACAGCUUCCGCCAUCUCUAAAGCACUUUG
((((((((....(((..((.((&...................)).))..)))......)))))))). -17.00
>ENSMUSG00000027519 hs-mir-93   2104   2111
AAAGUGCUGUUCGUGCAGGUAG&CUUCUUUUUAAGAACGCAUAUGAAAAAACAGUCAUAGCACUUUU
((((((((((((((((......&...............))))..))..........)))))))))). -17.80
mir-93 ENSRNOG00000005762 2966 nt UTR 6 hits 309 432 900 1219 1366
1885
------------1----1-----------------1------------1-----1-------------------
-1-------------------------------------------
>ENSRNOG00000005762 hs-mir-93    309    316
AAAGUGCUGUUCGUGCAGGUAG&UAAUCAGGAUUCAUGUAUCAUUGUAAAGGGAAACAAGCACUUUC
((((((((.(((.((((((((.&...............))))..))))....)))...)))))))). -18.80
>ENSRNOG00000005762 hs-mir-93    432    439
AAAGUGCUGUUCGUGCAGGUAG&UGGGAAGUGAUCACAAGUAGAUGGGUGGUCUCUAAAGCACUUUG
(((((((((..(((((..((..&............))..))..)))..).........)))))))). -15.10
>ENSRNOG00000005762 hs-mir-93    900    907
AAAGUGCUGUUCGUGCAGGUAG&AGGAAACUCUGAAGCCCCAUUUACCUUGUGUAUGGAGCACUUA
.(((((((.(..(..(((((((&....................)))))).)..)..).))))))). -22.80
>ENSRNOG00000005762 hs-mir-93   1219   1226
AAAGUGCUGUUCGUGCAGGUAG&UAAUCAGGAUUCAUGUAUCAUUGUAAAGGGAAACAAGCACUUUC
((((((((.(((.((((((((.&...............))))..))))....)))...)))))))). -18.80
>ENSRNOG00000005762 hs-mir-93   1366   1373
AAAGUGCUGUUCGUGCAGGUAG&GUGGAUGUCCCUGGGACAGUUCUCACCGUCUCUAAAGCACUUUG
((((((((((((...((((...&.........))))))))..................)))))))). -18.06
>ENSRNOG00000005762 hs-mir-93   1885   1892
AAAGUGCUGUUCGUGCAGGUAG&UGAAGCCCCAUUUACCUUGUGUAGAAGAAGCAUGGAGCACUUA
.(((((((..((((((((((((&...........))))))............))))))))))))). -22.90

miRNA: mir-93
Human predicted target: ENSG00000161642
Mouse predicted target: ENSMUSG00000000552
Rat predicted target: ENSRNOG00000017818
Hs Gene description: NM_015481
mir-93 ENSG00000161642 3120 nt UTR 2 hits 499 588
-------------------1---1--------------------------------------------------
---------------------------------------------------
>ENSG00000161642 hs-mir-93    499    506



AAAGUGCUGUUCGUGCAGGUAG&GGGAGGGGAGCAGGCGGGAUCCUGGGUCCCUCAUAAGCACUUUG
((((((((..((.(((..((..&.........))..))).))................)))))))). -20.07
>ENSG00000161642 hs-mir-93    588    595
AAAGUGCUGUUCGUGCAGGUAG&UAGCCCCAGGUCUAGCCGGGCCCAUUGCAGGGGGCAGCACUUG
.(((((((((((.(((((((..&...................)))...))))..))))))))))). -27.20
mir-93 ENSMUSG00000000552 2000 nt UTR 2 hits 498 587
-------------------1---1--------------------------------------------------
------
>ENSMUSG00000000552 hs-mir-93    498    505
AAAGUGCUGUUCGUGCAGGUAG&AGGAGGGGAACAGGCGGGAUCCUGGGUCCCUCGUAAGCACUUUG
((((((((...(((.((((...&....................)))).).....))..)))))))). -19.80
>ENSMUSG00000000552 hs-mir-93    587    594
AAAGUGCUGUUCGUGCAGGUAG&CAGCCCCGGGUCCAGUCGGGCCCAUCGCAGGGGGCAGCACUUG
.(((((((((((.(((.(((..&...................)))....)))..))))))))))). -25.50
mir-93 ENSRNOG00000017818 2000 nt UTR 2 hits 497 586
-------------------1---1--------------------------------------------------
------
>ENSRNOG00000017818 hs-mir-93    497    504
AAAGUGCUGUUCGUGCAGGUAG&GGGAGGGGAACAGGCGGGAUCCUGGGUCCCUCGUAAGCACUUUG
((((((((...(((.((((...&....................)))).).....))..)))))))). -19.80
>ENSRNOG00000017818 hs-mir-93    586    593
AAAGUGCUGUUCGUGCAGGUAG&CAGCCCCAGGUCCAGCUGGGCCCAUCGCAGGGGGCAGCACUUG
.(((((((((((.(((.(((..&...................)))....)))..))))))))))). -25.50

miRNA: mir-93
Human predicted target: ENSG00000168090
Mouse predicted target: ENSMUSG00000019494
Rat predicted target: ENSRNOG00000001346
Hs Gene description: COP9 SUBUNIT 6 (MOV34 HOMOLOG, 34 KD).
[Source:RefSeq;Acc:NM_006833] NM_006833
mir-93 ENSG00000168090 2118 nt UTR 1 hits 2040
--------------------------------------------------------------------------
-------1---
>ENSG00000168090 hs-mir-93   2040   2047
AAAGUGCUGUUCGUGCAGGUAG&GCAGUAGGUUGGGUAAUCACACUACCUGCACGAACAGCACUUUG
((((((((((((((((((((((&.....................)))))))))))))))))))))). -45.20
mir-93 ENSMUSG00000019494 2107 nt UTR 2 hits 1712 1923
--------------------------------------------------------------------1-----
--1--------
>ENSMUSG00000019494 hs-mir-93   1712   1719
AAAGUGCUGUUCGUGCAGGUAG&GCAGUAGGUCAGGUAAUUACACUACCUGCACGAACAGCACUUUG
((((((((((((((((((((((&.....................)))))))))))))))))))))). -45.20
>ENSMUSG00000019494 hs-mir-93   1923   1930
AAAGUGCUGUUCGUGCAGGUAG&GCGGUAGCACAGAGAGGACCACUAUCUGCACUGUCAGCACUUUA
(((((((((...((((((((((&.....................))))))))))...))))))))). -33.40
mir-93 ENSRNOG00000001346 2091 nt UTR 3 hits 471 1503 1710



------------------1-----------------------------------------1-------1-----
----------
>ENSRNOG00000001346 hs-mir-93    471    478
AAAGUGCUGUUCGUGCAGGUAG&AAUCCAUUCCAAGGCCUUAUACCUCCAGCUUGACUAGCACUUA
.((((((((.(((.(((((((.&...................)))))...)).))).)))))))). -24.50
>ENSRNOG00000001346 hs-mir-93   1503   1510
AAAGUGCUGUUCGUGCAGGUAG&AGCAGUAGGUCAGGCAAUGCACUACCUGCACGAACAGCACUUUG
((((((((((((((((((((((&.....................)))))))))))))))))))))). -45.20
>ENSRNOG00000001346 hs-mir-93   1710   1717
AAAGUGCUGUUCGUGCAGGUAG&GCGGUAGCACAGAGAGGACCACUAUCUGCACUGUCAGCACUUUA
(((((((((...((((((((((&.....................))))))))))...))))))))). -33.40

miRNA: mir-93
Human predicted target: ENSG00000177463
Mouse predicted target: ENSMUSG00000005893
Rat predicted target: ENSRNOG00000010536
Hs Gene description: ORPHAN NUCLEAR RECEPTOR TR4 (ORPHAN NUCLEAR RECEPTOR
TAK1). [Source:SWISSPROT;Acc:P49116] NM_003298
mir-93 ENSG00000177463 2329 nt UTR 3 hits 414 425 1839
----------------2--------------------------------------------------------
1--------------------
>ENSG00000177463 hs-mir-93    414    421
AAAGUGCUGUUCGUGCAGGUAG&GAAUUAUAGAUACUAAUUACCAGGGUAAUAAUAUUAGCACUUUC
(((((((((....(((.(((((&................)))))...))).......))))))))). -19.70
>ENSG00000177463 hs-mir-93    425    432
AAAGUGCUGUUCGUGCAGGUAG&ACUAAUUACCAGGGUAAUAAUAUUAGCACUUUCUAAGCACUUA
.(((((((....((((..(((.&....................)))..))))......))))))). -21.00
>ENSG00000177463 hs-mir-93   1839   1846
AAAGUGCUGUUCGUGCAGGUAG&AGGCAGAACAGGAUGCUUGAUCCUGAAGGGUUAGCAGCACUUUA
(((((((((((....((((...&.....................)))).......))))))))))). -23.60
mir-93 ENSMUSG00000005893 2326 nt UTR 3 hits 378 389 534
---------------2-----1----------------------------------------------------
--------------------
>ENSMUSG00000005893 hs-mir-93    378    385
AAAGUGCUGUUCGUGCAGGUAG&UGGAAUUAAUAGCUACUAAUUACCAGGGUAAUGUUAGCACUUUC
(((((((((....(((.(((((&...................)))))...)))....))))))))). -21.50
>ENSMUSG00000005893 hs-mir-93    389    396
AAAGUGCUGUUCGUGCAGGUAG&GCUACUAAUUACCAGGGUAAUGUUAGCACUUUCUAAGCACUUC
.(((((((....((((.(((((&........)))))............))))......))))))). -18.72
>ENSMUSG00000005893 hs-mir-93    534    541
AAAGUGCUGUUCGUGCAGGUAG&GUACAGGAGACAAUCGUUCACAUUUGUAAGAGGGCAGCACUUC
.(((((((((((.(((((((..&.....................)))))))...))))))))))). -26.70
mir-93 ENSRNOG00000010536 2545 nt UTR 3 hits 372 383 496
--------------11---1------------------------------------------------------
----------------------------
>ENSRNOG00000010536 hs-mir-93    372    379
AAAGUGCUGUUCGUGCAGGUAG&UGGAAUUAAUAGCUACUAAUUACCAGGGUAAUGUUAGCACUUUC



(((((((((....(((.(((((&...................)))))...)))....))))))))). -21.50
>ENSRNOG00000010536 hs-mir-93    383    390
AAAGUGCUGUUCGUGCAGGUAG&GCUACUAAUUACCAGGGUAAUGUUAGCACUUUCUAAGCACUUA
.(((((((....((((.(((((&........)))))............))))......))))))). -19.32
>ENSRNOG00000010536 hs-mir-93    496    503
AAAGUGCUGUUCGUGCAGGUAG&CAUCAGGAGACAAUCGUUCACAUUUUAUAAGCGGCAGCACUUC
.((((((((((...((..((((&........................))))..)))))))))))). -19.50

miRNA: mir-94
Human predicted target: ENSG00000105855
Mouse predicted target: ENSMUSG00000025321
Rat predicted target: ENSRNOG00000006569
Hs Gene description: INTEGRIN BETA-8 PRECURSOR.
[Source:SWISSPROT;Acc:P26012] NM_002214
mir-94 ENSG00000105855 2799 nt UTR 3 hits 230 2063 2209
---------1----------------------------------------------------------------
--------1-----1-----------------------
>ENSG00000105855 hs-mir-94    230    237
AAAGUGCUGACAGUGCAGAU&UGUGUCUUACUACUGUUUGAGACUAGUGUCGUUGUAGCACUUUA
(((((((((((((((.((((&...))))...))))))..................))))))))). -19.46
>ENSG00000105855 hs-mir-94   2063   2070
AAAGUGCUGACAGUGCAGAU&UUUUUAUAAUAAACUUCCAAGAUUUGCUGUCUUCCAGCACUUG
.((((((((..((.((((((&.....................))))))...))..)))))))). -22.80
>ENSG00000105855 hs-mir-94   2209   2216
AAAGUGCUGACAGUGCAGAU&AACACAGCAGCUCUGUUAGAUGUCCUCUACAGCCAAGCACUUUC
((((((((((((..(((((.&...........)))))....))))...........)))))))). -21.20
mir-94 ENSMUSG00000025321 2000 nt UTR 2 hits 509 611
--------------------1---1-------------------------------------------------
------
>ENSMUSG00000025321 hs-mir-94    509    516
AAAGUGCUGACAGUGCAGAU&CUUAAUAUUUAACAUAAAGAAUUAUAGUGCUAUAAAGCACUUA
.(((((((...((..(....&..........................)..))....))))))). -19.20
>ENSMUSG00000025321 hs-mir-94    611    618
AAAGUGCUGACAGUGCAGAU&AUAUUUUUCACUAACAAUCUGAGACUUGCUCAUAGAGCACUUG
.(((((((((((((.(((((&................)))))..))).).))....))))))). -18.50
mir-94 ENSRNOG00000006569 2000 nt UTR 2 hits 217 1601
--------1-------------------------------------------------------1---------
------
>ENSRNOG00000006569 hs-mir-94    217    224
AAAGUGCUGACAGUGCAGAU&CUAUGUGUCUUACUACUGUUGGAGACUAGCGUUGUAGCACUUUA
(((((((((.((((((((..&.........................)).))))))))))))))). -21.80
>ENSRNOG00000006569 hs-mir-94   1601   1608
AAAGUGCUGACAGUGCAGAU&UCUAAAGAGUGUCUCUCCUCAGUUUACUGCUCUCCAGCACUUG
.((((((((..((.((((..&..........................)))).)).)))))))). -24.00

miRNA: mir-94



Human predicted target: ENSG00000119508
Mouse predicted target: ENSMUSG00000028341
Rat predicted target: ENSRNOG00000005964
Hs Gene description: NUCLEAR HORMONE RECEPTOR NOR-1 (NEURON-DERIVED ORPHAN
RECEPTOR 1) (MITOGEN INDUCED NUCLEAR ORPHAN RECEPTOR).
[Source:SWISSPROT;Acc:Q92570] NM_173199
mir-94 ENSG00000119508 5024 nt UTR 2 hits 283 1577
-----------1---------------------------------------------------1----------
--------------------------------------------------------------------------
-----------------------------------------------------
>ENSG00000119508 hs-mir-94    283    290
AAAGUGCUGACAGUGCAGAU&UAGUUCAUGAGGGUUUUCUAAGAAAUUGCUAACAAAGCACUUUU
((((((((......((((..&.........................))))......)))))))). -18.40
>ENSG00000119508 hs-mir-94   1577   1584
AAAGUGCUGACAGUGCAGAU&GUUCAUUUGCAGUGACUUUUAAGGCAGUACUGUUUAGCACUUUG
((((((((((((((((....&..........................)))))).)))))))))). -26.40
mir-94 ENSMUSG00000028341 2000 nt UTR 2 hits 290 1649
-----------1-----------------------------------------------------1--------
------
>ENSMUSG00000028341 hs-mir-94    290    297
AAAGUGCUGACAGUGCAGAU&UAGUUCAUGAGGCUUUUCUAAGAAAUUGCUGACAAAGCACUUUU
((((((((......((((..&.........................))))......)))))))). -18.40
>ENSMUSG00000028341 hs-mir-94   1649   1656
AAAGUGCUGACAGUGCAGAU&CUUCACUUGCAGUGACCUUUAAGGCAGCACUGUUUAGCACUUUG
((((((((((((((((....&..........................)))))).)))))))))). -28.40
mir-94 ENSRNOG00000005964 3812 nt UTR 2 hits 289 1598
-----------1---------------------------------------------------1----------
--------------------------------------------------------------------------
-----
>ENSRNOG00000005964 hs-mir-94    289    296
AAAGUGCUGACAGUGCAGAU&UAGUUCAUGAGGCUUUUCUAAGAAAUUGCUGACGAAGCACUUUU
((((((((......((((..&.........................))))......)))))))). -18.40
>ENSRNOG00000005964 hs-mir-94   1598   1605
AAAGUGCUGACAGUGCAGAU&CUUUGUUUGCAGUGACCUUUAAGGCAGCACUGUUUAGCACUUUG
((((((((((((((((....&..........................)))))).)))))))))). -28.40

miRNA: mir-94
Human predicted target: ENSG00000124209
Mouse predicted target: ENSMUSG00000027519
Rat predicted target: ENSRNOG00000005762
Hs Gene description: RAS-RELATED PROTEIN RAB-22A (RAB-22).
[Source:SWISSPROT;Acc:Q9UL26] NM_020673
mir-94 ENSG00000124209 3680 nt UTR 3 hits 340 543 1061
-------------1-------1--------------------1-------------------------------
--------------------------------------------------------------------------
>ENSG00000124209 hs-mir-94    340    347
AAAGUGCUGACAGUGCAGAU&UCAAGAUUUUAUGUAACAUUUGUAAAGGGAAAAUUAGCACUUUU



(((((((((((..(((((((&.................)))))))...).....)))))))))). -18.70
>ENSG00000124209 hs-mir-94    543    550
AAAGUGCUGACAGUGCAGAU&ACUGAUGGAAAUGAUUUCAUCUCUGCCAUCUCUAAAGCACUUUU
((((((((...((.(((((.&.....................)))))...))....)))))))). -20.60
>ENSG00000124209 hs-mir-94   1061   1068
AAAGUGCUGACAGUGCAGAU&AGACUCAAGCACAUUGGUAUUGUAUAAAGGUAUAGAGCACUUA
.(((((((.(((((((.(((&............))).)))))))............))))))). -18.12
mir-94 ENSMUSG00000027519 5553 nt UTR 3 hits 320 467 2104
------------1-----1-------------------------------------------------------
----------1---------------------------------------------------------------
--------------------------------------------------------------------------
-
>ENSMUSG00000027519 hs-mir-94    320    327
AAAGUGCUGACAGUGCAGAU&GGUCAGGAUUUCAUGUGUUAUUUGUAAGGGAAAUGAGCACUUUC
((((((((.((..(((((((&...................)))))))..)....).)))))))). -18.10
>ENSMUSG00000027519 hs-mir-94    467    474
AAAGUGCUGACAGUGCAGAU&AUGGGUGUUCCUAGGACAGCUUCCGCCAUCUCUAAAGCACUUUG
((((((((...((.((.((.&.....................)).))...))....)))))))). -16.70
>ENSMUSG00000027519 hs-mir-94   2104   2111
AAAGUGCUGACAGUGCAGAU&CUUCUUUUUAAGAACGCAUAUGAAAAAACAGUCAUAGCACUUUU
(((((((((...........&..................................))))))))). -14.90
mir-94 ENSRNOG00000005762 2966 nt UTR 6 hits 309 432 900 1219 1366
1885
------------1----1-----------------1------------1-----1-------------------
-1-------------------------------------------
>ENSRNOG00000005762 hs-mir-94    309    316
AAAGUGCUGACAGUGCAGAU&UAAUCAGGAUUCAUGUAUCAUUGUAAAGGGAAACAAGCACUUUC
((((((((.((((((.....&..................))))))...........)))))))). -17.30
>ENSRNOG00000005762 hs-mir-94    432    439
AAAGUGCUGACAGUGCAGAU&UGGGAAGUGAUCACAAGUAGAUGGGUGGUCUCUAAAGCACUUUG
(((((((((((..(.((...&.....................)).)..))).....)))))))). -17.30
>ENSRNOG00000005762 hs-mir-94    900    907
AAAGUGCUGACAGUGCAGAU&AGGAAACUCUGAAGCCCCAUUUACCUUGUGUAUGGAGCACUUA
.(((((((....(((((.(.&..........................).)))))..))))))). -17.70
>ENSRNOG00000005762 hs-mir-94   1219   1226
AAAGUGCUGACAGUGCAGAU&UAAUCAGGAUUCAUGUAUCAUUGUAAAGGGAAACAAGCACUUUC
((((((((.((((((.....&..................))))))...........)))))))). -17.30
>ENSRNOG00000005762 hs-mir-94   1366   1373
AAAGUGCUGACAGUGCAGAU&GUGGAUGUCCCUGGGACAGUUCUCACCGUCUCUAAAGCACUUUG
(((((((((((.(((.(((.&....................)))))).))).....)))))))). -21.30
>ENSRNOG00000005762 hs-mir-94   1885   1892
AAAGUGCUGACAGUGCAGAU&UGAAGCCCCAUUUACCUUGUGUAGAAGAAGCAUGGAGCACUUA
.(((((((....((((....&.............................))))..))))))). -18.80

miRNA: mir-94
Human predicted target: ENSG00000161642
Mouse predicted target: ENSMUSG00000000552



Rat predicted target: ENSRNOG00000017818
Hs Gene description: NM_015481
mir-94 ENSG00000161642 3120 nt UTR 2 hits 499 588
-------------------1---1--------------------------------------------------
---------------------------------------------------
>ENSG00000161642 hs-mir-94    499    506
AAAGUGCUGACAGUGCAGAU&GGGAGGGGAGCAGGCGGGAUCCUGGGUCCCUCAUAAGCACUUUG
(((((((((((....(((..&.....................))).))).......)))))))). -16.81
>ENSG00000161642 hs-mir-94    588    595
AAAGUGCUGACAGUGCAGAU&UAGCCCCAGGUCUAGCCGGGCCCAUUGCAGGGGGCAGCACUUG
.((((((((.(..(((((..&........................)))))..)..)))))))). -23.50
mir-94 ENSMUSG00000000552 2000 nt UTR 2 hits 498 587
-------------------1---1--------------------------------------------------
------
>ENSMUSG00000000552 hs-mir-94    498    505
AAAGUGCUGACAGUGCAGAU&AGGAGGGGAACAGGCGGGAUCCUGGGUCCCUCGUAAGCACUUUG
((((((((.(((((.(((..&.....................))).)...)).)).)))))))). -17.70
>ENSMUSG00000000552 hs-mir-94    587    594
AAAGUGCUGACAGUGCAGAU&CAGCCCCGGGUCCAGUCGGGCCCAUCGCAGGGGGCAGCACUUG
.((((((((.(..(((.(((&.......................))))))..)..)))))))). -22.10
mir-94 ENSRNOG00000017818 2000 nt UTR 2 hits 497 586
-------------------1---1--------------------------------------------------
------
>ENSRNOG00000017818 hs-mir-94    497    504
AAAGUGCUGACAGUGCAGAU&GGGAGGGGAACAGGCGGGAUCCUGGGUCCCUCGUAAGCACUUUG
((((((((.(((((.(((..&.....................))).)...)).)).)))))))). -17.70
>ENSRNOG00000017818 hs-mir-94    586    593
AAAGUGCUGACAGUGCAGAU&CAGCCCCAGGUCCAGCUGGGCCCAUCGCAGGGGGCAGCACUUG
.((((((((.(..(((.(((&.......................))))))..)..)))))))). -22.10

miRNA: mir-94
Human predicted target: ENSG00000177463
Mouse predicted target: ENSMUSG00000005893
Rat predicted target: ENSRNOG00000010536
Hs Gene description: ORPHAN NUCLEAR RECEPTOR TR4 (ORPHAN NUCLEAR RECEPTOR
TAK1). [Source:SWISSPROT;Acc:P49116] NM_003298
mir-94 ENSG00000177463 2329 nt UTR 3 hits 414 425 1839
----------------2--------------------------------------------------------
1--------------------
>ENSG00000177463 hs-mir-94    414    421
AAAGUGCUGACAGUGCAGAU&GAAUUAUAGAUACUAAUUACCAGGGUAAUAAUAUUAGCACUUUC
((((((((((..........&.................................)))))))))). -15.90
>ENSG00000177463 hs-mir-94    425    432
AAAGUGCUGACAGUGCAGAU&ACUAAUUACCAGGGUAAUAAUAUUAGCACUUUCUAAGCACUUA
.(((((((((.(((((.(((&.....................))).))))).))..))))))). -21.50
>ENSG00000177463 hs-mir-94   1839   1846
AAAGUGCUGACAGUGCAGAU&AGGCAGAACAGGAUGCUUGAUCCUGAAGGGUUAGCAGCACUUUA



(((((((((((....(((..&......................)))....))...))))))))). -20.00
mir-94 ENSMUSG00000005893 2326 nt UTR 3 hits 378 389 534
---------------2-----1----------------------------------------------------
--------------------
>ENSMUSG00000005893 hs-mir-94    378    385
AAAGUGCUGACAGUGCAGAU&UGGAAUUAAUAGCUACUAAUUACCAGGGUAAUGUUAGCACUUUC
((((((((((((.(((....&...........................))).)))))))))))). -23.40
>ENSMUSG00000005893 hs-mir-94    389    396
AAAGUGCUGACAGUGCAGAU&GCUACUAAUUACCAGGGUAAUGUUAGCACUUUCUAAGCACUUC
.(((((((((.(((((.(((&.....................))).))))).))..))))))). -21.20
>ENSMUSG00000005893 hs-mir-94    534    541
AAAGUGCUGACAGUGCAGAU&GUACAGGAGACAAUCGUUCACAUUUGUAAGAGGGCAGCACUUC
.((((((((.(..(((((((&.....................)))))))....).)))))))). -21.30
mir-94 ENSRNOG00000010536 2545 nt UTR 3 hits 372 383 496
--------------11---1------------------------------------------------------
----------------------------
>ENSRNOG00000010536 hs-mir-94    372    379
AAAGUGCUGACAGUGCAGAU&UGGAAUUAAUAGCUACUAAUUACCAGGGUAAUGUUAGCACUUUC
((((((((((((.(((....&...........................))).)))))))))))). -23.40
>ENSRNOG00000010536 hs-mir-94    383    390
AAAGUGCUGACAGUGCAGAU&GCUACUAAUUACCAGGGUAAUGUUAGCACUUUCUAAGCACUUA
.(((((((((.(((((.(((&.....................))).))))).))..))))))). -21.80
>ENSRNOG00000010536 hs-mir-94    496    503
AAAGUGCUGACAGUGCAGAU&CAUCAGGAGACAAUCGUUCACAUUUUAUAAGCGGCAGCACUUC
.((((((((...((......&..............................))..)))))))). -17.70

miRNA: mir-94
Human predicted target: ENSG00000177888
Mouse predicted target: ENSMUSG00000033964
Rat predicted target: ENSRNOG00000011137
mir-94 ENSG00000177888 2021 nt UTR 2 hits 1436 1565
---------------------------------------------------------1----1-----------
-------
>ENSG00000177888 hs-mir-94   1436   1443
AAAGUGCUGACAGUGCAGAU&CUAUUUCAGUUUUGUUUACACUCCUAAUUGCUUUAAGCACUUUU
((((((((......((((..&...........................))))....)))))))). -17.60
>ENSG00000177888 hs-mir-94   1565   1572
AAAGUGCUGACAGUGCAGAU&UUUAAUCAAUUAGUAAUGGCGGAAACUGUCGCUGAAGCACUUA
.(((((((..((((((((..&.........................))).))))).))))))). -25.00
mir-94 ENSMUSG00000033964 3770 nt UTR 3 hits 1525 1676 2895
------------------------------------------------------------1------1------
-----------------------------------------1--------------------------------
---
>ENSMUSG00000033964 hs-mir-94   1525   1532
AAAGUGCUGACAGUGCAGAU&UCUAUUUCAAUUUGUUUACACUCCUAAUUGCUUUUAGCACUUUN
((((((((((.(((((((((&.........))))))..............))).)))))))))). -19.53
>ENSMUSG00000033964 hs-mir-94   1676   1683



AAAGUGCUGACAGUGCAGAU&GAAUAAAAUGUAAUCAAAAAGGAGGAAACUGUUUAAGCACUUA
.(((((((((((((......&...........................))))))..))))))). -19.90
>ENSMUSG00000033964 hs-mir-94   2895   2902
AAAGUGCUGACAGUGCAGAU&AUUUAUUGUUUUAAAUUAAUUUUGGUAGAUACGUUAGCACUUA
.((((((((((.(((.....&.............................))))))))))))). -19.90
mir-94 ENSRNOG00000011137 3689 nt UTR 4 hits 1181 1433 1570 2801
-----------------------------------------------1---------1----1-----------
--------------------------------------1-----------------------------------
>ENSRNOG00000011137 hs-mir-94   1181   1188
AAAGUGCUGACAGUGCAGAU&UUGAAUUCUUGAUGAAAGGAAAUAGGAAUUACAGGAGCACUUC
.(((((((..(.(((.....&.............................))).).))))))). -13.40
>ENSRNOG00000011137 hs-mir-94   1433   1440
AAAGUGCUGACAGUGCAGAU&CCUAUUUCAAUUUGUUUACACUGCUAAUUGCUUUUAGCACUUUU
((((((((((.(((((((..&....................)))).....))).)))))))))). -23.20
>ENSRNOG00000011137 hs-mir-94   1570   1577
AAAGUGCUGACAGUGCAGAU&GGAUAAAAUGUAACCAGUAAGGAGGAAACUGUUGAAGCACUUA
.(((((((((((((......&...........................))))))..))))))). -19.90
>ENSRNOG00000011137 hs-mir-94   2801   2808
AAAGUGCUGACAGUGCAGAU&AUUUAUUGUUUUAAAUUAAUUUUGAUAGAUAUGUUAGCACUUA
.(((((((((((...((((.&....................)))).......))))))))))). -21.20

miRNA: mir-96
Human predicted target: ENSG00000050030
Mouse predicted target: ENSMUSG00000046449
Rat predicted target: ENSRNOG00000002801
Hs Gene description: BA130N24.1 (NOVEL PROTEIN SIMILAR TO REV3L (REV3
(YEAST HOMOLOG)-LIKE, CATALYTIC SUBUNIT OF DNA POLYMERASE ZETA) (POLZ))
(FRAGMENT). [Source:SPTREMBL;Acc:Q9NST0]
mir-96 ENSG00000050030 7828 nt UTR 3 hits 204 422 5410
--------1-------1---------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------1-----
--------------------------------------------------------------------------
------------------
>ENSG00000050030 hs-mir-96    204    211
UUUGGCACUAGCACAUUUUUGC&CACUAUUUACCCACAAGGAAAAAAUUGAAAACAUUGUGCCAAAC
((((((((...((..(((((.(&................).)))))..))........)))))))). -15.40
>ENSG00000050030 hs-mir-96    422    429
UUUGGCACUAGCACAUUUUUGC&ACAAUUUACCAAAAUUAAAGGAUACUGUUUGAAAUGUGCCAAAU
((((((((.((((.((((((..&.................))))))..))))......)))))))). -17.40
>ENSG00000050030 hs-mir-96   5410   5417
UUUGGCACUAGCACAUUUUUGC&UUAAGACGUCUACAAAAUCUUGUAUAUUUUUAAGUGUGCCAAU
.(((((((...........(((&.....................)))...........))))))). -15.15
mir-96 ENSMUSG00000046449 2000 nt UTR 2 hits 207 427
--------1--------1--------------------------------------------------------
------
>ENSMUSG00000046449 hs-mir-96    207    214



UUUGGCACUAGCACAUUUUUGC&ACUGUUUGCCCACAAGGAAAAAAAUGGAAAACUUUGUGCCAAAC
((((((((.((..(((((((..&...................))))))).....))..)))))))). -19.70
>ENSMUSG00000046449 hs-mir-96    427    434
UUUGGCACUAGCACAUUUUUGC&UACAGUUUACCAAAACAAAGGAUAAUGUUUGAAUUGUGCCAAAU
((((((((.((((..((((((.&...............))))))....))))......)))))))). -17.70
mir-96 ENSRNOG00000002801 2000 nt UTR 2 hits 209 434
--------1--------1--------------------------------------------------------
------
>ENSRNOG00000002801 hs-mir-96    209    216
UUUGGCACUAGCACAUUUUUGC&ACUGUUUGCCCACAAGGAAAAAAAUGGAAAACAUUGUGCCAAAC
((((((((.....(((((((..&...................))))))).........)))))))). -19.14
>ENSRNOG00000002801 hs-mir-96    434    441
UUUGGCACUAGCACAUUUUUGC&UACAGUUUACCAAAACAAAGGAUAAUGUUUGAAUUGUGCCAAAU
((((((((.((((..((((((.&...............))))))....))))......)))))))). -17.70

miRNA: mir-96
Human predicted target: ENSG00000101986
Mouse predicted target: ENSMUSG00000031378
Rat predicted target: ENSRNOG00000019117
Hs Gene description: ADRENOLEUKODYSTROPHY PROTEIN (ALDP).
[Source:SWISSPROT;Acc:P33897] NM_000033
mir-96 ENSG00000101986 2000 nt UTR 2 hits 744 859
-----------------------------1----1---------------------------------------
------
>ENSG00000101986 hs-mir-96    744    751
UUUGGCACUAGCACAUUUUUGC&AGCCUCUGAGUCCCGUGGGGCCCCGGCUCCCACCGGUGCCAAAC
((((((((((((....(((..(&..............)..))).....)))......))))))))). -19.80
>ENSG00000101986 hs-mir-96    859    866
UUUGGCACUAGCACAUUUUUGC&CCAGCCAGGAGUGCGGACACCAUGUUCCCAGCUCAGUGCCAAAG
((((((((((((((((.(((((&............)))))....)))).....))).))))))))). -23.10
mir-96 ENSMUSG00000031378 3001 nt UTR 2 hits 735 833
-----------------------------1---1----------------------------------------
-----------------------------------------------
>ENSMUSG00000031378 hs-mir-96    735    742
UUUGGCACUAGCACAUUUUUGC&UGACUGGGUGGUCCCUUCAAUCUACCCAGUCUCUGGUGCCAAAC
(((((((((((...........&................................))))))))))). -20.60
>ENSMUSG00000031378 hs-mir-96    833    840
UUUGGCACUAGCACAUUUUUGC&CUAGGCAGAAGUGAGGGCACCAUGUUCCCAGCUCAGUGCCAAAG
((((((((((((.(((((((((&....))))))))).................))).))))))))). -26.57
mir-96 ENSRNOG00000019117 2000 nt UTR 2 hits 742 840
-----------------------------1---1----------------------------------------
------
>ENSRNOG00000019117 hs-mir-96    742    749
UUUGGCACUAGCACAUUUUUGC&UGACUGGGUGGUCCCUUUAAUCUACCUAGUCUCUGGUGCCAAAC
(((((((((((...........&................................))))))))))). -20.60
>ENSRNOG00000019117 hs-mir-96    840    847
UUUGGCACUAGCACAUUUUUGC&CUAGGCAAGAAUGAGGGCACCAUGUUCCCAGUUCAGUGCCAAAG



(((((((((.((.(((((((((&....)))))))))...))................))))))))). -24.73

miRNA: mir-96
Human predicted target: ENSG00000130224
Mouse predicted target: ENSMUSG00000031290
Rat predicted target: ENSRNOG00000000619
Hs Gene description: NM_032773
mir-96 ENSG00000130224 5197 nt UTR 3 hits 1139 2032 2674
---------------------------------------------1----------------------------
-------1------------------------1-----------------------------------------
------------------------------------------------------------
>ENSG00000130224 hs-mir-96   1139   1146
UUUGGCACUAGCACAUUUUUGC&GGCUUUAUAUUAAAUUCUUUUAGUAUUAUAGGUUGGUGCCAAAA
((((((((((((.......(((&......................)))......)))))))))))). -22.92
>ENSG00000130224 hs-mir-96   2032   2039
UUUGGCACUAGCACAUUUUUGC&UUUCAAAGGGUAUAUAUAAAAGGUAAAAAACUAGUGUGCCAAAU
((((((((.......(((((((&......................)))))))......)))))))). -18.82
>ENSG00000130224 hs-mir-96   2674   2681
UUUGGCACUAGCACAUUUUUGC&UCUGAGGUCCACAUCAUGGCAGUUCAUUUACUCUUGUGCCAAAU
((((((((.((.......((((&..................))))..........)).)))))))). -17.53
mir-96 ENSMUSG00000031290 2000 nt UTR 2 hits 518 1391
--------------------1----------------------------------1------------------
------
>ENSMUSG00000031290 hs-mir-96    518    525
UUUGGCACUAGCACAUUUUUGC&CCUGGCAUUAUUCAAUUCUUUAGUAUUAUCAGUUGGUGCCAAAA
((((((((((((.......(((&......................)))......)))))))))))). -21.82
>ENSMUSG00000031290 hs-mir-96   1391   1398
UUUGGCACUAGCACAUUUUUGC&AUUUCAAAGGGCAUUUAUGAAGUGUAAAAUGUCAUGUGCCAAAU
((((((((....(((.((((((&.......................)))))))))...)))))))). -20.10
mir-96 ENSRNOG00000000619 2000 nt UTR 2 hits 514 1384
--------------------1----------------------------------1------------------
------
>ENSRNOG00000000619 hs-mir-96    514    521
UUUGGCACUAGCACAUUUUUGC&CUGGCAUUAUUCAAUUCUUUUAGUACUAUCAGUUGGUGCCAAAA
((((((((((((..........&...............................)))))))))))). -23.30
>ENSRNOG00000000619 hs-mir-96   1384   1391
UUUGGCACUAGCACAUUUUUGC&AUUUCAAAGGGCAUUUAUAAAAUGUAAAAUGUCAUGUGCCAAAU
((((((((....(((.((((((&.......................)))))))))...)))))))). -20.10

miRNA: mir-96
Human predicted target: ENSG00000132698
Mouse predicted target: ENSMUSG00000008601
Rat predicted target: ENSRNOG00000019632
Rat predicted target: ENSRNOG00000019896
Hs Gene description: RAS-RELATED PROTEIN RAB-25 (CATX-8).
[Source:SWISSPROT;Acc:P57735] NM_020387



mir-96 ENSG00000132698 2217 nt UTR 2 hits 388 537
---------------1-----1----------------------------------------------------
---------------
>ENSG00000132698 hs-mir-96    388    395
UUUGGCACUAGCACAUUUUUGC&GCCAGCUGCCUCUGGAGUUCUGUGGUCUGGGGACAGUGCCAAGG
(((((((((..(.((...(..(&.....................)..)..))..)..))))))))). -18.90
>ENSG00000132698 hs-mir-96    537    544
UUUGGCACUAGCACAUUUUUGC&CCAUCGGCGGGCACCAUCUGGUGCUGAGGGCCCUGGUGCCAAC
.((((((((((....((((.((&......................)).))))...)))))))))). -21.80
mir-96 ENSMUSG00000008601 2214 nt UTR 2 hits 385 530
---------------1-----1----------------------------------------------------
---------------
>ENSMUSG00000008601 hs-mir-96    385    392
UUUGGCACUAGCACAUUUUUGC&CGCCUGCUUCUGGAGUUUCAUGGGGUCUGGGGACGGUGCCAAGG
(((((((((..(.((.......&...........................))..)..))))))))). -18.20
>ENSMUSG00000008601 hs-mir-96    530    537
UUUGGCACUAGCACAUUUUUGC&CCAUCCUCCGGCUCCAUCUGGUACCUAAAGCCCUGGUGCCAAGA
(((((((((((...........&................................))))))))))). -20.80
mir-96 ENSRNOG00000019632 2000 nt UTR 2 hits 383 529
---------------1-----1----------------------------------------------------
------
>ENSRNOG00000019632 hs-mir-96    383    390
UUUGGCACUAGCACAUUUUUGC&AGGGCUUGCUUCUGGAGUUCCUCGGUCUGGGGACGGUGCCAAGG
(((((((((..(.((.......&...........................))..)..))))))))). -18.20
>ENSRNOG00000019632 hs-mir-96    529    536
UUUGGCACUAGCACAUUUUUGC&CCAUCCUCCAGCACCAUCUGGUACCCAGUGCCCUGGUGCCAAGA
(((((((((((..((((..(((&....................)))...))))..))))))))))). -23.00
mir-96 ENSRNOG00000019896 2000 nt UTR 2 hits 382 528
---------------1-----1----------------------------------------------------
------
>ENSRNOG00000019896 hs-mir-96    382    389
UUUGGCACUAGCACAUUUUUGC&AGGGCUUGCUUCUGGAGUUCCUCGGUCUGGGGACGGUGCCAAGG
(((((((((..(.((.......&...........................))..)..))))))))). -18.20
>ENSRNOG00000019896 hs-mir-96    528    535
UUUGGCACUAGCACAUUUUUGC&CCAUCCUCCAGCACCAUCUGGUACCCAGUGCCCUGGUGCCAAGA
(((((((((((..((((..(((&....................)))...))))..))))))))))). -23.00

miRNA: mir-96
Human predicted target: ENSG00000136295
Mouse predicted target: ENSMUSG00000036565
Rat predicted target: ENSRNOG00000001231
Rat predicted target: ENSRNOG00000001233
mir-96 ENSG00000136295 5061 nt UTR 2 hits 736 1437
-----------------------------1---------------------------1----------------
--------------------------------------------------------------------------
-------------------------------------------------------
>ENSG00000136295 hs-mir-96    736    743



UUUGGCACUAGCACAUUUUUGC&CGCUCACCCGCCACCCAGUGCUGGCCGCCUUCUUGGUGCCAAAC
(((((((((((...........&................................))))))))))). -18.70
>ENSG00000136295 hs-mir-96   1437   1444
UUUGGCACUAGCACAUUUUUGC&GGCCCAGCCAGCCCAGCCCUCGAGGCUCGAUGCCUGUGCCAAGG
((((((((..(((.........&..............................)))..)))))))). -20.40
mir-96 ENSMUSG00000036565 2000 nt UTR 3 hits 40 688 743
-1-------------------------1-1--------------------------------------------
------
>ENSMUSG00000036565 hs-mir-96     40     47
UUUGGCACUAGCACAUUUUUGC&ACUAGACCGCACACCGGCCAGCCAUCUGCCCCCACGUGCCAAU
.(((((((..(((.((..(((.&..................)))..)).)))......))))))). -15.80
>ENSMUSG00000036565 hs-mir-96    688    695
UUUGGCACUAGCACAUUUUUGC&CCCUCAGUGCCCAGCCAGCCCUCCCCAGACAGCAGGUGCCAAGC
(((((((((.((..........&...............................)).))))))))). -20.90
>ENSMUSG00000036565 hs-mir-96    743    750
UUUGGCACUAGCACAUUUUUGC&CACUCCCUGGCCUCUCAGUGCUGGCCACCUUCUUGGUGCCAAAC
(((((((((((...........&................................))))))))))). -18.70
mir-96 ENSRNOG00000001231 2000 nt UTR 2 hits 40 740
-1---------------------------1--------------------------------------------
------
>ENSRNOG00000001231 hs-mir-96     40     47
UUUGGCACUAGCACAUUUUUGC&ACUAGACCGCGCACCGGCCAGCCAUCUGCCCCCACGUGCCAAU
.(((((((..(((.((..(((.&..................)))..)).)))......))))))). -15.80
>ENSRNOG00000001231 hs-mir-96    740    747
UUUGGCACUAGCACAUUUUUGC&CCCUCCCUGGCCUCUCAGUGCUGGCCACCUUCUUGGUGCCAAAC
(((((((((((...........&................................))))))))))). -18.70
mir-96 ENSRNOG00000001233 2000 nt UTR 2 hits 40 740
-1---------------------------1--------------------------------------------
------
>ENSRNOG00000001233 hs-mir-96     40     47
UUUGGCACUAGCACAUUUUUGC&ACUAGACCGCGCACCGGCCAGCCAUCUGCCCCCACGUGCCAAU
.(((((((..(((.((..(((.&..................)))..)).)))......))))))). -15.80
>ENSRNOG00000001233 hs-mir-96    740    747
UUUGGCACUAGCACAUUUUUGC&CCCUCCCUGGCCUCUCAGUGCUGGCCACCUUCUUGGUGCCAAAC
(((((((((((...........&................................))))))))))). -18.70

miRNA: mir-96
Human predicted target: ENSG00000136535
Mouse predicted target: ENSMUSG00000035033
Rat predicted target: ENSRNOG00000005049
Hs Gene description: T-BRAIN-1 PROTEIN (T-BOX BRAIN PROTEIN 1) (TBR-1)
(TES-56). [Source:SWISSPROT;Acc:Q16650] NM_006593
mir-96 ENSG00000136535 2835 nt UTR 2 hits 980 1008
---------------------------------------11---------------------------------
----------------------------------------
>ENSG00000136535 hs-mir-96    980    987
UUUGGCACUAGCACAUUUUUGC&GCAAUAUUAUUUUGCCUUAUUUGUUUUUCCCCAAAGUGCCAAAU



(((((((((.(((.....((((&))))........)))...................))))))))). -17.07
>ENSG00000136535 hs-mir-96   1008   1015
UUUGGCACUAGCACAUUUUUGC&CCCCAAAGUGCCAAAUCCAUUACUGGUCUGUGCAGGUGCCAAAU
(((((((((.(((((.......&............................))))).))))))))). -26.00
mir-96 ENSMUSG00000035033 3673 nt UTR 2 hits 1010 1038
----------------------------------------11--------------------------------
-------------------------------------------------------------------------
>ENSMUSG00000035033 hs-mir-96   1010   1017
UUUGGCACUAGCACAUUUUUGC&GCAAUAUUAUUUUGCCUUAUUUGUUUUUCCCCAAAGUGCCAAAU
(((((((((.(((.....((((&))))........)))...................))))))))). -17.07
>ENSMUSG00000035033 hs-mir-96   1038   1045
UUUGGCACUAGCACAUUUUUGC&CCCCAAAGUGCCAAAUCCAUUACUGGUCUGUGCAGGUGCCAAAU
(((((((((.(((((.......&............................))))).))))))))). -26.00
mir-96 ENSRNOG00000005049 3624 nt UTR 2 hits 962 990
--------------------------------------11----------------------------------
-----------------------------------------------------------------------
>ENSRNOG00000005049 hs-mir-96    962    969
UUUGGCACUAGCACAUUUUUGC&GCAAUAUUAUUUUGCCUUAUUUGUUUUUCCCCAAAGUGCCAAAU
(((((((((.(((.....((((&))))........)))...................))))))))). -17.07
>ENSRNOG00000005049 hs-mir-96    990    997
UUUGGCACUAGCACAUUUUUGC&CCCCAAAGUGCCAAAUCCACUACUGGUCUGUGCAGGUGCCAAAU
(((((((((.(((((.......&............................))))).))))))))). -26.00

miRNA: mir-96
Human predicted target: ENSG00000139910
Mouse predicted target: ENSMUSG00000021047
Rat predicted target: ENSRNOG00000004331
Hs Gene description: ONCONEURAL VENTRAL ANTIGEN-1 (NOVA-1) (PARANEOPLASTIC
RI ANTIGEN) (VENTRAL NEURON-SPECIFIC PROTEIN 1).
[Source:SWISSPROT;Acc:P51513]
mir-96 ENSG00000139910 2000 nt UTR 2 hits 858 1277
----------------------------------1----------------1----------------------
------
>ENSG00000139910 hs-mir-96    858    865
UUUGGCACUAGCACAUUUUUGC&ACAGUGUAUUGGAAAUUUUAUAAACAAAAGUGAAAGUGCCAAC
.((((((((....((((((((.&........................))))))))..)))))))). -22.40
>ENSG00000139910 hs-mir-96   1277   1284
UUUGGCACUAGCACAUUUUUGC&CCAACAACUGUCACCCUCUUCUGUACCUCUCCUGAGUGCCAAC
.((((((((((...........&...............................)).)))))))). -16.60
mir-96 ENSMUSG00000021047 3999 nt UTR 2 hits 858 1276
----------------------------------1----------------1----------------------
--------------------------------------------------------------------------
------------
>ENSMUSG00000021047 hs-mir-96    858    865
UUUGGCACUAGCACAUUUUUGC&ACAGUGUAUUGGAAAUUUUAUAAACAAAAGUGAAAGUGCCAAC
.((((((((....((((((((.&........................))))))))..)))))))). -22.40
>ENSMUSG00000021047 hs-mir-96   1276   1283



UUUGGCACUAGCACAUUUUUGC&CCAACAACUGUCACCCUCUUCUGUACCUCUCCUGAGUGCCAAC
.((((((((((...........&...............................)).)))))))). -16.60
mir-96 ENSRNOG00000004331 7451 nt UTR 2 hits 857 1275
----------------------------------1---------------1-----------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
---
>ENSRNOG00000004331 hs-mir-96    857    864
UUUGGCACUAGCACAUUUUUGC&ACAGUGUAUUGGAAAUUUUAUAAACAAACGUGAAAGUGCCAAC
.((((((((..(((...((((.&........................)))).)))..)))))))). -21.30
>ENSRNOG00000004331 hs-mir-96   1275   1282
UUUGGCACUAGCACAUUUUUGC&CCAACAACUGUCACCCUCUUCUGUACCUCUCCUGAGUGCCAAC
.((((((((((...........&...............................)).)))))))). -16.60

miRNA: mir-96
Human predicted target: ENSG00000143028
Mouse predicted target: ENSMUSG00000027887
Rat predicted target: ENSRNOG00000019780
mir-96 ENSG00000143028 2000 nt UTR 2 hits 1457 1500
----------------------------------------------------------11--------------
------
>ENSG00000143028 hs-mir-96   1457   1464
UUUGGCACUAGCACAUUUUUGC&AAGAAGAGGGAAGAAUCCGACCACUUUCCAAUCCAGUGCCAAU
.((((((((.............&..................................)))))))). -16.90
>ENSG00000143028 hs-mir-96   1500   1507
UUUGGCACUAGCACAUUUUUGC&UGGCCCACUAAGCAUCCUAAAGGUGAAUGUGCCCUGUGCCAAU
.(((((((..((((((((.(((&...........)))..........))))))))...))))))). -25.90
mir-96 ENSMUSG00000027887 4270 nt UTR 2 hits 1182 1923
-----------------------------------------------1--------------------------
--1-----------------------------------------------------------------------
-----------------------
>ENSMUSG00000027887 hs-mir-96   1182   1189
UUUGGCACUAGCACAUUUUUGC&UGUCCCACUUAGCACCCCAAAGAUGAAUGUACCUUGUGCCAAC
.(((((((..(((((((((((.&.................))))))))..))).....))))))). -21.50
>ENSMUSG00000027887 hs-mir-96   1923   1930
UUUGGCACUAGCACAUUUUUGC&CACCUCAUUACCUCCAGGGGGCUGGGCAGCAGUAAGUGCCAAGG
(((((((((.((......((((&.........................))))..)).))))))))). -18.90
mir-96 ENSRNOG00000019780 4936 nt UTR 4 hits 1096 1841 3881 4626
-------------------------------------------1-----------------------------
1-------------------------------------------------------------------------
--------1-----------------------------1------------
>ENSRNOG00000019780 hs-mir-96   1096   1103
UUUGGCACUAGCACAUUUUUGC&CAAUAUAGUGGCAAUCCCAAAGAUGAAUGUACCUUGUGCCAAC
.(((((((..(((((((((((.&.................))))))))..))).....))))))). -21.50
>ENSRNOG00000019780 hs-mir-96   1841   1848
UUUGGCACUAGCACAUUUUUGC&UCACCUCAUUACCUCCAGGGGGCUGGGCAGCCUGCGUGCCAAGG



((((((((..(((.....((((&..........................))))..))))))))))). -18.60
>ENSRNOG00000019780 hs-mir-96   3881   3888
UUUGGCACUAGCACAUUUUUGC&CGGGCCCACCUAAAUCCCAAAGAUGAAUGUACCUUGUGCCAAC
.(((((((..(((((((((((.&.................))))))))..))).....))))))). -21.50
>ENSRNOG00000019780 hs-mir-96   4626   4633
UUUGGCACUAGCACAUUUUUGC&UCACCUCAUUACCUCCAGGGGGCUGGGCAGCCUGCGUGCCAAGG
((((((((..(((.....((((&..........................))))..))))))))))). -18.60

miRNA: mir-96
Human predicted target: ENSG00000143179
Mouse predicted target: ENSMUSG00000026558
Rat predicted target: ENSRNOG00000003917
Hs Gene description: URIDINE-CYTIDINE KINASE 2 (EC 2.7.1.48) (UCK 2)
(URIDINE MONOPHOSPHOKINASE 2) (CYTIDINE MONOPHOSPHOKINASE 2).
[Source:SWISSPROT;Acc:Q9BZX2] NM_012474
mir-96 ENSG00000143179 2283 nt UTR 2 hits 208 2086
--------1-----------------------------------------------------------------
---------1--------
>ENSG00000143179 hs-mir-96    208    215
UUUGGCACUAGCACAUUUUUGC&AACAGAACUUGACCCUGAGCUUAAAUAACAAAACUGUGCCAAC
.(((((((......((((..((&..................))..)))).........))))))). -15.96
>ENSG00000143179 hs-mir-96   2086   2093
UUUGGCACUAGCACAUUUUUGC&UGGGCAGCAUGCUCAACUUUACUUGAAGCUCCCAGGUGCCAAAC
(((((((((((((.....((((&...))))..)))).....................))))))))). -18.89
mir-96 ENSMUSG00000026558 2294 nt UTR 2 hits 215 2002
--------1-----------------------------------------------------------------
------1-----------
>ENSMUSG00000026558 hs-mir-96    215    222
UUUGGCACUAGCACAUUUUUGC&UGAUGGAACUUGACCCUGAGCUUAAGUGACAAACUGUGCCAAC
.(((((((.....(((((..((&...................))..))))).......))))))). -19.50
>ENSMUSG00000026558 hs-mir-96   2002   2009
UUUGGCACUAGCACAUUUUUGC&UGGGUAGCACGCUCAACUUUACUUGAAGCUUCCAGGUGCCAAAC
((((((((((((..........&...........................)))....))))))))). -19.80
mir-96 ENSRNOG00000003917 2000 nt UTR 2 hits 216 1911
--------1-----------------------------------------------------------------
--1---
>ENSRNOG00000003917 hs-mir-96    216    223
UUUGGCACUAGCACAUUUUUGC&UGACCGAACUUGACCCUGAGCUUAAGUGACAAACUGUGCCAAC
.(((((((.....(((((..((&...................))..))))).......))))))). -19.50
>ENSRNOG00000003917 hs-mir-96   1911   1918
UUUGGCACUAGCACAUUUUUGC&UGGGUAGCACUCUCAACUUUACUUGAAGCUUCCAGGUGCCAAAC
((((((((((((..........&...........................)))....))))))))). -19.80

miRNA: mir-96
Human predicted target: ENSG00000169992
Mouse predicted target: ENSMUSG00000019462



Rat predicted target: ENSRNOG00000015430
Hs Gene description: NEUROLIGIN 2. [Source:SPTREMBL;Acc:Q8NFZ4]
mir-96 ENSG00000169992 2212 nt UTR 3 hits 1066 1111 1639
------------------------------------------1-1--------------------1--------
---------------
>ENSG00000169992 hs-mir-96   1066   1073
UUUGGCACUAGCACAUUUUUGC&AGCCUUUUCCCCAGGCCUCAGAGCAUUGCUCAUCCGUGCCAAAC
((((((((.((((...(((((.&..................)))))...)))).....)))))))). -19.50
>ENSG00000169992 hs-mir-96   1111   1118
UUUGGCACUAGCACAUUUUUGC&GGGUAGGUGGAUUUGAGCGGAAAGACUCCCAAAAUGUGCCAAGA
((((((((..((.((..((..(&......)..))..)).)).................)))))))). -20.21
>ENSG00000169992 hs-mir-96   1639   1646
UUUGGCACUAGCACAUUUUUGC&AGAGUCCUCAUCUGCUGGCAUUUUGUGGGGUGUUAGUGCCAAAC
((((((((((((((.....(((&.................))).........)))))))))))))). -27.44
mir-96 ENSMUSG00000019462 2000 nt UTR 3 hits 1242 1281 1821
-------------------------------------------------1-1--------------------1-
------
>ENSMUSG00000019462 hs-mir-96   1242   1249
UUUGGCACUAGCACAUUUUUGC&GCCUUUUCCUCAGUCCUUGAGAUCAUUGCUCAUCCGUGCCAAAC
((((((((.((((.(((((...&..................)))))...)))).....)))))))). -17.80
>ENSMUSG00000019462 hs-mir-96   1281   1288
UUUGGCACUAGCACAUUUUUGC&CAAACUGGGUAGAUGGGUUGGGAGACUCUCAAAAUGUGCCAAGG
((((((((((((.(((((....&..........))))).))))...............)))))))). -17.66
>ENSMUSG00000019462 hs-mir-96   1821   1828
UUUGGCACUAGCACAUUUUUGC&UCUUCAUGUAUUGUUUGGCUUUCUGAGGGAUGUUAGUGCCAAAC
(((((((((((((..((((.((&.................)).....))))..))))))))))))). -24.70
mir-96 ENSRNOG00000015430 2000 nt UTR 2 hits 1226 1799
-------------------------------------------------1---------------------1--
------
>ENSRNOG00000015430 hs-mir-96   1226   1233
UUUGGCACUAGCACAUUUUUGC&GCCUUUUCCUCAGACCUUGAGAUCAUUGCUCAUCCGUGCCAAAC
((((((((.((((.(((((...&..................)))))...)))).....)))))))). -17.80
>ENSRNOG00000015430 hs-mir-96   1799   1806
UUUGGCACUAGCACAUUUUUGC&UCUCCAUGUGUUGUUUGGCUUUCUGAGGGAUGUUAGUGCCAAAC
(((((((((((((..((((.((&.................)).....))))..))))))))))))). -24.70

miRNA: mir-96
Human predicted target: ENSG00000174233
Mouse predicted target: ENSMUSG00000022994
Rat predicted target: ENSRNOG00000011587
Hs Gene description: ADENYLATE CYCLASE, TYPE VI (EC 4.6.1.1) (ATP
PYROPHOSPHATE-LYASE) (CA(2+)-INHIBITABLE ADENYLYL CYCLASE).
[Source:SWISSPROT;Acc:O43306] NM_020983
mir-96 ENSG00000174233 4393 nt UTR 3 hits 606 795 1266
------------------------1------1------------------1-----------------------
--------------------------------------------------------------------------
----------------------------



>ENSG00000174233 hs-mir-96    606    613
UUUGGCACUAGCACAUUUUUGC&CCAGCUUUGGCCAUAUUUCAGGAGAAUGUUUCCAUGUGCCAAAU
((((((((....((((((((..&.....................))))))))......)))))))). -21.60
>ENSG00000174233 hs-mir-96    795    802
UUUGGCACUAGCACAUUUUUGC&GGAUGUCAGGUCAGGAGCUGGAAGUUCACCUGCAGGUGCCAAAG
(((((((((.(((.((((((((&................)).)))))).....))).))))))))). -22.20
>ENSG00000174233 hs-mir-96   1266   1273
UUUGGCACUAGCACAUUUUUGC&GUGUGGUAGCAAAAGGAGGGAGAGGAGUCCUUUUUGUGCCAAAU
((((((((.((.((.(((((((&........)))))))...........)).))....)))))))). -19.30
mir-96 ENSMUSG00000022994 4232 nt UTR 4 hits 1060 1156 2654 2750
------------------------------------------1---1---------------------------
--------------------------------1--1--------------------------------------
----------------------
>ENSMUSG00000022994 hs-mir-96   1060   1067
UUUGGCACUAGCACAUUUUUGC&GGCCUCUGUCUUCUGGCGUUAAGGCCAAGUUUCCUGUGCCAAGG
((((((((..((...((..(((&...............)))..)).))..........)))))))). -17.00
>ENSMUSG00000022994 hs-mir-96   1156   1163
UUUGGCACUAGCACAUUUUUGC&AAAUGAUAACGGUCUGGGGAGAGGAGUCCUUUUUUGUGCCAAAU
((((((((.((.((.(((((.(&................).)))))..)).)).....)))))))). -17.90
>ENSMUSG00000022994 hs-mir-96   2654   2661
UUUGGCACUAGCACAUUUUUGC&GGCCUCUGUCUUCUGGCGUUAAGGCCAAGUUUCCUGUGCCAAGG
((((((((..((...((..(((&...............)))..)).))..........)))))))). -17.00
>ENSMUSG00000022994 hs-mir-96   2750   2757
UUUGGCACUAGCACAUUUUUGC&AAAUGAUAACGGUCUGGGGAGAGGAGUCCUUUUUUGUGCCAAAU
((((((((.((.((.(((((.(&................).)))))..)).)).....)))))))). -17.90
mir-96 ENSRNOG00000011587 3925 nt UTR 2 hits 955 2974
--------------------------------------1-----------------------------------
--------------------------------------------1-----------------------------
---------
>ENSRNOG00000011587 hs-mir-96    955    962
UUUGGCACUAGCACAUUUUUGC&AAAAUGAGAGUGGUCUGGGGAGAGGAGUCCUUUUUGUGCCAAAU
((((((((.((.((.(((((.(&.................).)))))..)).))....)))))))). -18.60
>ENSRNOG00000011587 hs-mir-96   2974   2981
UUUGGCACUAGCACAUUUUUGC&AAAAUGAGAGUGGUCUGGGGAGAGGAGUCCUUUUUGUGCCAAAU
((((((((.((.((.(((((.(&.................).)))))..)).))....)))))))). -18.60

miRNA: mir-98
Human predicted target: ENSG00000022567
Mouse predicted target: ENSMUSG00000036649
Rat predicted target: ENSRNOG00000007818
mir-98 ENSG00000022567 7016 nt UTR 2 hits 1056 5277
------------------------------------------1-------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------------1----------
-----------------------------------------------------------
>ENSG00000022567 hs-mir-98   1056   1063
UGAGGUAGUAAGUUGUAUUGUU&CCAGCGGGCCCUGCCUCCCAAGUCCCGCCGCAAGGCUACCUCGG



(((((((((...((((......&.............................)))).))))))))). -20.60
>ENSG00000022567 hs-mir-98   5277   5284
UGAGGUAGUAAGUUGUAUUGUU&GCCUGUUCUGGUGGAGCCGGGGUGGGGCCCGCGGUCUACCUCU
.(((((((...((.((.(..((&....................))..).))..))...))))))). -17.60
mir-98 ENSMUSG00000036649 2000 nt UTR 2 hits 896 952
-----------------------------------1--1-----------------------------------
------
>ENSMUSG00000036649 hs-mir-98    896    903
UGAGGUAGUAAGUUGUAUUGUU&CAGGUGAGCAUCGGCUCCCGAGUCCUGCUGCACGGCUACCUCGA
(((((((((.(((((...((((&......)))).)))))..................))))))))). -20.71
>ENSMUSG00000036649 hs-mir-98    952    959
UGAGGUAGUAAGUUGUAUUGUU&GUGGCAUCAGAGCAGGGCGCGGGAAGGGGCCGAGCCUACCUCC
.(((((((...(.(((.(((((&..........))))).))))...............))))))). -15.77
mir-98 ENSRNOG00000007818 2000 nt UTR 2 hits 892 948
-----------------------------------1-1------------------------------------
------
>ENSRNOG00000007818 hs-mir-98    892    899
UGAGGUAGUAAGUUGUAUUGUU&CCAGGUGAGCAUUGGCUCCCAAUCCUGCUGCAAGGCUACCUCGA
(((((((((.(((.(.((((..&...................)))).).))).....))))))))). -21.80
>ENSRNOG00000007818 hs-mir-98    948    955
UGAGGUAGUAAGUUGUAUUGUU&UGGCAUCAGAGCAGGGCACGUGAAGGUGCCGGGGCCUACCUCC
.(((((((......((((..((&.....................))..))))......))))))). -16.90

miRNA: mir-98
Human predicted target: ENSG00000082153
Mouse predicted target: ENSMUSG00000026033
Rat predicted target: ENSRNOG00000013977
Hs Gene description: BASIC LEUCINE ZIPPER AND W2 DOMAINS 1; BASIC LEUCINE-
ZIPPER PROTEIN BZAP45. [Source:RefSeq;Acc:NM_014670]
mir-98 ENSG00000082153 2000 nt UTR 2 hits 84 251
---1------1---------------------------------------------------------------
------
>ENSG00000082153 hs-mir-98     84     91
UGAGGUAGUAAGUUGUAUUGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.....&..........................)))).))).))))))). -21.00
>ENSG00000082153 hs-mir-98    251    258
UGAGGUAGUAAGUUGUAUUGUU&GAAUCUAAUGUUGCAUUAGUCUUUUCAGUUAUCUUCUACCUCC
.(((((((.(((....((((..&.........................))))...)))))))))). -18.60
mir-98 ENSMUSG00000026033 2413 nt UTR 2 hits 84 252
---1------1---------------------------------------------------------------
-----------------------
>ENSMUSG00000026033 hs-mir-98     84     91
UGAGGUAGUAAGUUGUAUUGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.....&..........................)))).))).))))))). -21.00
>ENSMUSG00000026033 hs-mir-98    252    259
UGAGGUAGUAAGUUGUAUUGUU&UUGAAUCUGAUGUUGCAUUGGUUUUCAGUUACCUUCUACCUCC
.(((((((.(((.((.((((..&.........................)))))).)))))))))). -18.00



mir-98 ENSRNOG00000013977 2000 nt UTR 2 hits 760 920
------------------------------1-----1-------------------------------------
------
>ENSRNOG00000013977 hs-mir-98    760    767
UGAGGUAGUAAGUUGUAUUGUU&UGUCAUGUCUCAUGUGUCCUGGUUCUUACAUCUUCCUACCUCC
.(((((((.(((.((((.....&..........................)))).))).))))))). -21.00
>ENSRNOG00000013977 hs-mir-98    920    927
UGAGGUAGUAAGUUGUAUUGUU&ACGGAAGCUGGCGCUGCACUGGUCUUCAGUUCCCUCUACCUCC
.(((((((..((.((((.((((&.........)))).))))))...............))))))). -17.73

miRNA: mir-98
Human predicted target: ENSG00000100823
Mouse predicted target: ENSMUSG00000035960
Rat predicted target: ENSRNOG00000009663
Hs Gene description: DNA-(APURINIC OR APYRIMIDINIC SITE) LYASE (EC
4.2.99.18) (AP ENDONUCLEASE 1) (APEX NUCLEASE) (APEN) (REF-1 PROTEIN).
[Source:SWISSPROT;Acc:P27695] NM_080649
mir-98 ENSG00000100823 2259 nt UTR 2 hits 911 1250
------------------------------------1------------1------------------------
-----------------
>ENSG00000100823 hs-mir-98    911    918
UGAGGUAGUAAGUUGUAUUGUU&GCCCCUCCAAACCUAAGUGAGGGCCUGGUUCCUUCCUACCUCU
.(((((((.(((..........&...............................))).))))))). -17.40
>ENSG00000100823 hs-mir-98   1250   1257
UGAGGUAGUAAGUUGUAUUGUU&GAAGAAAAGAAAGAUGGGGUUAAUGUUGGUCUCCACUACCUCC
.((((((((.............&..................................)))))))). -16.90
mir-98 ENSMUSG00000035960 2165 nt UTR 2 hits 308 884
------------1----------------------1--------------------------------------
-------------
>ENSMUSG00000035960 hs-mir-98    308    315
UGAGGUAGUAAGUUGUAUUGUU&CAGAUGAGUCCCUAACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((...(((..((((((&.........................))))))))).)))))))). -20.20
>ENSMUSG00000035960 hs-mir-98    884    891
UGAGGUAGUAAGUUGUAUUGUU&UUCCAAACAUAAGGAAGGAAGGGACUGCUUCCUUCCUACCUCU
.(((((((.(((..(((..(((&......................))))))...))).))))))). -18.50
mir-98 ENSRNOG00000009663 2102 nt UTR 2 hits 246 734
---------1-------------------1--------------------------------------------
-----------
>ENSRNOG00000009663 hs-mir-98    246    253
UGAGGUAGUAAGUUGUAUUGUU&CAGAUGAAUCCCUGACCUCUCCCAAGACAGUGACCCUACCUCAG
((((((((...(((..((((((&.........................))))))))).)))))))). -20.20
>ENSRNOG00000009663 hs-mir-98    734    741
UGAGGUAGUAAGUUGUAUUGUU&ACCCCUCCAAACCUAAGUCAGGGGCUGGUUCCUUCCUACCUCU
.(((((((.(((..........&...............................))).))))))). -17.40

miRNA: mir-98



Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
mir-98 ENSG00000119906 2862 nt UTR 2 hits 1326 1560
-----------------------------------------------------1--------1-----------
-----------------------------------------
>ENSG00000119906 hs-mir-98   1326   1333
UGAGGUAGUAAGUUGUAUUGUU&UUGCGGUUUGAGAGGCAAGAAAAUAAAAUAACUUUCUACCUCU
.(((((((.(((((((.(((((&.....................))))).))))))).))))))). -24.30
>ENSG00000119906 hs-mir-98   1560   1567
UGAGGUAGUAAGUUGUAUUGUU&UGUUGUUUACUGGUAAGAAUAUUAUUAUCUUGAUACUACCUCU
.(((((((((((..(((.((((&.................)))).)))...))...))))))))). -19.10
mir-98 ENSMUSG00000036097 4668 nt UTR 2 hits 1314 1542
----------------------------------------------------1--------1------------
--------------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-mir-98   1314   1321
UGAGGUAGUAAGUUGUAUUGUU&GAGAGGAGAAAAUAAGUUCUGAGAGCUAACUCUUUCUACCUCU
.(((((((.(((..((...(((&.......................)))..)).))).))))))). -18.20
>ENSMUSG00000036097 hs-mir-98   1542   1549
UGAGGUAGUAAGUUGUAUUGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((((..(((((.((&.................)).)))))...))...))))))))). -20.10
mir-98 ENSRNOG00000014489 4549 nt UTR 2 hits 1194 1424
-----------------------------------------------1--------1-----------------
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-mir-98   1194   1201
UGAGGUAGUAAGUUGUAUUGUU&UUGAGAGGAGAAAAUAAGUUCUGAGAGCUAACUUUCUACCUCU
.(((((((.((((((.......&............................)))))).))))))). -20.80
>ENSRNOG00000014489 hs-mir-98   1424   1431
UGAGGUAGUAAGUUGUAUUGUU&GUGUUGAGUUUACUGGUAAGAAUAUUGUCUUGAUGCUACCUCU
.(((((((((((..(((((.((&.................)).)))))...))...))))))))). -20.10

miRNA: mir-98
Human predicted target: ENSG00000131242
Mouse predicted target: ENSMUSG00000017639
Rat predicted target: ENSRNOG00000014135
Hs Gene description: RAB11-FAMILY INTERACTING PROTEIN 4.
[Source:RefSeq;Acc:NM_032932]
mir-98 ENSG00000131242 8479 nt UTR 2 hits 344 704
-------------1--------------1---------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------
>ENSG00000131242 hs-mir-98    344    351



UGAGGUAGUAAGUUGUAUUGUU&GGAAGCUCGUGUUUCCGGUACUGGGUAAAAUGAUUCUACCUCU
.(((((((...(((((((((..&...............)))))).......)))....))))))). -17.91
>ENSG00000131242 hs-mir-98    704    711
UGAGGUAGUAAGUUGUAUUGUU&CCUAUAGAGUUCGUGCACUCCCCCAUCCAUGCUACCUACCUCC
.(((((((..((((((((....&............))))).............)))..))))))). -18.01
mir-98 ENSMUSG00000017639 2000 nt UTR 2 hits 311 636
------------1------------1------------------------------------------------
------
>ENSMUSG00000017639 hs-mir-98    311    318
UGAGGUAGUAAGUUGUAUUGUU&UGGAAGCUUGCAUUUAGGAUACUGAUGAAAUGAUUCUACCUCU
.(((((((..(((..(.(..((&.......................))..).)..)))))))))). -17.60
>ENSMUSG00000017639 hs-mir-98    636    643
UGAGGUAGUAAGUUGUAUUGUU&UCGUAGUUUUCUGAGCCCCUCCCAGUCUUGCUUGCCUACCUCC
.((((((((((((...((((..&......................))))...))))).))))))). -21.70
mir-98 ENSRNOG00000014135 2000 nt UTR 2 hits 331 660
-------------1------------1-----------------------------------------------
------
>ENSRNOG00000014135 hs-mir-98    331    338
UGAGGUAGUAAGUUGUAUUGUU&UGGAAGCUUGCAUUUCAGAUACUGAUGACAUGAUUCUACCUCU
.(((((((..(((..(.(..((&.......................))..).)..)))))))))). -17.60
>ENSRNOG00000014135 hs-mir-98    660    667
UGAGGUAGUAAGUUGUAUUGUU&AGUUUUCUGUGCCCUUCCCAGCCAGUCUUGCUUGCCUACCUCC
.((((((((((((...((((..&......................))))...))))).))))))). -21.70

miRNA: mir-98
Human predicted target: ENSG00000135912
Mouse predicted target: ENSMUSG00000033257
Rat predicted target: ENSRNOG00000017129
Hs Gene description: NM_014640
mir-98 ENSG00000135912 2000 nt UTR 2 hits 45 983
-1-------------------------------------1----------------------------------
------
>ENSG00000135912 hs-mir-98     45     52
UGAGGUAGUAAGUUGUAUUGUU&CUCCAAAAGCCUCUGCCCAGGAGCAUGGGCAUCAGCUACCUCAC
(((((((((....(((..((((&.....................))))...)))...))))))))). -22.40
>ENSG00000135912 hs-mir-98    983    990
UGAGGUAGUAAGUUGUAUUGUU&CAAACCUCAGACUAAACUCUUGUACUGAACUGAUUCUACCUCC
.(((((((..((((((((.(((&..............)))....))))..))))....))))))). -19.40
mir-98 ENSMUSG00000033257 2000 nt UTR 3 hits 617 1137 1899
------------------------1--------------------1----------------------------
-1----
>ENSMUSG00000033257 hs-mir-98    617    624
UGAGGUAGUAAGUUGUAUUGUU&UUUGUUAUAGUGGUCUCUGCCAACAUCGCUCAUGACUACCUCAA
(((((((((.....((..((((&.....................))))..)).....))))))))). -22.40
>ENSMUSG00000033257 hs-mir-98   1137   1144
UGAGGUAGUAAGUUGUAUUGUU&UGAGCUCGUGACUGGUCCUGCACAGGAGCACUCAGCUACCUCAA
(((((((((.((.(((.((((.&.....................))))..)))))..))))))))). -22.10



>ENSMUSG00000033257 hs-mir-98   1899   1906
UGAGGUAGUAAGUUGUAUUGUU&GCUUCUCAUCUCUGACAGCUAAUACUCAGUGGCAUCUACCUCC
.(((((((...(((((((((((&................))).))))).....)))..))))))). -17.80
mir-98 ENSRNOG00000017129 2000 nt UTR 2 hits 883 1581
-----------------------------------1---------------------------1----------
------
>ENSRNOG00000017129 hs-mir-98    883    890
UGAGGUAGUAAGUUGUAUUGUU&UGAGCCCAUGACUGGUCCUACACAGGAGCACUCAGCUACCUCAA
(((((((((.((.(((.((((.&.....................))))..)))))..))))))))). -22.10
>ENSRNOG00000017129 hs-mir-98   1581   1588
UGAGGUAGUAAGUUGUAUUGUU&GCUUCUCAUCUCUGACAGUUAAUACUCAACUGCAUCUACCUCC
.(((((((..(((((.((((((&.............)))))).......)))))....))))))). -22.30

miRNA: mir-98
Human predicted target: ENSG00000140548
Mouse predicted target: ENSMUSG00000048897
Rat predicted target: ENSRNOG00000014278
mir-98 ENSG00000140548 2964 nt UTR 2 hits 528 1859
---------------------1----------------------------------------------------
1--------------------------------------------
>ENSG00000140548 hs-mir-98    528    535
UGAGGUAGUAAGUUGUAUUGUU&CUGUCGACGGACCGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((..((.(((.(((((&.................))))).)))..)).....))))))). -20.00
>ENSG00000140548 hs-mir-98   1859   1866
UGAGGUAGUAAGUUGUAUUGUU&UUCUCCUGCUGAGCAGAAGGCAUCAUCCCCUGCAACUACCUCU
.((((((((.((.(((.(((((&...........)))))...))).......))...)))))))). -17.90
mir-98 ENSMUSG00000048897 2000 nt UTR 2 hits 519 1756
--------------------1-------------------------------------------------1---
------
>ENSMUSG00000048897 hs-mir-98    519    526
UGAGGUAGUAAGUUGUAUUGUU&CUAUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((..((.(((.(((((&.................))))).)))..)).....))))))). -20.00
>ENSMUSG00000048897 hs-mir-98   1756   1763
UGAGGUAGUAAGUUGUAUUGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((..((.((..((((&..................))))..))....))..)))))))). -19.40
mir-98 ENSRNOG00000014278 4055 nt UTR 3 hits 550 1647 2696
---------------------1-------------------------------------------1--------
---------------------------------1----------------------------------------
---------------
>ENSRNOG00000014278 hs-mir-98    550    557
UGAGGUAGUAAGUUGUAUUGUU&CUGUCACUCAAGAGCCAGGCAGGGCACUCUGCCUUCUACCUCC
.(((((((..((.(((.(((((&.................))))).)))..)).....))))))). -20.00
>ENSRNOG00000014278 hs-mir-98   1647   1654
UGAGGUAGUAAGUUGUAUUGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU
.((((((((..((.((..((((&..................))))..))....))..)))))))). -19.40
>ENSRNOG00000014278 hs-mir-98   2696   2703
UGAGGUAGUAAGUUGUAUUGUU&UUCUCCUGCUGAGCAGAAGGCAUCACCCCUGCAAACUACCUCU



.((((((((..((.((..((((&..................))))..))....))..)))))))). -19.40

miRNA: mir-98
Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752
Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
mir-98 ENSG00000148200 2000 nt UTR 3 hits 388 1359 1387
---------------1--------------------------------------11------------------
------
>ENSG00000148200 hs-mir-98    388    395
UGAGGUAGUAAGUUGUAUUGUU&UAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUCAA
(((((((((..(((...(((((&........................))))).))).))))))))). -20.70
>ENSG00000148200 hs-mir-98   1359   1366
UGAGGUAGUAAGUUGUAUUGUU&GCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUCAG
((((((((((((((.(......&........................).)))))...))))))))). -20.80
>ENSG00000148200 hs-mir-98   1387   1394
UGAGGUAGUAAGUUGUAUUGUU&CUUUAAACUACCUCAGGUUCCUAAUGGCCCGGCUGCUACCUCU
.(((((((((.((((..(..((&......................))..)..))))))))))))). -23.30
mir-98 ENSMUSG00000026752 6457 nt UTR 8 hits 101 371 794 1228 3827
4135 4145 4310
----1---------1----------------1-----------------1------------------------
--------------------------------------------------------------------------
-----1-----------2------1-------------------------------------------------
-------------------------------------
>ENSMUSG00000026752 hs-mir-98    101    108
UGAGGUAGUAAGUUGUAUUGUU&AAGAGCCAGAGACCAAGAUGGAGACUGUGGAGCAGCUACCUCC
.((((((((..(((.(((.(((&......................))).))).))).)))))))). -21.60
>ENSMUSG00000026752 hs-mir-98    371    378
UGAGGUAGUAAGUUGUAUUGUU&CUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAA
(((((((((..(((...(((((&........................))))).))).))))))))). -21.50
>ENSMUSG00000026752 hs-mir-98    794    801
UGAGGUAGUAAGUUGUAUUGUU&GAUCUACCAAGGCCUACCUUCUUCAGACCCCAUCCCUACCUCU
.(((((((..............&...................................))))))). -15.50
>ENSMUSG00000026752 hs-mir-98   1228   1235
UGAGGUAGUAAGUUGUAUUGUU&AGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUCAU
(((((((((....(((......&...........................)))....))))))))). -20.00
>ENSMUSG00000026752 hs-mir-98   3827   3834
UGAGGUAGUAAGUUGUAUUGUU&UGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUCU
.((((((((.............&..................................)))))))). -17.40
>ENSMUSG00000026752 hs-mir-98   4135   4142
UGAGGUAGUAAGUUGUAUUGUU&AUUUCAGGGACUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAG
((((((((.....(((((((((&.................))))).))))........)))))))). -20.12
>ENSMUSG00000026752 hs-mir-98   4145   4152
UGAGGUAGUAAGUUGUAUUGUU&CUCUGAUGGCAAGUGCAUCAUGAACCUACCUCAGGCUACCUCC



.((((((((....(((((((((&.......))))).)))).................)))))))). -19.40
>ENSMUSG00000026752 hs-mir-98   4310   4317
UGAGGUAGUAAGUUGUAUUGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((..(((&........)))..))))).))............))))))))). -20.60
mir-98 ENSRNOG00000013232 5506 nt UTR 9 hits 374 774 1223 2875 3184
3194 3359 3736 4193
--------------1---------------1-----------------1-------------------------
----------------------------------------1------------2------1-------------
-1-----------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-mir-98    374    381
UGAGGUAGUAAGUUGUAUUGUU&CUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUCAG
(((((((((..(((...(((((&........................))))).))).))))))))). -21.50
>ENSRNOG00000013232 hs-mir-98    774    781
UGAGGUAGUAAGUUGUAUUGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..............&...................................))))))). -15.10
>ENSRNOG00000013232 hs-mir-98   1223   1230
UGAGGUAGUAAGUUGUAUUGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((((.(.((.((&..................)).)).).)))))...))))))))). -19.90
>ENSRNOG00000013232 hs-mir-98   2875   2882
UGAGGUAGUAAGUUGUAUUGUU&UGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUCU
.((((((((.............&..................................)))))))). -17.40
>ENSRNOG00000013232 hs-mir-98   3184   3191
UGAGGUAGUAAGUUGUAUUGUU&UUGGAUUUCAGGGACUCUGAUGGCAAGUGGUGAACCUACCUCAG
((((((((....(..(.(((((&.....................)))))...)..)..)))))))). -19.50
>ENSRNOG00000013232 hs-mir-98   3194   3201
UGAGGUAGUAAGUUGUAUUGUU&GGGACUCUGAUGGCAAGUGGUGAACCUACCUCAGGCUACCUCC
.((((((((..(..(((..(((&......................))).)))..)..)))))))). -19.00
>ENSRNOG00000013232 hs-mir-98   3359   3366
UGAGGUAGUAAGUUGUAUUGUU&AGUUGGCGGGCUCUGCAGGCUGCUCAGGCCCUCUGCUACCUCC
.((((((((((((((((..(((&........)))..))))).))............))))))))). -20.60
>ENSRNOG00000013232 hs-mir-98   3736   3743
UGAGGUAGUAAGUUGUAUUGUU&UAGCUGCCUGGUUUCCUGACCCAGGUCUACCAGGCCUACCUCC
.(((((((..............&...................................))))))). -15.10
>ENSRNOG00000013232 hs-mir-98   4193   4200
UGAGGUAGUAAGUUGUAUUGUU&AGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUCAU
((((((((((((((.(.((.((&..................)).)).).)))))...))))))))). -19.90

miRNA: mir-98
Human predicted target: ENSG00000163935
Mouse predicted target: ENSMUSG00000006527
Rat predicted target: ENSRNOG00000016645
Hs Gene description: SCM-RELATED GENE CONTAINING FOUR MBT DOMAINS.
[Source:RefSeq;Acc:NM_016329]
mir-98 ENSG00000163935 2000 nt UTR 2 hits 604 944
------------------------1------------1------------------------------------
------
>ENSG00000163935 hs-mir-98    604    611



UGAGGUAGUAAGUUGUAUUGUU&AUUUUAAAAUCGAUUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((((..........&...............................))))))))))). -19.90
>ENSG00000163935 hs-mir-98    944    951
UGAGGUAGUAAGUUGUAUUGUU&UUAUUUUGUGUUUACUUUUCUCUAGAGUUGUUUGUCUACCUCU
.(((((((((((..........&..............................)))).))))))). -16.10
mir-98 ENSMUSG00000006527 2000 nt UTR 2 hits 578 904
-----------------------1------------1-------------------------------------
------
>ENSMUSG00000006527 hs-mir-98    578    585
UGAGGUAGUAAGUUGUAUUGUU&CAUUUUAAAUCUAUUCUUAGGAGUUCCUUGGUUUACUACCUCU
.(((((((((((..(.......&............................)..))))))))))). -21.10
>ENSMUSG00000006527 hs-mir-98    904    911
UGAGGUAGUAAGUUGUAUUGUU&UAUUUUAUGUUUAUUCUUCUGUUAGAGUUGUUUAACUACCUCU
.((((((((.............&..................................)))))))). -17.30
mir-98 ENSRNOG00000016645 2099 nt UTR 2 hits 559 888
----------------------1------------1--------------------------------------
----------
>ENSRNOG00000016645 hs-mir-98    559    566
UGAGGUAGUAAGUUGUAUUGUU&CAUUUUAAAAUCUGUCUUAGGAGUUCCUUUGUUUACUACCUCU
.(((((((((((..........&...............................))))))))))). -19.90
>ENSRNOG00000016645 hs-mir-98    888    895
UGAGGUAGUAAGUUGUAUUGUU&UGGUUUUAUGCUUAGUUUUCUGUAGAGUUGUUUAACUACCUCU
.((((((((.............&..................................)))))))). -17.30

miRNA: mir-98
Human predicted target: ENSG00000166106
Mouse predicted target: ENSMUSG00000033453
Rat predicted target: ENSRNOG00000009892
Hs Gene description: ADAMTS-15 PRECURSOR (EC 3.4.24.-) (A DISINTEGRIN AND
METALLOPROTEINASE WITH THROMBOSPONDIN MOTIFS 15) (ADAM-TS 15) (ADAM-TS15).
[Source:SWISSPROT;Acc:Q8TE58] NM_139055
mir-98 ENSG00000166106 2000 nt UTR 2 hits 206 1185
--------1--------------------------------------1--------------------------
------
>ENSG00000166106 hs-mir-98    206    213
UGAGGUAGUAAGUUGUAUUGUU&CUGGGCAGAGGGAAGCCCAGGAACUCCCGCACAGUCUACCUCAG
((((((((...(.(((...(((&.....................)))....))))...)))))))). -17.80
>ENSG00000166106 hs-mir-98   1185   1192
UGAGGUAGUAAGUUGUAUUGUU&CGUUGCAUCCUAGGCCUUAGCUUCUCCACUGUUUGCUACCUCAG
((((((((((((..((......&...........................))..)))))))))))). -22.90
mir-98 ENSMUSG00000033453 5361 nt UTR 2 hits 692 1642
---------------------------1-------------------------------------1--------
--------------------------------------------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000033453 hs-mir-98    692    699
UGAGGUAGUAAGUUGUAUUGUU&UGGACUGGGCAGGGGGAAGUUAACUAAUGCACAGUCUACCUCAU
((((((((...(.(((((((((&.....................))).)))))))...)))))))). -21.40



>ENSMUSG00000033453 hs-mir-98   1642   1649
UGAGGUAGUAAGUUGUAUUGUU&CAGUUCUCUGGUAGGUAAACGGGCUUCAUUGUUUGCUACCUCAG
((((((((((((.((..(((((&.................)))))....))...)))))))))))). -22.40
mir-98 ENSRNOG00000009892 4706 nt UTR 3 hits 194 1084 3012
-------1-----------------------------------1------------------------------
----------------------------------------------1---------------------------
-----------------------------------------
>ENSRNOG00000009892 hs-mir-98    194    201
UGAGGUAGUAAGUUGUAUUGUU&UGGACUCGGCAGGGGGAAGCUAACUAAUGCACAGUCUACCUCAU
((((((((...(.(((((((((&.....................))).)))))))...)))))))). -21.40
>ENSRNOG00000009892 hs-mir-98   1084   1091
UGAGGUAGUAAGUUGUAUUGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((((((.((..(((((&.................)))))....))...)))))))))))). -22.40
>ENSRNOG00000009892 hs-mir-98   3012   3019
UGAGGUAGUAAGUUGUAUUGUU&CAUCUCUCUGGUAGGUAAACGGGGCUCAUUGUUUGCUACCUCAG
((((((((((((.((..(((((&.................)))))....))...)))))))))))). -22.40

miRNA: mir-98
Human predicted target: ENSG00000169635
Mouse predicted target: ENSMUSG00000050240
Rat predicted target: ENSRNOG00000001863
Hs Gene description: HYPERMETHYLATED IN CANCER 2 PROTEIN (HIC-2) (HIC-3)
(HIC1-RELATED GENE ON CHROMOSOME 22). [Source:SWISSPROT;Acc:Q96JB3]
mir-98 ENSG00000169635 2050 nt UTR 3 hits 211 543 1158
--------1------------1------------------------1---------------------------
--------
>ENSG00000169635 hs-mir-98    211    218
UGAGGUAGUAAGUUGUAUUGUU&AGCCGAGAGGAGGGAAGCCAGGGGUCCCAGCCCGUCUACCUCC
.(((((((...((((.......&...........................))))....))))))). -18.30
>ENSG00000169635 hs-mir-98    543    550
UGAGGUAGUAAGUUGUAUUGUU&CACUGGCGCUGGGACAGUCAGGGUGACCCCACCGCCUACCUCU
.(((((((((..(((.((((((&............)))))))))..))..........))))))). -18.20
>ENSG00000169635 hs-mir-98   1158   1165
UGAGGUAGUAAGUUGUAUUGUU&CCUCGCUGAACAAGGUGGAGACUUCUGACCUUUUGCUACCUCU
.(((((((((((..((...(((&...................))).....))..))))))))))). -21.90
mir-98 ENSMUSG00000050240 2000 nt UTR 3 hits 307 635 1286
------------1------------1-------------------------1----------------------
------
>ENSMUSG00000050240 hs-mir-98    307    314
UGAGGUAGUAAGUUGUAUUGUU&AGUCUAGCCCUAUGCAUGUGGUGCUGGUGACUAUUCUACCUCC
.(((((((..((((((((..(.&.................)..))))....))))...))))))). -20.60
>ENSMUSG00000050240 hs-mir-98    635    642
UGAGGUAGUAAGUUGUAUUGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.((((((((((((..(((((((&.............))))))....)..))...))).))))))). -18.70
>ENSMUSG00000050240 hs-mir-98   1286   1293
UGAGGUAGUAAGUUGUAUUGUU&CUCACUGAACAUGGUGGGGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((..........&...............................))))))))))). -19.80



mir-98 ENSRNOG00000001863 2000 nt UTR 3 hits 197 511 1139
-------1------------1------------------------1----------------------------
------
>ENSRNOG00000001863 hs-mir-98    197    204
UGAGGUAGUAAGUUGUAUUGUU&AGUCUGGCCCUCUGCAUGUGGUGCUGGUGACUACUCUACCUCC
.(((((((..((((((((..(.&.................)..))))....))))...))))))). -20.60
>ENSRNOG00000001863 hs-mir-98    511    518
UGAGGUAGUAAGUUGUAUUGUU&UAGCUGGCACUGGAACAGUCAGGGUGACCCAUUGCCUACCUCU
.((((((((((((..(((((((&.............))))))....)..))...))).))))))). -18.70
>ENSRNOG00000001863 hs-mir-98   1139   1146
UGAGGUAGUAAGUUGUAUUGUU&UUCACUGAACAUGAUGGAGAGCCUUCUGACCUUUGCUACCUCU
.(((((((((((..........&...............................))))))))))). -19.80

miRNA: mir-98
Human predicted target: ENSG00000174498
Mouse predicted target: ENSMUSG00000032394
Rat predicted target: ENSRNOG00000013322
Hs Gene description: SIMILAR TO PUTATIVE NEURONAL CELL ADHESION MOLECULE.
[Source:SPTREMBL;Acc:Q8IVU1]
mir-98 ENSG00000174498 2458 nt UTR 4 hits 452 534 685 762
------------------1--1-----1--1-------------------------------------------
-------------------------
>ENSG00000174498 hs-mir-98    452    459
UGAGGUAGUAAGUUGUAUUGUU&UCAGGAUGGAUUUUUGCUGUUUUGGCUCUCAGCACCUACCUCAG
((((((((...((((....(((&.......................)))...))))..)))))))). -20.10
>ENSG00000174498 hs-mir-98    534    541
UGAGGUAGUAAGUUGUAUUGUU&UCAGCCCCCUUACCCCACAGAGCCCGAAUGCACUCCUACCUCAA
((((((((..((.((((((...&..........................)))))))).)))))))). -21.20
>ENSG00000174498 hs-mir-98    685    692
UGAGGUAGUAAGUUGUAUUGUU&AGCACUUCCCCAUUUCCAGAUGUGAAAGAAAAUGUCUACCUCAA
((((((((....(..((((...&..................))))..)..........)))))))). -17.44
>ENSG00000174498 hs-mir-98    762    769
UGAGGUAGUAAGUUGUAUUGUU&GACCUGCCUCCCCGCCCCUCCUGCCCACAGCCCACCUACCUCU
.(((((((...(((((......&..........................)))))....))))))). -19.80
mir-98 ENSMUSG00000032394 2523 nt UTR 4 hits 388 468 633 714
---------------1--1------1--1---------------------------------------------
---------------------------
>ENSMUSG00000032394 hs-mir-98    388    395
UGAGGUAGUAAGUUGUAUUGUU&CAGGAUGGAUUUUGAGCUGUUGUGACUCUCAGCACCUACCUCAG
((((((((...((((....(((&.......................)))...))))..)))))))). -20.60
>ENSMUSG00000032394 hs-mir-98    468    475
UGAGGUAGUAAGUUGUAUUGUU&CCUCCGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((..((.(((......&.............................))))).)))))))). -18.10
>ENSMUSG00000032394 hs-mir-98    633    640
UGAGGUAGUAAGUUGUAUUGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAG
((((((((..((((........&.............................))))..)))))))). -19.60
>ENSMUSG00000032394 hs-mir-98    714    721



UGAGGUAGUAAGUUGUAUUGUU&GACCCUCCCCCAGCCUCCUUCAUCCCUGGCCUAGCCUACCUCU
.(((((((...((((.......&...............................))))))))))). -15.70
mir-98 ENSRNOG00000013322 2000 nt UTR 4 hits 470 550 703 788
------------------1--1------1--1------------------------------------------
------
>ENSRNOG00000013322 hs-mir-98    470    477
UGAGGUAGUAAGUUGUAUUGUU&CUCAGGAUGGAUUUUUAGCUGUUGUGACUCAGCACCUACCUCAG
((((((((...((((..(..(.&.......................)..)..))))..)))))))). -20.10
>ENSRNOG00000013322 hs-mir-98    550    557
UGAGGUAGUAAGUUGUAUUGUU&CCUCAGCCUCUACCCCACAGAGCCCGAAAGCACUCCUACCUCAA
((((((((..((.(((......&.............................))))).)))))))). -18.10
>ENSRNOG00000013322 hs-mir-98    703    710
UGAGGUAGUAAGUUGUAUUGUU&ACCACUGUCCCAACUCCAAGUGUGAAAGAAACUGUCUACCUCAA
((((((((..((((........&.............................))))..)))))))). -19.60
>ENSRNOG00000013322 hs-mir-98    788    795
UGAGGUAGUAAGUUGUAUUGUU&CUCCUUGGCCUCCUCCUUCCCUGGCCUGGCCUGGCCUACCUCU
.(((((((..((..((...(((&......................)))...))))...))))))). -15.60

miRNA: mir-98
Human predicted target: ENSG00000182541
Mouse predicted target: ENSMUSG00000020451
Rat predicted target: ENSRNOG00000019000
Hs Gene description: LIM DOMAIN KINASE 2 (EC 2.7.1.-) (LIMK-2).
[Source:SWISSPROT;Acc:P53671] NM_016733
mir-98 ENSG00000182541 3637 nt UTR 2 hits 1098 2572
-------------------------------------------1------------------------------
----------------------------1-------------------------------------------
>ENSG00000182541 hs-mir-98   1098   1105
UGAGGUAGUAAGUUGUAUUGUU&AGAGAGAUAGCUCCCUGAGCUGGGCCAUCUGACUUCUACCUCC
.(((((((.(((((..((.(((&......................))).))..)))))))))))). -20.30
>ENSG00000182541 hs-mir-98   2572   2579
UGAGGUAGUAAGUUGUAUUGUU&GCCUUUAACAAGGGCUGUCUAGAUAUUCAUUUUAACUACCUCC
.((((((((.((((...(((((&......))))).))))..................)))))))). -17.81
mir-98 ENSMUSG00000020451 3482 nt UTR 2 hits 140 976
-----1---------------------------------1----------------------------------
------------------------------------------------------------------
>ENSMUSG00000020451 hs-mir-98    140    147
UGAGGUAGUAAGUUGUAUUGUU&GAAGGCUUGCUUAGAGGCACAACAAGCCAUCCCUACUACCUCC
.(((((((((...((..(((((&....................)))))..))....))))))))). -21.60
>ENSMUSG00000020451 hs-mir-98    976    983
UGAGGUAGUAAGUUGUAUUGUU&AGGAAAAGAACACCCUGAGCUGGGCCUUGUAGAUUCUACCUCU
.(((((((....(((((..(((&......................)))..)))))...))))))). -16.20
mir-98 ENSRNOG00000019000 4867 nt UTR 2 hits 958 1727
--------------------------------------1------------------------------1----
--------------------------------------------------------------------------
-----------------------------------------------
>ENSRNOG00000019000 hs-mir-98    958    965



UGAGGUAGUAAGUUGUAUUGUU&AUUGACGGCUUGCUUAGAAGCAGAACAAGCCAUCCCUACCUCC
.(((((((..(.((((.(((((&..................))))).))))....)..))))))). -19.30
>ENSRNOG00000019000 hs-mir-98   1727   1734
UGAGGUAGUAAGUUGUAUUGUU&AUGAAGAGAGCUCCCUGAGCUGGACCUUGUAGAGUCUACCUCU
.(((((((....(((((..(((&......................)))..)))))...))))))). -16.70

miRNA: mir-101
Human predicted target: ENSG00000104313
Mouse predicted target: ENSMUSG00000025932
Rat predicted target: ENSRNOG00000007590
Hs Gene description: EYES ABSENT HOMOLOG 1. [Source:SWISSPROT;Acc:Q99502]

NM_172059
mir-101 ENSG00000104313 3907 nt UTR 2 hits 198 1899
-------1------------------------------------------------------------------
-1------------------------------------------------------------------------
---------
>ENSG00000104313 hs-mir-101    198    205
UACAGUACUGUGAUAACUGA&CCACGUCUAUUUCAUCAGAACAGCUGUUGACUCUAGUACUGUGA
(((((((((((((((.(((.&....................))).)))))....)))))))))). -20.00
>ENSG00000104313 hs-mir-101   1899   1906
UACAGUACUGUGAUAACUGA&AUUUUGUGUUUAAGUUAAUAAAAUUUAUUUGUGAUGUACUGUAA
((((((((.((.((((.(((&........................))).)))).)))))))))). -16.70
mir-101 ENSMUSG00000025932 2273 nt UTR 2 hits 197 1956
-------1------------------------------------------------------------------
----1------------
>ENSMUSG00000025932 hs-mir-101    197    204
UACAGUACUGUGAUAACUGA&ACCAUGUGUAUUCUUCAGAACAGCUGUUGACUCUAGUACUGUGA
(((((((((((((((.(((.&....................))).)))))....)))))))))). -20.00
>ENSMUSG00000025932 hs-mir-101   1956   1963
UACAGUACUGUGAUAACUGA&AUGUUGUGUUUAAAUUAAUAAACUUGAUUUGUGCAGUACUGUAU
(((((((((((.........&................................))))))))))). -20.60
mir-101 ENSRNOG00000007590 2000 nt UTR 2 hits 197 1967
-------1------------------------------------------------------------------
----1-
>ENSRNOG00000007590 hs-mir-101    197    204
UACAGUACUGUGAUAACUGA&ACCAUGUUUAUUCUUCAGAACAGCUGUUGACUCUAGUACUGUGA
(((((((((((((((.(((.&....................))).)))))....)))))))))). -20.00
>ENSRNOG00000007590 hs-mir-101   1967   1974
UACAGUACUGUGAUAACUGA&AUUUUGUGUUUAAAUUAAUAAACUUGAUUUGUGCAGUACUGUAU
(((((((((((.........&................................))))))))))). -20.60

miRNA: mir-101
Human predicted target: ENSG00000106462
Mouse predicted target: ENSMUSG00000029687
Rat predicted target: ENSRNOG00000006048



Hs Gene description: ENHANCER OF ZESTE HOMOLOG 2 (ENX-1).
[Source:SWISSPROT;Acc:Q15910] NM_152998
mir-101 ENSG00000106462 2000 nt UTR 2 hits 59 114
--1-1---------------------------------------------------------------------
------
>ENSG00000106462 hs-mir-101     59     66
UACAGUACUGUGAUAACUGA&CUCUGAAACAGCUGCCUUAGCUUCAGGAACCUCGAGUACUGUGG
(((((((((.(((...((((&......................)))).....)))))))))))). -20.20
>ENSG00000106462 hs-mir-101    114    121
UACAGUACUGUGAUAACUGA&AAAGAACAUGCAGUUUGAAAUUCUGAAUUUGCAAAGUACUGUAA
(((((((((.((..(((((.&..........)))))................)).))))))))). -19.77
mir-101 ENSMUSG00000029687 2260 nt UTR 2 hits 59 114
--1-1---------------------------------------------------------------------
-----------------
>ENSMUSG00000029687 hs-mir-101     59     66
UACAGUACUGUGAUAACUGA&CUCUGAAACAGCUGCCUUAGCUUCAGGAACCUUGAGUACUGUGG
(((((((((.......((((&......................))))........))))))))). -18.76
>ENSMUSG00000029687 hs-mir-101    114    121
UACAGUACUGUGAUAACUGA&AACGGAAAUGCAGUUUGAAAUUCUGAAUUUGCAAAGUACUGUAA
(((((((((.((..(((((.&..........)))))................)).))))))))). -19.77
mir-101 ENSRNOG00000006048 2000 nt UTR 2 hits 60 115
--1-1---------------------------------------------------------------------
------
>ENSRNOG00000006048 hs-mir-101     60     67
UACAGUACUGUGAUAACUGA&CUCUCAAACAGCUGCCUUAGCUUCAGGAACCUUGAGUACUGUGG
(((((((((.......((((&......................))))........))))))))). -18.76
>ENSRNOG00000006048 hs-mir-101    115    122
UACAGUACUGUGAUAACUGA&AAAGGAAAUGCAGUUUGAAAUUUUGAAUUUGCAAAGUACUGUAA
(((((((((.((..(((((.&..........)))))................)).))))))))). -19.77

miRNA: mir-101
Human predicted target: ENSG00000106819
Mouse predicted target: ENSMUSG00000021388
Rat predicted target: ENSRNOG00000015410
Hs Gene description: ASPORIN PRECURSOR (PERIODONTAL LIGAMENT ASSOCIATED
PROTEIN-1) (PLAP- 1). [Source:SWISSPROT;Acc:Q9BXN1] NM_017680
mir-101 ENSG00000106819 3085 nt UTR 2 hits 338 467
-------------1----1-------------------------------------------------------
--------------------------------------------------
>ENSG00000106819 hs-mir-101    338    345
UACAGUACUGUGAUAACUGA&AACACUUUGUUAUCAAGCAUAUUUUAAAAAGAACUGUACUGUAA
((((((((..(((((((...&........)))))))....................)))))))). -19.65
>ENSG00000106819 hs-mir-101    467    474
UACAGUACUGUGAUAACUGA&CAUUACACUAUUCUUAUUCUUUAGUAACUUGGGUAGUACUGUAA
((((((((((.....(((((&....................)))))........)))))))))). -17.42
mir-101 ENSMUSG00000021388 2926 nt UTR 2 hits 292 423



-----------1----1---------------------------------------------------------
--------------------------------------------
>ENSMUSG00000021388 hs-mir-101    292    299
UACAGUACUGUGAUAACUGA&UUAACCCUUCAUUAUCAAGUCAGUCAAACAGAAUUGUACUGUAA
(((((((((((....(((((&...................)))))...))).....)))))))). -19.00
>ENSMUSG00000021388 hs-mir-101    423    430
UACAGUACUGUGAUAACUGA&AUAUUUUUAGUAGUUUUUUAAAAAAAACUUGGACAGUACUGUAA
((((((((((((((.(((((&......))))).))).................))))))))))). -20.92
mir-101 ENSRNOG00000015410 2000 nt UTR 2 hits 295 424
-----------1----1---------------------------------------------------------
------
>ENSRNOG00000015410 hs-mir-101    295    302
UACAGUACUGUGAUAACUGA&UUAACCCUUCAUUAUCAAGUCGGUUAAACAGAAGUGUACUGUAA
(((((((((((..(((((((&...................))))))).))).....)))))))). -21.00
>ENSRNOG00000015410 hs-mir-101    424    431
UACAGUACUGUGAUAACUGA&CAUAGAUUUUUAGUAUCUCUUUAAUAACUAGGAUAGUACUGUAA
((((((((((((((.(((((&.........))))))))...............))))))))))). -19.66

miRNA: mir-101
Human predicted target: ENSG00000107362
Mouse predicted target: ENSMUSG00000047368
Rat predicted target: ENSRNOG00000012514
Hs Gene description: NM_016014
mir-101 ENSG00000107362 3644 nt UTR 2 hits 259 704
----------1-----------------1---------------------------------------------
------------------------------------------------------------------------
>ENSG00000107362 hs-mir-101    259    266
UACAGUACUGUGAUAACUGA&UUUUUUCUGUGAAUUUUUUUUUAACAUCAAGAUGAGUACUGUAU
(((((((((.((((......&.........................)))).....))))))))). -17.40
>ENSG00000107362 hs-mir-101    704    711
UACAGUACUGUGAUAACUGA&CACUGAAUUUUAACUAGUUUUGACUUCUAAGUUUGGUACUGUGA
(((((((((.....((((..&.............................)))).))))))))). -16.50
mir-101 ENSMUSG00000047368 3320 nt UTR 2 hits 251 693
----------1----------------1----------------------------------------------
-----------------------------------------------------------
>ENSMUSG00000047368 hs-mir-101    251    258
UACAGUACUGUGAUAACUGA&UUUUUUCUGUGAAUUUUUUUUAAACAUCAAGAUGAGUACUGUAU
(((((((((.((((......&.........................)))).....))))))))). -17.40
>ENSMUSG00000047368 hs-mir-101    693    700
UACAGUACUGUGAUAACUGA&GGCGCUGGAUUUUAACUAGUUCUGACUUAUGUUUGGUACUGUGA
((((((((((.((((.....&.............................)))))))))))))). -16.20
mir-101 ENSRNOG00000012514 3314 nt UTR 2 hits 254 697
----------1----------------1----------------------------------------------
-----------------------------------------------------------
>ENSRNOG00000012514 hs-mir-101    254    261
UACAGUACUGUGAUAACUGA&UUUUUUCUGUGAAUUUUUUUUAAACAUCAAGAUGAGUACUGUAU
(((((((((.((((......&.........................)))).....))))))))). -17.40



>ENSRNOG00000012514 hs-mir-101    697    704
UACAGUACUGUGAUAACUGA&UGGCGCUGGAUUUUACUAGUUCUGAUUUAUGUUUGGUACUGUGA
((((((((((.((((.....&.............................)))))))))))))). -16.20

miRNA: mir-101
Human predicted target: ENSG00000124788
Mouse predicted target: ENSMUSG00000046876
Rat predicted target: ENSRNOG00000016998
Hs Gene description: ATAXIN-1 (SPINOCEREBELLAR ATAXIA TYPE 1 PROTEIN).
[Source:SWISSPROT;Acc:P54253]
mir-101 ENSG00000124788 9219 nt UTR 3 hits 58 1000 1174
--1------------------------------------1------1---------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-------------------------------------------------------------------------
>ENSG00000124788 hs-mir-101     58     65
UACAGUACUGUGAUAACUGA&CGUGGCUCUCCCUUAUCAUUUGUAUCCAGAUUACUGUACUGUAG
((((((((.(((((..(((.&..........................)))))))).)))))))). -21.20
>ENSG00000124788 hs-mir-101   1000   1007
UACAGUACUGUGAUAACUGA&UUGAGUUUGCGAAAUCUUUUUGUCUUUGAACUCUAGUACUGUU
.(((((((((.((.......&...............................))))))))))). -15.90
>ENSG00000124788 hs-mir-101   1174   1181
UACAGUACUGUGAUAACUGA&UUUAUUACCAAGCAUCUUGGUCUCUCAUUCAACAAGUACUGUAU
(((((((((.(((....(((&........................))).)))...))))))))). -18.30
mir-101 ENSMUSG00000046876 2589 nt UTR 3 hits 59 1030 1215
--1--------------------------------------1------1-------------------------
------------------------------
>ENSMUSG00000046876 hs-mir-101     59     66
UACAGUACUGUGAUAACUGA&CGGGGCCUCCUUUUACUGUCUGUAUCCAGAUUACUGUACUGUAG
((((((((.(((((..(((.&..........................)))))))).)))))))). -21.20
>ENSMUSG00000046876 hs-mir-101   1030   1037
UACAGUACUGUGAUAACUGA&UGUGCCGGCAGCAUCUUUUCUGUAUUUUAGGUCUAGUACUGUU
.(((((((((.(((..((((&..........................)))))))))))))))). -17.90
>ENSMUSG00000046876 hs-mir-101   1215   1222
UACAGUACUGUGAUAACUGA&UUCUUAACCAAGCAUCUUGGUCUGUCAUUCAACAAGUACUGUAU
(((((((((((((((((..(&................)..)).))))))......))))))))). -20.90
mir-101 ENSRNOG00000016998 2534 nt UTR 3 hits 60 989 1111
--1------------------------------------1----1-----------------------------
----------------------------
>ENSRNOG00000016998 hs-mir-101     60     67
UACAGUACUGUGAUAACUGA&CGUGGGCCCCGUUUGCUGUCUGUAUCCAGAUUACUGUACUGUAG
((((((((.(((((..(((.&..........................)))))))).)))))))). -21.20
>ENSRNOG00000016998 hs-mir-101    989    996
UACAGUACUGUGAUAACUGA&CAGCUGGCAGCAUAAUUGUCCACCUCUUAGGUCUAGUACUGUU
.(((((((((.(((....((&........................))....)))))))))))). -17.90
>ENSRNOG00000016998 hs-mir-101   1111   1118



UACAGUACUGUGAUAACUGA&UUCUUAACCAAGCACCUUGUUCUGUCAUUCAACAAGUACUGUAU
(((((((((.(((..((.((&....................)).))...)))...))))))))). -19.10

miRNA: mir-101
Human predicted target: ENSG00000125848
Mouse predicted target: ENSMUSG00000051379
Rat predicted target: ENSRNOG00000004874
Hs Gene description: LEUCINE-RICH REPEAT TRANSMEMBRANE PROTEIN FLRT3
PRECURSOR (FIBRONECTIN-LIKE DOMAIN-CONTAINING LEUCINE-RICH TRANSMEMBRANE
PROTEIN 3). [Source:SWISSPROT;Acc:Q9NZU0] NM_013281
mir-101 ENSG00000125848 4569 nt UTR 2 hits 115 248
----1----1----------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------
>ENSG00000125848 hs-mir-101    115    122
UACAGUACUGUGAUAACUGA&CAAAACACUGGAAAAAGAGACUGAAAAAAAGCAAUGUACUGUAC
(((((((((((.........&..............................)))..)))))))). -15.20
>ENSG00000125848 hs-mir-101    248    255
UACAGUACUGUGAUAACUGA&ACACAAUUCUAUAUUUUAGUAUUUUUUAGUAAUUUGUACUGUAU
((((((((...(((.(((((&.........................))))).))).)))))))). -18.50
mir-101 ENSMUSG00000051379 2000 nt UTR 2 hits 117 250
----1----1----------------------------------------------------------------
------
>ENSMUSG00000051379 hs-mir-101    117    124
UACAGUACUGUGAUAACUGA&UGCAAAACACUGGAAAAGAGACUGAGAGAAGCAAUGUACUGUAC
(((((((((((.........&..............................)))..)))))))). -15.20
>ENSMUSG00000051379 hs-mir-101    250    257
UACAGUACUGUGAUAACUGA&ACACAAUUCUAUAUUUUAGUAUUUUUUAGUAAUUUGUACUGUAU
((((((((...(((.(((((&.........................))))).))).)))))))). -18.50
mir-101 ENSRNOG00000004874 2000 nt UTR 2 hits 124 257
----1-----1---------------------------------------------------------------
------
>ENSRNOG00000004874 hs-mir-101    124    131
UACAGUACUGUGAUAACUGA&CGAAACACUGGAAAAAAGAGACUGAGAAAAGCAAUGUACUGUAC
(((((((((((.........&..............................)))..)))))))). -15.20
>ENSRNOG00000004874 hs-mir-101    257    264
UACAGUACUGUGAUAACUGA&ACACAGUUCUAUAUUUUAGUAUUUUUUAGUAAUUUGUACUGUAU
((((((((...(((.(((((&.........................))))).))).)))))))). -18.50

miRNA: mir-101
Human predicted target: ENSG00000127314
Mouse predicted target: ENSMUSG00000020200
Rat predicted target: ENSRNOG00000007048
Hs Gene description: RAS-RELATED PROTEIN RAP-1B (GTP-BINDING PROTEIN SMG
P21B). [Source:SWISSPROT;Acc:P09526] NM_015646
mir-101 ENSG00000127314 3273 nt UTR 2 hits 309 965



------------1-------------------------1-----------------------------------
---------------------------------------------------------
>ENSG00000127314 hs-mir-101    309    316
UACAGUACUGUGAUAACUGA&UUCAUCCACCAAUGUUGUACAUGUAUGAAAAUGGUGUACUGUAU
((((((((.((((((((...&.............))))).))).............)))))))). -16.44
>ENSG00000127314 hs-mir-101    965    972
UACAGUACUGUGAUAACUGA&GUAACGUUUUGGUUGAGAUGUUAAAUGGUGGACGAGUACUGUGG
(((((((((.((...(((..&..........................)))...))))))))))). -17.50
mir-101 ENSMUSG00000020200 3340 nt UTR 4 hits 305 961 2865 3178
------------1-------------------------1-----------------------------------
----------------------------------------1------------1------
>ENSMUSG00000020200 hs-mir-101    305    312
UACAGUACUGUGAUAACUGA&UUCAUCCACCAAUGUUGUACAUGUAUGAAAAUGGUGUACUGUAU
((((((((.((((((((...&.............))))).))).............)))))))). -16.44
>ENSMUSG00000020200 hs-mir-101    961    968
UACAGUACUGUGAUAACUGA&GUAACGUUUCGGUUGAGAUGUUAACUGGUGGACGAGUACUGUGG
(((((((((((..(((((((&........)))))))................)).))))))))). -18.17
>ENSMUSG00000020200 hs-mir-101   2865   2872
UACAGUACUGUGAUAACUGA&AGACUUUAUCUUGCUGUUUCCUUUCGUUCUUUAUUGUACUGUU
.(((((((.((((.(((.((&.......................)))))..)))).))))))). -15.50
>ENSMUSG00000020200 hs-mir-101   3178   3185
UACAGUACUGUGAUAACUGA&UUCAUCCACCAAUGUUGUACAUGUAUGAAAAUGGUGUACUGUAU
((((((((.((((((((...&.............))))).))).............)))))))). -16.44
mir-101 ENSRNOG00000007048 3254 nt UTR 4 hits 310 966 2796 3114
------------1-------------------------1-----------------------------------
-------------------------------------1------------1------
>ENSRNOG00000007048 hs-mir-101    310    317
UACAGUACUGUGAUAACUGA&UUCAUCCACCAAUGUUGUACAUGUAUGAAAAUGGUGUACUGUAU
((((((((.((((((((...&.............))))).))).............)))))))). -16.44
>ENSRNOG00000007048 hs-mir-101    966    973
UACAGUACUGUGAUAACUGA&GUAACGUUUUGGUUGAGAUGUUAAAUGGUGGACGAGUACUGUGG
(((((((((.((...(((..&..........................)))...))))))))))). -17.50
>ENSRNOG00000007048 hs-mir-101   2796   2803
UACAGUACUGUGAUAACUGA&AACCUUUAUCUUAGUGUUUCCUUUCAUUCUUUAUUGUACUGUU
.(((((((.((((..(.(((&.......................))).)..)))).))))))). -15.80
>ENSRNOG00000007048 hs-mir-101   3114   3121
UACAGUACUGUGAUAACUGA&UUCAUCCACCAAUGUUGUACAUGUAUGAAAAUGGUGUACUGUAU
((((((((.((((((((...&.............))))).))).............)))))))). -16.44

miRNA: mir-101
Human predicted target: ENSG00000132669
Mouse predicted target: ENSMUSG00000001768
Rat predicted target: ENSRNOG00000010131
Hs Gene description: RAS AND RAB INTERACTOR 2 (RAS
INTERACTION/INTERFERENCE PROTEIN 2) (RAS INHIBITOR JC265) (RAS ASSOCIATION
DOMAIN FAMILY 4). [Source:SWISSPROT;Acc:Q8WYP3] NM_018993
mir-101 ENSG00000132669 3520 nt UTR 2 hits 747 1322



-----------------------------1----------------------1---------------------
-------------------------------------------------------------------
>ENSG00000132669 hs-mir-101    747    754
UACAGUACUGUGAUAACUGA&UGACACUGGCCACAGAAUGCCUUUGGAAAUCGGAUGUACUGUU
.((((((((.((((..(..(&......................)..)..)))).).))))))). -16.60
>ENSG00000132669 hs-mir-101   1322   1329
UACAGUACUGUGAUAACUGA&CCACGUAACACAGGUAGUUACAAAAACAUGUUAUUGUACUGUGU
((((((((((((((..(((.&..........)))...)))))).............)))))))). -19.41
mir-101 ENSMUSG00000001768 3689 nt UTR 2 hits 792 1018
-------------------------------1--------1---------------------------------
--------------------------------------------------------------------------
>ENSMUSG00000001768 hs-mir-101    792    799
UACAGUACUGUGAUAACUGA&GACGCUGGCCACAGGCUGCCUUUGAAAAAUCGGGUGUACUGUU
.((((((((.((((......&............................)))).).))))))). -16.00
>ENSMUSG00000001768 hs-mir-101   1018   1025
UACAGUACUGUGAUAACUGA&UUCAGGCUCUUCGCAAGACGUUGGAAAAGGAGUCAGUACUGUAA
(((((((((((((...((((&.)))).....)))....................)))))))))). -19.65
mir-101 ENSRNOG00000010131 3546 nt UTR 2 hits 795 958
-------------------------------1------1-----------------------------------
--------------------------------------------------------------------
>ENSRNOG00000010131 hs-mir-101    795    802
UACAGUACUGUGAUAACUGA&UGGCCACAGGCGGCCUUUGAAAAAAUAAACCGGGUGUACUGUU
.((((((((.((........&..............................)).).))))))). -13.40
>ENSRNOG00000010131 hs-mir-101    958    965
UACAGUACUGUGAUAACUGA&UAGUCUGCAGGUUCAGGCUCUUAGAAAAGGAGUCAGUACUGUAA
((((((((((.((...((((&............))))..)).............)))))))))). -20.24

miRNA: mir-101
Human predicted target: ENSG00000134323
Mouse predicted target: ENSMUSG00000037169
Rat predicted target: ENSRNOG00000006308
Hs Gene description: N-MYC PROTO-ONCOGENE PROTEIN.
[Source:SWISSPROT;Acc:P04198]
mir-101 ENSG00000134323 2907 nt UTR 2 hits 494 563
-------------------1--1---------------------------------------------------
-------------------------------------------
>ENSG00000134323 hs-mir-101    494    501
UACAGUACUGUGAUAACUGA&UUGCGGCCAGUAUUAGACUGGAAGUUCAUACCUAAGUACUGUAA
((((((((((((..((((..&......................))))..)))...))))))))). -17.90
>ENSG00000134323 hs-mir-101    563    570
UACAGUACUGUGAUAACUGA&GUUUUGUAUACAAAUAUAUUGUUAAUCUCUGUUAUGUACUGUAC
((((((((.((((((...((&.........................))..)))))))))))))). -17.00
mir-101 ENSMUSG00000037169 2911 nt UTR 3 hits 489 556 2017
-------------------1--1---------------------------------------------------
------1------------------------------------
>ENSMUSG00000037169 hs-mir-101    489    496
UACAGUACUGUGAUAACUGA&UUGCGGCCAGUAUUAGACUGGAAGUUCACACCUAAGUACUGUAA



((((((((((((..((((..&......................))))..)))...))))))))). -19.70
>ENSMUSG00000037169 hs-mir-101    556    563
UACAGUACUGUGAUAACUGA&AUGUUUUGUAUACAAAUAUAUUGUUAAUCUGUUAUGUACUGUAC
((((((((.((((((.....&.............................)))))))))))))). -17.50
>ENSMUSG00000037169 hs-mir-101   2017   2024
UACAGUACUGUGAUAACUGA&AGCCCAAGGGUCCAGACAGCUUUGCUUGUGUGGCUGUACUGUC
.(((((((.((.(((.....&............................))).)).))))))). -17.30
mir-101 ENSRNOG00000006308 2915 nt UTR 4 hits 484 551 1414 1481
-------------------1--1---------------------------------1--1--------------
-------------------------------------------
>ENSRNOG00000006308 hs-mir-101    484    491
UACAGUACUGUGAUAACUGA&CUCGGGCCAGUAUUAGACUGGAAGUUCACACCUAAGUACUGUAA
((((((((((((..((((..&......................))))..)))...))))))))). -19.70
>ENSRNOG00000006308 hs-mir-101    551    558
UACAGUACUGUGAUAACUGA&AUGUUUUGUAUACAAAUACAUUGUUAAUCUGUUAUGUACUGUAC
((((((((.((((((.....&.............................)))))))))))))). -17.50
>ENSRNOG00000006308 hs-mir-101   1414   1421
UACAGUACUGUGAUAACUGA&CUCGGGCCAGUAUUAGACUGGAAGUUCACACCUAAGUACUGUAA
((((((((((((..((((..&......................))))..)))...))))))))). -19.70
>ENSRNOG00000006308 hs-mir-101   1481   1488
UACAGUACUGUGAUAACUGA&AUGUUUUGUAUACAAAUACAUUGUUAAUCUGUUAUGUACUGUAC
((((((((.((((((.....&.............................)))))))))))))). -17.50

miRNA: mir-101
Human predicted target: ENSG00000159167
Mouse predicted target: ENSMUSG00000014813
Rat predicted target: ENSRNOG00000015075
Hs Gene description: STANNIOCALCIN 1 PRECURSOR (STC-1).
[Source:SWISSPROT;Acc:P52823] NM_003155
mir-101 ENSG00000159167 4849 nt UTR 3 hits 72 654 755
--1-----------------------1---1-------------------------------------------
--------------------------------------------------------------------------
----------------------------------------------
>ENSG00000159167 hs-mir-101     72     79
UACAGUACUGUGAUAACUGA&AUCAUUUUAGGGGUGUUGACACACCAGUUUUGAGUGUACUGUGC
((((((((......(((((.&........................)))))......)))))))). -19.80
>ENSG00000159167 hs-mir-101    654    661
UACAGUACUGUGAUAACUGA&GCAUCUAAUGAAAAACAAAAAGCUAACAUCUUUACGUACUGUAA
((((((((.((((.......&...............................)))))))))))). -17.10
>ENSG00000159167 hs-mir-101    755    762
UACAGUACUGUGAUAACUGA&GUCUAACUGUGGAAUAUAAAUAGCUGAAAACUAAUGUACUGUAC
((((((((.((..((.(((.&....................))).))...))....)))))))). -14.70
mir-101 ENSMUSG00000014813 5087 nt UTR 3 hits 71 656 758
--1-----------------------1---1-------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------
>ENSMUSG00000014813 hs-mir-101     71     78



UACAGUACUGUGAUAACUGA&AGCAUUUUAGGGGUGUUGACACACCAACUUUGAGUGUACUGUGC
((((((((((((.((((...&..............)))).))))............)))))))). -18.10
>ENSMUSG00000014813 hs-mir-101    656    663
UACAGUACUGUGAUAACUGA&CAUCUAAUGAAAAACAAAAAAGCUAACAUCUUUAUGUACUGUAA
((((((((...(((......&...........................))).....)))))))). -15.80
>ENSMUSG00000014813 hs-mir-101    758    765
UACAGUACUGUGAUAACUGA&GUCUAACUGUGGAAUAUAAAUAGCUGAAAACUAUUGUACUGUAC
((((((((.(((........&...............................))).)))))))). -15.10
mir-101 ENSRNOG00000015075 4231 nt UTR 3 hits 74 651 752
--1-----------------------1---1-------------------------------------------
--------------------------------------------------------------------------
----------------------
>ENSRNOG00000015075 hs-mir-101     74     81
UACAGUACUGUGAUAACUGA&AGCGUUUUAGGGGUGUUUACACACCAACUUUGAGUGUACUGUGC
((((((((((((((..((((&......))))..)).....))))............)))))))). -15.80
>ENSRNOG00000015075 hs-mir-101    651    658
UACAGUACUGUGAUAACUGA&GCAUCUAAUGAAAAACAAAAAGCUAACAUCUUUAUGUACUGUAA
((((((((...(((......&...........................))).....)))))))). -15.80
>ENSRNOG00000015075 hs-mir-101    752    759
UACAGUACUGUGAUAACUGA&GUCUAACUGUGGAAUAUAAAUAGCUGAAAACUAUUGUACUGUAC
((((((((.(((........&...............................))).)))))))). -15.10

miRNA: mir-103
Human predicted target: ENSG00000084733
Mouse predicted target: ENSMUSG00000020671
Rat predicted target: ENSRNOG00000011273
Hs Gene description: RAS-RELATED PROTEIN RAB-10.
[Source:SWISSPROT;Acc:O88386] NM_016131
mir-103 ENSG00000084733 4432 nt UTR 2 hits 773 1564
------------------------------1-------------------------------1-----------
--------------------------------------------------------------------------
------------------------------
>ENSG00000084733 hs-mir-103    773    780
AGCAGCAUUGUACAGGGCUAUGA&UUCUCCUUGGCCACUUCUUCCUUGCGUCUCCCUGCAUGCUGCUU
((((((((....(((((..(((.&........................)))..))))).)))))))). -
25.20
>ENSG00000084733 hs-mir-103   1564   1571
AGCAGCAUUGUACAGGGCUAUGA&UGCUUAUCAUUAGGAUAGGGUAAGUGAAGUUUGCUAUGCUGCUA
((((((((.(((...((((....&...........................))))))).)))))))). -
20.30
mir-103 ENSMUSG00000020671 2358 nt UTR 2 hits 759 1481
------------------------------1----------------------------1--------------
---------------------
>ENSMUSG00000020671 hs-mir-103    759    766
AGCAGCAUUGUACAGGGCUAUGA&UUGGGCCACCCUGUCCCUGCGUCUCAUCUUUCUGCAUGCUGCUU
((((((((.((((((((......&........))))))...................)))))))))). -
24.00



>ENSMUSG00000020671 hs-mir-103   1481   1488
AGCAGCAUUGUACAGGGCUAUGA&UGCUUCUCAUUAGGAUAGGGUAGGCUAAGUUCCCUAUGCUGCUA
((((((((...((..((((....&......................))))..)).....)))))))). -
22.50
mir-103 ENSRNOG00000011273 2000 nt UTR 2 hits 757 1476
------------------------------1----------------------------1--------------
------
>ENSRNOG00000011273 hs-mir-103    757    764
AGCAGCAUUGUACAGGGCUAUGA&UUGGGCCACUCUGUCCCUGCGUCUCAUCUUUCUGCAUGCUGCUU
((((((((.(((((((((...((&.........)).).))))).............))))))))))). -
23.11
>ENSRNOG00000011273 hs-mir-103   1476   1483
AGCAGCAUUGUACAGGGCUAUGA&UGCUUCUCAUUAGGAUAGGGUAGGCGAAGUUCCCUAUGCUGCUA
((((((((.....((((......&...............................)))))))))))). -
20.70

miRNA: mir-103
Human predicted target: ENSG00000105085
Mouse predicted target: ENSMUSG00000045248
Rat predicted target: ENSRNOG00000012270
Hs Gene description: COFACTOR REQUIRED FOR SP1 TRANSCRIPTIONAL ACTIVATION
SUBUNIT 7 (TRANSCRIPTIONAL CO-ACTIVATOR CRSP70) (ACTIVATOR-RECRUITED
COFACTOR 70 KDA COMPONENT) (ARC70). [Source:SWISSPROT;Acc:O95402]

NM_004831
mir-103 ENSG00000105085 2000 nt UTR 2 hits 189 672
-------1------------------1-----------------------------------------------
------
>ENSG00000105085 hs-mir-103    189    196
AGCAGCAUUGUACAGGGCUAUGA&UCUCUGCGCUCUUCCCUCAAAACUCUUUUUGUGAAAUGCUGCUA
(((((((((.((((((((...((&..))...)))))..................))).))))))))). -
22.66
>ENSG00000105085 hs-mir-103    672    679
AGCAGCAUUGUACAGGGCUAUGA&UAUCUGGUUUCAGUUAUAACCCAGUUUUUAAAGAAAUGCUGCA
.((((((((..((.(((.(((((&.............))))).))).)).........)))))))). -22.80
mir-103 ENSMUSG00000045248 2000 nt UTR 2 hits 102 531
----1----------------1----------------------------------------------------
------
>ENSMUSG00000045248 hs-mir-103    102    109
AGCAGCAUUGUACAGGGCUAUGA&AGCAUGAGGCUCGCUCUCCACCAUCCUUUUGUGAAAUGCUGCUA
(((((((((.(((((((((....&.......))))).................)))).))))))))). -
24.62
>ENSMUSG00000045248 hs-mir-103    531    538
AGCAGCAUUGUACAGGGCUAUGA&AUAUGGUUUCAGUUCAGUCCCAGUUCUUAAAAGAAAUGCUGCA
.((((((((..((.(((((.(((&........)))....)))))..))..........)))))))). -21.80
mir-103 ENSRNOG00000012270 2000 nt UTR 2 hits 105 581
----1------------------1--------------------------------------------------
------



>ENSRNOG00000012270 hs-mir-103    105    112
AGCAGCAUUGUACAGGGCUAUGA&AGCAUGAGGCUCGCUCUCCACCCUCCUUUUUUGAAAUGCUGCUA
(((((((((.....(((((....&.......)))))......................))))))))). -
21.93
>ENSRNOG00000012270 hs-mir-103    581    588
AGCAGCAUUGUACAGGGCUAUGA&UAUAUGGUUUCAGUUCAGUCCCAGUUCUUAAAGAAAUGCUGCA
.((((((((....((((((..((&..................))..))))))......)))))))). -21.90

miRNA: mir-103
Human predicted target: ENSG00000137309
Mouse predicted target: ENSMUSG00000041059
Rat predicted target: ENSRNOG00000000488
Hs Gene description: HIGH MOBILITY GROUP PROTEIN HMG-I/HMG-Y (HMG-I(Y))
(HIGH MOBILITY GROUP AT-HOOK 1). [Source:SWISSPROT;Acc:P17096] NM_145902
mir-103 ENSG00000137309 2616 nt UTR 2 hits 447 1048
-----------------1-----------------------1--------------------------------
-------------------------------
>ENSG00000137309 hs-mir-103    447    454
AGCAGCAUUGUACAGGGCUAUGA&CCCAGUCCCAGGGAAGGUGGGGCCCUGCCCCUAGGAUGCUGCA
.((((((((.(((((((((....&....................)))))))....)).)))))))). -31.90
>ENSG00000137309 hs-mir-103   1048   1055
AGCAGCAUUGUACAGGGCUAUGA&GGGCAGUGAGGUGAUGGUGAGGGCAUGGGAAGCAGAUGCUGCUG
(((((((((((.((..(((....&.....................))).))....)).))))))))). -
22.00
mir-103 ENSMUSG00000041059 3180 nt UTR 2 hits 1011 2999
----------------------------------------1---------------------------------
---------------------------------------------1--------
>ENSMUSG00000041059 hs-mir-103   1011   1018
AGCAGCAUUGUACAGGGCUAUGA&CCCCACACUAAGGAAGAUGGGGCCCCACCCCGUGGAUGCUGCA
.((((((((.(((.(((((....&....................)))))......))))))))))). -25.30
>ENSMUSG00000041059 hs-mir-103   2999   3006
AGCAGCAUUGUACAGGGCUAUGA&AACCAGAACCGAAAAGGUAUGAGGCCACUCUUAGGAUGCUGCUG
(((((((((.((.((((((....&......................)))).))..)).))))))))). -
26.70
mir-103 ENSRNOG00000000488 2018 nt UTR 2 hits 1009 1563
----------------------------------------1---------------------1-----------
-------
>ENSRNOG00000000488 hs-mir-103   1009   1016
AGCAGCAUUGUACAGGGCUAUGA&CCCACGCUAGGGAAGAUGGGGCCCCCGCCCCGUGGAUGCUGCA
.((((((((.(((.((((.....&..........................)))).))))))))))). -28.40
>ENSRNOG00000000488 hs-mir-103   1563   1570
AGCAGCAUUGUACAGGGCUAUGA&CUGCCAGCCAUGAACCACCUGUCAGGAAGAGCAAGAUGCUGCA
.((((((((..(((((..((((.&........)))).....)))))............)))))))). -23.24

miRNA: mir-103
Human predicted target: ENSG00000141433



Mouse predicted target: ENSMUSG00000024256
Rat predicted target: ENSRNOG00000014921
Hs Gene description: PITUITARY ADENYLATE CYCLASE ACTIVATING POLYPEPTIDE
PRECURSOR (PACAP) [CONTAINS: PACAP-RELATED PEPTIDE (PRP-48); PITUITARY
ADENYLATE CYCLASE ACTIVATING POLYPEPTIDE-27 (PACAP-27) (PACAP27);
PITUITARY ADENYLATE CYCLASE ACTIVATING POLYPEPTIDE-38 (PACAP-38)
(PACAP38)]. [Source:SWISSPROT;Acc:P18509] NM_001117
mir-103 ENSG00000141433 3418 nt UTR 2 hits 1921 2120
--------------------------------------------------------------------------
--1-------1----------------------------------------------------
>ENSG00000141433 hs-mir-103   1921   1928
AGCAGCAUUGUACAGGGCUAUGA&AAACAGAAUUGGAUUUGCAUUCCCAGGCGGGAUGGAUGCUGCC
.((((((((((...(((..(((.&.................))).)))..))......)))))))). -21.20
>ENSG00000141433 hs-mir-103   2120   2127
AGCAGCAUUGUACAGGGCUAUGA&CCACGAAUCACAGAUGGCUAUUUAGUGGCCCUACAAUGCUGCA
.(((((((((((..(((((((..&........................)))))))))))))))))). -34.30
mir-103 ENSMUSG00000024256 2000 nt UTR 2 hits 1400 1821
-------------------------------------------------------1----------------1-
------
>ENSMUSG00000024256 hs-mir-103   1400   1407
AGCAGCAUUGUACAGGGCUAUGA&CCAAUCUUUGUCAUAUUAGAAUGUGUAGUGUUCCAAUGCUGCUC
((((((((((...((.(((((..&........................))))).)).)))))))))). -
24.20
>ENSMUSG00000024256 hs-mir-103   1821   1828
AGCAGCAUUGUACAGGGCUAUGA&AACAACUGUAUUUGCAUUCCCAGGUGGGUGGAUGGAUGCUGCC
.((((((((.(((.(((..(((.&..............))).)))......)))....)))))))). -20.40
mir-103 ENSRNOG00000014921 2000 nt UTR 2 hits 1437 1880
---------------------------------------------------------1----------------
-1----
>ENSRNOG00000014921 hs-mir-103   1437   1444
AGCAGCAUUGUACAGGGCUAUGA&CCAAUCUUUGUCAUAUUAGAAUGUGUAGUGUUCCAAUGCUGCUC
((((((((((...((.(((((..&........................))))).)).)))))))))). -
24.20
>ENSRNOG00000014921 hs-mir-103   1880   1887
AGCAGCAUUGUACAGGGCUAUGA&AAAAACUGUAUUUGCAUUCCCAGGCGGGUGGAUGGAUGCUGCC
.((((((((((...(((..(((.&..............))).)))..)).........)))))))). -20.80

miRNA: mir-103
Human predicted target: ENSG00000159388
Mouse predicted target: ENSMUSG00000041551
Rat predicted target: ENSRNOG00000003300
Hs Gene description: BTG2 PROTEIN (NGF-INDUCIBLE ANTI-PROLIFERATIVE
PROTEIN PC3). [Source:SWISSPROT;Acc:P78543] NM_006763
mir-103 ENSG00000159388 4164 nt UTR 2 hits 36 885
-1---------------------------------1--------------------------------------
--------------------------------------------------------------------------
-------------------



>ENSG00000159388 hs-mir-103     36     43
AGCAGCAUUGUACAGGGCUAUGA&GCCCUUCCGCCCCCGCCCUGGGCGCCGCCGUGCUCAUGCUGCC
.(((((((((..((((((.....&..............))))))..))...........))))))). -28.20
>ENSG00000159388 hs-mir-103    885    892
AGCAGCAUUGUACAGGGCUAUGA&AAAACUCUUCCUUUUGGAACCACAUGAAAGUCUUGAUGCUGCUG
((((((((((....(((((....&............................))))))))))))))). -
21.60
mir-103 ENSMUSG00000041551 4042 nt UTR 2 hits 37 872
-1--------------------------------1---------------------------------------
--------------------------------------------------------------------------
--------------
>ENSMUSG00000041551 hs-mir-103     37     44
AGCAGCAUUGUACAGGGCUAUGA&UAGGAGCCACCCGACCCUGGCACUCUACUGUUCUCAUGCUGCC
.((((((((((.(((((......&..............)))))))).............))))))). -23.01
>ENSMUSG00000041551 hs-mir-103    872    879
AGCAGCAUUGUACAGGGCUAUGA&CAGUCCUUCCUUUUGGGAACCACACGACAGUCUGAAUGCUGCUA
(((((((((.....(((((....&............................))))).))))))))). -
21.80
mir-103 ENSRNOG00000003300 3981 nt UTR 2 hits 40 853
-1--------------------------------1---------------------------------------
--------------------------------------------------------------------------
------------
>ENSRNOG00000003300 hs-mir-103     40     47
AGCAGCAUUGUACAGGGCUAUGA&GAGGAGCCGCCCCGCCCUGGCACUCUACUGUUCUCAUGCUGCC
.((((((((((.((((((.....&.............))))))))).............))))))). -27.01
>ENSRNOG00000003300 hs-mir-103    853    860
AGCAGCAUUGUACAGGGCUAUGA&UAAGCCCUCCUUUUGGGAACCACGUGACAGUCUGAAUGCUGCUA
(((((((((..((((((((....&..)))))).....................))...))))))))). -
24.39

miRNA: mir-103
Human predicted target: ENSG00000165156
Mouse predicted target: ENSMUSG00000022361
Rat predicted target: ENSRNOG00000006412
Hs Gene description: ZINC-FINGERS AND HOMEOBOXES 1; ZINC FINGERS AND
HOMEOBOX 1. [Source:RefSeq;Acc:NM_007222]
mir-103 ENSG00000165156 3581 nt UTR 2 hits 1323 1385
----------------------------------------------------1--1------------------
----------------------------------------------------------------------
>ENSG00000165156 hs-mir-103   1323   1330
AGCAGCAUUGUACAGGGCUAUGA&CCAUUGAAAAUGUUAUGAAAAAGCCUUGAAUAUGCAUGCUGCUU
((((((((.((((((((((....&.....................)))))))....))))))))))). -
27.70
>ENSG00000165156 hs-mir-103   1385   1392
AGCAGCAUUGUACAGGGCUAUGA&UAUUUUUUAACUAUAGCUUUAUUAGUAAUUCCAAAAUGCUGCA
.((((((((.((((((((((((.&...........)))))))))....))).......)))))))). -24.40
mir-103 ENSMUSG00000022361 3483 nt UTR 2 hits 1221 1283



------------------------------------------------1--1----------------------
------------------------------------------------------------------
>ENSMUSG00000022361 hs-mir-103   1221   1228
AGCAGCAUUGUACAGGGCUAUGA&UAAUGAGAAAUGUUAUGAUAAAGCCUUGACUAUGCAUGCUGCUU
((((((((.((((((((((....&.....................)))))))....))))))))))). -
27.70
>ENSMUSG00000022361 hs-mir-103   1283   1290
AGCAGCAUUGUACAGGGCUAUGA&UAUUUUUUAACUAUAGCUUUAUUAGCAAUUCCCAAAUGCUGCA
.((((((((....(((((((((.&...........)))))))))..............)))))))). -23.07
mir-103 ENSRNOG00000006412 3519 nt UTR 2 hits 1259 1321
--------------------------------------------------1-1---------------------
-------------------------------------------------------------------
>ENSRNOG00000006412 hs-mir-103   1259   1266
AGCAGCAUUGUACAGGGCUAUGA&UAAUGAGAGAUGUUAUGAAAAAGCCUUGAAUAUGCAUGCUGCUU
((((((((.((((((((((....&.....................)))))))....))))))))))). -
27.70
>ENSRNOG00000006412 hs-mir-103   1321   1328
AGCAGCAUUGUACAGGGCUAUGA&UAUUUUUUAACUAUAGCUUUAUUAGCAAUUCCCAAAUGCUGCA
.((((((((....(((((((((.&...........)))))))))..............)))))))). -23.07

miRNA: mir-103
Human predicted target: ENSG00000168646
Mouse predicted target: ENSMUSG00000000142
Rat predicted target: ENSRNOG00000003612
Hs Gene description: AXIN 2 (AXIS INHIBITION PROTEIN 2) (CONDUCTIN) (AXIN-
LIKE PROTEIN) (AXIL). [Source:SWISSPROT;Acc:Q9Y2T1]
mir-103 ENSG00000168646 2450 nt UTR 3 hits 256 412 635
----------1-----1--------1------------------------------------------------
------------------------
>ENSG00000168646 hs-mir-103    256    263
AGCAGCAUUGUACAGGGCUAUGA&UUUAUUAAAAACAUGACCACUCUUGGCUAUUGAAGAUGCUGCC
.((((((((......(((((.((&....................)).)))))......)))))))). -24.10
>ENSG00000168646 hs-mir-103    412    419
AGCAGCAUUGUACAGGGCUAUGA&GAACAGUUGAUUUCCCCCAUCCCCAGUUUAUGGAUAUGCUGCUU
((((((((...((.(((..(((.&.................))).))).))........)))))))). -
20.10
>ENSG00000168646 hs-mir-103    635    642
AGCAGCAUUGUACAGGGCUAUGA&UGCAGAAAUUGGUGCGUUUUGUUUUUUUUUUUCCUAUGCUGCUC
((((((((...((((((((((.(&.........).))).))))))).............)))))))). -
19.09
mir-103 ENSMUSG00000000142 2000 nt UTR 2 hits 452 678
------------------1--------1----------------------------------------------
------
>ENSMUSG00000000142 hs-mir-103    452    459
AGCAGCAUUGUACAGGGCUAUGA&CCCUACCCGCCCUCCCUACCCCCAGCCCCCAGUUUAUGCUGCUU
((((((((...((.(((((....&.......................)))))...))..)))))))). -
25.70



>ENSMUSG00000000142 hs-mir-103    678    685
AGCAGCAUUGUACAGGGCUAUGA&AAAUGGGUCACCCCCACCCCACCCCACCCCCCGCCAUGCUGCUC
((((((((.((...(((......&..........................)))...)).)))))))). -
22.10
mir-103 ENSRNOG00000003612 2609 nt UTR 2 hits 448 679
-----------------1---------1----------------------------------------------
-------------------------------
>ENSRNOG00000003612 hs-mir-103    448    455
AGCAGCAUUGUACAGGGCUAUGA&CCCCACUCCCACCCCCAACCCCCAACCCCCAGUUUAUGCUGCUU
((((((((...((.(((......&...........................))).))..)))))))). -
22.00
>ENSRNOG00000003612 hs-mir-103    679    686
AGCAGCAUUGUACAGGGCUAUGA&AAGUCGGUCACCCCCACCCCAACCCCACCCCAGCCAUGCUGCUC
((((((((.((...(((......&...........................)))..)).)))))))). -
21.80

miRNA: mir-103
Human predicted target: ENSG00000176569
Mouse predicted target: ENSMUSG00000041059
Rat predicted target: ENSRNOG00000000488
mir-103 ENSG00000176569 2000 nt UTR 2 hits 310 1165
------------1---------------------------------1---------------------------
------
>ENSG00000176569 hs-mir-103    310    317
AGCAGCAUUGUACAGGGCUAUGA&ACAAUGCUAACAUCCCACUUAGCCACACCCUGCACAUGCUGCA
.(((((((.((.(((((......&...........................))))).))))))))). -27.20
>ENSG00000176569 hs-mir-103   1165   1172
AGCAGCAUUGUACAGGGCUAUGA&CCCAGUCCCAAGGAAGGUGGGGCCCUGCCCCUAGGAUGCUGCA
.((((((((.(((((((((....&....................)))))))....)).)))))))). -31.90
mir-103 ENSMUSG00000041059 3180 nt UTR 2 hits 1011 2999
----------------------------------------1---------------------------------
---------------------------------------------1--------
>ENSMUSG00000041059 hs-mir-103   1011   1018
AGCAGCAUUGUACAGGGCUAUGA&CCCCACACUAAGGAAGAUGGGGCCCCACCCCGUGGAUGCUGCA
.((((((((.(((.(((((....&....................)))))......))))))))))). -25.30
>ENSMUSG00000041059 hs-mir-103   2999   3006
AGCAGCAUUGUACAGGGCUAUGA&AACCAGAACCGAAAAGGUAUGAGGCCACUCUUAGGAUGCUGCUG
(((((((((.((.((((((....&......................)))).))..)).))))))))). -
26.70
mir-103 ENSRNOG00000000488 2018 nt UTR 2 hits 1009 1563
----------------------------------------1---------------------1-----------
-------
>ENSRNOG00000000488 hs-mir-103   1009   1016
AGCAGCAUUGUACAGGGCUAUGA&CCCACGCUAGGGAAGAUGGGGCCCCCGCCCCGUGGAUGCUGCA
.((((((((.(((.((((.....&..........................)))).))))))))))). -28.40
>ENSRNOG00000000488 hs-mir-103   1563   1570
AGCAGCAUUGUACAGGGCUAUGA&CUGCCAGCCAUGAACCACCUGUCAGGAAGAGCAAGAUGCUGCA



.((((((((..(((((..((((.&........)))).....)))))............)))))))). -23.24

miRNA: mir-106
Human predicted target: ENSG00000006062
Mouse predicted target: ENSMUSG00000020941
Rat predicted target: ENSRNOG00000003278
Hs Gene description: MITOGEN-ACTIVATED PROTEIN KINASE KINASE KINASE 14 (EC
2.7.1.37) (NF- KAPPA BETA-INDUCING KINASE) (SERINE/THREONINE PROTEIN
KINASE NIK) (HSNIK). [Source:SWISSPROT;Acc:Q99558] NM_003954
mir-106 ENSG00000006062 3508 nt UTR 2 hits 1008 1034
----------------------------------------11--------------------------------
-------------------------------------------------------------------
>ENSG00000006062 hs-mir-106   1008   1015
AAAAGUGCUUACAGUGCAGGUAGC&CCUGCCCUGCCCCUGGCCAGAGGGUACUGCCGACGGCACUUUG
.((((((((..((((((.(((((.&......)))))............)))))).....)))))))). -
24.62
>ENSG00000006062 hs-mir-106   1034   1041
AAAAGUGCUUACAGUGCAGGUAGC&CUGCCGACGGCACUUUGCACUCUGAUGACCUCAAAGCACUUUC
.(((((((((..(((((.(((((.&)))))....)))))...................))))))))). -
24.80
mir-106 ENSMUSG00000020941 2000 nt UTR 2 hits 815 841
--------------------------------11----------------------------------------
------
>ENSMUSG00000020941 hs-mir-106    815    822
AAAAGUGCUUACAGUGCAGGUAGC&AUCCAGCAUGGUGUGGCAAGGCAUUGCCAGCAGCAGCACUUUG
.((((((((..((((((..((.((&............)).))...))))))........)))))))). -
20.80
>ENSMUSG00000020941 hs-mir-106    841    848
AAAAGUGCUUACAGUGCAGGUAGC&CCAGCAGCAGCACUUUGCACUCAGGUGACCUCAAAGCACUUUC
.((((((((((((((((((((.((&.........)))))).)))))...)).......))))))))). -
22.31
mir-106 ENSRNOG00000003278 3053 nt UTR 4 hits 667 693 1783 1809
--------------------------11-------------------------------------------11-
-------------------------------------------------
>ENSRNOG00000003278 hs-mir-106    667    674
AAAAGUGCUUACAGUGCAGGUAGC&GCCACCCUCUGGGGGGUGGCAAGACACUGCCAGCAGCACUUUG
.((((((((..((((((..((.((&...............)).))..).))))).....)))))))). -
20.90
>ENSRNOG00000003278 hs-mir-106    693    700
AAAAGUGCUUACAGUGCAGGUAGC&CUGCCAGCAGCACUUUGCACUCUGAUGACCUCAAAGCACUUUC
.(((((((((..(((((((((((.&)))))..........))))))............))))))))). -
23.04
>ENSRNOG00000003278 hs-mir-106   1783   1790
AAAAGUGCUUACAGUGCAGGUAGC&CAUGCCAGCCUCAUGGUGGCAAGACACUGCCAGCAGCACUUUG
.((((((((..((((((..((.((&...............)).))..).))))).....)))))))). -
20.90
>ENSRNOG00000003278 hs-mir-106   1809   1816



AAAAGUGCUUACAGUGCAGGUAGC&CUGCCAGCAGCACUUUGCACUCUGAUGACCUCAAAGCACUUUC
.(((((((((..(((((((((((.&)))))..........))))))............))))))))). -
23.04

miRNA: mir-106
Human predicted target: ENSG00000049759
Mouse predicted target: ENSMUSG00000024589
Rat predicted target: ENSRNOG00000017610
Hs Gene description: UBIQUITIN-PROTEIN LIGASE NEDD4-LIKE; NEURAL PRECURSOR
CELL EXPRESSED, DEVELOPMENTALLY DOWN-REGULATED GENE 4-LIKE; POTENTIAL
EPITHELIAL SODIUM CHANNEL REGULATOR; HOMOLOG OF YEAST UBIQUITIN-PROTEIN
LIGASE RSP5. [Source:RefSeq;Acc:NM_015277]
mir-106 ENSG00000049759 3888 nt UTR 2 hits 47 1045
-1---------------------------------------1--------------------------------
--------------------------------------------------------------------------
--------
>ENSG00000049759 hs-mir-106     47     54
AAAAGUGCUUACAGUGCAGGUAGC&CUCGGGGGUGGUUGUUCUUCAAGCAAGUUCUGCUUGCACUUUUG
((((((((...(((.((..((...&......................))..)).)))...)))))))). -
19.70
>ENSG00000049759 hs-mir-106   1045   1052
AAAAGUGCUUACAGUGCAGGUAGC&AACCAGUUUUUGUUGUAAAUGCACCAAUUCUGAAGGCACUUUA
.(((((((((.(((....(((.((&....................)))))....))).))))))))). -
23.50
mir-106 ENSMUSG00000024589 2421 nt UTR 2 hits 48 1020
-1--------------------------------------1---------------------------------
-----------------------
>ENSMUSG00000024589 hs-mir-106     48     55
AAAAGUGCUUACAGUGCAGGUAGC&CGUCCGGGGCACUGCCCUUCCAGCAAGUUCCAAGCGCACUUUUG
((((((((...((((((.((....&...))...)))))).....................)))))))). -
21.65
>ENSMUSG00000024589 hs-mir-106   1020   1027
AAAAGUGCUUACAGUGCAGGUAGC&AACCUUCCUUUGCUGUAUCUGCGUCCCUUCUGAAGGCACUUUA
.(((((((((.(((((((((((((&...........)))..)))))))......))).))))))))). -
26.60
mir-106 ENSRNOG00000017610 2000 nt UTR 2 hits 50 1018
-1--------------------------------------1---------------------------------
------
>ENSRNOG00000017610 hs-mir-106     50     57
AAAAGUGCUUACAGUGCAGGUAGC&GCGUCAGGGCACCGCCCUUCCAGCAAGGUCCGCGUGCACUUUUG
((((((((..((..(((.((..((&.............))....)).)))..))......)))))))). -
19.90
>ENSRNOG00000017610 hs-mir-106   1018   1025
AAAAGUGCUUACAGUGCAGGUAGC&AACCCUUCUUUGCUGUAUCCUCGUCCCUUCUGAAGGCACUUUA
.(((((((((.(((.(((((((((&...........))))...))).)).....))).))))))))). -
22.90



miRNA: mir-106
Human predicted target: ENSG00000100784
Mouse predicted target: ENSMUSG00000021180
Rat predicted target: ENSRNOG00000004362
Hs Gene description: RIBOSOMAL PROTEIN S6 KINASE, 90KDA, POLYPEPTIDE 5;
MITOGEN- AND STRESS-ACTIVATED PROTEIN KINASE 1; RIBOSOMAL PROTEIN S6
KINASE, 90KD, POLYPEPTIDE 5. [Source:RefSeq;Acc:NM_004755] NM_004755
mir-106 ENSG00000100784 3268 nt UTR 3 hits 757 1142 2357
------------------------------1--------------1----------------------------
--------------------1------------------------------------
>ENSG00000100784 hs-mir-106    757    764
AAAAGUGCUUACAGUGCAGGUAGC&AUUAAGGUACAUGUCUCUCUGUUUUAAGUAAUAUUGCACUUUA
.(((((((..((((.(((.(((.(&.....).))).)))....)))).............))))))). -
18.16
>ENSG00000100784 hs-mir-106   1142   1149
AAAAGUGCUUACAGUGCAGGUAGC&AAAUCCAGAAAGCAUAUUUUAUAAACUUAUGCAGAGCACUUUUA
((((((((((....((((...((.&.........................))..)))))))))))))). -
20.20
>ENSG00000100784 hs-mir-106   2357   2364
AAAAGUGCUUACAGUGCAGGUAGC&UCCUAUGCAGGCUGUGUAUUAACAUACAGUGAAUUGCACUUUA
.(((((((.(((((((((((....&.)))..))..))))))...................))))))). -
19.35
mir-106 ENSMUSG00000021180 3662 nt UTR 2 hits 705 1081
----------------------------1--------------1------------------------------
-------------------------------------------------------------------------
>ENSMUSG00000021180 hs-mir-106    705    712
AAAAGUGCUUACAGUGCAGGUAGC&AUUAAGGUACAUGUCUCUUGGUUUUAUGUAAUAUGGCACUUUA
.((((((((.....((((...(((&....................)))...))))....)))))))). -
18.80
>ENSMUSG00000021180 hs-mir-106   1081   1088
AAAAGUGCUUACAGUGCAGGUAGC&UUAAAUCCACAGAGCAUUUUAUAAACUUAUGCAGAGCACUUUUA
((((((((((....((((...((.&.........................))..)))))))))))))). -
20.20
mir-106 ENSRNOG00000004362 2000 nt UTR 2 hits 720 1069
----------------------------1-------------1-------------------------------
------
>ENSRNOG00000004362 hs-mir-106    720    727
AAAAGUGCUUACAGUGCAGGUAGC&GUUAAGGUACAUGUCUCUUGGUUUUAUGUAACAUGGCACUUUA
.((((((((.(((((((...((((&))))..)))).)))....................)))))))). -
19.10
>ENSRNOG00000004362 hs-mir-106   1069   1076
AAAAGUGCUUACAGUGCAGGUAGC&CUUGACCCACACCGCAUUUUAUAAACUUAUGCAGAGCACUUUUA
((((((((((..(((((.(((...&..........))))))))...............)))))))))). -
20.73

miRNA: mir-106



Human predicted target: ENSG00000101412
Mouse predicted target: ENSMUSG00000027490
Rat predicted target: ENSRNOG00000016708
Hs Gene description: TRANSCRIPTION FACTOR E2F1 (E2F-1) (RETINOBLASTOMA
BINDING PROTEIN 3) (RBBP-3) (PRB-BINDING PROTEIN E2F-1) (PBR3)
(RETINOBLASTOMA-ASSOCIATED PROTEIN 1) (RBAP-1).
[Source:SWISSPROT;Acc:Q01094] NM_005225
mir-106 ENSG00000101412 2000 nt UTR 2 hits 387 980
---------------1-----------------------1----------------------------------
------
>ENSG00000101412 hs-mir-106    387    394
AAAAGUGCUUACAGUGCAGGUAGC&AUGAGUCCAUGUGUGCGCGUGGGGGGGCUCUAACUGCACUUUC
.(((((((((((.(((((.(....&...........).))))))))).............))))))). -
18.21
>ENSG00000101412 hs-mir-106    980    987
AAAAGUGCUUACAGUGCAGGUAGC&CUGCCUCCCCACUGCUCUGCCCCACCCUCCAAUCUGCACUUUG
.(((((((...(((((.((((((.&))))))...))))).....................))))))). -
22.85
mir-106 ENSMUSG00000027490 2626 nt UTR 2 hits 470 985
------------------1--------------------1----------------------------------
--------------------------------
>ENSMUSG00000027490 hs-mir-106    470    477
AAAAGUGCUUACAGUGCAGGUAGC&AUGUGUGCGCAUUGGGGUGGGGGUGGGCUCUAACUGCACUUUUG
((((((((...((((((..(((..&.....))))))))).....................)))))))). -
18.85
>ENSMUSG00000027490 hs-mir-106    985    992
AAAAGUGCUUACAGUGCAGGUAGC&AGUGCUCCUCUGCUGUCCUCCCCACCCUCCAGUCUGCACUUUG
.(((((((..((((((.(((.(((&...)))))).))))))...................))))))). -
22.20
mir-106 ENSRNOG00000016708 2000 nt UTR 2 hits 383 902
---------------1--------------------1-------------------------------------
------
>ENSRNOG00000016708 hs-mir-106    383    390
AAAAGUGCUUACAGUGCAGGUAGC&CAUGUGUGCGCAUUGGGGUGGGGUGGGCUCUAACAGCACUUUUG
(((((((((..((((((..(((..&......)))))))))...................))))))))). -
19.70
>ENSRNOG00000016708 hs-mir-106    902    909
AAAAGUGCUUACAGUGCAGGUAGC&UGGAGCGCUCCACUGCCCUUCCCACUGGCCAGUCUGCACUUUG
.(((((((...(((((..(((((.&............))))).....)))))........))))))). -
23.40

miRNA: mir-106
Human predicted target: ENSG00000103479
Mouse predicted target: ENSMUSG00000031666
Rat predicted target: ENSRNOG00000012153



Hs Gene description: RETINOBLASTOMA-LIKE PROTEIN 2 (130 KDA
RETINOBLASTOMA-ASSOCIATED PROTEIN) (PRB2) (P130) (RBR-2).
[Source:SWISSPROT;Acc:Q08999] NM_005611
mir-106 ENSG00000103479 2000 nt UTR 2 hits 634 695
-------------------------1-1----------------------------------------------
------
>ENSG00000103479 hs-mir-106    634    641
AAAAGUGCUUACAGUGCAGGUAGC&GUGUGCAAUGUCUGAGUGAACCUGUAUAAGUGGAGGCACUUUA
.(((((((((.((((((((((.((&...............))..))))))))...)).))))))))). -
26.40
>ENSG00000103479 hs-mir-106    695    702
AAAAGUGCUUACAGUGCAGGUAGC&UUUUGUAACCCAGAUUUUGCUGUAUAUUUGUGAUAGCACUUUC
.((((((((((((((((((.....&...................))))))...))))..)))))))). -
21.50
mir-106 ENSMUSG00000031666 2565 nt UTR 2 hits 690 751
---------------------------1--1-------------------------------------------
-----------------------------
>ENSMUSG00000031666 hs-mir-106    690    697
AAAAGUGCUUACAGUGCAGGUAGC&GCGUGCAAUGUCUGAAGGAACCUGUGUAAUUGGUGGCACUUUA
.((((((((..((((((((((...&...................))))))...))))..)))))))). -
25.70
>ENSMUSG00000031666 hs-mir-106    751    758
AAAAGUGCUUACAGUGCAGGUAGC&CAUUGUGACCCAGGGUUUGCUGUAUAUUUAUGAUGGCACUUUC
.((((((((((((((((.(((.((&....)).)))....))..))))))..........)))))))). -
20.70
mir-106 ENSRNOG00000012153 3206 nt UTR 4 hits 538 599 1804 1865
---------------------1-1------------------------------------------------1-
1------------------------------------------------------
>ENSRNOG00000012153 hs-mir-106    538    545
AAAAGUGCUUACAGUGCAGGUAGC&GCCGUGCAUGUCUGAGUGAACCUGUGUACUUGGUGGCACUUUA
.((((((((..(((..(((((.((&...............))..)))))..)...))..)))))))). -
24.40
>ENSRNOG00000012153 hs-mir-106    599    606
AAAAGUGCUUACAGUGCAGGUAGC&CAUUGUGACCCAGAUUUUGCUGUAUAUUUAUGGUGGCACUUUC
.((((((((..((((((((.....&...................)))))).....))..)))))))). -
20.20
>ENSRNOG00000012153 hs-mir-106   1804   1811
AAAAGUGCUUACAGUGCAGGUAGC&GCCGUGCAUGUCUGAGUGAACCUGUGUACUUGGUGGCACUUUA
.((((((((..(((..(((((.((&...............))..)))))..)...))..)))))))). -
24.40
>ENSRNOG00000012153 hs-mir-106   1865   1872
AAAAGUGCUUACAGUGCAGGUAGC&CAUUGUGACCCAGAUUUUGCUGUAUAUUUAUGGUGGCACUUUC
.((((((((..((((((((.....&...................)))))).....))..)))))))). -
20.20

miRNA: mir-106
Human predicted target: ENSG00000104517



Mouse predicted target: ENSMUSG00000022290
Rat predicted target: ENSRNOG00000006816
Hs Gene description: UBIQUITIN--PROTEIN LIGASE EDD (EC 6.3.2.-)
(HYPERPLASTIC DISCS PROTEIN HOMOLOG) (HHYD) (PROGESTIN INDUCED PROTEIN).
[Source:SWISSPROT;Acc:O95071]
mir-106 ENSG00000104517 4029 nt UTR 2 hits 626 793
-------------------------1-----1------------------------------------------
--------------------------------------------------------------------------
--------------
>ENSG00000104517 hs-mir-106    626    633
AAAAGUGCUUACAGUGCAGGUAGC&AAUAUUUUGCAUGUAAUUUGCUCAUUUGAGUGAGGGCACUUUUU
(((((((((..((.(.((((((((&...................))).)))))).))..))))))))). -
22.60
>ENSG00000104517 hs-mir-106    793    800
AAAAGUGCUUACAGUGCAGGUAGC&UACUAAGGUAUUUCAGUUAUGUAAACUCAGCCUGGGCACUUUC
.((((((((((.(((..(.(((((&...............))))).)..))).....)))))))))). -
18.70
mir-106 ENSMUSG00000022290 2965 nt UTR 2 hits 641 793
-------------------------1-----1------------------------------------------
---------------------------------------------
>ENSMUSG00000022290 hs-mir-106    641    648
AAAAGUGCUUACAGUGCAGGUAGC&UAAUAGUUUGCAUGUAAUGUGUUCAUUUGAGAGAGGCACUUUUC
(((((((((((((.((((.((((.&.......)))).)))).))).............)))))))))). -
20.01
>ENSMUSG00000022290 hs-mir-106    793    800
AAAAGUGCUUACAGUGCAGGUAGC&GAUGUCUGUACUAAGGUUAUGUGUACUCAGCCUGGGCACUUUC
.((((((((((.((((((.(((((&...............))))).)))))).....)))))))))). -
25.80
mir-106 ENSRNOG00000006816 2405 nt UTR 2 hits 631 775
-------------------------1----1-------------------------------------------
-----------------------
>ENSRNOG00000006816 hs-mir-106    631    638
AAAAGUGCUUACAGUGCAGGUAGC&UGAUAUUUUACAUGUAAUGUGUUCCUUUGAGAGAGGCACUUUUC
(((((((((((((.((((.((((.&.......)))).)))).))).............)))))))))). -
20.01
>ENSRNOG00000006816 hs-mir-106    775    782
AAAAGUGCUUACAGUGCAGGUAGC&CAACCAGACAUCUGUAUGAAGGUGACUCAGCCUGGGCACUUUC
.((((((((((..((((((((...&.........))))))))...............)))))))))). -
21.23

miRNA: mir-106
Human predicted target: ENSG00000111540
Mouse predicted target: ENSMUSG00000000711
Rat predicted target: ENSRNOG00000006130
Hs Gene description: RAS-RELATED PROTEIN RAB-5B.
[Source:SWISSPROT;Acc:P35239]
mir-106 ENSG00000111540 4491 nt UTR 2 hits 145 964



-----1--------------------------------1-----------------------------------
--------------------------------------------------------------------------
--------------------------------
>ENSG00000111540 hs-mir-106    145    152
AAAAGUGCUUACAGUGCAGGUAGC&GCUCCCAAGGGCUGCCUCCUGACAGCUCCGUCAUGGCACUUUUU
(((((((((.((.(.(((((((((&..........))))))).......)).).))...))))))))). -
25.61
>ENSG00000111540 hs-mir-106    964    971
AAAAGUGCUUACAGUGCAGGUAGC&GCCUCAGCCCCAGCCACCAUAUACCCCUGCAGUUUGCACUUUA
.(((((((..((..((((((....&.........................))))))))..))))))). -
24.60
mir-106 ENSMUSG00000000711 2009 nt UTR 2 hits 144 937
-----1-------------------------------1------------------------------------
-------
>ENSMUSG00000000711 hs-mir-106    144    151
AAAAGUGCUUACAGUGCAGGUAGC&GCUCCCAAGGGCUGCCUCCUGACAGCUCCGUCAUGGCACUUUUU
(((((((((.((.(.(((((((((&..........))))))).......)).).))...))))))))). -
25.61
>ENSMUSG00000000711 hs-mir-106    937    944
AAAAGUGCUUACAGUGCAGGUAGC&UGGCCUUAACCCCAGACACCAUGCCCCUGCAGUUUGCACUUUA
.(((((((..((..((((((..((&......................)).))))))))..))))))). -
24.60
mir-106 ENSRNOG00000006130 3643 nt UTR 3 hits 151 937 1884
------1------------------------------1------------------------------------
-1----------------------------------------------------------------------
>ENSRNOG00000006130 hs-mir-106    151    158
AAAAGUGCUUACAGUGCAGGUAGC&GCUCCCAAGGGCUGCCUCCUGACAGCUCCGUCAUGGCACUUUUU
(((((((((.((.(.(((((((((&..........))))))).......)).).))...))))))))). -
25.61
>ENSRNOG00000006130 hs-mir-106    937    944
AAAAGUGCUUACAGUGCAGGUAGC&UGGCCUUAACCCCAGACACCAUGCCCCUGCAGUUUGCACUUUA
.(((((((..((..((((((..((&......................)).))))))))..))))))). -
24.60
>ENSRNOG00000006130 hs-mir-106   1884   1891
AAAAGUGCUUACAGUGCAGGUAGC&UGGCCUUAACCCCAGACACCAUGCCCCUGCAGUUUGCACUUUA
.(((((((..((..((((((..((&......................)).))))))))..))))))). -
24.60

miRNA: mir-106
Human predicted target: ENSG00000117289
Mouse predicted target: ENSMUSG00000038393
Rat predicted target: ENSRNOG00000021201
Hs Gene description: THIOREDOXIN INTERACTING PROTEIN; UPREGULATED BY 1,25-
DIHYDROXYVITAMIN D-3. [Source:RefSeq;Acc:NM_006472] NM_006472
mir-106 ENSG00000117289 3417 nt UTR 2 hits 796 1193
-------------------------------1---------------1--------------------------
---------------------------------------------------------------



>ENSG00000117289 hs-mir-106    796    803
AAAAGUGCUUACAGUGCAGGUAGC&AAGUCCUUGGAAUUGAUUCUAAGGUGAUGUUCUUAGCACUUUA
.((((((((.(((..((...(((.&..................)))..))..)))....)))))))). -
19.00
>ENSG00000117289 hs-mir-106   1193   1200
AAAAGUGCUUACAGUGCAGGUAGC&AGCUGCCAGCACUUGGUCAGUCACUCUCAGCCAUAGCACUUUG
.((((((((..((((((.((((((&.)))))).))))).)...................)))))))). -
28.50
mir-106 ENSMUSG00000038393 3337 nt UTR 2 hits 712 1130
----------------------------1----------------1----------------------------
------------------------------------------------------------
>ENSMUSG00000038393 hs-mir-106    712    719
AAAAGUGCUUACAGUGCAGGUAGC&AACCCCUUGGAAUUGAUUCUAAGGUGAUGUUCUUAGCACUUUA
.((((((((.(((..((...(((.&..................)))..))..)))....)))))))). -
19.00
>ENSMUSG00000038393 hs-mir-106   1130   1137
AAAAGUGCUUACAGUGCAGGUAGC&GCCUCAGCCCUGGCUCGGAAGCUCACUAAGCCUUAGCACUUUG
.((((((((..(((.((((((...&))))..)).)))......................)))))))). -
20.75
mir-106 ENSRNOG00000021201 2072 nt UTR 2 hits 539 981
---------------------1-----------------1----------------------------------
---------
>ENSRNOG00000021201 hs-mir-106    539    546
AAAAGUGCUUACAGUGCAGGUAGC&GACUCCUUAGAAUUGAUUCUAAGGUGAUGUUCUUGGCACUUUA
.((((((((.(((..((...(((.&..................)))..))..)))....)))))))). -
19.00
>ENSRNOG00000021201 hs-mir-106    981    988
AAAAGUGCUUACAGUGCAGGUAGC&GUGGCCUCUAGCACUCCAAAACUUACUCCGCCUUAGCACUUUG
.((((((((...(((((((((.((&)).))))...)))))...................)))))))). -
21.95

miRNA: mir-106
Human predicted target: ENSG00000119508
Mouse predicted target: ENSMUSG00000028341
Rat predicted target: ENSRNOG00000005964
Hs Gene description: NUCLEAR HORMONE RECEPTOR NOR-1 (NEURON-DERIVED ORPHAN
RECEPTOR 1) (MITOGEN INDUCED NUCLEAR ORPHAN RECEPTOR).
[Source:SWISSPROT;Acc:Q92570] NM_173199
mir-106 ENSG00000119508 5024 nt UTR 2 hits 284 1578
-----------1---------------------------------------------------1----------
--------------------------------------------------------------------------
-----------------------------------------------------
>ENSG00000119508 hs-mir-106    284    291
AAAAGUGCUUACAGUGCAGGUAGC&AGUUCAUGAGGGUUUUCUAAGAAAUUGCUAACAAAGCACUUUUG
((((((((((.....((((.(((.&................))).....)))).....)))))))))). -
20.00
>ENSG00000119508 hs-mir-106   1578   1585



AAAAGUGCUUACAGUGCAGGUAGC&UUCAUUUGCAGUGACUUUUAAGGCAGUACUGUUUAGCACUUUG
.((((((((.(((((((((((.((&..........)).))))........)))))))..)))))))). -
24.30
mir-106 ENSMUSG00000028341 2000 nt UTR 2 hits 291 1650
-----------1-----------------------------------------------------1--------
------
>ENSMUSG00000028341 hs-mir-106    291    298
AAAAGUGCUUACAGUGCAGGUAGC&AGUUCAUGAGGCUUUUCUAAGAAAUUGCUGACAAAGCACUUUUG
((((((((((.....((((.(((.&................))).....)))).....)))))))))). -
20.00
>ENSMUSG00000028341 hs-mir-106   1650   1657
AAAAGUGCUUACAGUGCAGGUAGC&UUCACUUGCAGUGACCUUUAAGGCAGCACUGUUUAGCACUUUG
.((((((((.(((((((((((.((&..........)).))))........)))))))..)))))))). -
29.00
mir-106 ENSRNOG00000005964 3812 nt UTR 2 hits 290 1599
-----------1---------------------------------------------------1----------
--------------------------------------------------------------------------
-----
>ENSRNOG00000005964 hs-mir-106    290    297
AAAAGUGCUUACAGUGCAGGUAGC&AGUUCAUGAGGCUUUUCUAAGAAAUUGCUGACGAAGCACUUUUG
((((((((((.....((((.(((.&................))).....)))).....)))))))))). -
21.10
>ENSRNOG00000005964 hs-mir-106   1599   1606
AAAAGUGCUUACAGUGCAGGUAGC&UUUGUUUGCAGUGACCUUUAAGGCAGCACUGUUUAGCACUUUG
.((((((((.(((((((((((.((&..........)).))))........)))))))..)))))))). -
29.00

miRNA: mir-106
Human predicted target: ENSG00000124201
Mouse predicted target: ENSMUSG00000039501
Rat predicted target: ENSRNOG00000008194
Hs Gene description: NM_021035
mir-106 ENSG00000124201 2000 nt UTR 3 hits 484 979 1324
-------------------1-------------------1------------1---------------------
------
>ENSG00000124201 hs-mir-106    484    491
AAAAGUGCUUACAGUGCAGGUAGC&CAUUUGUUUCUAGAUUUACCCCUGCGCUAGAGUAAGCACUUUA
.(((((((((((((((((((....&....................))))))))...))))))))))). -
32.70
>ENSG00000124201 hs-mir-106    979    986
AAAAGUGCUUACAGUGCAGGUAGC&GUCGUCAUUAAGGAGUGACCCCUUUCCUGUAACCUGCACUUUG
.(((((((......((((((.((.&.....................))..))))))....))))))). -
21.50
>ENSG00000124201 hs-mir-106   1324   1331
AAAAGUGCUUACAGUGCAGGUAGC&CCUAUGUAUGCAUUUCCUUUUUUUGUCUUUACUAUGCACUUUA
.(((((((....((((.((..((.&......................))..)).))))..))))))). -
17.80



mir-106 ENSMUSG00000039501 2926 nt UTR 3 hits 164 886 2587
------1----------------------------1--------------------------------------
-----------------------------1--------------
>ENSMUSG00000039501 hs-mir-106    164    171
AAAAGUGCUUACAGUGCAGGUAGC&ACAUGUGAUUCUAUAUGUACCCUGCGCUAGAGUAAGCACUUUA
.(((((((((((((((((((..((&................))..))))))))...))))))))))). -
32.80
>ENSMUSG00000039501 hs-mir-106    886    893
AAAAGUGCUUACAGUGCAGGUAGC&UUAUUGUAUGCAUUUCCUUUUUUUGUCUUUACUAUGCACUUUA
.(((((((....((((.((..((.&......................))..)).))))..))))))). -
17.80
>ENSMUSG00000039501 hs-mir-106   2587   2594
AAAAGUGCUUACAGUGCAGGUAGC&GAGCGAGCAUGGACAAGGGUGCUUUCGUGUGAGCGGCACUUUA
.((((((((((((.((.(((((.(&.................).))))).))))))...)))))))). -
20.40
mir-106 ENSRNOG00000008194 2000 nt UTR 3 hits 165 867 1140
------1---------------------------1----------1----------------------------
------
>ENSRNOG00000008194 hs-mir-106    165    172
AAAAGUGCUUACAGUGCAGGUAGC&ACAUGUGAUUCUAGAUGUACCCUGCGCUAGAGUAAGCACUUUA
.(((((((((((((((((((..((&................))..))))))))...))))))))))). -
32.80
>ENSRNOG00000008194 hs-mir-106    867    874
AAAAGUGCUUACAGUGCAGGUAGC&CUUAUGUAUGCAUUUCCUUUUUUUGUCUUUACUAUGCACUUUA
.(((((((....((((.((..((.&......................))..)).))))..))))))). -
17.80
>ENSRNOG00000008194 hs-mir-106   1140   1147
AAAAGUGCUUACAGUGCAGGUAGC&AGACGAUAUACCCUGUGCCUAUUCCUAAAAGUUCAGCACUUUA
.((((((((.((.(..((((....&...........))))..)............))..)))))))). -
20.72

miRNA: mir-106
Human predicted target: ENSG00000124209
Mouse predicted target: ENSMUSG00000027519
Rat predicted target: ENSRNOG00000005762
Hs Gene description: RAS-RELATED PROTEIN RAB-22A (RAB-22).
[Source:SWISSPROT;Acc:Q9UL26] NM_020673
mir-106 ENSG00000124209 3680 nt UTR 3 hits 341 544 3126
-------------1-------1----------------------------------------------------
---------------------------------------------------1----------------------
>ENSG00000124209 hs-mir-106    341    348
AAAAGUGCUUACAGUGCAGGUAGC&CAAGAUUUUAUGUAACAUUUGUAAAGGGAAAAUUAGCACUUUUG
(((((((((..(..(((((((...&................)))))))...).......))))))))). -
18.80
>ENSG00000124209 hs-mir-106    544    551
AAAAGUGCUUACAGUGCAGGUAGC&CUGAUGGAAAUGAUUUCAUCUCUGCCAUCUCUAAAGCACUUUUC



((((((((((..((.(..(((((.&.....................)))))..).)).)))))))))). -
21.40
>ENSG00000124209 hs-mir-106   3126   3133
AAAAGUGCUUACAGUGCAGGUAGC&GAUGUUGUUUGAAGUCCCUGUUUCCCAUUGUGUACGCACUUUC
.(((((((.(((((((((((....&................)))).....)))))))...))))))). -
22.60
mir-106 ENSMUSG00000027519 5553 nt UTR 3 hits 321 468 2105
------------1-----1-------------------------------------------------------
----------1---------------------------------------------------------------
--------------------------------------------------------------------------
-
>ENSMUSG00000027519 hs-mir-106    321    328
AAAAGUGCUUACAGUGCAGGUAGC&GUCAGGAUUUCAUGUGUUAUUUGUAAGGGAAAUGAGCACUUUC
.(((((((((((..((((((((((&...............))))))))))..)....)))))))))). -
24.50
>ENSMUSG00000027519 hs-mir-106    468    475
AAAAGUGCUUACAGUGCAGGUAGC&UGGGUGUUCCUAGGACAGCUUCCGCCAUCUCUAAAGCACUUUG
.(((((((((..((.((.((.(((&.................))).))))...))...))))))))). -
21.40
>ENSMUSG00000027519 hs-mir-106   2105   2112
AAAAGUGCUUACAGUGCAGGUAGC&UUCUUUUUAAGAACGCAUAUGAAAAAACAGUCAUAGCACUUUUU
(((((((((.((.((.((.((.((&..............)))).)).....)).))...))))))))). -
15.40
mir-106 ENSRNOG00000005762 2966 nt UTR 4 hits 310 433 1220 1367
------------1----1------------------------------1-----1-------------------
---------------------------------------------
>ENSRNOG00000005762 hs-mir-106    310    317
AAAAGUGCUUACAGUGCAGGUAGC&AAUCAGGAUUCAUGUAUCAUUGUAAAGGGAAACAAGCACUUUC
.(((((((((((((((........&.................))))))..........))))))))). -
17.50
>ENSRNOG00000005762 hs-mir-106    433    440
AAAAGUGCUUACAGUGCAGGUAGC&GGGAAGUGAUCACAAGUAGAUGGGUGGUCUCUAAAGCACUUUG
.(((((((((((..(.((..((..&................))..)).)..)).....))))))))). -
16.00
>ENSRNOG00000005762 hs-mir-106   1220   1227
AAAAGUGCUUACAGUGCAGGUAGC&AAUCAGGAUUCAUGUAUCAUUGUAAAGGGAAACAAGCACUUUC
.(((((((((((((((........&.................))))))..........))))))))). -
17.50
>ENSRNOG00000005762 hs-mir-106   1367   1374
AAAAGUGCUUACAGUGCAGGUAGC&UGGAUGUCCCUGGGACAGUUCUCACCGUCUCUAAAGCACUUUG
.(((((((((((.(((((((....&........))))..........))).)).....))))))))). -
19.70

miRNA: mir-106
Human predicted target: ENSG00000127152
Mouse predicted target: ENSMUSG00000048251
Rat predicted target: ENSRNOG00000005776



Hs Gene description: B-CELL CLL/LYMPHOMA 11B ISOFORM 2; B-CELL
LYMPHOMA/LEUKAEMIA 11B; ZINC FINGER PROTEIN HRIT1 ALPHA.
[Source:RefSeq;Acc:NM_022898] NM_138576
mir-106 ENSG00000127152 6864 nt UTR 3 hits 658 1376 4626
--------------------------1----------------------------1------------------
--------------------------------------------------------------------------
-------------------------------------1------------------------------------
-----------------------------------------------------
>ENSG00000127152 hs-mir-106    658    665
AAAAGUGCUUACAGUGCAGGUAGC&UGGAUGUACAGCGGAUAACAAUCUUUCAAGUCGUAGCACUUUG
.((((((((.....((.(((....&......................))).))......)))))))). -
15.90
>ENSG00000127152 hs-mir-106   1376   1383
AAAAGUGCUUACAGUGCAGGUAGC&ACUGUUAAGAUUAGACAUUUGAAUUCUGUUGACCCGCACUUUA
.(((((((..((((..(((((...&................)))))....))))......))))))). -
18.10
>ENSG00000127152 hs-mir-106   4626   4633
AAAAGUGCUUACAGUGCAGGUAGC&UAUUGCUUGGUAUUUGUGCUCUGUUUAAGAAACAGGCACUUUUU
((((((((((((((.(((((((.(&........).)))))))...)))).........)))))))))). -
22.10
mir-106 ENSMUSG00000048251 2000 nt UTR 2 hits 679 1393
---------------------------1---------------------------1------------------
------
>ENSMUSG00000048251 hs-mir-106    679    686
AAAAGUGCUUACAGUGCAGGUAGC&UGGAUGUACAGCGGAUUACAAUCUUUAAAAUUGUAGCACUUUG
.((((((((.(((((..((((...&....................)))).....))))))))))))). -
19.50
>ENSMUSG00000048251 hs-mir-106   1393   1400
AAAAGUGCUUACAGUGCAGGUAGC&CUUGUUGGGAUUUGAUGUUUGAAUUCUGUUGACCCGCACUUUA
.(((((((..((((..((..((..&...............))..))....))))......))))))). -
17.80
mir-106 ENSRNOG00000005776 2000 nt UTR 2 hits 673 1379
--------------------------1----------------------------1------------------
------
>ENSRNOG00000005776 hs-mir-106    673    680
AAAAGUGCUUACAGUGCAGGUAGC&UGGAUGUACAGCGGAUUACAAUCUUUAAAAUUGUAGCACUUUG
.((((((((.(((((..((((...&....................)))).....))))))))))))). -
19.50
>ENSRNOG00000005776 hs-mir-106   1379   1386
AAAAGUGCUUACAGUGCAGGUAGC&CUUGUUGGGAUUUGAUGUUUGAAUUCUGUUGACCCGCACUUUA
.(((((((..((((..((..((..&...............))..))....))))......))))))). -
17.80

miRNA: mir-106
Human predicted target: ENSG00000149126
Mouse predicted target: ENSMUSG00000024695
Rat predicted target: ENSRNOG00000012524



Hs Gene description: ZINC FINGER PROTEIN 91 ISOFORM 1.
[Source:RefSeq;Acc:NM_053023]
mir-106 ENSG00000149126 5340 nt UTR 2 hits 504 803
--------------------1-----------1-----------------------------------------
--------------------------------------------------------------------------
------------------------------------------------------------------
>ENSG00000149126 hs-mir-106    504    511
AAAAGUGCUUACAGUGCAGGUAGC&GAAUUCUAAUCUCUGGAGGCUGGCAGCUUGACUUGGCACUUUA
.((((((((...(((.(((((.((&......................)).)))))))).)))))))). -
23.30
>ENSG00000149126 hs-mir-106    803    810
AAAAGUGCUUACAGUGCAGGUAGC&CGAUGAGAAAAGUCCCAGGCUAAUGGCAGAAAUUUGCACUUUG
.(((((((......(((...((((&..................))))...))).......))))))). -
20.62
mir-106 ENSMUSG00000024695 2110 nt UTR 2 hits 468 754
------------------1-----------1-------------------------------------------
-----------
>ENSMUSG00000024695 hs-mir-106    468    475
AAAAGUGCUUACAGUGCAGGUAGC&UAAUUCUAUUUUCCGGAGGCUGGCAGCUUGACUUGGCACUUUA
.((((((((...(((.(((((.((&......................)).)))))))).)))))))). -
23.30
>ENSMUSG00000024695 hs-mir-106    754    761
AAAAGUGCUUACAGUGCAGGUAGC&CAGUGAGAAAAGUCCCAGGCUAAUGGCAGAAAUUUGCACUUUG
.(((((((......(((...((((&..................))))...))).......))))))). -
20.62
mir-106 ENSRNOG00000012524 2000 nt UTR 2 hits 485 778
-------------------1-----------1------------------------------------------
------
>ENSRNOG00000012524 hs-mir-106    485    492
AAAAGUGCUUACAGUGCAGGUAGC&UAAUUCUAUUUCCUGGAGGCUGGCAGCUUAACUUGGCACUUUA
.((((((((......((.(.((((&..................)))).).)).......)))))))). -
21.42
>ENSRNOG00000012524 hs-mir-106    778    785
AAAAGUGCUUACAGUGCAGGUAGC&CAGUGAGAAAAGUCCCAGGCUAAUGGCAGAAAUUUGCACUUUG
.(((((((......(((...((((&..................))))...))).......))))))). -
20.62

miRNA: mir-106
Human predicted target: ENSG00000157851
Mouse predicted target: ENSMUSG00000029168
Rat predicted target: ENSRNOG00000008996
Hs Gene description: DIHYDROPYRIMIDINASE RELATED PROTEIN-5 (DRP-5) (ULIP6
PROTEIN) (COLLAPSIN RESPONSE MEDIATOR PROTEIN-5) (CRMP-5).
[Source:SWISSPROT;Acc:Q9BPU6]
mir-106 ENSG00000157851 3205 nt UTR 2 hits 185 389
-------1-------1----------------------------------------------------------
-------------------------------------------------------



>ENSG00000157851 hs-mir-106    185    192
AAAAGUGCUUACAGUGCAGGUAGC&AAGUGAUUCACUGUGCUUCGAGCCAACUCUAACAGGCACUUUG
.(((((((((..((.(..((((((&..............)))....)))..).))...))))))))). -
19.10
>ENSG00000157851 hs-mir-106    389    396
AAAAGUGCUUACAGUGCAGGUAGC&GCCCUGCCCCCUGGCUGACUGGCCAGUUGCCCAGAGCACUUUA
.(((((((((.((((.((((..((&.....))..))))))))................))))))))). -
24.03
mir-106 ENSMUSG00000029168 4649 nt UTR 2 hits 196 400
-------1-------1----------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------
>ENSMUSG00000029168 hs-mir-106    196    203
AAAAGUGCUUACAGUGCAGGUAGC&CGUGAUUCACGGGGCUUUGAUCCACCCCUAACAAGGCACUUUG
.(((((((((...((..(((....&..........................))).)).))))))))). -
17.80
>ENSMUSG00000029168 hs-mir-106    400    407
AAAAGUGCUUACAGUGCAGGUAGC&CUCUGCCCUGCUGCCCACCCACACAGGUGUCCAGAGCACUUUA
.(((((((((((((((..((((((&.........))))))....))).....)))...))))))))). -
24.70
mir-106 ENSRNOG00000008996 5030 nt UTR 2 hits 192 395
-------1-------1----------------------------------------------------------
--------------------------------------------------------------------------
------------------------------------------------------
>ENSRNOG00000008996 hs-mir-106    192    199
AAAAGUGCUUACAGUGCAGGUAGC&CAUGAUUCACGGGGCUUUGAUCCACCCCUAACAAGGCACUUUG
.(((((((((...((..(((....&..........................))).)).))))))))). -
17.80
>ENSRNOG00000008996 hs-mir-106    395    402
AAAAGUGCUUACAGUGCAGGUAGC&CUCUGCCCUGCUGCCCAACCAGACAGGUGUCCAGAGCACUUUA
.(((((((((...(..(.((((((&.........))))))...........)..)...))))))))). -
23.30

miRNA: mir-106
Human predicted target: ENSG00000166090
Mouse predicted target: ENSMUSG00000040770
Rat predicted target: ENSRNOG00000016804
Hs Gene description: INTERLEUKIN-17E PRECURSOR (IL-17E).
[Source:SWISSPROT;Acc:Q9H293] NM_172314
mir-106 ENSG00000166090 2523 nt UTR 2 hits 325 1862
------------1-------------------------------------------------------------
1--------------------------
>ENSG00000166090 hs-mir-106    325    332
AAAAGUGCUUACAGUGCAGGUAGC&CUUUUCCCAUCCCCUGCUACCCUGGCCCAGCACAGGCACUUUC
.(((((((((...((((.((((((&...............))))))........))))))))))))). -
25.10
>ENSG00000166090 hs-mir-106   1862   1869



AAAAGUGCUUACAGUGCAGGUAGC&GUCUAACUAUCAAAAAGGGCAGACUUCCUGCAACUGCACUUUA
.(((((((......((((((.((.&.......................)).))))))...))))))). -
24.20
mir-106 ENSMUSG00000040770 2475 nt UTR 3 hits 162 175 322
------2-----1-------------------------------------------------------------
-------------------------
>ENSMUSG00000040770 hs-mir-106    162    169
AAAAGUGCUUACAGUGCAGGUAGC&CAAGAUGGAGGACUUGGGGAGAAACUCUGACUUUUGCACUUUUU
((((((((....(((.(((((...&.......................)).))))))...)))))))). -
18.70
>ENSMUSG00000040770 hs-mir-106    175    182
AAAAGUGCUUACAGUGCAGGUAGC&UUGGGGAGAAACUCUGACUUUUGCACUUUUUGGAAGCACUUUUG
((((((((((..((((((((.((.&.................))))))))))......)))))))))). -
24.60
>ENSMUSG00000040770 hs-mir-106    322    329
AAAAGUGCUUACAGUGCAGGUAGC&CUCCUUUCCCCUGAAUCCCCCAACUCCUGGCACAGGCACUUUC
.(((((((((...(((((((.((.&.......................)))))).)))))))))))). -
23.50
mir-106 ENSRNOG00000016804 2003 nt UTR 3 hits 170 183 332
------11-----1------------------------------------------------------------
-------
>ENSRNOG00000016804 hs-mir-106    170    177
AAAAGUGCUUACAGUGCAGGUAGC&CAAGAUGGAGGACUUGGGGAGAAACUCUGACUUUUGCACUUUUU
((((((((....(((.(((((...&.......................)).))))))...)))))))). -
18.70
>ENSRNOG00000016804 hs-mir-106    183    190
AAAAGUGCUUACAGUGCAGGUAGC&UUGGGGAGAAACUCUGACUUUUGCACUUUUUAAAAGCACUUUUG
((((((((((..((((((((.((.&.................))))))))))......)))))))))). -
23.50
>ENSRNOG00000016804 hs-mir-106    332    339
AAAAGUGCUUACAGUGCAGGUAGC&UCUUCCUUUCCUCUGAACCCCCCAGCCCAGCACUGGCACUUUC
.((((((((...(((((.(((...&........................)))..))))))))))))). -
23.40

miRNA: mir-106
Human predicted target: ENSG00000168090
Mouse predicted target: ENSMUSG00000019494
Rat predicted target: ENSRNOG00000001346
Hs Gene description: COP9 SUBUNIT 6 (MOV34 HOMOLOG, 34 KD).
[Source:RefSeq;Acc:NM_006833] NM_006833
mir-106 ENSG00000168090 2118 nt UTR 2 hits 881 2041
-----------------------------------1--------------------------------------
-------1---
>ENSG00000168090 hs-mir-106    881    888
AAAAGUGCUUACAGUGCAGGUAGC&CCCCAGUGUCUAUACUGGGGGCCUGGCAGGGAGAUGCACUUUA
.(((((((((.(..(((((((...&....................))))).))..).)).))))))). -
22.60



>ENSG00000168090 hs-mir-106   2041   2048
AAAAGUGCUUACAGUGCAGGUAGC&CAGUAGGUUGGGUAAUCACACUACCUGCACGAACAGCACUUUG
.((((((((....((((((((((.&....................))))))))))....)))))))). -
34.00
mir-106 ENSMUSG00000019494 2107 nt UTR 2 hits 1713 1924
--------------------------------------------------------------------1-----
--1--------
>ENSMUSG00000019494 hs-mir-106   1713   1720
AAAAGUGCUUACAGUGCAGGUAGC&CAGUAGGUCAGGUAAUUACACUACCUGCACGAACAGCACUUUG
.((((((((....((((((((((.&....................))))))))))....)))))))). -
34.00
>ENSMUSG00000019494 hs-mir-106   1924   1931
AAAAGUGCUUACAGUGCAGGUAGC&CGGUAGCACAGAGAGGACCACUAUCUGCACUGUCAGCACUUUA
.((((((((.(((((((((((((.&....................))))))))))))).)))))))). -
38.00
mir-106 ENSRNOG00000001346 2091 nt UTR 2 hits 1504 1711
------------------------------------------------------------1-------1-----
----------
>ENSRNOG00000001346 hs-mir-106   1504   1511
AAAAGUGCUUACAGUGCAGGUAGC&GCAGUAGGUCAGGCAAUGCACUACCUGCACGAACAGCACUUUG
.((((((((....((((((((((.&....................))))))))))....)))))))). -
34.00
>ENSRNOG00000001346 hs-mir-106   1711   1718
AAAAGUGCUUACAGUGCAGGUAGC&CGGUAGCACAGAGAGGACCACUAUCUGCACUGUCAGCACUUUA
.((((((((.(((((((((((((.&....................))))))))))))).)))))))). -
38.00

miRNA: mir-106
Human predicted target: ENSG00000175142
Mouse predicted target: ENSMUSG00000033809
Rat predicted target: ENSRNOG00000001712
Hs Gene description: DOLICHYL-P-MAN:MAN(5)GLCNAC(2)-PP-DOLICHYL
MANNOSYLTRANSFERASE (EC 2.4.1.-) (DOL-P-MAN DEPENDENT ALPHA(1-3)-
MANNOSYLTRANSFERASE) (NOT56-LIKE PROTEIN). [Source:SWISSPROT;Acc:Q92685]

NM_005787
mir-106 ENSG00000175142 2091 nt UTR 2 hits 194 314
-------1----1-------------------------------------------------------------
----------
>ENSG00000175142 hs-mir-106    194    201
AAAAGUGCUUACAGUGCAGGUAGC&AGCAGAUAAAGAAUUCACUCAAGCAGUCCUAAGAGGCACUUUA
.(((((((((.......(((..((&......................))...)))...))))))))). -
17.40
>ENSG00000175142 hs-mir-106    314    321
AAAAGUGCUUACAGUGCAGGUAGC&AGUGGGGUGGGAGGAGAGGGAGAGAGCACAGGCAGGCACUUUUU
((((((((((.(.((((.......&.........................)))).)..)))))))))). -
21.90
mir-106 ENSMUSG00000033809 2082 nt UTR 2 hits 190 308



-------1----1-------------------------------------------------------------
----------
>ENSMUSG00000033809 hs-mir-106    190    197
AAAAGUGCUUACAGUGCAGGUAGC&AUGGAAACGAACAACUCAUCAGGCAGUCUUAAGAGGCACUUUA
.(((((((((....((.(((..((&......................))..)))))..))))))))). -
17.50
>ENSMUSG00000033809 hs-mir-106    308    315
AAAAGUGCUUACAGUGCAGGUAGC&AUGGAGUGGGAGGAGAGAGAAGAGAGCACAGGCAGGCACUUUC
.(((((((((.(.((((.......&.........................)))).)..))))))))). -
21.30
mir-106 ENSRNOG00000001712 2083 nt UTR 2 hits 188 304
-------1----1-------------------------------------------------------------
----------
>ENSRNOG00000001712 hs-mir-106    188    195
AAAAGUGCUUACAGUGCAGGUAGC&UUGGAAACGAACGACUCGCCAGGCAGUCUUAAGAGGCACUUUA
.(((((((((..(.(((.(((...&.................)))..))).)......))))))))). -
20.80
>ENSRNOG00000001712 hs-mir-106    304    311
AAAAGUGCUUACAGUGCAGGUAGC&AUGGACUGGGCAGAGAGAGAAGAGAGCACAGGCAGGCACUUUC
.(((((((((.(.((((.......&.........................)))).)..))))))))). -
21.30

miRNA: mir-107
Human predicted target: ENSG00000084733
Mouse predicted target: ENSMUSG00000020671
Rat predicted target: ENSRNOG00000011273
Hs Gene description: RAS-RELATED PROTEIN RAB-10.
[Source:SWISSPROT;Acc:O88386] NM_016131
mir-107 ENSG00000084733 4432 nt UTR 2 hits 773 1564
------------------------------1-------------------------------1-----------
--------------------------------------------------------------------------
------------------------------
>ENSG00000084733 hs-mir-107    773    780
AGCAGCAUUGUACAGGGCUAUCA&UUCUCCUUGGCCACUUCUUCCUUGCGUCUCCCUGCAUGCUGCUU
((((((((....(((((......&.............................))))).)))))))). -
23.20
>ENSG00000084733 hs-mir-107   1564   1571
AGCAGCAUUGUACAGGGCUAUCA&UGCUUAUCAUUAGGAUAGGGUAAGUGAAGUUUGCUAUGCUGCUA
((((((((.(((...((((.(((&........................)))))))))).)))))))). -
21.10
mir-107 ENSMUSG00000020671 2358 nt UTR 2 hits 759 1481
------------------------------1----------------------------1--------------
---------------------
>ENSMUSG00000020671 hs-mir-107    759    766
AGCAGCAUUGUACAGGGCUAUCA&UUGGGCCACCCUGUCCCUGCGUCUCAUCUUUCUGCAUGCUGCUU
((((((((.((((((((...(((&.)))....))))))...................)))))))))). -
24.10



>ENSMUSG00000020671 hs-mir-107   1481   1488
AGCAGCAUUGUACAGGGCUAUCA&UGCUUCUCAUUAGGAUAGGGUAGGCUAAGUUCCCUAUGCUGCUA
((((((((...((.((.(((((.&..................))))).))..)).....)))))))). -
24.40
mir-107 ENSRNOG00000011273 2000 nt UTR 2 hits 757 1476
------------------------------1----------------------------1--------------
------
>ENSRNOG00000011273 hs-mir-107    757    764
AGCAGCAUUGUACAGGGCUAUCA&UUGGGCCACUCUGUCCCUGCGUCUCAUCUUUCUGCAUGCUGCUU
((((((((.((((((((......&..............))))).............))))))))))). -
23.31
>ENSRNOG00000011273 hs-mir-107   1476   1483
AGCAGCAUUGUACAGGGCUAUCA&UGCUUCUCAUUAGGAUAGGGUAGGCGAAGUUCCCUAUGCUGCUA
((((((((.....(((((((((.&.............))))).............)))))))))))). -
23.61

miRNA: mir-107
Human predicted target: ENSG00000105085
Mouse predicted target: ENSMUSG00000045248
Rat predicted target: ENSRNOG00000012270
Hs Gene description: COFACTOR REQUIRED FOR SP1 TRANSCRIPTIONAL ACTIVATION
SUBUNIT 7 (TRANSCRIPTIONAL CO-ACTIVATOR CRSP70) (ACTIVATOR-RECRUITED
COFACTOR 70 KDA COMPONENT) (ARC70). [Source:SWISSPROT;Acc:O95402]

NM_004831
mir-107 ENSG00000105085 2000 nt UTR 2 hits 189 672
-------1------------------1-----------------------------------------------
------
>ENSG00000105085 hs-mir-107    189    196
AGCAGCAUUGUACAGGGCUAUCA&UCUCUGCGCUCUUCCCUCAAAACUCUUUUUGUGAAAUGCUGCUA
(((((((((.(((((((......&..........................))))))).))))))))). -
22.80
>ENSG00000105085 hs-mir-107    672    679
AGCAGCAUUGUACAGGGCUAUCA&UAUCUGGUUUCAGUUAUAACCCAGUUUUUAAAGAAAUGCUGCA
.((((((((..((.(((.(((..&...............))).))).)).........)))))))). -20.60
mir-107 ENSMUSG00000045248 2000 nt UTR 2 hits 102 531
----1----------------1----------------------------------------------------
------
>ENSMUSG00000045248 hs-mir-107    102    109
AGCAGCAUUGUACAGGGCUAUCA&AGCAUGAGGCUCGCUCUCCACCAUCCUUUUGUGAAAUGCUGCUA
(((((((((.(((((((((.(((&....)))))))).................)))).))))))))). -
25.22
>ENSMUSG00000045248 hs-mir-107    531    538
AGCAGCAUUGUACAGGGCUAUCA&AUAUGGUUUCAGUUCAGUCCCAGUUCUUAAAAGAAAUGCUGCA
.((((((((....((((((....&.....................)))))).......)))))))). -21.80
mir-107 ENSRNOG00000012270 2000 nt UTR 2 hits 105 581
----1------------------1--------------------------------------------------
------



>ENSRNOG00000012270 hs-mir-107    105    112
AGCAGCAUUGUACAGGGCUAUCA&AGCAUGAGGCUCGCUCUCCACCCUCCUUUUUUGAAAUGCUGCUA
(((((((((.....(((((.(((&....))))))))......................))))))))). -
22.53
>ENSRNOG00000012270 hs-mir-107    581    588
AGCAGCAUUGUACAGGGCUAUCA&UAUAUGGUUUCAGUUCAGUCCCAGUUCUUAAAGAAAUGCUGCA
.((((((((....((((((....&......................))))))......)))))))). -22.40

miRNA: mir-107
Human predicted target: ENSG00000137309
Mouse predicted target: ENSMUSG00000041059
Rat predicted target: ENSRNOG00000000488
Hs Gene description: HIGH MOBILITY GROUP PROTEIN HMG-I/HMG-Y (HMG-I(Y))
(HIGH MOBILITY GROUP AT-HOOK 1). [Source:SWISSPROT;Acc:P17096] NM_145902
mir-107 ENSG00000137309 2616 nt UTR 2 hits 447 1048
-----------------1-----------------------1--------------------------------
-------------------------------
>ENSG00000137309 hs-mir-107    447    454
AGCAGCAUUGUACAGGGCUAUCA&CCCAGUCCCAGGGAAGGUGGGGCCCUGCCCCUAGGAUGCUGCA
.((((((((.(((((((((.(((&.................))))))))))....)).)))))))). -31.30
>ENSG00000137309 hs-mir-107   1048   1055
AGCAGCAUUGUACAGGGCUAUCA&GGGCAGUGAGGUGAUGGUGAGGGCAUGGGAAGCAGAUGCUGCUG
(((((((((((.((..(((.(((&.................))).))).))....)).))))))))). -
23.90
mir-107 ENSMUSG00000041059 3180 nt UTR 2 hits 1011 2999
----------------------------------------1---------------------------------
---------------------------------------------1--------
>ENSMUSG00000041059 hs-mir-107   1011   1018
AGCAGCAUUGUACAGGGCUAUCA&CCCCACACUAAGGAAGAUGGGGCCCCACCCCGUGGAUGCUGCA
.((((((((.(((.((((((((.&...............))))).......))).))))))))))). -27.41
>ENSMUSG00000041059 hs-mir-107   2999   3006
AGCAGCAUUGUACAGGGCUAUCA&AACCAGAACCGAAAAGGUAUGAGGCCACUCUUAGGAUGCUGCUG
(((((((((.((.((((((.(((&...................))))))).))..)).))))))))). -
27.30
mir-107 ENSRNOG00000000488 2018 nt UTR 2 hits 1009 1563
----------------------------------------1---------------------1-----------
-------
>ENSRNOG00000000488 hs-mir-107   1009   1016
AGCAGCAUUGUACAGGGCUAUCA&CCCACGCUAGGGAAGAUGGGGCCCCCGCCCCGUGGAUGCUGCA
.((((((((.(((.((((.....&..........................)))).))))))))))). -28.40
>ENSRNOG00000000488 hs-mir-107   1563   1570
AGCAGCAUUGUACAGGGCUAUCA&CUGCCAGCCAUGAACCACCUGUCAGGAAGAGCAAGAUGCUGCA
.((((((((..(((((....(((&..........)))....)))))............)))))))). -23.34

miRNA: mir-107
Human predicted target: ENSG00000141433



Mouse predicted target: ENSMUSG00000024256
Rat predicted target: ENSRNOG00000014921
Hs Gene description: PITUITARY ADENYLATE CYCLASE ACTIVATING POLYPEPTIDE
PRECURSOR (PACAP) [CONTAINS: PACAP-RELATED PEPTIDE (PRP-48); PITUITARY
ADENYLATE CYCLASE ACTIVATING POLYPEPTIDE-27 (PACAP-27) (PACAP27);
PITUITARY ADENYLATE CYCLASE ACTIVATING POLYPEPTIDE-38 (PACAP-38)
(PACAP38)]. [Source:SWISSPROT;Acc:P18509] NM_001117
mir-107 ENSG00000141433 3418 nt UTR 2 hits 1921 2120
--------------------------------------------------------------------------
--1-------1----------------------------------------------------
>ENSG00000141433 hs-mir-107   1921   1928
AGCAGCAUUGUACAGGGCUAUCA&AAACAGAAUUGGAUUUGCAUUCCCAGGCGGGAUGGAUGCUGCC
.((((((((((...(((......&.....................)))..))......)))))))). -19.30
>ENSG00000141433 hs-mir-107   2120   2127
AGCAGCAUUGUACAGGGCUAUCA&CCACGAAUCACAGAUGGCUAUUUAGUGGCCCUACAAUGCUGCA
.(((((((((((..(((((((..&........................)))))))))))))))))). -33.70
mir-107 ENSMUSG00000024256 2000 nt UTR 2 hits 1400 1821
-------------------------------------------------------1----------------1-
------
>ENSMUSG00000024256 hs-mir-107   1400   1407
AGCAGCAUUGUACAGGGCUAUCA&CCAAUCUUUGUCAUAUUAGAAUGUGUAGUGUUCCAAUGCUGCUC
((((((((((...((.(((((..&........................))))).)).)))))))))). -
23.60
>ENSMUSG00000024256 hs-mir-107   1821   1828
AGCAGCAUUGUACAGGGCUAUCA&AACAACUGUAUUUGCAUUCCCAGGUGGGUGGAUGGAUGCUGCC
.((((((((...((...(((((.&..........................))))).)))))))))). -21.40
mir-107 ENSRNOG00000014921 2000 nt UTR 2 hits 1437 1880
---------------------------------------------------------1----------------
-1----
>ENSRNOG00000014921 hs-mir-107   1437   1444
AGCAGCAUUGUACAGGGCUAUCA&CCAAUCUUUGUCAUAUUAGAAUGUGUAGUGUUCCAAUGCUGCUC
((((((((((...((.(((((..&........................))))).)).)))))))))). -
23.60
>ENSRNOG00000014921 hs-mir-107   1880   1887
AGCAGCAUUGUACAGGGCUAUCA&AAAAACUGUAUUUGCAUUCCCAGGCGGGUGGAUGGAUGCUGCC
.((((((((...((...(((((.&..........................))))).)))))))))). -21.40

miRNA: mir-107
Human predicted target: ENSG00000159388
Mouse predicted target: ENSMUSG00000041551
Rat predicted target: ENSRNOG00000003300
Hs Gene description: BTG2 PROTEIN (NGF-INDUCIBLE ANTI-PROLIFERATIVE
PROTEIN PC3). [Source:SWISSPROT;Acc:P78543] NM_006763
mir-107 ENSG00000159388 4164 nt UTR 2 hits 36 885
-1---------------------------------1--------------------------------------
--------------------------------------------------------------------------
-------------------



>ENSG00000159388 hs-mir-107     36     43
AGCAGCAUUGUACAGGGCUAUCA&GCCCUUCCGCCCCCGCCCUGGGCGCCGCCGUGCUCAUGCUGCC
.(((((((((..((((((.....&..............))))))..))...........))))))). -28.20
>ENSG00000159388 hs-mir-107    885    892
AGCAGCAUUGUACAGGGCUAUCA&AAAACUCUUCCUUUUGGAACCACAUGAAAGUCUUGAUGCUGCUG
((((((((((....(((((.(((&........................))).))))))))))))))). -
23.70
mir-107 ENSMUSG00000041551 4042 nt UTR 2 hits 37 872
-1--------------------------------1---------------------------------------
--------------------------------------------------------------------------
--------------
>ENSMUSG00000041551 hs-mir-107     37     44
AGCAGCAUUGUACAGGGCUAUCA&UAGGAGCCACCCGACCCUGGCACUCUACUGUUCUCAUGCUGCC
.((((((((((.(((((......&..............)))))))).............))))))). -23.01
>ENSMUSG00000041551 hs-mir-107    872    879
AGCAGCAUUGUACAGGGCUAUCA&CAGUCCUUCCUUUUGGGAACCACACGACAGUCUGAAUGCUGCUA
(((((((((.....(((((.((.&.........................)).))))).))))))))). -
24.00
mir-107 ENSRNOG00000003300 3981 nt UTR 2 hits 40 853
-1--------------------------------1---------------------------------------
--------------------------------------------------------------------------
------------
>ENSRNOG00000003300 hs-mir-107     40     47
AGCAGCAUUGUACAGGGCUAUCA&GAGGAGCCGCCCCGCCCUGGCACUCUACUGUUCUCAUGCUGCC
.((((((((((.((((((.....&.............))))))))).............))))))). -27.01
>ENSRNOG00000003300 hs-mir-107    853    860
AGCAGCAUUGUACAGGGCUAUCA&UAAGCCCUCCUUUUGGGAACCACGUGACAGUCUGAAUGCUGCUA
(((((((((.....(((((.(((&........................))).))))).))))))))). -
23.80

miRNA: mir-107
Human predicted target: ENSG00000165156
Mouse predicted target: ENSMUSG00000022361
Rat predicted target: ENSRNOG00000006412
Hs Gene description: ZINC-FINGERS AND HOMEOBOXES 1; ZINC FINGERS AND
HOMEOBOX 1. [Source:RefSeq;Acc:NM_007222]
mir-107 ENSG00000165156 3581 nt UTR 2 hits 1323 1385
----------------------------------------------------1--1------------------
----------------------------------------------------------------------
>ENSG00000165156 hs-mir-107   1323   1330
AGCAGCAUUGUACAGGGCUAUCA&CCAUUGAAAAUGUUAUGAAAAAGCCUUGAAUAUGCAUGCUGCUU
((((((((.((((((((((.(((&...............)))...)))))))....))))))))))). -
27.40
>ENSG00000165156 hs-mir-107   1385   1392
AGCAGCAUUGUACAGGGCUAUCA&UAUUUUUUAACUAUAGCUUUAUUAGUAAUUCCAAAAUGCUGCA
.((((((((.(((((((((((..&............))))))))....))).......)))))))). -22.80
mir-107 ENSMUSG00000022361 3483 nt UTR 2 hits 1221 1283



------------------------------------------------1--1----------------------
------------------------------------------------------------------
>ENSMUSG00000022361 hs-mir-107   1221   1228
AGCAGCAUUGUACAGGGCUAUCA&UAAUGAGAAAUGUUAUGAUAAAGCCUUGACUAUGCAUGCUGCUU
((((((((.((((((((((((((&...............))))..)))))))....))))))))))). -
28.80
>ENSMUSG00000022361 hs-mir-107   1283   1290
AGCAGCAUUGUACAGGGCUAUCA&UAUUUUUUAACUAUAGCUUUAUUAGCAAUUCCCAAAUGCUGCA
.((((((((.......((((...&......................))))........)))))))). -22.16
mir-107 ENSRNOG00000006412 3519 nt UTR 2 hits 1259 1321
--------------------------------------------------1-1---------------------
-------------------------------------------------------------------
>ENSRNOG00000006412 hs-mir-107   1259   1266
AGCAGCAUUGUACAGGGCUAUCA&UAAUGAGAGAUGUUAUGAAAAAGCCUUGAAUAUGCAUGCUGCUU
((((((((.((((((((((.(((&...............)))...)))))))....))))))))))). -
27.40
>ENSRNOG00000006412 hs-mir-107   1321   1328
AGCAGCAUUGUACAGGGCUAUCA&UAUUUUUUAACUAUAGCUUUAUUAGCAAUUCCCAAAUGCUGCA
.((((((((.......((((...&......................))))........)))))))). -22.16

miRNA: mir-107
Human predicted target: ENSG00000168646
Mouse predicted target: ENSMUSG00000000142
Rat predicted target: ENSRNOG00000003612
Hs Gene description: AXIN 2 (AXIS INHIBITION PROTEIN 2) (CONDUCTIN) (AXIN-
LIKE PROTEIN) (AXIL). [Source:SWISSPROT;Acc:Q9Y2T1]
mir-107 ENSG00000168646 2450 nt UTR 3 hits 256 412 635
----------1-----1--------1------------------------------------------------
------------------------
>ENSG00000168646 hs-mir-107    256    263
AGCAGCAUUGUACAGGGCUAUCA&UUUAUUAAAAACAUGACCACUCUUGGCUAUUGAAGAUGCUGCC
.((((((((......(((((...&.......................)))))......)))))))). -23.50
>ENSG00000168646 hs-mir-107    412    419
AGCAGCAUUGUACAGGGCUAUCA&GAACAGUUGAUUUCCCCCAUCCCCAGUUUAUGGAUAUGCUGCUU
((((((((....(((((..((((&.......))))..)))..............))...)))))))). -
21.43
>ENSG00000168646 hs-mir-107    635    642
AGCAGCAUUGUACAGGGCUAUCA&UGCAGAAAUUGGUGCGUUUUGUUUUUUUUUUUCCUAUGCUGCUC
((((((((...((((((((((((&.........))))).))))))).............)))))))). -
22.29
mir-107 ENSMUSG00000000142 2000 nt UTR 2 hits 452 678
------------------1--------1----------------------------------------------
------
>ENSMUSG00000000142 hs-mir-107    452    459
AGCAGCAUUGUACAGGGCUAUCA&CCCUACCCGCCCUCCCUACCCCCAGCCCCCAGUUUAUGCUGCUU
((((((((...((.(((((....&.......................)))))...))..)))))))). -
25.70



>ENSMUSG00000000142 hs-mir-107    678    685
AGCAGCAUUGUACAGGGCUAUCA&AAAUGGGUCACCCCCACCCCACCCCACCCCCCGCCAUGCUGCUC
((((((((.((...(((......&..........................)))...)).)))))))). -
22.10
mir-107 ENSRNOG00000003612 2609 nt UTR 2 hits 448 679
-----------------1---------1----------------------------------------------
-------------------------------
>ENSRNOG00000003612 hs-mir-107    448    455
AGCAGCAUUGUACAGGGCUAUCA&CCCCACUCCCACCCCCAACCCCCAACCCCCAGUUUAUGCUGCUU
((((((((...((.(((......&...........................))).))..)))))))). -
22.00
>ENSRNOG00000003612 hs-mir-107    679    686
AGCAGCAUUGUACAGGGCUAUCA&AAGUCGGUCACCCCCACCCCAACCCCACCCCAGCCAUGCUGCUC
((((((((.((...(((......&...........................)))..)).)))))))). -
21.80

miRNA: mir-107
Human predicted target: ENSG00000176569
Mouse predicted target: ENSMUSG00000041059
Rat predicted target: ENSRNOG00000000488
mir-107 ENSG00000176569 2000 nt UTR 2 hits 310 1165
------------1---------------------------------1---------------------------
------
>ENSG00000176569 hs-mir-107    310    317
AGCAGCAUUGUACAGGGCUAUCA&ACAAUGCUAACAUCCCACUUAGCCACACCCUGCACAUGCUGCA
.(((((((.((.(((((......&...........................))))).))))))))). -27.20
>ENSG00000176569 hs-mir-107   1165   1172
AGCAGCAUUGUACAGGGCUAUCA&CCCAGUCCCAAGGAAGGUGGGGCCCUGCCCCUAGGAUGCUGCA
.((((((((.(((((((((.(((&.................))))))))))....)).)))))))). -31.30
mir-107 ENSMUSG00000041059 3180 nt UTR 2 hits 1011 2999
----------------------------------------1---------------------------------
---------------------------------------------1--------
>ENSMUSG00000041059 hs-mir-107   1011   1018
AGCAGCAUUGUACAGGGCUAUCA&CCCCACACUAAGGAAGAUGGGGCCCCACCCCGUGGAUGCUGCA
.((((((((.(((.((((((((.&...............))))).......))).))))))))))). -27.41
>ENSMUSG00000041059 hs-mir-107   2999   3006
AGCAGCAUUGUACAGGGCUAUCA&AACCAGAACCGAAAAGGUAUGAGGCCACUCUUAGGAUGCUGCUG
(((((((((.((.((((((.(((&...................))))))).))..)).))))))))). -
27.30
mir-107 ENSRNOG00000000488 2018 nt UTR 2 hits 1009 1563
----------------------------------------1---------------------1-----------
-------
>ENSRNOG00000000488 hs-mir-107   1009   1016
AGCAGCAUUGUACAGGGCUAUCA&CCCACGCUAGGGAAGAUGGGGCCCCCGCCCCGUGGAUGCUGCA
.((((((((.(((.((((.....&..........................)))).))))))))))). -28.40
>ENSRNOG00000000488 hs-mir-107   1563   1570
AGCAGCAUUGUACAGGGCUAUCA&CUGCCAGCCAUGAACCACCUGUCAGGAAGAGCAAGAUGCUGCA



.((((((((..(((((....(((&..........)))....)))))............)))))))). -23.34

miRNA: mir-122a
Human predicted target: ENSG00000125964
Mouse predicted target: ENSMUSG00000027476
Rat predicted target: ENSRNOG00000010417
Hs Gene description: NM_080616
mir-122a ENSG00000125964 2730 nt UTR 3 hits 130 799 1461
-----1-------------------------1--------------------------1---------------
------------------------------------
>ENSG00000125964 hs-mir-122a    130    137
UGGAGUGUGACAAUGGUGUUUGU&GAAAGAGGUGGGAUCCAAAAGAGCUGUUUCUAGCCACACUCCAA
(((((((((.(((((((.((((.&...............))))...))))))....).))))))))). -
23.80
>ENSG00000125964 hs-mir-122a    799    806
UGGAGUGUGACAAUGGUGUUUGU&GAAGCCCCAGUCCAUGGUCACCUGUAUUCUACCUCACACUCCAG
((((((((((....((((.(..(&.............)..).))))...........)))))))))). -
24.06
>ENSG00000125964 hs-mir-122a   1461   1468
UGGAGUGUGACAAUGGUGUUUGU&CAGACCUCAGCAGGCCCCCAGGGCCUCUCCGUGCAACACUCCGU
((((((((..((.(((.((((((&.........))))))..)))...........))..)))))))). -
23.40
mir-122a ENSMUSG00000027476 2000 nt UTR 3 hits 599 753 1321
-----------------------1------1---------------------1---------------------
------
>ENSMUSG00000027476 hs-mir-122a    599    606
UGGAGUGUGACAAUGGUGUUUGU&UCCCGAGUGCCCAGCAUACCCUUGGGAAGGCCACCACACUCCAC
(((((((((....((((.(((.(&.......................).))).)))).))))))))). -
25.10
>ENSMUSG00000027476 hs-mir-122a    753    760
UGGAGUGUGACAAUGGUGUUUGU&GAGUCCCAGUCACACGGUCACCUGUACUCUACCUCACACUCCAG
((((((((((....((((.((((&.............)))).))))...........)))))))))). -
25.66
>ENSMUSG00000027476 hs-mir-122a   1321   1328
UGGAGUGUGACAAUGGUGUUUGU&CCCAGACCUCAGCAGGCCAGGGGGCCUCUCCCUCAACACUCCGU
((((((((((....(((((((((&...........))))))......)))......)).)))))))). -
21.90
mir-122a ENSRNOG00000010417 2000 nt UTR 3 hits 610 756 1340
------------------------1-----1----------------------1--------------------
------
>ENSRNOG00000010417 hs-mir-122a    610    617
UGGAGUGUGACAAUGGUGUUUGU&UCCUGAGUGCCCAGCAUACCCUUGGGAAGGCCACCACACUCCAC
(((((((((....((((.(((.(&.......................).))).)))).))))))))). -
25.10
>ENSRNOG00000010417 hs-mir-122a    756    763
UGGAGUGUGACAAUGGUGUUUGU&GAGUCCCAGUCACACGGUCACCUGUACUCUACCUCACACUCCAG



((((((((((....((((.((((&.............)))).))))...........)))))))))). -
25.66
>ENSRNOG00000010417 hs-mir-122a   1340   1347
UGGAGUGUGACAAUGGUGUUUGU&CCCAGACCUCAGCAGGCCAGGGGGCCUCUCCCUCAACACUCCGU
((((((((((....(((((((((&...........))))))......)))......)).)))))))). -
21.90

miRNA: mir-122a
Human predicted target: ENSG00000166257
Mouse predicted target: ENSMUSG00000025599
Rat predicted target: ENSRNOG00000006937
Hs Gene description: SODIUM CHANNEL BETA-3 SUBUNIT PRECURSOR.
[Source:SWISSPROT;Acc:Q9NY72] NM_018400
mir-122a ENSG00000166257 6610 nt UTR 3 hits 286 3558 5218
-----------1--------------------------------------------------------------
--------------------------------------------------------------------1-----
------------------------------------------------------------1-------------
-------------------------------------------
>ENSG00000166257 hs-mir-122a    286    293
UGGAGUGUGACAAUGGUGUUUGU&GACUCAACCUCACCCUCUCCUAGUUUUCCAACAAGACACUCCAA
((((((((.....(((.......&...........................))).....)))))))). -
18.90
>ENSG00000166257 hs-mir-122a   3558   3565
UGGAGUGUGACAAUGGUGUUUGU&UGUCACCUCGGUCUUGAAUCAGAGCCCCAACCCAAACACUCCC
.((((((((((...((((.....&...))))...)))......................))))))). -21.54
>ENSG00000166257 hs-mir-122a   5218   5225
UGGAGUGUGACAAUGGUGUUUGU&GACUCAACCUCACCCUCUCCUAGUUUUCCAACAAGACACUCCAA
((((((((.....(((.......&...........................))).....)))))))). -
18.90
mir-122a ENSMUSG00000025599 2005 nt UTR 2 hits 974 1163
--------------------------------------1-------1---------------------------
-------
>ENSMUSG00000025599 hs-mir-122a    974    981
UGGAGUGUGACAAUGGUGUUUGU&CCAGGACGAUUUCAGUAGGUUUUGAAAGCGAUAUAACACUCCC
.(((((((....(((.(((((..&.........................))))).))).))))))). -17.80
>ENSMUSG00000025599 hs-mir-122a   1163   1170
UGGAGUGUGACAAUGGUGUUUGU&ACUGGCCGAGAGAUGAGUUUCAUGCCUCCACUCUUACACUCCC
.(((((((((.(.(((.((.((.&....................)).))..))).).))))))))). -21.80
mir-122a ENSRNOG00000006937 2483 nt UTR 2 hits 772 961
------------------------------1-------1-----------------------------------
--------------------------
>ENSRNOG00000006937 hs-mir-122a    772    779
UGGAGUGUGACAAUGGUGUUUGU&AGGACAGUUUCAGUAGGUCUCGAAAAUGAUAUAACACACUCCU
.((((((((...((.((.((((.&....................)))).)).))....)))))))). -19.70
>ENSRNOG00000006937 hs-mir-122a    961    968
UGGAGUGUGACAAUGGUGUUUGU&ACUGGGCCAGAGAUGACUUUCCUGCCACCAACCUCACACUCCC
.(((((((((...(((((.....&.........................)))))...))))))))). -26.80



miRNA: mir-122a
Human predicted target: ENSG00000167775
Mouse predicted target: ENSMUSG00000002308
Rat predicted target: ENSRNOG00000006901
Hs Gene description: 8D6 ANTIGEN. [Source:RefSeq;Acc:NM_016579]
mir-122a ENSG00000167775 2326 nt UTR 2 hits 177 285
-------1---1--------------------------------------------------------------
--------------------
>ENSG00000167775 hs-mir-122a    177    184
UGGAGUGUGACAAUGGUGUUUGU&CUGCAGAAGUGGCCCUGGAGAUUGAGGGUCCCUGGACACUCCC
.((((((((((...(((.(((((&..)))))....))).............))).....))))))). -18.69
>ENSG00000167775 hs-mir-122a    285    292
UGGAGUGUGACAAUGGUGUUUGU&CAGCUCCCAGGGGGUAGAACGGCCCUGUGCUUAAGACACUCCU
.(((((((((((..(((((((..&................))))).))...)).))...))))))). -19.50
mir-122a ENSMUSG00000002308 2325 nt UTR 2 hits 171 274
------1---1---------------------------------------------------------------
-------------------
>ENSMUSG00000002308 hs-mir-122a    171    178
UGGAGUGUGACAAUGGUGUUUGU&UCUACAGAUAUGGUCCUAGAGACUGGGGUCCUCAGACACUCCC
.((((((((((..((((.((((.&................)))).))))..))).....))))))). -22.90
>ENSMUSG00000002308 hs-mir-122a    274    281
UGGAGUGUGACAAUGGUGUUUGU&GGACGCUCUCAAGAAAUGGGGCUACUGUGGUUUAGACACUCCU
.((((((((((.(((((((((..&..................)))).))))).)))...))))))). -21.50
mir-122a ENSRNOG00000006901 2003 nt UTR 2 hits 173 276
------1----1--------------------------------------------------------------
-------
>ENSRNOG00000006901 hs-mir-122a    173    180
UGGAGUGUGACAAUGGUGUUUGU&CUUCAGAUGUGGUCCUGGAGACUGGAGGUCGUCAGACACUCCC
.((((((((((..((((.(((..&................))).))))...))).....))))))). -21.00
>ENSRNOG00000006901 hs-mir-122a    276    283
UGGAGUGUGACAAUGGUGUUUGU&GGAUGCUCCCAAGAAAUGGGGCCACCCUGAUCUAAACACUCCU
.(((((((((((..((((.....&......................)))).)).))...))))))). -20.20

miRNA: mir-122a
Human predicted target: ENSG00000175826
Mouse predicted target: ENSMUSG00000018559
Rat predicted target: ENSRNOG00000017352
Hs Gene description: LIKELY ORTHOLOG OF XENOPUS DULLARD.
[Source:RefSeq;Acc:NM_015343] NM_015343
mir-122a ENSG00000175826 2346 nt UTR 2 hits 141 214
-----1--1-----------------------------------------------------------------
--------------------
>ENSG00000175826 hs-mir-122a    141    148
UGGAGUGUGACAAUGGUGUUUGU&CUGCCCCUCCCACCCCUCUCUGCCCUGGGAGCCCUACACUCCAC



(((((((((.....((.((((.(&..........................).))))))))))))))). -
20.20
>ENSG00000175826 hs-mir-122a    214    221
UGGAGUGUGACAAUGGUGUUUGU&GGCUCUGAAGCAGCCUCACUCUUAACUUCGUGUUCACACUCCAU
((((((((((..((((.(((...&.......................))).))))..)))))))))). -
24.70
mir-122a ENSMUSG00000018559 2561 nt UTR 2 hits 139 205
-----1--1-----------------------------------------------------------------
-----------------------------
>ENSMUSG00000018559 hs-mir-122a    139    146
UGGAGUGUGACAAUGGUGUUUGU&GUCUGCCCCUCCCACCCCUCUGCCCUGGGAGCCCUACACUCCAC
(((((((((.....((.((((.(&..........................).))))))))))))))). -
20.20
>ENSMUSG00000018559 hs-mir-122a    205    212
UGGAGUGUGACAAUGGUGUUUGU&UGGGCCAGACCGUGAAGCAGCCUCACUCUGGGUUCACACUCCGU
(((((((((((...((((.((((&................))))...))))....).)))))))))). -
25.10
mir-122a ENSRNOG00000017352 2000 nt UTR 3 hits 145 213 1022
-----1--1-------------------------------1---------------------------------
------
>ENSRNOG00000017352 hs-mir-122a    145    152
UGGAGUGUGACAAUGGUGUUUGU&CUGCUCCUCCCGCCCCUCUCUGCCCUGGGAGCCCUACACUCCGC
(((((((((.....((.((((.(&..........................).))))))))))))))). -
19.50
>ENSRNOG00000017352 hs-mir-122a    213    220
UGGAGUGUGACAAUGGUGUUUGU&GGCCAGACUGUGAAGCAGCCUCACUCUUUGUGUUCACACUCCGU
(((((((((((((.((((.((((&..............))))...))))..)))...)))))))))). -
25.50
>ENSRNOG00000017352 hs-mir-122a   1022   1029
UGGAGUGUGACAAUGGUGUUUGU&CCGCCCUUUUCUGAGGUCACAUGAUUUUGUUUGCAACACUCCGG
((((((((((((((.((((....&..................)))).))..))))....)))))))). -
20.30

miRNA: mir-124a
Human predicted target: ENSG00000012660
Mouse predicted target: ENSMUSG00000032349
Rat predicted target: ENSRNOG00000006331
Hs Gene description: HOMOLOG OF YEAST LONG CHAIN POLYUNSATURATED FATTY
ACID ELONGATIO. [Source:RefSeq;Acc:NM_021814]
mir-124a ENSG00000012660 3729 nt UTR 2 hits 265 412
----------1-----1---------------------------------------------------------
--------------------------------------------------------------------------
--
>ENSG00000012660 hs-mir-124a    265    272
UUAAGGCACGCGGUGAAUGCCA&AAAGGGAGUAUUAUUAUAGUAUACAACACUGCUGUUGCCUUAU
.((((((((((((((.((((..&..................))))....)))))).).))))))). -23.20
>ENSG00000012660 hs-mir-124a    412    419



UUAAGGCACGCGGUGAAUGCCA&AUUUGUACAAUGUUGUUAUGGUAGAGAAACACACAUGCCUUAAA
((((((((.(.(((...(((((&..................))))).....)).).).)))))))). -21.50
mir-124a ENSMUSG00000032349 3708 nt UTR 2 hits 271 413
----------1-----1---------------------------------------------------------
--------------------------------------------------------------------------
-
>ENSMUSG00000032349 hs-mir-124a    271    278
UUAAGGCACGCGGUGAAUGCCA&AAAGGGAAUGUUCUUGUAGUAUACAACACUGCUGUUGCCUUAU
.((((((((((((((.((((..&..................))))....)))))).).))))))). -23.20
>ENSMUSG00000032349 hs-mir-124a    413    420
UUAAGGCACGCGGUGAAUGCCA&UUUGUACAAUGUUGUUAACAGUAGAAAAACACACAUGCCUUAAG
((((((((....(((.......&.............................)))...)))))))). -17.90
mir-124a ENSRNOG00000006331 3374 nt UTR 2 hits 219 362
--------1-----1-----------------------------------------------------------
-------------------------------------------------------------
>ENSRNOG00000006331 hs-mir-124a    219    226
UUAAGGCACGCGGUGAAUGCCA&AAAGGGAAUGUUGUUGUAGUAUACGACACUGCUGUUGCCUUAU
.((((((((((((((.((((..&..................))))....)))))).).))))))). -23.20
>ENSRNOG00000006331 hs-mir-124a    362    369
UUAAGGCACGCGGUGAAUGCCA&UUUGUACAGUGUUGUUAACAGUAGAAGAACACACAUGCCUUAAG
((((((((....(((.......&.............................)))...)))))))). -17.90

miRNA: mir-124a
Human predicted target: ENSG00000064747
Mouse predicted target: ENSMUSG00000048797
Rat predicted target: ENSRNOG00000003050
Hs Gene description: NM_015043
mir-124a ENSG00000064747 2697 nt UTR 2 hits 161 680
------1--------------------1----------------------------------------------
----------------------------------
>ENSG00000064747 hs-mir-124a    161    168
UUAAGGCACGCGGUGAAUGCCA&GUUGUGAGUGGAAAGAAGGCUGGUGCAGACCCAGCUGCCUUAGA
((((((((.(((((...(((((&....................)))))...)))..)))))))))). -22.20
>ENSG00000064747 hs-mir-124a    680    687
UUAAGGCACGCGGUGAAUGCCA&UCAUUUCACUUGGCUAGAAAUUACACUGUGCUCAAUGCCUUAAU
((((((((((((((((((((((&..........)))).....))).))))))).....)))))))). -25.90
mir-124a ENSMUSG00000048797 2608 nt UTR 3 hits 126 593 2355
-----1-----------------1--------------------------------------------------
--------------------1----------
>ENSMUSG00000048797 hs-mir-124a    126    133
UUAAGGCACGCGGUGAAUGCCA&AGAAGCAAAGGAGGUCAGGUCCACGCAGACCCAGUUGCCUUAC
.(((((((.((((.(..(((..&........................)))..))).))))))))). -19.70
>ENSMUSG00000048797 hs-mir-124a    593    600
UUAAGGCACGCGGUGAAUGCCA&UCAUUUUAGUUGGCUAAAAACCACACUGUGCUCAAUGCCUUAAU
(((((((((((((((...((((&..........)))).........))))))).....)))))))). -24.80
>ENSMUSG00000048797 hs-mir-124a   2355   2362
UUAAGGCACGCGGUGAAUGCCA&AAAAAGAAGAAAGAAAAGAAGCCAGCCUGGGGGUAUGCCUUAAU



((((((((..((((....((..&....................))..))).....)..)))))))). -19.00
mir-124a ENSRNOG00000003050 2566 nt UTR 2 hits 127 551
-----1----------------1---------------------------------------------------
-----------------------------
>ENSRNOG00000003050 hs-mir-124a    127    134
UUAAGGCACGCGGUGAAUGCCA&CACAGAAGCAAAUGUCAGGUCAAUGCAGACCCAGUUGCCUUAC
.(((((((.((((.(..(((..&........................)))..))).))))))))). -19.40
>ENSRNOG00000003050 hs-mir-124a    551    558
UUAAGGCACGCGGUGAAUGCCA&UCAUUUUAGUUGGCUAAAAACCACACUGUGCUCAAUGCCUUAAU
(((((((((((((((...((((&..........)))).........))))))).....)))))))). -24.80

miRNA: mir-124a
Human predicted target: ENSG00000070882
Mouse predicted target: ENSMUSG00000029822
Rat predicted target: ENSRNOG00000010011
Hs Gene description: OXYSTEROL BINDING PROTEIN-RELATED PROTEIN 3 (OSBP-
RELATED PROTEIN 3) (ORP-3). [Source:SWISSPROT;Acc:Q9H4L5] NM_145321
mir-124a ENSG00000070882 5643 nt UTR 3 hits 336 656 1053
-------------1------------1---------------1-------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
----
>ENSG00000070882 hs-mir-124a    336    343
UUAAGGCACGCGGUGAAUGCCA&UUUCCAAAGGUUAGGGAAGAUUCCAAUUAAAUUUAUGCCUUAU
.(((((((..............&...................................))))))). -13.70
>ENSG00000070882 hs-mir-124a    656    663
UUAAGGCACGCGGUGAAUGCCA&GAAGCAUUUGAACUUGUUCCUCCCUAUAGUUCUAUUGCCUUAU
.(((((((.(((((((((((..&...))))))..))).))..................))))))). -16.21
>ENSG00000070882 hs-mir-124a   1053   1060
UUAAGGCACGCGGUGAAUGCCA&ACCAUAUUUUAGAUCUUGUAUAAAAAGUUGCCAUCUGCCUUAU
.(((((((...((..(......&...........................)..))...))))))). -18.40
mir-124a ENSMUSG00000029822 2258 nt UTR 2 hits 336 1027
-------------1---------------------------1--------------------------------
-----------------
>ENSMUSG00000029822 hs-mir-124a    336    343
UUAAGGCACGCGGUGAAUGCCA&AAUUUUCCAGAGGUAAGGGGGAAAUUUCAAAUUUAUGCCUUAU
.(((((((.....((((..((.&...................))....))))......))))))). -18.50
>ENSMUSG00000029822 hs-mir-124a   1027   1034
UUAAGGCACGCGGUGAAUGCCA&CGCCCUUUUGACCUUGUAUAGCCAGUUUGACCAUCUGCCUUAU
.(((((((...(((.((.((..&....................))....)).)))...))))))). -18.60
mir-124a ENSRNOG00000010011 2000 nt UTR 3 hits 342 641 1040
-------------1-----------1---------------1--------------------------------
------
>ENSRNOG00000010011 hs-mir-124a    342    349
UUAAGGCACGCGGUGAAUGCCA&AAUUUUCCAAAGGUAAGGGGGAAAAUUCAGAUUUAUGCCUUAU
.(((((((.....(((((.((.&...................))...)))))......))))))). -19.20
>ENSRNOG00000010011 hs-mir-124a    641    648



UUAAGGCACGCGGUGAAUGCCA&CAACCGGAAGAAGUCUUCUCUCCCUCGAGUUCUGUUGCCUUAU
.(((((((.((((.........&...............................))))))))))). -16.90
>ENSRNOG00000010011 hs-mir-124a   1040   1047
UUAAGGCACGCGGUGAAUGCCA&CGUACUUUUGACCUUGUAUAGAGAGUUUGACCAUCUGCCUUAU
.(((((((...(((.((.....&..........................)).)))...))))))). -17.80

miRNA: mir-124a
Human predicted target: ENSG00000071564
Mouse predicted target: ENSMUSG00000020167
Rat predicted target: ENSRNOG00000016970
Hs Gene description: TRANSCRIPTION FACTOR E2-ALPHA (IMMUNOGLOBULIN
ENHANCER BINDING FACTOR E12/E47) (TRANSCRIPTION FACTOR-3) (TCF-3)
(IMMUNOGLOBULIN TRANSCRIPTION FACTOR-1) (TRANSCRIPTION FACTOR ITF-1)
(KAPPA-E2-BINDING FACTOR). [Source:SWISSPROT;Acc:P15923] NM_003200
mir-124a ENSG00000071564 4413 nt UTR 2 hits 394 3152
---------------1----------------------------------------------------------
----------------------------------------------------1---------------------
-----------------------------
>ENSG00000071564 hs-mir-124a    394    401
UUAAGGCACGCGGUGAAUGCCA&CAACAAAACAUACACUUUGUCAGAGAAGAAAAAAAUGCCUUAAC
((((((((((.((((.(((...&........))).)))).))................)))))))). -17.19
>ENSG00000071564 hs-mir-124a   3152   3159
UUAAGGCACGCGGUGAAUGCCA&GGUGGCCCCCAGGAGAGAGCCCUUUGGCACACAAGUGCCUUAGG
(((((((((...(((..(((((&........................))))))))..))))))))). -27.70
mir-124a ENSMUSG00000020167 2508 nt UTR 2 hits 256 1559
----------1---------------------------------------------------1-----------
---------------------------
>ENSMUSG00000020167 hs-mir-124a    256    263
UUAAGGCACGCGGUGAAUGCCA&AGCAGCAUGCUCCCUUUUCAAAAAGGAAAGAAAGAUGCCUUAAC
(((((((((..((.(.((((..&....)))).).))....................).)))))))). -17.25
>ENSMUSG00000020167 hs-mir-124a   1559   1566
UUAAGGCACGCGGUGAAUGCCA&UGGGAGGAACAGCUGGAAUGAAUACAAGACUGCCUUGCCUUAU
.(((((((.(((((........&............................)))))..))))))). -20.10
mir-124a ENSRNOG00000016970 2459 nt UTR 2 hits 182 661
-------1------------------1-----------------------------------------------
-------------------------
>ENSRNOG00000016970 hs-mir-124a    182    189
UUAAGGCACGCGGUGAAUGCCA&AAGCAGCAUGCCCACUUAUCAGAAAGGAAAAAAGAUGCCUUAAC
(((((((((..((((.((((..&.....))))...)))).................).)))))))). -18.31
>ENSRNOG00000016970 hs-mir-124a    661    668
UUAAGGCACGCGGUGAAUGCCA&AAGCAGCAUGCCCACUUAUCAGAAAGGAAAAAAGAUGCCUUAAC
(((((((((..((((.((((..&.....))))...)))).................).)))))))). -18.31

miRNA: mir-124a
Human predicted target: ENSG00000087299
Mouse predicted target: ENSMUSG00000020988



Rat predicted target: ENSRNOG00000004857
Hs Gene description: NM_024884
mir-124a ENSG00000087299 2593 nt UTR 1 hits 1958
--------------------------------------------------------------------------
----1-------------------------
>ENSG00000087299 hs-mir-124a   1958   1965
UUAAGGCACGCGGUGAAUGCCA&AACUUUGAGGCAUUCACUUUUGUAAACCGCGAAAGUGCCUUAC
.((((((((((((((((((((.&........)))))))..........)))))....)))))))). -32.90
mir-124a ENSMUSG00000020988 3834 nt UTR 1 hits 793
-------------------------------1------------------------------------------
--------------------------------------------------------------------------
------
>ENSMUSG00000020988 hs-mir-124a    793    800
UUAAGGCACGCGGUGAAUGCCA&AACUUGGAGGCAUUCACUUUUGUAAACCGCGAAAGUGCCUUAU
.((((((((((((((((((((.&........)))))))..........)))))....)))))))). -33.00
mir-124a ENSRNOG00000004857 2000 nt UTR 1 hits 772
------------------------------1-------------------------------------------
------
>ENSRNOG00000004857 hs-mir-124a    772    779
UUAAGGCACGCGGUGAAUGCCA&AACUUGUAGGCAUUCACUUUUGUAAACCGCAAAAGUGCCUUAC
.((((((((((((((((((((.&........)))))))..........)))))....)))))))). -32.90

miRNA: mir-124a
Human predicted target: ENSG00000100281
Mouse predicted target: ENSMUSG00000005411
Rat predicted target: ENSRNOG00000013986
Hs Gene description: HIGH-MOBILITY GROUP PROTEIN 2-LIKE 1 (HMGBCG
PROTEIN). [Source:SWISSPROT;Acc:Q9UGU5] NM_005487
mir-124a ENSG00000100281 4155 nt UTR 2 hits 275 404
----------1-----1---------------------------------------------------------
--------------------------------------------------------------------------
-------------------
>ENSG00000100281 hs-mir-124a    275    282
UUAAGGCACGCGGUGAAUGCCA&CUUGGGAUUCUUUUUUCUCCUGUGGUGGAUAAAUCUGCCUUAAA
(((((((((((((.((((.(((&..))).)))).........)))))...........)))))))). -21.90
>ENSG00000100281 hs-mir-124a    404    411
UUAAGGCACGCGGUGAAUGCCA&GCUCAGUUGGACCUCCAGACCCAUCACUGACCAUUUGCCUUAC
.(((((((..((((((......&.......................))))))......))))))). -20.20
mir-124a ENSMUSG00000005411 2656 nt UTR 2 hits 257 396
----------1----1----------------------------------------------------------
---------------------------------
>ENSMUSG00000005411 hs-mir-124a    257    264
UUAAGGCACGCGGUGAAUGCCA&UGGGCUUGGAAUUAUUUUUUUGUGAAAAAAAAAUCUGCCUUAAA
(((((((((((((.((((((((&......)))...)))))..)))))...........)))))))). -17.60
>ENSMUSG00000005411 hs-mir-124a    396    403
UUAAGGCACGCGGUGAAUGCCA&GCUUGGGUUUACCUCCAGACCCAUCACUGACCAUUUGCCUUAC
.(((((((..((((((......&.......................))))))......))))))). -20.20



mir-124a ENSRNOG00000013986 2000 nt UTR 2 hits 712 844
----------------------------1----1----------------------------------------
------
>ENSRNOG00000013986 hs-mir-124a    712    719
UUAAGGCACGCGGUGAAUGCCA&GUGGGCUUGGAAUUAUUUUUUUGUGAAAAAAAAUCUGCCUUAAA
(((((((((((((.((((((((&.......)))...)))))..)))))..........)))))))). -17.70
>ENSRNOG00000013986 hs-mir-124a    844    851
UUAAGGCACGCGGUGAAUGCCA&GCUUGGGUUUGCCUGCAGACCCAUCGCUGACCAUUUGCCUUAC
.(((((((.((((((..(((..&..............)))....))))))........))))))). -21.70

miRNA: mir-124a
Human predicted target: ENSG00000116132
Mouse predicted target: ENSMUSG00000026586
Rat predicted target: ENSRNOG00000003720
Hs Gene description: PAIRED MESODERM HOMEOBOX PROTEIN 1 (PRX-1) (PAIRED
RELATED HOMEOBOX PROTEIN 1) (HOMEOBOX PROTEIN PHOX1).
[Source:SWISSPROT;Acc:P54821] NM_006902
mir-124a ENSG00000116132 3653 nt UTR 2 hits 433 914
-----------------1------------------1-------------------------------------
-------------------------------------------------------------------------
>ENSG00000116132 hs-mir-124a    433    440
UUAAGGCACGCGGUGAAUGCCA&CCUCUACUGUCCUCAUUGACUUGUUUGAACCUUAGUGCCUUAC
.((((((((..(((....((..&......................))....)))...)))))))). -21.20
>ENSG00000116132 hs-mir-124a    914    921
UUAAGGCACGCGGUGAAUGCCA&AGUGAGUUCUAAAAGGCAUGCCCACAUCUCUUUCGUGCCUUAAG
((((((((((..(((.(((((.&..............)))))...)))........)))))))))). -28.30
mir-124a ENSMUSG00000026586 3522 nt UTR 2 hits 403 811
----------------1---------------1-----------------------------------------
-------------------------------------------------------------------
>ENSMUSG00000026586 hs-mir-124a    403    410
UUAAGGCACGCGGUGAAUGCCA&GAAAGAUCACUUCUCGGUAACCUGCUUGACUUCAGUGCCUUAC
.((((((((..(((.((.((..&.......................)))).)))...)))))))). -21.70
>ENSMUSG00000026586 hs-mir-124a    811    818
UUAAGGCACGCGGUGAAUGCCA&CUGAGUUGUGAAAGGCAUAGUCUAUAUUUCUUUGGUGCCUUAGA
(((((((((.(((.(((((((.&.............)))))..........)).)))))))))))). -24.80
mir-124a ENSRNOG00000003720 2069 nt UTR 2 hits 418 824
----------------1---------------1-----------------------------------------
---------
>ENSRNOG00000003720 hs-mir-124a    418    425
UUAAGGCACGCGGUGAAUGCCA&AAAAUCACUUCUCAGUAACUUGUUUGACACUUCAGUGCCUUAC
.((((((((..((((.......&...........................))))...)))))))). -21.60
>ENSRNOG00000003720 hs-mir-124a    824    831
UUAAGGCACGCGGUGAAUGCCA&UGAAAUUGUGAAAGGCAUAGUCUAUAUCUCUUUGGUGCCUUAGG
(((((((((.(((.(((((((.&.............)))))..........)).)))))))))))). -24.80

miRNA: mir-124a



Human predicted target: ENSG00000119729
Mouse predicted target: ENSMUSG00000024143
Rat predicted target: ENSRNOG00000015415
Hs Gene description: GTP-BINDING PROTEIN TC10.
[Source:SWISSPROT;Acc:P17081] NM_012249
mir-124a ENSG00000119729 4038 nt UTR 3 hits 1385 2416 2584
-------------------------------------------------------1------------------
----------------------1------1--------------------------------------------
--------------
>ENSG00000119729 hs-mir-124a   1385   1392
UUAAGGCACGCGGUGAAUGCCA&CUAAUUCAGCUUCCUUGUUUGGUCUGCUGUGGAUCUGCCUUAU
.((((((((((((((...((((&...................)))).)))))))....))))))). -22.40
>ENSG00000119729 hs-mir-124a   2416   2423
UUAAGGCACGCGGUGAAUGCCA&CUAAGCAAAGAUGACUGUCACAUCUGAAGCUGAGGUGCCUUAGG
(((((((((.((((........&............................))))..))))))))). -21.90
>ENSG00000119729 hs-mir-124a   2584   2591
UUAAGGCACGCGGUGAAUGCCA&UUUGUUUUCUAUUGAUAAGCAGACUAGAGAAAAACUGCCUUAU
.((((((((..(((...(((..&..................))).))).)........))))))). -14.60
mir-124a ENSMUSG00000024143 4963 nt UTR 3 hits 1349 2269 2434
-----------------------------------------------------1--------------------
----------------1------1--------------------------------------------------
---------------------------------------------------
>ENSMUSG00000024143 hs-mir-124a   1349   1356
UUAAGGCACGCGGUGAAUGCCA&CUCAUUUGGCUUUCUUCUUCGGUCUGCUAUGGAUCUGCCUUAU
.(((((((.((((.(((.((((&......)))).))).........))))........))))))). -20.80
>ENSMUSG00000024143 hs-mir-124a   2269   2276
UUAAGGCACGCGGUGAAUGCCA&ACUCUCGCAGACGGCUGCAUCACCCGAACCUGAGGUGCCUUAGG
((((((((((.(((((..(((.&............)))....)))))).........))))))))). -26.60
>ENSMUSG00000024143 hs-mir-124a   2434   2441
UUAAGGCACGCGGUGAAUGCCA&UUUGUUUUCUAUUCAUGAGCAGAUUAUAGAGACACUGCCUUAU
.(((((((..(.((((.(((((&...............)).)))..))))...)....))))))). -17.70
mir-124a ENSRNOG00000015415 4938 nt UTR 3 hits 1301 2232 2397
----------------------------------------------------1---------------------
---------------1-----1----------------------------------------------------
--------------------------------------------------
>ENSRNOG00000015415 hs-mir-124a   1301   1308
UUAAGGCACGCGGUGAAUGCCA&CCUCGUUGGCUUUCUUCUUCCGUCUGCUAUGGAUCUGCCUUAU
.(((((((.((((.(((.((((&......)))).))).....))))............))))))). -22.52
>ENSRNOG00000015415 hs-mir-124a   2232   2239
UUAAGGCACGCGGUGAAUGCCA&CUCUAAGCAGACGAUUGUAUCAUCUGAACCUGAGGUGCCUUAGG
(((((((((.((((...(((..&......)))..................))).)..))))))))). -20.50
>ENSRNOG00000015415 hs-mir-124a   2397   2404
UUAAGGCACGCGGUGAAUGCCA&UUUGUUUUCUAUUCAUGAACAGAUUAUAGAGAGACUGCCUUAU
.(((((((..(.(((((((...&.........)))))))................)..))))))). -15.33

miRNA: mir-124a
Human predicted target: ENSG00000134324



Mouse predicted target: ENSMUSG00000020593
Rat predicted target: ENSRNOG00000004377
Hs Gene description: LIPIN 1. [Source:SWISSPROT;Acc:Q14693] NM_145693
mir-124a ENSG00000134324 4618 nt UTR 2 hits 711 4407
----------------------------1---------------------------------------------
--------------------------------------------------------------------------
----------------------------1--------
>ENSG00000134324 hs-mir-124a    711    718
UUAAGGCACGCGGUGAAUGCCA&CCCCCAGUUUUUGUGGCUCAAGGCUGGAAUAUUUAUGCCUUAAU
((((((((.((..(((..((((&.............)))))))..))...........)))))))). -20.30
>ENSG00000134324 hs-mir-124a   4407   4414
UUAAGGCACGCGGUGAAUGCCA&CAGACCUAGUUAGGGGCAGCGCUGUGCCCCAUCUCUGCCUUAAA
(((((((((((((((..((((.&..............)))).))))))).........)))))))). -28.30
mir-124a ENSMUSG00000020593 4456 nt UTR 2 hits 656 720
--------------------------1-1---------------------------------------------
--------------------------------------------------------------------------
-------------------------------
>ENSMUSG00000020593 hs-mir-124a    656    663
UUAAGGCACGCGGUGAAUGCCA&UCCCCAUUCCUCAUAGCUCAAGGCUGGGCUAUUUAUGCCUUAAC
((((((((.....((((((((.&..........................))).))))))))))))). -20.00
>ENSMUSG00000020593 hs-mir-124a    720    727
UUAAGGCACGCGGUGAAUGCCA&CUUAGCGUGCACUGUCUAGCUCUCCGUAACUGCAAUGCCUUAC
.(((((((.((((((.((((..&....)))).))))))....................))))))). -22.00
mir-124a ENSRNOG00000004377 2000 nt UTR 2 hits 642 706
-------------------------1--1---------------------------------------------
------
>ENSRNOG00000004377 hs-mir-124a    642    649
UUAAGGCACGCGGUGAAUGCCA&UCCCCAUUCCUCAUAGCUCAACGCUGGGCUAUGUCUGCCUUAAC
((((((((.(((......(((.&..........................)))..))).)))))))). -21.40
>ENSRNOG00000004377 hs-mir-124a    706    713
UUAAGGCACGCGGUGAAUGCCA&CUUAGCGUGCACUGUCUAGCUCUCCGUAACUGCAAUGCCUUAC
.(((((((.((((((.((((..&....)))).))))))....................))))))). -22.00

miRNA: mir-124a
Human predicted target: ENSG00000135535
Mouse predicted target: ENSMUSG00000019818
Rat predicted target: ENSRNOG00000000304
Hs Gene description: PUTATIVE MUCIN CORE PROTEIN 24 PRECURSOR (MULTI-
GLYCOSYLATED CORE PROTEIN 24) (MGC-24) (MUC-24) (CD164 ANTIGEN).
[Source:SWISSPROT;Acc:Q04900]
mir-124a ENSG00000135535 4339 nt UTR 2 hits 652 1653
--------------------------1---------------------------------------1-------
--------------------------------------------------------------------------
--------------------------
>ENSG00000135535 hs-mir-124a    652    659
UUAAGGCACGCGGUGAAUGCCA&AAAGCAUCUUAUGUCAUUGAGAAUAUAAAGAACAGUGCCUUAGA
(((((((((.((((((((((..&...))))......))))))...............))))))))). -22.39



>ENSG00000135535 hs-mir-124a   1653   1660
UUAAGGCACGCGGUGAAUGCCA&CUUGCACAUUUGUACAUAUACUUAAUGUUUUCAAGUGCCUUAAU
(((((((((....((((.((..&..........................)).)))).))))))))). -21.50
mir-124a ENSMUSG00000019818 4203 nt UTR 3 hits 661 1550 2243
--------------------------1----------------------------------1------------
---------------1----------------------------------------------------------
---------------------
>ENSMUSG00000019818 hs-mir-124a    661    668
UUAAGGCACGCGGUGAAUGCCA&CUCAUAAAGUGUACCGUAUUAAGAAAUCAGAACAGUGCCUUAAG
(((((((((((((((.......&...........)))))).................))))))))). -22.42
>ENSMUSG00000019818 hs-mir-124a   1550   1557
UUAAGGCACGCGGUGAAUGCCA&CUUGCACAUUUGUACAUAUAUCUAAUGUUUUCAAGUGCCUUAC
.((((((((....((((.((..&..........................)).)))).)))))))). -20.70
>ENSMUSG00000019818 hs-mir-124a   2243   2250
UUAAGGCACGCGGUGAAUGCCA&GUGUCAUAUUUUGAUUAUGAAAUUAACAUUGUGUUUGCCUUAC
.((((((((((((((.......&..........................)))))))..))))))). -20.90
mir-124a ENSRNOG00000000304 4220 nt UTR 4 hits 666 1565 2263 2714
--------------------------1-----------------------------------1-----------
----------------1-----------------1---------------------------------------
---------------------
>ENSRNOG00000000304 hs-mir-124a    666    673
UUAAGGCACGCGGUGAAUGCCA&AUACUCAUAAAGUACCAUAUUAAGAAAUAGAACAGUGCCUUAAG
(((((((((...((........&...............................)).))))))))). -18.70
>ENSRNOG00000000304 hs-mir-124a   1565   1572
UUAAGGCACGCGGUGAAUGCCA&CUUGCACAUUUGUACAUAUAUCUAAUGUUUUCAAGUGCCUUAC
.((((((((....((((.((..&..........................)).)))).)))))))). -20.70
>ENSRNOG00000000304 hs-mir-124a   2263   2270
UUAAGGCACGCGGUGAAUGCCA&UGUCAUAUUUUGAUUAUGAAAUUUAACACUGUGUUUGCCUUAC
.((((((((((((((.......&..........................)))))))..))))))). -23.30
>ENSRNOG00000000304 hs-mir-124a   2714   2721
UUAAGGCACGCGGUGAAUGCCA&CUGCAGGUCUGGAUGUAAGGUUAGAUUCAGUGAUUUGCCUUAGA
((((((((..((.((((((((.&..................)))...))))).))...)))))))). -23.90

miRNA: mir-124a
Human predicted target: ENSG00000143434
Mouse predicted target: ENSMUSG00000038777
Rat predicted target: ENSRNOG00000021101
Hs Gene description: SEMAPHORIN 6C PRECURSOR (SEMAPHORIN Y) (SEMA Y).
[Source:SWISSPROT;Acc:Q9H3T2] NM_030913
mir-124a ENSG00000143434 2799 nt UTR 2 hits 280 1804
-----------1------------------------------------------------------------1-
--------------------------------------
>ENSG00000143434 hs-mir-124a    280    287
UUAAGGCACGCGGUGAAUGCCA&GCGGACUCCCACUCCCCGCUCCCUUCCAGCCAAGCUGCCUUAAC
((((((((.((((((((.((..&.................))....)))..)))..)))))))))). -19.90
>ENSG00000143434 hs-mir-124a   1804   1811
UUAAGGCACGCGGUGAAUGCCA&GUGGUCCUUUAGGUCUCAGUUUUUCCCGUAUGGGGUGCCUUAC



.((((((((((((.(((.((((&.)))).................))))))).....)))))))). -22.77
mir-124a ENSMUSG00000038777 2000 nt UTR 2 hits 206 1273
--------1-----------------------------------------1-----------------------
------
>ENSMUSG00000038777 hs-mir-124a    206    213
UUAAGGCACGCGGUGAAUGCCA&GCCGACUCCCACUCCCCGCUCCCUUCCAGCCACGCUGCCUUAAG
((((((((((.((((((.((..&.................))....)))..))).)).)))))))). -22.50
>ENSMUSG00000038777 hs-mir-124a   1273   1280
UUAAGGCACGCGGUGAAUGCCA&GUUUACCUCUUCACCUUUACCUUUGGGAUGGUAACUGCCUUAAG
((((((((.((((((((.....&.........))))))...............))...)))))))). -18.46
mir-124a ENSRNOG00000021101 2022 nt UTR 2 hits 219 1315
--------1-------------------------------------------1---------------------
-------
>ENSRNOG00000021101 hs-mir-124a    219    226
UUAAGGCACGCGGUGAAUGCCA&GCCGACUCCCACUCCCCGCUCCCUUCCAGCCACGCUGCCUUAAC
((((((((((.((((((.((..&.................))....)))..))).)).)))))))). -22.20
>ENSRNOG00000021101 hs-mir-124a   1315   1322
UUAAGGCACGCGGUGAAUGCCA&GUUUACCUCUUCAUCUUUACCUUUGGGAUGGUAACUGCCUUAAG
((((((((....((..((.(((&.......................))).))....)))))))))). -17.40

miRNA: mir-124a
Human predicted target: ENSG00000148248
Mouse predicted target: ENSMUSG00000014867
Rat predicted target: ENSRNOG00000005247
Hs Gene description: SURFEIT LOCUS PROTEIN 4.
[Source:SWISSPROT;Acc:O15260] NM_033161
mir-124a ENSG00000148248 4029 nt UTR 3 hits 1108 1155 2205
--------------------------------------------1-1---------------------------
--------------1-----------------------------------------------------------
--------------
>ENSG00000148248 hs-mir-124a   1108   1115
UUAAGGCACGCGGUGAAUGCCA&CGAAUGCAGCCAAAAUUCCUUUUUACAAUUUGUGAUGCCUUAC
.((((((((((((((..(((..&.....)))..)).................))))).))))))). -18.82
>ENSG00000148248 hs-mir-124a   1155   1162
UUAAGGCACGCGGUGAAUGCCA&UUGAUCUUAAUCCUGUAUUUAAAGUUUUCUAACACUGCCUUAU
.(((((((.((..(((((((..&..............)))))))..))..........))))))). -17.70
>ENSG00000148248 hs-mir-124a   2205   2212
UUAAGGCACGCGGUGAAUGCCA&GCUUCCUGGGUGUGGGGGACAGACUCCCUCAGCCCUGCCUUAGA
((((((((.(.(((..(((((.&........)))))..................)))))))))))). -20.75
mir-124a ENSMUSG00000014867 3867 nt UTR 2 hits 1026 1073
-----------------------------------------11-------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000014867 hs-mir-124a   1026   1033
UUAAGGCACGCGGUGAAUGCCA&CUGUAUGCAGCCAAGAUACUUUUUACAAUUUGUGAUGCCUUAC
.(((((((((((((..((((..&..))))...)))...................))).))))))). -19.70
>ENSMUSG00000014867 hs-mir-124a   1073   1080



UUAAGGCACGCGGUGAAUGCCA&UUGAUCUCAGUCCUGUAUUUAAAGUUUUCUAACAUUGCCUUAC
.(((((((.((..(((((((..&..............)))))))..))..........))))))). -17.60
mir-124a ENSRNOG00000005247 3762 nt UTR 4 hits 1027 1074 2502 2549
-----------------------------------------11-------------------------------
--------------------------11----------------------------------------------
---
>ENSRNOG00000005247 hs-mir-124a   1027   1034
UUAAGGCACGCGGUGAAUGCCA&GCUGGAUGCAGCCAAGAUACUUUUUACAUUUGUGAUGCCUUAC
.(((((((((((((.....(((&..))).....)))..................))).))))))). -19.86
>ENSRNOG00000005247 hs-mir-124a   1074   1081
UUAAGGCACGCGGUGAAUGCCA&UUGAUCUCAGUCCUGUAUUUAAAGUUUUCUAACAUUGCCUUAC
.(((((((.((..(((((((..&..............)))))))..))..........))))))). -17.60
>ENSRNOG00000005247 hs-mir-124a   2502   2509
UUAAGGCACGCGGUGAAUGCCA&GCUGGAUGCAGCCAAGAUACUUUUUACAUUUGUGAUGCCUUAC
.(((((((((((((.....(((&..))).....)))..................))).))))))). -19.86
>ENSRNOG00000005247 hs-mir-124a   2549   2556
UUAAGGCACGCGGUGAAUGCCA&UUGAUCUCAGUCCUGUAUUUAAAGUUUUCUAACAUUGCCUUAC
.(((((((.((..(((((((..&..............)))))))..))..........))))))). -17.60

miRNA: mir-124a
Human predicted target: ENSG00000154188
Mouse predicted target: ENSMUSG00000022309
Rat predicted target: ENSRNOG00000005854
Hs Gene description: ANGIOPOIETIN-1 PRECURSOR (ANG-1).
[Source:SWISSPROT;Acc:Q15389] NM_139290
mir-124a ENSG00000154188 4373 nt UTR 2 hits 1740 1859
---------------------------------------------------------------------1----
1-------------------------------------------------------------------------
---------------------------
>ENSG00000154188 hs-mir-124a   1740   1747
UUAAGGCACGCGGUGAAUGCCA&AAUACCAGUUUCAAACUUGGUGACUUGAUCCACUAUGCCUUAAU
((((((((...((((.((((((&.................))))......)).)))).)))))))). -18.60
>ENSG00000154188 hs-mir-124a   1859   1866
UUAAGGCACGCGGUGAAUGCCA&UUUUUAUAUUUAUGUGUCUGUAUUCUACCCCUUUUUGCCUUAC
.(((((((.(.(((((((((..&...................)))))).))).)....))))))). -21.30
mir-124a ENSMUSG00000022309 2227 nt UTR 2 hits 1374 1767
------------------------------------------------------1---------------1---
----------------
>ENSMUSG00000022309 hs-mir-124a   1374   1381
UUAAGGCACGCGGUGAAUGCCA&UGACUAGGAAGUUUCUGAUUGUUAGCUGCUAUAAGUGCCUUAGU
((((((((((((((.(((....&....................))).))))).....))))))))). -22.40
>ENSMUSG00000022309 hs-mir-124a   1767   1774
UUAAGGCACGCGGUGAAUGCCA&UUCUUAUAUUUAUAUGUGUUCAUAAAGUACUAUUUUGCCUUAC
.(((((((.((.((((((((..&...............))))))))...)).......))))))). -19.10
mir-124a ENSRNOG00000005854 2187 nt UTR 2 hits 1384 1775
-------------------------------------------------------1--------------1---
--------------



>ENSRNOG00000005854 hs-mir-124a   1384   1391
UUAAGGCACGCGGUGAAUGCCA&GACUAAGAAUUUUCUAAUUGGUUAACUGCUAUAAGUGCCUUAGA
((((((((((((((....((((&..................))))..))))).....))))))))). -26.30
>ENSRNOG00000005854 hs-mir-124a   1775   1782
UUAAGGCACGCGGUGAAUGCCA&CUUUCUUAUACUUAUAUCUGCAAAAAAGACCAUUUUGCCUUAU
.(((((((...(((...(((..&...................)))......)))....))))))). -16.50

miRNA: mir-124a
Human predicted target: ENSG00000156642
Mouse predicted target: ENSMUSG00000032336
Rat predicted target: ENSRNOG00000009029
Hs Gene description: STROMAL CELL DERIVED FACTOR RECEPTOR 1 ISOFORM B.
[Source:RefSeq;Acc:NM_012428]
mir-124a ENSG00000156642 3045 nt UTR 2 hits 127 2005
-----1--------------------------------------------------------------------
------1-----------------------------------------
>ENSG00000156642 hs-mir-124a    127    134
UUAAGGCACGCGGUGAAUGCCA&UCAAGUGAGCAACACCACAAUGACUGUCUAAAGCAUGCCUUAU
.(((((((.((((((..(((((&.....)).))).))))................)).))))))). -21.49
>ENSG00000156642 hs-mir-124a   2005   2012
UUAAGGCACGCGGUGAAUGCCA&UCAAGUGAGCAACACCACAAUGACUGUCUAAAGCAUGCCUUAU
.(((((((.((((((..(((((&.....)).))).))))................)).))))))). -21.49
mir-124a ENSMUSG00000032336 3034 nt UTR 2 hits 127 1330
-----1-----------------------------------------------1--------------------
------------------------------------------------
>ENSMUSG00000032336 hs-mir-124a    127    134
UUAAGGCACGCGGUGAAUGCCA&UCAAGUGAGCAACACCACAAUGACCGUCUAAAGCAUGCCUUAU
.(((((((.((((((..(((((&.....)).))).))))................)).))))))). -21.49
>ENSMUSG00000032336 hs-mir-124a   1330   1337
UUAAGGCACGCGGUGAAUGCCA&CUGCCUGAUCCCAGAUAAUUUAACACAGAAAACAUUGCCUUAAA
((((((((....((...((...&.........................))....))..)))))))). -15.00
mir-124a ENSRNOG00000009029 2000 nt UTR 2 hits 649 1848
-------------------------1-----------------------------------------------
1------
>ENSRNOG00000009029 hs-mir-124a    649    656
UUAAGGCACGCGGUGAAUGCCA&UCAAGUGAGCAACACCACAAUGACCGUCUAAAGCAUGCCUUAU
.(((((((.((((((..(((((&.....)).))).))))................)).))))))). -21.49
>ENSRNOG00000009029 hs-mir-124a   1848   1855
UUAAGGCACGCGGUGAAUGCCA&UUGUGUGAUCCCAGAUAAUUUAACACAGAAAACAUUGCCUUAAA
(((((((((..((.((.(((((&.)).))).)))).).....................)))))))). -14.49

miRNA: mir-124a
Human predicted target: ENSG00000162734
Mouse predicted target: ENSMUSG00000013698
Rat predicted target: ENSRNOG00000006854



Hs Gene description: ASTROCYTIC PHOSPHOPROTEIN PEA-15 (PED).
[Source:SWISSPROT;Acc:Q15121] NM_003768
mir-124a ENSG00000162734 3890 nt UTR 2 hits 1491 1527
-----------------------------------------------------------1-1------------
--------------------------------------------------------------------------
--------
>ENSG00000162734 hs-mir-124a   1491   1498
UUAAGGCACGCGGUGAAUGCCA&CGUGCCCUGCCCCUCUGGCCACUGCUGCAGACACCUGCCUUAAC
((((((((.((((((...((((&...............))))))))))..........)))))))). -24.10
>ENSG00000162734 hs-mir-124a   1527   1534
UUAAGGCACGCGGUGAAUGCCA&GCCUUAACACACACACCUCUAGGACUCCACAGUUUUGCCUUAAA
((((((((.((.(((....((.&.....................))....))).))..)))))))). -21.00
mir-124a ENSMUSG00000013698 3892 nt UTR 2 hits 1515 1549
------------------------------------------------------------11------------
--------------------------------------------------------------------------
--------
>ENSMUSG00000013698 hs-mir-124a   1515   1522
UUAAGGCACGCGGUGAAUGCCA&AUUGCCCAUCUCCUCUGGCCACUGCUGCAGACACCUGCCUUAAC
((((((((.((((((...((((&...............))))))))))..........)))))))). -24.10
>ENSMUSG00000013698 hs-mir-124a   1549   1556
UUAAGGCACGCGGUGAAUGCCA&CUGCCUUAACUCUCACACCUCGAAGACUCCAGCUUUGCCUUAAA
((((((((((.((((.......&...............)))).)).............)))))))). -20.21
mir-124a ENSRNOG00000006854 2000 nt UTR 2 hits 184 218
-------11-----------------------------------------------------------------
------
>ENSRNOG00000006854 hs-mir-124a    184    191
UUAAGGCACGCGGUGAAUGCCA&UUUGCCCAUCUCCUCUGGCCACUGCUGCAGACACCUGCCUUAAC
((((((((.((((((...((((&...............))))))))))..........)))))))). -24.10
>ENSRNOG00000006854 hs-mir-124a    218    225
UUAAGGCACGCGGUGAAUGCCA&CUGCCUUAACACACACACCUCUAAGACUCCAGUUUUGCCUUAAA
((((((((.((((((..((...&...........))..))))............))..)))))))). -16.70

miRNA: mir-124a
Human predicted target: ENSG00000163403
Mouse predicted target: ENSMUSG00000035158
Rat predicted target: ENSRNOG00000008651
Rat predicted target: ENSRNOG00000008658
Hs Gene description: MICROPHTHALMIA-ASSOCIATED TRANSCRIPTION FACTOR.
[Source:SWISSPROT;Acc:O75030]
mir-124a ENSG00000163403 2000 nt UTR 2 hits 485 1585
-------------------1-------------------------------------------1----------
------
>ENSG00000163403 hs-mir-124a    485    492
UUAAGGCACGCGGUGAAUGCCA&UUUUCCAUUUUAUAAAUGUAUUGAUUCAUUGGUACUGCCUUAAA
((((((((..((((((((....&.......................))))))))....)))))))). -21.00
>ENSG00000163403 hs-mir-124a   1585   1592
UUAAGGCACGCGGUGAAUGCCA&GCAAGUGGCAUAAAGCAUAUCCAUUCAGAAUGAAGUGCCUUAAA



(((((((((...(((.((((((&.....))))))....)))................))))))))). -24.11
mir-124a ENSMUSG00000035158 2527 nt UTR 2 hits 548 1640
---------------------1-------------------------------------------1--------
----------------------------
>ENSMUSG00000035158 hs-mir-124a    548    555
UUAAGGCACGCGGUGAAUGCCA&UUUCUCGCUUUCUAAAUGCGGCAAUUUCCUGGUACUGCCUUAAA
((((((((..(((..((((((.&...................)))).))..)))....)))))))). -24.00
>ENSMUSG00000035158 hs-mir-124a   1640   1647
UUAAGGCACGCGGUGAAUGCCA&CUGUGUGGCAUAAAGCAUACCCUUUCAGAAUGAAGUGCCUUAAA
(((((((((...(((.((((((&.....))))))....)))................))))))))). -24.11
mir-124a ENSRNOG00000008651 2000 nt UTR 1 hits 469
------------------1-------------------------------------------------------
------
>ENSRNOG00000008651 hs-mir-124a    469    476
UUAAGGCACGCGGUGAAUGCCA&UUCAGAAAGAGAACUGUGGUCAAGCAUUCUGUCUGUGCCUUAAU
((((((((((....((((((..&.......................))))))....)))))))))). -26.30
mir-124a ENSRNOG00000008658 2835 nt UTR 2 hits 958 2046
--------------------------------------1-----------------------------------
-------1--------------------------------
>ENSRNOG00000008658 hs-mir-124a    958    965
UUAAGGCACGCGGUGAAUGCCA&UUUCUCACUUUAUAAAUGUGUCGAUUCCCUGGUACUGCCUUAAA
((((((((..(((.((((((((&................)).))..)))).)))....)))))))). -18.10
>ENSRNOG00000008658 hs-mir-124a   2046   2053
UUAAGGCACGCGGUGAAUGCCA&GCGAGCGGCAUAAAACUUAUCCUUUCAGAAUGAAGUGCCUUAAA
(((((((((..(((..(((((.&......)))))...))).................))))))))). -24.31

miRNA: mir-124a
Human predicted target: ENSG00000166712
Mouse predicted target: ENSMUSG00000022500
Rat predicted target: ENSRNOG00000002520
Hs Gene description: LIPOPOLYSACCHARIDE-INDUCED TUMOR NECROSIS FACTOR-
ALPHA FACTOR (LPS-INDUCED TNF-ALPHA FACTOR) (P53-INDUCED PROTEIN 7).
[Source:SWISSPROT;Acc:Q99732] NM_004862
mir-124a ENSG00000166712 3053 nt UTR 2 hits 388 490
---------------1---1------------------------------------------------------
-------------------------------------------------
>ENSG00000166712 hs-mir-124a    388    395
UUAAGGCACGCGGUGAAUGCCA&UUUCUGGUGGCAGUCUCAAACUGAGAAGCCACAGUUGCCUUAU
.(((((((((.(((((.(((((&.......))))).))............))).).).))))))). -22.30
>ENSG00000166712 hs-mir-124a    490    497
UUAAGGCACGCGGUGAAUGCCA&UAUCCGUCUCUUCCCGUCCCUGAUGACAAAGAUCUUGCCUUAC
.(((((((.((((.(((.....&..........)))))))..................))))))). -16.91
mir-124a ENSMUSG00000022500 3669 nt UTR 2 hits 333 386
-------------1-1----------------------------------------------------------
-------------------------------------------------------------------------
>ENSMUSG00000022500 hs-mir-124a    333    340
UUAAGGCACGCGGUGAAUGCCA&CAUUGGUGCCAGUCUCAAACCCCGAAGCCACGAUUUGCCUUAU



.(((((((((.(((....((((&...))))...................))).))...))))))). -19.20
>ENSMUSG00000022500 hs-mir-124a    386    393
UUAAGGCACGCGGUGAAUGCCA&UUGGCUUGAUCUAUUCCCAUCCCUGAGACAGAGCCUGCCUUAAA
((((((((.((((.((((((((&.)))).......))))))..............)).)))))))). -21.94
mir-124a ENSRNOG00000002520 3467 nt UTR 2 hits 370 434
--------------1--1--------------------------------------------------------
-----------------------------------------------------------------
>ENSRNOG00000002520 hs-mir-124a    370    377
UUAAGGCACGCGGUGAAUGCCA&UCCUGGUGCCAGGCUCAAAACCCGAAGCUACAGUUUGCCUUAU
.(((((((((.(((....(((.&...........))).....)))))...........))))))). -22.10
>ENSRNOG00000002520 hs-mir-124a    434    441
UUAAGGCACGCGGUGAAUGCCA&UGUACCAUCUCUCCCAGCCCUAAUGACAGAGACCUUGCCUUAAA
((((((((...(((...((.((&.......................)).))...))).)))))))). -17.70

miRNA: mir-124a
Human predicted target: ENSG00000168610
Mouse predicted target: ENSMUSG00000004040
Rat predicted target: ENSRNOG00000019742
Hs Gene description: SIGNAL TRANSDUCER AND ACTIVATOR OF TRANSCRIPTION 3
(ACUTE-PHASE RESPONSE FACTOR). [Source:SWISSPROT;Acc:P40763] NM_003150
mir-124a ENSG00000168610 2897 nt UTR 2 hits 1209 2546
------------------------------------------------1-------------------------
---------------------------1--------------
>ENSG00000168610 hs-mir-124a   1209   1216
UUAAGGCACGCGGUGAAUGCCA&AUCUGCUGUUUCAGAGGCUAGGUUGUUUCUGUGGGUGCCUUAU
.((((((((.((..(((.(((.&....................)))...)))..)).)))))))). -25.50
>ENSG00000168610 hs-mir-124a   2546   2553
UUAAGGCACGCGGUGAAUGCCA&GAUAAGGGCCGGAAAGGGUCUUGAGAGGAGGUGGUUGCCUUAAU
((((((((..........((((&...............................)))))))))))). -15.80
mir-124a ENSMUSG00000004040 2469 nt UTR 2 hits 827 966
---------------------------------1----1-----------------------------------
-------------------------
>ENSMUSG00000004040 hs-mir-124a    827    834
UUAAGGCACGCGGUGAAUGCCA&CCAGACCCUGUUUCAGGGUCAGCCUGCCCUGUGGGUGCCUUAC
.((((((((((((.(...(((.&................)))...))))).......)))))))). -23.21
>ENSMUSG00000004040 hs-mir-124a    966    973
UUAAGGCACGCGGUGAAUGCCA&GAAUCCCUGCCUCAGGACCUUGUGUCGAGAGGGAUUGCCUUAC
.((((((((.((..(....((.&..............))......)..))...)....))))))). -16.50
mir-124a ENSRNOG00000019742 2583 nt UTR 2 hits 1359 1497
------------------------------------------------------1----1--------------
------------------------------
>ENSRNOG00000019742 hs-mir-124a   1359   1366
UUAAGGCACGCGGUGAAUGCCA&CUGGACCCUGUUCCAGGGUCAUCCUGCCCUGUGGGUGCCUUAC
.((((((((((((.((..(((.&................)))..)))))).......)))))))). -24.11
>ENSRNOG00000019742 hs-mir-124a   1497   1504
UUAAGGCACGCGGUGAAUGCCA&GAAUCCCUGUCUCAGAACCUUGUGUCGAGAGGGAUUGCCUUAGA
((((((((((((((...((...&............))..)))..)))...........)))))))). -16.20



miRNA: mir-125a
Human predicted target: ENSG00000043143
Mouse predicted target: ENSMUSG00000020387
Rat predicted target: ENSRNOG00000004956
Hs Gene description: NM_015288
mir-125a ENSG00000043143 3883 nt UTR 3 hits 546 3137 3632
---------------------1----------------------------------------------------
---------------------------------------------------1-------------------1--
--------
>ENSG00000043143 hs-mir-125a    546    553
UCCCUGAGACCCUUUAACCUGUG&GUGACUCAUGGACCUCACGUGCUUCCUCCAGAGAUCUCAGGGAG
(((((((((..((((........&.............................)))).))))))))). -
22.40
>ENSG00000043143 hs-mir-125a   3137   3144
UCCCUGAGACCCUUUAACCUGUG&GGGUUCCCAGAAUCCCUCCUGAGCUGUGCCAUUUACUCAGGGGA
((((((((........((..((.&......................)).))........)))))))). -
18.39
>ENSG00000043143 hs-mir-125a   3632   3639
UCCCUGAGACCCUUUAACCUGUG&UGAAGAGUUUCAGUAGAGUGGCCCCAGGGUGAUAGCUCAGGGAA
(((((((((((((....((....&...................))....))))).....)))))))). -
25.90
mir-125a ENSMUSG00000020387 2000 nt UTR 3 hits 291 696 1197
-----------1---------------1-------------------1--------------------------
------
>ENSMUSG00000020387 hs-mir-125a    291    298
UCCCUGAGACCCUUUAACCUGUG&CUUCUGGCUUGAUGUAGACAAGGUGAGGGAGAGAGCUCAGGGC
.(((((((.(((((..((((((.&.................))).))))))))......))))))). -27.10
>ENSMUSG00000020387 hs-mir-125a    696    703
UCCCUGAGACCCUUUAACCUGUG&GGGUUCCCUGGAUCCUUCCUGAGCUGUGUUCUUUACUCAGGGGA
((((((((..((...(((((...&)))))....))........................)))))))). -
19.87
>ENSMUSG00000020387 hs-mir-125a   1197   1204
UCCCUGAGACCCUUUAACCUGUG&GAGUUUUGAUGGAGUGGCCCCAGGGUGAUAGAUAGCUCAGGGAA
((((((((...(((((.((((..&....................)))).))).))....)))))))). -
25.20
mir-125a ENSRNOG00000004956 2000 nt UTR 3 hits 292 696 1196
-----------1---------------1-------------------1--------------------------
------
>ENSRNOG00000004956 hs-mir-125a    292    299
UCCCUGAGACCCUUUAACCUGUG&CUUCUGGCUUGAUGUAGACGAGGUGAGGGAGAGAGCUCAGGGC
.(((((((.(((((..((((((.&.................)).)))))))))......))))))). -27.10
>ENSRNOG00000004956 hs-mir-125a    696    703
UCCCUGAGACCCUUUAACCUGUG&AGGUUCCCAGAAACCUUUCUGAGCUGUGUUCUUUACUCAGGGGA
((((((((........((..((.&......................)).))........)))))))). -
18.39
>ENSRNOG00000004956 hs-mir-125a   1196   1203



UCCCUGAGACCCUUUAACCUGUG&GAGUUUUGAUGGAGUGGCCCCAGGGUGAUAGAUAGCUCAGGGAA
((((((((...(((((.((((..&....................)))).))).))....)))))))). -
25.20

miRNA: mir-125a
Human predicted target: ENSG00000116017
Mouse predicted target: ENSMUSG00000019564
Rat predicted target: ENSRNOG00000012319
Hs Gene description: DEAD RINGER LIKE-1 PROTEIN (B-CELL REGULATOR OF IGH
TRANSCRIPTION) (BRIGHT). [Source:SWISSPROT;Acc:Q99856] NM_005224
mir-125a ENSG00000116017 2742 nt UTR 3 hits 1439 1541 2195
---------------------------------------------------------1---1------------
-------------1----------------------
>ENSG00000116017 hs-mir-125a   1439   1446
UCCCUGAGACCCUUUAACCUGUG&GGGGGUGGUUCUUGUCGAAGCCCCCAGGCUCCUGUCUCAGGGAU
((((((((((.......((((..&........................)))).....)))))))))). -
27.10
>ENSG00000116017 hs-mir-125a   1541   1548
UCCCUGAGACCCUUUAACCUGUG&UCAAUACUGGGGAGUGGGGGUGAAGCCGGACCUCACUCAGGGU
.(((((((((((((...((((((&....))).)))....))))))..............))))))). -26.03
>ENSG00000116017 hs-mir-125a   2195   2202
UCCCUGAGACCCUUUAACCUGUG&UCUUUGGGGAGGGGACCCCCACUUCCUUCUCGGAUCUCAGGGC
.((((((((((((((..(((...&.....)))))))))....................)))))))). -25.15
mir-125a ENSMUSG00000019564 4767 nt UTR 7 hits 951 1026 1884 2120
2307 2343 3334
--------------------------------------1--1--------------------------------
-1--------1-------11---------------------------------------1--------------
-------------------------------------------
>ENSMUSG00000019564 hs-mir-125a    951    958
UCCCUGAGACCCUUUAACCUGUG&GUAGGGGAGCCAUGGAGUGCAGUGGCCUCCUGUGCCUCAGGGAU
((((((((.((((...(((((((&..........))))).))..)).))..........)))))))). -
21.80
>ENSMUSG00000019564 hs-mir-125a   1026   1033
UCCCUGAGACCCUUUAACCUGUG&UUGCUUUCAAGAGACAGAUGCAACAACGGGCCUAGCUCAGGGC
.(((((((.........(((((.&.........................))))).....))))))). -21.54
>ENSMUSG00000019564 hs-mir-125a   1884   1891
UCCCUGAGACCCUUUAACCUGUG&AACCCUGUCCAAAGUCCACCUCCAUGGGUAACUGGCUCAGGGAU
((((((((.((..((.(((((((&......................)))))))))..)))))))))). -
28.40
>ENSMUSG00000019564 hs-mir-125a   2120   2127
UCCCUGAGACCCUUUAACCUGUG&AGGCUCUGUGAGUGACCAGAAGCGCCAGAUCCUAACUCAGGGGA
((((((((...............&...................................)))))))). -
18.70
>ENSMUSG00000019564 hs-mir-125a   2307   2314
UCCCUGAGACCCUUUAACCUGUG&GGUCAGAGCUGGGGUCGUUACUGUCCACCUGGUACCUCAGGGC
.((((((((((((.....(((..&...)))....)))))....................))))))). -22.55
>ENSMUSG00000019564 hs-mir-125a   2343   2350



UCCCUGAGACCCUUUAACCUGUG&UCAGGGCUUGGCGUGGGGCAGGUGAGACACCCAAACUCAGGGC
.(((((((........((((((.&.................))))))............))))))). -23.75
>ENSMUSG00000019564 hs-mir-125a   3334   3341
UCCCUGAGACCCUUUAACCUGUG&CUGUGUGCAAGGUUUUCCCCUUCCACCCCAUCGGUCUCAGGGAC
(((((((((((....(((((((.&......))).))))..................))))))))))). -
28.95
mir-125a ENSRNOG00000012319 2000 nt UTR 3 hits 988 1048 1837
---------------------------------------1-1-------------------------------
1------
>ENSRNOG00000012319 hs-mir-125a    988    995
UCCCUGAGACCCUUUAACCUGUG&UAGCGGAGCACAGGGAAUACAAUGUCCUCAGGUGUCUCAGGGAU
(((((((((((((....((((((&........))))))...............))).)))))))))). -
33.51
>ENSRNOG00000012319 hs-mir-125a   1048   1055
UCCCUGAGACCCUUUAACCUGUG&CUUGCCUGGAUGGGUUGCAGAGGCAACAGGCUUAGCUCAGGGC
.(((((((.((((.((((((((.&.........)))))))).)).))............))))))). -25.52
>ENSRNOG00000012319 hs-mir-125a   1837   1844
UCCCUGAGACCCUUUAACCUGUG&AACCCUGUCCAAAGUCCGCCUCCAUGGGUAACCGGCUCAGGGAU
((((((((.((..((.(((((((&......................)))))))))..)))))))))). -
28.30

miRNA: mir-125a
Human predicted target: ENSG00000126929
Mouse predicted target: ENSMUSG00000035011
Rat predicted target: ENSRNOG00000020161
Hs Gene description: HIV-1 INDUCER OF SHORT TRANSCRIPTS BINDING PROTEIN;
LYMPHOMA RELATED FACTOR. [Source:RefSeq;Acc:NM_015898] NM_015898
mir-125a ENSG00000126929 2000 nt UTR 3 hits 686 942 1806
---------------------------1---------1----------------------------------1-
------
>ENSG00000126929 hs-mir-125a    686    693
UCCCUGAGACCCUUUAACCUGUG&AAUGGGCCCCCGUCCCCCGACCCGCACCCUCCUUCCUCAGGGC
.(((((((...........((((&......................)))).........))))))). -17.15
>ENSG00000126929 hs-mir-125a    942    949
UCCCUGAGACCCUUUAACCUGUG&GCACUUACAACCGGCGGGACCCCCAGGGACCACCCCUCAGGGC
.(((((((.((((....(((((.&.............)))))......)))).......))))))). -24.90
>ENSG00000126929 hs-mir-125a   1806   1813
UCCCUGAGACCCUUUAACCUGUG&UUCUGUCCACGGGGUCUCUCCUUCCUCCUCCCUAGCUCAGGGAU
((((((((.(.......((((((&.......)))))).....................))))))))). -
23.29
mir-125a ENSMUSG00000035011 3160 nt UTR 4 hits 390 605 1192 1346
---------------1--------1----------------------1-----1--------------------
-----------------------------------------------------
>ENSMUSG00000035011 hs-mir-125a    390    397
UCCCUGAGACCCUUUAACCUGUG&AUGAGUGGACGUUAAAAUGGUCCCCACCCUCCUUCCUCAGGGC
.((((((((((.((((((.....&..........))))))..)))..............))))))). -19.83
>ENSMUSG00000035011 hs-mir-125a    605    612



UCCCUGAGACCCUUUAACCUGUG&GGCACUUACACCUGACGGGGCCCUCGGGGCCACUGCUCAGGGC
.(((((((.((((....(((((.&..............)))))......))))......))))))). -27.40
>ENSMUSG00000035011 hs-mir-125a   1192   1199
UCCCUGAGACCCUUUAACCUGUG&CAUCGCUCCGGUAGAAUCCACUUGCGCUCCCGAGACUCAGGGU
.(((((((...(((......(((&........................)))....))).))))))). -17.30
>ENSMUSG00000035011 hs-mir-125a   1346   1353
UCCCUGAGACCCUUUAACCUGUG&UGGGAGCCGCAGGCCACCUGUGCUGUCCUUCCCAGCUCAGGGAU
((((((((((.......((((((&.......))))))......))..............)))))))). -
22.65
mir-125a ENSRNOG00000020161 2038 nt UTR 4 hits 395 607 1203 1373
---------------1--------1-----------------------1-----1-------------------
--------
>ENSRNOG00000020161 hs-mir-125a    395    402
UCCCUGAGACCCUUUAACCUGUG&ACGUUAAAAUGGUCCCCAGCUCCCCACCCUCCUUCCUCAGGGC
.((((((((((.((((((.....&..))))))..)))......................))))))). -19.34
>ENSRNOG00000020161 hs-mir-125a    607    614
UCCCUGAGACCCUUUAACCUGUG&GGCACUUAGACCUGACGGGGUCCUUGGGGCCACUGCUCAGGGC
.(((((((.((((....(((((.&..............)))))......))))......))))))). -28.10
>ENSRNOG00000020161 hs-mir-125a   1203   1210
UCCCUGAGACCCUUUAACCUGUG&CAUUGCUCCGGUAGAAUCCGCUUGCGUUCCCAAGACUCAGGGC
.(((((((.......((((.(((&..................)))..).))).......))))))). -17.84
>ENSRNOG00000020161 hs-mir-125a   1373   1380
UCCCUGAGACCCUUUAACCUGUG&UGGGAGCCGCAGGCCACCUGUCCUGUCCUUCCCAGCUCAGGGAU
((((((((((.......((((((&.......))))))......))..............)))))))). -
22.65

miRNA: mir-125a
Human predicted target: ENSG00000128342
Mouse predicted target: ENSMUSG00000034394
Rat predicted target: ENSRNOG00000007002
Hs Gene description: LEUKEMIA INHIBITORY FACTOR PRECURSOR (LIF)
(DIFFERENTIATION- STIMULATING FACTOR) (D FACTOR) (MELANOMA-DERIVED LPL
INHIBITOR) (MLPLI). [Source:SWISSPROT;Acc:P15018] NM_002309
mir-125a ENSG00000128342 5199 nt UTR 2 hits 1009 4961
----------------------------------------1---------------------------------
--------------------------------------------------------------------------
--------------------------------------------------1---------
>ENSG00000128342 hs-mir-125a   1009   1016
UCCCUGAGACCCUUUAACCUGUG&CAGGGCAAGGGAACAGCAGAACUUAGGGUCAGGGUCUCAGGGAA
(((((((((((((....((((..&.......................))))...))))))))))))). -
35.70
>ENSG00000128342 hs-mir-125a   4961   4968
UCCCUGAGACCCUUUAACCUGUG&CCACCGCCCAGGAGUGGAAACACUCCUCCCCUCUGCUCAGGGAG
((((((((.((((....((((..&........)))))).))..................)))))))). -
22.11
mir-125a ENSMUSG00000034394 6931 nt UTR 3 hits 1096 2453 3775



-------------------------------------------1------------------------------
------------------------1-------------------------------------------------
--1-----------------------------------------------------------------------
--------------------------------------------------------
>ENSMUSG00000034394 hs-mir-125a   1096   1103
UCCCUGAGACCCUUUAACCUGUG&CUGGAGCAUGGAGAAGCAGAACUUGAGGUCAGGGUCUCAGGGAA
(((((((((((((...((((...&.........................)))).))))))))))))). -
35.40
>ENSMUSG00000034394 hs-mir-125a   2453   2460
UCCCUGAGACCCUUUAACCUGUG&CUCUCUGGGCUCCGCCCACCUGGCAGCUUUGAAGGCUCAGGGAC
((((((((..(((((((.((((.&......................))))..))))))))))))))). -
28.70
>ENSMUSG00000034394 hs-mir-125a   3775   3782
UCCCUGAGACCCUUUAACCUGUG&UCUGCAAGGCUUUUUUGGGGGGGGUACCGAUGGCUCUCAGGGAG
((((((((((((((((((((((.&...))).)).....))))))))............))))))))). -
28.50
mir-125a ENSRNOG00000007002 2142 nt UTR 2 hits 39 988
-1-------------------------------------1----------------------------------
------------
>ENSRNOG00000007002 hs-mir-125a     39     46
UCCCUGAGACCCUUUAACCUGUG&ACAGGAGGUCUUGAGUAUACUGUGGACUGAGGGGUCUCAGGGGC
((((((((((((((((.(((((.&)))))......................)))))))))))))))). -
35.80
>ENSRNOG00000007002 hs-mir-125a    988    995
UCCCUGAGACCCUUUAACCUGUG&CUGGAGCAUGGAGAAGCAGAACUUGAGGUCAGGGUCUCAGGGAA
(((((((((((((...((((...&.........................)))).))))))))))))). -
35.40

miRNA: mir-125a
Human predicted target: ENSG00000131067
Mouse predicted target: ENSMUSG00000027603
Rat predicted target: ENSRNOG00000018441
Hs Gene description: GAMMA-GLUTAMYLTRANSFERASE-LIKE 3.
[Source:RefSeq;Acc:NM_052830]
mir-125a ENSG00000131067 2000 nt UTR 2 hits 76 559
---1------------------1---------------------------------------------------
------
>ENSG00000131067 hs-mir-125a     76     83
UCCCUGAGACCCUUUAACCUGUG&AUGUUCCCAGAGUCCCUCCUUCUCCCAGGUUUGGUCUCAGGGGG
(((((((((((....((((((..&.........................)))))).))))))))))). -
33.20
>ENSG00000131067 hs-mir-125a    559    566
UCCCUGAGACCCUUUAACCUGUG&CCAGGGUAUGGGGUAGGGGUGGGGGUGGGCACCAGCUCAGGGGC
((((((((((((((...((((((&......))))))..))))))...............)))))))). -
28.46
mir-125a ENSMUSG00000027603 2566 nt UTR 2 hits 75 519



--1-----------------1-----------------------------------------------------
-----------------------------
>ENSMUSG00000027603 hs-mir-125a     75     82
UCCCUGAGACCCUUUAACCUGUG&AUGUUCCCAGAGUCCCUCUUUCUCCCAGGUUUGGUCUCAGGGGG
(((((((((((....((((((..&.........................)))))).))))))))))). -
33.20
>ENSMUSG00000027603 hs-mir-125a    519    526
UCCCUGAGACCCUUUAACCUGUG&CCCAGGCAGCCACACAGGGGUGGGGUGGGUAUCAGCUCAGGGGC
(((((((((((((....((((((&............))))))...))))).........)))))))). -
33.10
mir-125a ENSRNOG00000018441 2576 nt UTR 2 hits 78 527
---1-----------------1----------------------------------------------------
------------------------------
>ENSRNOG00000018441 hs-mir-125a     78     85
UCCCUGAGACCCUUUAACCUGUG&AUGUUCCCAGAGUCCCUCUCUCUCCCAGGUUUGGUCUCAGGGGG
(((((((((((....((((((..&.........................)))))).))))))))))). -
33.20
>ENSRNOG00000018441 hs-mir-125a    527    534
UCCCUGAGACCCUUUAACCUGUG&CCAGGCAGCCGAGUAGGGGUGGGGGUGGGUAUCAGCUCAGGGGC
((((((((((((((...((((..&.............))))...)))))).........)))))))). -
28.70

miRNA: mir-125a
Human predicted target: ENSG00000160613
Mouse predicted target: ENSMUSG00000035382
Rat predicted target: ENSRNOG00000017478
Hs Gene description: PROPROTEIN CONVERTASE SUBTILISIN/KEXIN TYPE 7
PRECURSOR (EC 3.4.21.-) (PROPROTEIN CONVERTASE PC7) (SUBTILISIN/KEXIN-LIKE
PROTEASE PC7) (PROHORMONE CONVERTASE PC7) (PC8) (HPC8) (LYMPHOMA
PROPROTEIN CONVERTASE). [Source:SWISSPROT;Acc:Q16549] NM_004716
mir-125a ENSG00000160613 2925 nt UTR 3 hits 723 1616 2730
----------------------------1-----------------------------------1---------
-----------------------------------1-------
>ENSG00000160613 hs-mir-125a    723    730
UCCCUGAGACCCUUUAACCUGUG&CAGUCCUGCCACCACCCUGUCUUCCUCUGCAAGUGCUCAGGGAA
((((((((.(.(((.........&..............................))).))))))))). -
20.00
>ENSG00000160613 hs-mir-125a   1616   1623
UCCCUGAGACCCUUUAACCUGUG&GAUGGCUGCAGCCAAGGAGCUGGGGGAGGGCCGGGCUCAGGGC
.(((((((..(((((..((.((.&..................)).))..))))).....))))))). -27.30
>ENSG00000160613 hs-mir-125a   2730   2737
UCCCUGAGACCCUUUAACCUGUG&CAGGCAUAGGGCAUAGGACGCAGCUUAGCAGUCAGCUCAGGGAU
((((((((..(((....((((((&....))))))....)))..................)))))))). -
26.95
mir-125a ENSMUSG00000035382 2829 nt UTR 4 hits 687 1065 1522 2682
---------------------------1--------------1-----------------1-------------
---------------------------------1------



>ENSMUSG00000035382 hs-mir-125a    687    694
UCCCUGAGACCCUUUAACCUGUG&ACUGUCUCUGACCACCUGUCUUCCUCUGCACCGUGCUCAGGGAA
((((((((((.............&................................)).)))))))). -
19.90
>ENSMUSG00000035382 hs-mir-125a   1065   1072
UCCCUGAGACCCUUUAACCUGUG&CGGCCAGGAACGUGUGAGCCCAACAUGCUUCCACCCUCAGGGU
.(((((((...(((...((((..&....)))).......))).................))))))). -17.05
>ENSMUSG00000035382 hs-mir-125a   1522   1529
UCCCUGAGACCCUUUAACCUGUG&GGCAUUUGUGAGGCAGGCUAAGCAGGAUGCUGCAGCUCAGGGC
.(((((((..((((((.(((((.&............))))).)))..))).........))))))). -24.60
>ENSMUSG00000035382 hs-mir-125a   2682   2689
UCCCUGAGACCCUUUAACCUGUG&AAUCUGCCAGGUACAGAACACAACUGAACACUCAGCUCAGGGAG
((((((((....(((((((((..&.......)))))............)))).......)))))))). -
22.00
mir-125a ENSRNOG00000017478 2884 nt UTR 3 hits 682 1060 2664
---------------------------1--------------1-------------------------------
--------------------------------1---------
>ENSRNOG00000017478 hs-mir-125a    682    689
UCCCUGAGACCCUUUAACCUGUG&CCUGCCUAUGACCACCUGUCUUCCUCUGCAAAGUGCUCAGGGAA
((((((((.(.((((........&.............................)))).))))))))). -
21.50
>ENSRNOG00000017478 hs-mir-125a   1060   1067
UCCCUGAGACCCUUUAACCUGUG&GCGGUCAGGAACACGUGACCCCAUAUGCUCCCACCCUCAGGGU
.(((((((..(((...(((.((.&))))).)))..........................))))))). -17.49
>ENSRNOG00000017478 hs-mir-125a   2664   2671
UCCCUGAGACCCUUUAACCUGUG&AAUCUGACAGGUACAGAACACAGCUGAACACUCAGCUCAGGGGU
((((((((..........(((((&..................)))))............)))))))). -
22.65

miRNA: mir-125a
Human predicted target: ENSG00000166862
Mouse predicted target: ENSMUSG00000019146
Rat predicted target: ENSRNOG00000006226
Hs Gene description: VOLTAGE-DEPENDENT CALCIUM CHANNEL GAMMA-2 SUBUNIT
(NEURONAL VOLTAGE- GATED CALCIUM CHANNEL GAMMA-2 SUBUNIT).
[Source:SWISSPROT;Acc:Q9Y698] NM_006078
mir-125a ENSG00000166862 2294 nt UTR 3 hits 583 912 1022
-----------------------1------------1---1---------------------------------
------------------
>ENSG00000166862 hs-mir-125a    583    590
UCCCUGAGACCCUUUAACCUGUG&CGGGCCCUGCCUCCCUGGGAGAUUGGGGGGCGAGACUCAGGGGC
((((((((.(((((((((((...&................)))...)))))))).....)))))))). -
26.50
>ENSG00000166862 hs-mir-125a    912    919
UCCCUGAGACCCUUUAACCUGUG&CGGUGGCUUACCAAGAUGCCGGAAACCCCGGAAUCCUCAGGGU
.(((((((.((......((.((.&.................)).)).......))....))))))). -18.52
>ENSG00000166862 hs-mir-125a   1022   1029



UCCCUGAGACCCUUUAACCUGUG&GGGACAUGAAACAGCUCUCCCUCCUCACCCCUCACCUCAGGGC
.(((((((...............&...................................))))))). -17.20
mir-125a ENSMUSG00000019146 2186 nt UTR 3 hits 655 992 1105
--------------------------1------------1----1-----------------------------
--------------
>ENSMUSG00000019146 hs-mir-125a    655    662
UCCCUGAGACCCUUUAACCUGUG&GGGCCCUGCCUCCCGGGGAGAGUAAGGGGUAGAGACUCAGGGC
.(((((((((((((((.((((..&.............)))).....)))))))).....))))))). -30.20
>ENSMUSG00000019146 hs-mir-125a    992    999
UCCCUGAGACCCUUUAACCUGUG&CUGGUGGCUCACAGAGAAGCCAGACCCCUGGAAUCCUCAGGGGG
((((((((.((((((...(((((&.........))))).))))..........))....)))))))). -
21.70
>ENSMUSG00000019146 hs-mir-125a   1105   1112
UCCCUGAGACCCUUUAACCUGUG&GGGAUAUAGAGCAGCCGUCCCUCCUCACCCCUCACCUCAGGGC
.(((((((...(((((.(((...&)))...)))))........................))))))). -16.73
mir-125a ENSRNOG00000006226 2121 nt UTR 3 hits 668 998 1106
--------------------------1------------1----1-----------------------------
-----------
>ENSRNOG00000006226 hs-mir-125a    668    675
UCCCUGAGACCCUUUAACCUGUG&GGGCCCUGCCUCCCGGGGAGAGUAGGGGGUAGAGACUCAGGGC
.(((((((((((((((.((((..&.............)))).....)))))))).....))))))). -29.80
>ENSRNOG00000006226 hs-mir-125a    998   1005
UCCCUGAGACCCUUUAACCUGUG&CUAGUGGCUCACAGAGAAGCCAGACCCCUGGAAUCCUCAGGGGG
((((((((.((((((...(((((&.........))))).))))..........))....)))))))). -
21.70
>ENSRNOG00000006226 hs-mir-125a   1106   1113
UCCCUGAGACCCUUUAACCUGUG&GGGAUAUAGAGCAGCCCUCCCUCCUCACCCCUCACCUCAGGGC
.(((((((...(((((.(((...&)))...)))))........................))))))). -16.73

miRNA: mir-125b
Human predicted target: ENSG00000043143
Mouse predicted target: ENSMUSG00000020387
Rat predicted target: ENSRNOG00000004956
Hs Gene description: NM_015288
mir-125b ENSG00000043143 3883 nt UTR 3 hits 546 3137 3632
---------------------1----------------------------------------------------
---------------------------------------------------1-------------------1--
--------
>ENSG00000043143 hs-mir-125b    546    553
UCCCUGAGACCCUAACUUGUGA&GUGACUCAUGGACCUCACGUGCUUCCUCCAGAGAUCUCAGGGAG
(((((((((..((....(((((&..............)))))............)).))))))))). -22.09
>ENSG00000043143 hs-mir-125b   3137   3144
UCCCUGAGACCCUAACUUGUGA&GGGUUCCCAGAAUCCCUCCUGAGCUGUGCCAUUUACUCAGGGGA
((((((((..............&...................................)))))))). -18.70
>ENSG00000043143 hs-mir-125b   3632   3639
UCCCUGAGACCCUAACUUGUGA&UGAAGAGUUUCAGUAGAGUGGCCCCAGGGUGAUAGCUCAGGGAA
(((((((((((((.((((.(((&.........)))...))))......))))).....)))))))). -26.20



mir-125b ENSMUSG00000020387 2000 nt UTR 3 hits 291 696 1197
-----------1---------------1-------------------1--------------------------
------
>ENSMUSG00000020387 hs-mir-125b    291    298
UCCCUGAGACCCUAACUUGUGA&CUUCUGGCUUGAUGUAGACAAGGUGAGGGAGAGAGCUCAGGGC
.(((((((.((((..(((((..&.................)))))...))))......))))))). -28.00
>ENSMUSG00000020387 hs-mir-125b    696    703
UCCCUGAGACCCUAACUUGUGA&GGGUUCCCUGGAUCCUUCCUGAGCUGUGUUCUUUACUCAGGGGA
((((((((.....(((..((..&......................))...))).....)))))))). -19.10
>ENSMUSG00000020387 hs-mir-125b   1197   1204
UCCCUGAGACCCUAACUUGUGA&GAGUUUUGAUGGAGUGGCCCCAGGGUGAUAGAUAGCUCAGGGAA
(((((((((((((.((((....&...........))))......))))).........)))))))). -24.80
mir-125b ENSRNOG00000004956 2000 nt UTR 3 hits 292 696 1196
-----------1---------------1-------------------1--------------------------
------
>ENSRNOG00000004956 hs-mir-125b    292    299
UCCCUGAGACCCUAACUUGUGA&CUUCUGGCUUGAUGUAGACGAGGUGAGGGAGAGAGCUCAGGGC
.(((((((.((((..(((((..&.................)))))...))))......))))))). -27.70
>ENSRNOG00000004956 hs-mir-125b    696    703
UCCCUGAGACCCUAACUUGUGA&AGGUUCCCAGAAACCUUUCUGAGCUGUGUUCUUUACUCAGGGGA
((((((((.....(((..((..&......................))...))).....)))))))). -19.10
>ENSRNOG00000004956 hs-mir-125b   1196   1203
UCCCUGAGACCCUAACUUGUGA&GAGUUUUGAUGGAGUGGCCCCAGGGUGAUAGAUAGCUCAGGGAA
(((((((((((((.((((....&...........))))......))))).........)))))))). -24.80

miRNA: mir-125b
Human predicted target: ENSG00000104081
Mouse predicted target: ENSMUSG00000040093
Rat predicted target: ENSRNOG00000007529
Hs Gene description: BCL-2 MODIFYING FACTOR. [Source:RefSeq;Acc:NM_033503]

NM_033503
mir-125b ENSG00000104081 5894 nt UTR 3 hits 627 1443 1837
-------------------------1-------------------------------1---------------
1-------------------------------------------------------------------------
--------------------------------------------------------------------------
---------------
>ENSG00000104081 hs-mir-125b    627    634
UCCCUGAGACCCUAACUUGUGA&GGAUUCCUGGCCAGCUCCUGCCACCUCCAGCAGACCUCAGGGAG
((((((((..........(((.&.....................)))...........)))))))). -19.90
>ENSG00000104081 hs-mir-125b   1443   1450
UCCCUGAGACCCUAACUUGUGA&CCAAAGGAAAGACGGCUUCCCUGGACAAAGAAGACCUCAGGGC
.(((((((...((...((((..&........................))))...))..))))))). -18.00
>ENSG00000104081 hs-mir-125b   1837   1844
UCCCUGAGACCCUAACUUGUGA&UCUGGAUAUUACCUCUUCUUGGUCAGAAUUCUAUUCUCAGGGU
.((((((((.......((.(((&......................))).))......)))))))). -19.22
mir-125b ENSMUSG00000040093 2000 nt UTR 4 hits 466 507 1123 1664



------------------1-1-----------------------1---------------------1-------
------
>ENSMUSG00000040093 hs-mir-125b    466    473
UCCCUGAGACCCUAACUUGUGA&UUCCCACUUGGCACAGCCAGCGCCCACCGCAUGGGCUCAGGGAU
((((((((.(((.....((((.&...........................)))).))))))))))). -28.10
>ENSMUSG00000040093 hs-mir-125b    507    514
UCCCUGAGACCCUAACUUGUGA&GAUUCUUACUCAGACGCUGUCAACUUCCGGAAGACCUCAGGGAG
((((((((..((.......(((&...................)))......)).....)))))))). -18.92
>ENSMUSG00000040093 hs-mir-125b   1123   1130
UCCCUGAGACCCUAACUUGUGA&CCUGGGAGCUCCUUCCUUCUCUCCCCGCUGCAGUGCUCAGGGAG
((((((((......(((.(((.&.........................)))...))).)))))))). -21.70
>ENSMUSG00000040093 hs-mir-125b   1664   1671
UCCCUGAGACCCUAACUUGUGA&GGAGAUAUUACCUCUUCUUGGCCACAAUCAUUUUUCUCAGGGU
.((((((((.......(((((.&......................))))).......)))))))). -22.84
mir-125b ENSRNOG00000007529 4225 nt UTR 8 hits 475 516 1080 1605 2666
2707 3341 3875
------------------1-1----------------------1--------------------1---------
--------------------------------1-1------------------------1--------------
------1--------------
>ENSRNOG00000007529 hs-mir-125b    475    482
UCCCUGAGACCCUAACUUGUGA&UUCCCACUUGGCACAGCCAGUGCCCACCGCAUGGGCUCAGGGAU
((((((((.(((.....((((.&...........................)))).))))))))))). -28.10
>ENSRNOG00000007529 hs-mir-125b    516    523
UCCCUGAGACCCUAACUUGUGA&GAUUCUUACUCAGUCGCUGUCAACCUCCAGAAGACCUCAGGGAG
((((((((.......(((.((.&...........................)).)))..)))))))). -20.00
>ENSRNOG00000007529 hs-mir-125b   1080   1087
UCCCUGAGACCCUAACUUGUGA&CUCAGCUGCCUCCGACCUUCUUCCUUCUCUCCCCGCUCAGGGAG
((((((((..............&...................................)))))))). -19.30
>ENSRNOG00000007529 hs-mir-125b   1605   1612
UCCCUGAGACCCUAACUUGUGA&UGGAGAUAUUACCUCUUCUUGGCCACAGUCAUUUUCUCAGGGU
.((((((((.....((.((((.&.......................)))))).....)))))))). -22.80
>ENSRNOG00000007529 hs-mir-125b   2666   2673
UCCCUGAGACCCUAACUUGUGA&UUCCCACUUGGCACAGCCAGUGCCCACCGCAUGGGCUCAGGGAU
((((((((.(((.....((((.&...........................)))).))))))))))). -28.10
>ENSRNOG00000007529 hs-mir-125b   2707   2714
UCCCUGAGACCCUAACUUGUGA&GAUUCUUACUCAGUCGCUGUCAACCUCCAGAAGACCUCAGGGAG
((((((((.......(((.((.&...........................)).)))..)))))))). -20.00
>ENSRNOG00000007529 hs-mir-125b   3341   3348
UCCCUGAGACCCUAACUUGUGA&CCUCCGACCUUCUUCCUUCUCUCCCUGACGCAGCGCUCAGGGAG
((((((((........(((((.&............................)))))..)))))))). -21.10
>ENSRNOG00000007529 hs-mir-125b   3875   3882
UCCCUGAGACCCUAACUUGUGA&UGGAGAUAUUACCUCUUCUUGGCCACAGUCAUUUUCUCAGGGU
.((((((((.....((.((((.&.......................)))))).....)))))))). -22.80

miRNA: mir-125b
Human predicted target: ENSG00000116017
Mouse predicted target: ENSMUSG00000019564



Rat predicted target: ENSRNOG00000012319
Hs Gene description: DEAD RINGER LIKE-1 PROTEIN (B-CELL REGULATOR OF IGH
TRANSCRIPTION) (BRIGHT). [Source:SWISSPROT;Acc:Q99856] NM_005224
mir-125b ENSG00000116017 2742 nt UTR 3 hits 1439 1541 2195
---------------------------------------------------------1---1------------
-------------1----------------------
>ENSG00000116017 hs-mir-125b   1439   1446
UCCCUGAGACCCUAACUUGUGA&GGGGGUGGUUCUUGUCGAAGCCCCCAGGCUCCUGUCUCAGGGAU
((((((((((.....((((...&........................)))).....)))))))))). -25.60
>ENSG00000116017 hs-mir-125b   1541   1548
UCCCUGAGACCCUAACUUGUGA&UCAAUACUGGGGAGUGGGGGUGAAGCCGGACCUCACUCAGGGU
.((((((((((((.((((.(.(&.......).).)))).)))))..............))))))). -25.43
>ENSG00000116017 hs-mir-125b   2195   2202
UCCCUGAGACCCUAACUUGUGA&UCUUUGGGGAGGGGACCCCCACUUCCUUCUCGGAUCUCAGGGC
.((((((((((((..((...((&))...))..)))).....................)))))))). -24.29
mir-125b ENSMUSG00000019564 4767 nt UTR 7 hits 951 1026 1884 2120
2307 2343 3334
--------------------------------------1--1--------------------------------
-1--------1-------11---------------------------------------1--------------
-------------------------------------------
>ENSMUSG00000019564 hs-mir-125b    951    958
UCCCUGAGACCCUAACUUGUGA&GUAGGGGAGCCAUGGAGUGCAGUGGCCUCCUGUGCCUCAGGGAU
((((((((.(((((........&.))))).............................)))))))). -22.71
>ENSMUSG00000019564 hs-mir-125b   1026   1033
UCCCUGAGACCCUAACUUGUGA&UUGCUUUCAAGAGACAGAUGCAACAACGGGCCUAGCUCAGGGC
.(((((((.(((....((((..&...................))))....))).....))))))). -22.40
>ENSMUSG00000019564 hs-mir-125b   1884   1891
UCCCUGAGACCCUAACUUGUGA&AACCCUGUCCAAAGUCCACCUCCAUGGGUAACUGGCUCAGGGAU
((((((((.((...(((..((.&......................))..)))....)))))))))). -27.60
>ENSMUSG00000019564 hs-mir-125b   2120   2127
UCCCUGAGACCCUAACUUGUGA&AGGCUCUGUGAGUGACCAGAAGCGCCAGAUCCUAACUCAGGGGA
((((((((.......((.(((.&......................))).)).......)))))))). -20.44
>ENSMUSG00000019564 hs-mir-125b   2307   2314
UCCCUGAGACCCUAACUUGUGA&GGUCAGAGCUGGGGUCGUUACUGUCCACCUGGUACCUCAGGGC
.(((((((((((((.(((.(((&..)))))).))))))....................))))))). -24.85
>ENSMUSG00000019564 hs-mir-125b   2343   2350
UCCCUGAGACCCUAACUUGUGA&UCAGGGCUUGGCGUGGGGCAGGUGAGACACCCAAACUCAGGGC
.(((((((..(((..((..((.&...........))..))..))).............))))))). -22.46
>ENSMUSG00000019564 hs-mir-125b   3334   3341
UCCCUGAGACCCUAACUUGUGA&CUGUGUGCAAGGUUUUCCCCUUCCACCCCAUCGGUCUCAGGGAC
(((((((((((....(((((..&......))))).....................))))))))))). -28.21
mir-125b ENSRNOG00000012319 2000 nt UTR 3 hits 988 1048 1837
---------------------------------------1-1-------------------------------
1------
>ENSRNOG00000012319 hs-mir-125b    988    995
UCCCUGAGACCCUAACUUGUGA&UAGCGGAGCACAGGGAAUACAAUGUCCUCAGGUGUCUCAGGGAU
(((((((((((((..((((((.&........))))))...............))).)))))))))). -32.03
>ENSRNOG00000012319 hs-mir-125b   1048   1055



UCCCUGAGACCCUAACUUGUGA&CUUGCCUGGAUGGGUUGCAGAGGCAACAGGCUUAGCUCAGGGC
.(((((((...(((((((((..&.........................))))).))))))))))). -22.80
>ENSRNOG00000012319 hs-mir-125b   1837   1844
UCCCUGAGACCCUAACUUGUGA&AACCCUGUCCAAAGUCCGCCUCCAUGGGUAACCGGCUCAGGGAU
((((((((.((...(((..((.&......................))..)))....)))))))))). -27.60

miRNA: mir-125b
Human predicted target: ENSG00000126929
Mouse predicted target: ENSMUSG00000035011
Rat predicted target: ENSRNOG00000020161
Hs Gene description: HIV-1 INDUCER OF SHORT TRANSCRIPTS BINDING PROTEIN;
LYMPHOMA RELATED FACTOR. [Source:RefSeq;Acc:NM_015898] NM_015898
mir-125b ENSG00000126929 2000 nt UTR 3 hits 686 942 1806
---------------------------1---------1----------------------------------1-
------
>ENSG00000126929 hs-mir-125b    686    693
UCCCUGAGACCCUAACUUGUGA&AAUGGGCCCCCGUCCCCCGACCCGCACCCUCCUUCCUCAGGGC
.(((((((.........((((.&......................)))).........))))))). -19.37
>ENSG00000126929 hs-mir-125b    942    949
UCCCUGAGACCCUAACUUGUGA&GCACUUACAACCGGCGGGACCCCCAGGGACCACCCCUCAGGGC
.(((((((.((((..(((((..&.............)))))......)))).......))))))). -21.30
>ENSG00000126929 hs-mir-125b   1806   1813
UCCCUGAGACCCUAACUUGUGA&UUCUGUCCACGGGGUCUCUCCUUCCUCCUCCCUAGCUCAGGGAU
(((((((((((((.....(((.&.......))))))))....................)))))))). -23.75
mir-125b ENSMUSG00000035011 3160 nt UTR 4 hits 390 605 1192 1346
---------------1--------1----------------------1-----1--------------------
-----------------------------------------------------
>ENSMUSG00000035011 hs-mir-125b    390    397
UCCCUGAGACCCUAACUUGUGA&AUGAGUGGACGUUAAAAUGGUCCCCACCCUCCUUCCUCAGGGC
.((((((((((...(((..(..&)..)))............)))..............))))))). -16.99
>ENSMUSG00000035011 hs-mir-125b    605    612
UCCCUGAGACCCUAACUUGUGA&GGCACUUACACCUGACGGGGCCCUCGGGGCCACUGCUCAGGGC
.(((((((.((((..(((((.(&............).)))))......))))......))))))). -23.20
>ENSMUSG00000035011 hs-mir-125b   1192   1199
UCCCUGAGACCCUAACUUGUGA&CAUCGCUCCGGUAGAAUCCACUUGCGCUCCCGAGACUCAGGGU
.(((((((...((.....(((.&........................))).....)).))))))). -19.20
>ENSMUSG00000035011 hs-mir-125b   1346   1353
UCCCUGAGACCCUAACUUGUGA&UGGGAGCCGCAGGCCACCUGUGCUGUCCUUCCCAGCUCAGGGAU
((((((((.......((((((.&.......))))))......................)))))))). -22.35
mir-125b ENSRNOG00000020161 2038 nt UTR 4 hits 395 607 1203 1373
---------------1--------1-----------------------1-----1-------------------
--------
>ENSRNOG00000020161 hs-mir-125b    395    402
UCCCUGAGACCCUAACUUGUGA&ACGUUAAAAUGGUCCCCAGCUCCCCACCCUCCUUCCUCAGGGC
.(((((((..........(((.&........................)))........))))))). -17.37
>ENSRNOG00000020161 hs-mir-125b    607    614
UCCCUGAGACCCUAACUUGUGA&GGCACUUAGACCUGACGGGGUCCUUGGGGCCACUGCUCAGGGC



.(((((((.(((((((((((.(&............).)))))....))))))......))))))). -24.90
>ENSRNOG00000020161 hs-mir-125b   1203   1210
UCCCUGAGACCCUAACUUGUGA&CAUUGCUCCGGUAGAAUCCGCUUGCGUUCCCAAGACUCAGGGC
.(((((((.........((..(&.....................)..)).........))))))). -17.57
>ENSRNOG00000020161 hs-mir-125b   1373   1380
UCCCUGAGACCCUAACUUGUGA&UGGGAGCCGCAGGCCACCUGUCCUGUCCUUCCCAGCUCAGGGAU
((((((((.......((((((.&.......))))))......................)))))))). -22.35

miRNA: mir-125b
Human predicted target: ENSG00000128342
Mouse predicted target: ENSMUSG00000034394
Rat predicted target: ENSRNOG00000007002
Hs Gene description: LEUKEMIA INHIBITORY FACTOR PRECURSOR (LIF)
(DIFFERENTIATION- STIMULATING FACTOR) (D FACTOR) (MELANOMA-DERIVED LPL
INHIBITOR) (MLPLI). [Source:SWISSPROT;Acc:P15018] NM_002309
mir-125b ENSG00000128342 5199 nt UTR 2 hits 1009 4961
----------------------------------------1---------------------------------
--------------------------------------------------------------------------
--------------------------------------------------1---------
>ENSG00000128342 hs-mir-125b   1009   1016
UCCCUGAGACCCUAACUUGUGA&CAGGGCAAGGGAACAGCAGAACUUAGGGUCAGGGUCUCAGGGAA
(((((((((((((.((((....&.........................)))).))))))))))))). -34.90
>ENSG00000128342 hs-mir-125b   4961   4968
UCCCUGAGACCCUAACUUGUGA&CCACCGCCCAGGAGUGGAAACACUCCUCCCCUCUGCUCAGGGAG
((((((((......((((.((.&........)).))))....................)))))))). -22.47
mir-125b ENSMUSG00000034394 6931 nt UTR 3 hits 1096 2453 3775
-------------------------------------------1------------------------------
------------------------1-------------------------------------------------
--1-----------------------------------------------------------------------
--------------------------------------------------------
>ENSMUSG00000034394 hs-mir-125b   1096   1103
UCCCUGAGACCCUAACUUGUGA&CUGGAGCAUGGAGAAGCAGAACUUGAGGUCAGGGUCUCAGGGAA
(((((((((((((.((((....&.........................)))).))))))))))))). -35.10
>ENSMUSG00000034394 hs-mir-125b   2453   2460
UCCCUGAGACCCUAACUUGUGA&CUCUCUGGGCUCCGCCCACCUGGCAGCUUUGAAGGCUCAGGGAC
((((((((.((..((.((((.(&....................).)))).))....)))))))))). -22.00
>ENSMUSG00000034394 hs-mir-125b   3775   3782
UCCCUGAGACCCUAACUUGUGA&UCUGCAAGGCUUUUUUGGGGGGGGUACCGAUGGCUCUCAGGGAG
((((((((((((((((((((..&...)))))......))))))..............))))))))). -28.33
mir-125b ENSRNOG00000007002 2142 nt UTR 2 hits 39 988
-1-------------------------------------1----------------------------------
------------
>ENSRNOG00000007002 hs-mir-125b     39     46
UCCCUGAGACCCUAACUUGUGA&ACAGGAGGUCUUGAGUAUACUGUGGACUGAGGGGUCUCAGGGGC
(((((((((((((..(((.((.&.)).))).......................))))))))))))). -31.51
>ENSRNOG00000007002 hs-mir-125b    988    995
UCCCUGAGACCCUAACUUGUGA&CUGGAGCAUGGAGAAGCAGAACUUGAGGUCAGGGUCUCAGGGAA



(((((((((((((.((((....&.........................)))).))))))))))))). -35.10

miRNA: mir-125b
Human predicted target: ENSG00000131067
Mouse predicted target: ENSMUSG00000027603
Rat predicted target: ENSRNOG00000018441
Hs Gene description: GAMMA-GLUTAMYLTRANSFERASE-LIKE 3.
[Source:RefSeq;Acc:NM_052830]
mir-125b ENSG00000131067 2000 nt UTR 2 hits 76 559
---1------------------1---------------------------------------------------
------
>ENSG00000131067 hs-mir-125b     76     83
UCCCUGAGACCCUAACUUGUGA&AUGUUCCCAGAGUCCCUCCUUCUCCCAGGUUUGGUCUCAGGGGG
(((((((((((..((((((.((&......................)).)))))).))))))))))). -32.30
>ENSG00000131067 hs-mir-125b    559    566
UCCCUGAGACCCUAACUUGUGA&CCAGGGUAUGGGGUAGGGGUGGGGGUGGGCACCAGCUCAGGGGC
((((((((.(((((.((..((.&......))..)).))))).................)))))))). -27.87
mir-125b ENSMUSG00000027603 2566 nt UTR 2 hits 75 519
--1-----------------1-----------------------------------------------------
-----------------------------
>ENSMUSG00000027603 hs-mir-125b     75     82
UCCCUGAGACCCUAACUUGUGA&AUGUUCCCAGAGUCCCUCUUUCUCCCAGGUUUGGUCUCAGGGGG
(((((((((((..((((((.((&......................)).)))))).))))))))))). -32.30
>ENSMUSG00000027603 hs-mir-125b    519    526
UCCCUGAGACCCUAACUUGUGA&CCCAGGCAGCCACACAGGGGUGGGGUGGGUAUCAGCUCAGGGGC
((((((((((((((.((((((.&............))))))..)))))).........)))))))). -32.90
mir-125b ENSRNOG00000018441 2576 nt UTR 2 hits 78 527
---1-----------------1----------------------------------------------------
------------------------------
>ENSRNOG00000018441 hs-mir-125b     78     85
UCCCUGAGACCCUAACUUGUGA&AUGUUCCCAGAGUCCCUCUCUCUCCCAGGUUUGGUCUCAGGGGG
(((((((((((..((((((.((&......................)).)))))).))))))))))). -32.30
>ENSRNOG00000018441 hs-mir-125b    527    534
UCCCUGAGACCCUAACUUGUGA&CCAGGCAGCCGAGUAGGGGUGGGGGUGGGUAUCAGCUCAGGGGC
(((((((((((((.(((((...&.........))))).)))))...............)))))))). -28.06

miRNA: mir-125b
Human predicted target: ENSG00000160613
Mouse predicted target: ENSMUSG00000035382
Rat predicted target: ENSRNOG00000017478
Hs Gene description: PROPROTEIN CONVERTASE SUBTILISIN/KEXIN TYPE 7
PRECURSOR (EC 3.4.21.-) (PROPROTEIN CONVERTASE PC7) (SUBTILISIN/KEXIN-LIKE
PROTEASE PC7) (PROHORMONE CONVERTASE PC7) (PC8) (HPC8) (LYMPHOMA
PROPROTEIN CONVERTASE). [Source:SWISSPROT;Acc:Q16549] NM_004716
mir-125b ENSG00000160613 2925 nt UTR 3 hits 723 1616 2730



----------------------------1-----------------------------------1---------
-----------------------------------1-------
>ENSG00000160613 hs-mir-125b    723    730
UCCCUGAGACCCUAACUUGUGA&CAGUCCUGCCACCACCCUGUCUUCCUCUGCAAGUGCUCAGGGAA
((((((((......((((((..&............................)))))).)))))))). -25.00
>ENSG00000160613 hs-mir-125b   1616   1623
UCCCUGAGACCCUAACUUGUGA&GAUGGCUGCAGCCAAGGAGCUGGGGGAGGGCCGGGCUCAGGGC
.(((((((.((((..(((((..&..................)).)))..)))).....))))))). -25.70
>ENSG00000160613 hs-mir-125b   2730   2737
UCCCUGAGACCCUAACUUGUGA&CAGGCAUAGGGCAUAGGACGCAGCUUAGCAGUCAGCUCAGGGAU
((((((((.(((((.((((...&))))..)))))........................)))))))). -24.91
mir-125b ENSMUSG00000035382 2829 nt UTR 4 hits 687 1065 1522 2682
---------------------------1--------------1-----------------1-------------
---------------------------------1------
>ENSMUSG00000035382 hs-mir-125b    687    694
UCCCUGAGACCCUAACUUGUGA&ACUGUCUCUGACCACCUGUCUUCCUCUGCACCGUGCUCAGGGAA
((((((((......((..(((.&............................))).)).)))))))). -20.40
>ENSMUSG00000035382 hs-mir-125b   1065   1072
UCCCUGAGACCCUAACUUGUGA&CGGCCAGGAACGUGUGAGCCCAACAUGCUUCCACCCUCAGGGU
.(((((((.........(((..&......................)))..........))))))). -17.11
>ENSMUSG00000035382 hs-mir-125b   1522   1529
UCCCUGAGACCCUAACUUGUGA&GGCAUUUGUGAGGCAGGCUAAGCAGGAUGCUGCAGCUCAGGGC
.(((((((..(((..((..(((&.....)))..))..)))..................))))))). -21.25
>ENSMUSG00000035382 hs-mir-125b   2682   2689
UCCCUGAGACCCUAACUUGUGA&AAUCUGCCAGGUACAGAACACAACUGAACACUCAGCUCAGGGAG
((((((((........(((((.&..................)))))............)))))))). -22.05
mir-125b ENSRNOG00000017478 2884 nt UTR 3 hits 682 1060 2664
---------------------------1--------------1-------------------------------
--------------------------------1---------
>ENSRNOG00000017478 hs-mir-125b    682    689
UCCCUGAGACCCUAACUUGUGA&CCUGCCUAUGACCACCUGUCUUCCUCUGCAAAGUGCUCAGGGAA
((((((((......((((((..&...........................)))).)).)))))))). -21.20
>ENSRNOG00000017478 hs-mir-125b   1060   1067
UCCCUGAGACCCUAACUUGUGA&GCGGUCAGGAACACGUGACCCCAUAUGCUCCCACCCUCAGGGU
.(((((((..(((.((.(((..&))))).)))..........................))))))). -17.69
>ENSRNOG00000017478 hs-mir-125b   2664   2671
UCCCUGAGACCCUAACUUGUGA&AAUCUGACAGGUACAGAACACAGCUGAACACUCAGCUCAGGGGU
((((((((......((((((.(&....).)))))).......................)))))))). -19.85

miRNA: mir-125b
Human predicted target: ENSG00000166862
Mouse predicted target: ENSMUSG00000019146
Rat predicted target: ENSRNOG00000006226
Hs Gene description: VOLTAGE-DEPENDENT CALCIUM CHANNEL GAMMA-2 SUBUNIT
(NEURONAL VOLTAGE- GATED CALCIUM CHANNEL GAMMA-2 SUBUNIT).
[Source:SWISSPROT;Acc:Q9Y698] NM_006078
mir-125b ENSG00000166862 2294 nt UTR 3 hits 583 912 1022



-----------------------1------------1---1---------------------------------
------------------
>ENSG00000166862 hs-mir-125b    583    590
UCCCUGAGACCCUAACUUGUGA&CGGGCCCUGCCUCCCUGGGAGAUUGGGGGGCGAGACUCAGGGGC
((((((((.(((((((((.(..&................).))).)))))).......)))))))). -25.80
>ENSG00000166862 hs-mir-125b    912    919
UCCCUGAGACCCUAACUUGUGA&CGGUGGCUUACCAAGAUGCCGGAAACCCCGGAAUCCUCAGGGU
.(((((((..((..........&.............................))....))))))). -17.80
>ENSG00000166862 hs-mir-125b   1022   1029
UCCCUGAGACCCUAACUUGUGA&GGGACAUGAAACAGCUCUCCCUCCUCACCCCUCACCUCAGGGC
.(((((((..........((((&........................)))).......))))))). -17.53
mir-125b ENSMUSG00000019146 2186 nt UTR 3 hits 655 992 1105
--------------------------1------------1----1-----------------------------
--------------
>ENSMUSG00000019146 hs-mir-125b    655    662
UCCCUGAGACCCUAACUUGUGA&GGGCCCUGCCUCCCGGGGAGAGUAAGGGGUAGAGACUCAGGGC
.(((((((.((((.((((....&...................)))).)))).......))))))). -24.70
>ENSMUSG00000019146 hs-mir-125b    992    999
UCCCUGAGACCCUAACUUGUGA&CUGGUGGCUCACAGAGAAGCCAGACCCCUGGAAUCCUCAGGGGG
((((((((..((....((((((&........))))))...............))....)))))))). -20.21
>ENSMUSG00000019146 hs-mir-125b   1105   1112
UCCCUGAGACCCUAACUUGUGA&GGGAUAUAGAGCAGCCGUCCCUCCUCACCCCUCACCUCAGGGC
.(((((((..........((((&........................)))).......))))))). -17.53
mir-125b ENSRNOG00000006226 2121 nt UTR 3 hits 668 998 1106
--------------------------1------------1----1-----------------------------
-----------
>ENSRNOG00000006226 hs-mir-125b    668    675
UCCCUGAGACCCUAACUUGUGA&GGGCCCUGCCUCCCGGGGAGAGUAGGGGGUAGAGACUCAGGGC
.(((((((.(((((.((((.((&..........)).)))).....)))))........))))))). -24.50
>ENSRNOG00000006226 hs-mir-125b    998   1005
UCCCUGAGACCCUAACUUGUGA&CUAGUGGCUCACAGAGAAGCCAGACCCCUGGAAUCCUCAGGGGG
((((((((..((....((((((&........))))))...............))....)))))))). -20.21
>ENSRNOG00000006226 hs-mir-125b   1106   1113
UCCCUGAGACCCUAACUUGUGA&GGGAUAUAGAGCAGCCCUCCCUCCUCACCCCUCACCUCAGGGC
.(((((((..........((((&........................)))).......))))))). -17.53

miRNA: mir-128b
Human predicted target: ENSG00000055070
Mouse predicted target: ENSMUSG00000040842
Rat predicted target: ENSRNOG00000009183
Hs Gene description: NM_015609
mir-128b ENSG00000055070 5002 nt UTR 4 hits 121 145 167 197
----1111------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------------------
>ENSG00000055070 hs-mir-128b    121    128
UCACAGUGAACCGGUCUCUUUC&UGGACUUGAGCAGAGGGAACGACCUGACUUACUUGCACUGUGAU



((((((((....((((((((((&............))))))..))))...........)))))))). -23.26
>ENSG00000055070 hs-mir-128b    145    152
UCACAGUGAACCGGUCUCUUUC&UGACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
((((((((...(((........&..............................)))..)))))))). -19.30
>ENSG00000055070 hs-mir-128b    167    174
UCACAGUGAACCGGUCUCUUUC&CCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
((((((((....((..((....&.........................))..))....)))))))). -20.20
>ENSG00000055070 hs-mir-128b    197    204
UCACAGUGAACCGGUCUCUUUC&CCAUGCACUGUGACCUCCCCCCUUCUCCCCCUUCCCACUGUGAU
((((((((....((((.(....&.........).))))....................)))))))). -18.25
mir-128b ENSMUSG00000040842 2000 nt UTR 4 hits 118 142 164 192
----1111------------------------------------------------------------------
------
>ENSMUSG00000040842 hs-mir-128b    118    125
UCACAGUGAACCGGUCUCUUUC&UGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
((((((((....((((((((((&............)))))).......))))......)))))))). -22.01
>ENSMUSG00000040842 hs-mir-128b    142    149
UCACAGUGAACCGGUCUCUUUC&UGACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
((((((((...(((........&..............................)))..)))))))). -19.30
>ENSMUSG00000040842 hs-mir-128b    164    171
UCACAGUGAACCGGUCUCUUUC&CCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
((((((((....((..((....&.........................))..))....)))))))). -20.20
>ENSMUSG00000040842 hs-mir-128b    192    199
UCACAGUGAACCGGUCUCUUUC&CCCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
((((((((....((((.(....&...........).))))..................)))))))). -18.35
mir-128b ENSRNOG00000009183 2530 nt UTR 8 hits 116 140 162 190 640
664 686 714
----1111-----------------1111---------------------------------------------
----------------------------
>ENSRNOG00000009183 hs-mir-128b    116    123
UCACAGUGAACCGGUCUCUUUC&UGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
((((((((....((((((((((&............)))))).......))))......)))))))). -22.01
>ENSRNOG00000009183 hs-mir-128b    140    147
UCACAGUGAACCGGUCUCUUUC&UGACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
((((((((...(((........&..............................)))..)))))))). -19.30
>ENSRNOG00000009183 hs-mir-128b    162    169
UCACAGUGAACCGGUCUCUUUC&CCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
((((((((....((..((....&.........................))..))....)))))))). -20.20
>ENSRNOG00000009183 hs-mir-128b    190    197
UCACAGUGAACCGGUCUCUUUC&CCCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
((((((((....((((.(....&...........).))))..................)))))))). -18.35
>ENSRNOG00000009183 hs-mir-128b    640    647
UCACAGUGAACCGGUCUCUUUC&UGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
((((((((....((((((((((&............)))))).......))))......)))))))). -22.01
>ENSRNOG00000009183 hs-mir-128b    664    671
UCACAGUGAACCGGUCUCUUUC&UGACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
((((((((...(((........&..............................)))..)))))))). -19.30
>ENSRNOG00000009183 hs-mir-128b    686    693



UCACAGUGAACCGGUCUCUUUC&CCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
((((((((....((..((....&.........................))..))....)))))))). -20.20
>ENSRNOG00000009183 hs-mir-128b    714    721
UCACAGUGAACCGGUCUCUUUC&CCCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
((((((((....((((.(....&...........).))))..................)))))))). -18.35

miRNA: mir-128b
Human predicted target: ENSG00000070614
Mouse predicted target: ENSMUSG00000024607
Rat predicted target: ENSRNOG00000019014
Hs Gene description: HEPARAN SULFATE N-DEACETYLASE/N-SULFOTRANSFERASE (EC
2.8.2.8) (N-HSST) (HSNST) ([HEPARAN SULFATE]-GLUCOSAMINE N-
SULFOTRANSFERASE) (N-HEPARAN SULFATE SULFOTRANSFERASE) (GLUCOSAMINYL N-
DEACETYLASE/N- SULFOTRANSFERASE). [Source:SWISSPROT;Acc:P52848] NM_001543
mir-128b ENSG00000070614 2555 nt UTR 3 hits 303 996 2108
------------1--------------------------1----------------------------------
----------1------------------
>ENSG00000070614 hs-mir-128b    303    310
UCACAGUGAACCGGUCUCUUUC&GUAGGAGGGAGUCCACGAGACUCUUUUCUGUCCCUCACUGUGU
.((((((((...((.(((((((&....))))))).))....................)))))))). -22.90
>ENSG00000070614 hs-mir-128b    996   1003
UCACAGUGAACCGGUCUCUUUC&UGGUGCCAGAGUUUAUACCCUGGGUGCUGGGGUCGCACUGUGU
.(((((((..(((((..((...&.....................))..))))).....))))))). -23.10
>ENSG00000070614 hs-mir-128b   2108   2115
UCACAGUGAACCGGUCUCUUUC&GUUGGACACUCAGUGGGACCAGCUGCAGGUGGUUUCACUGUGU
.(((((((((((((((((....&..............))))))..........)).))))))))). -26.30
mir-128b ENSMUSG00000024607 2047 nt UTR 3 hits 329 1038 2037
-------------1---------------------------1--------------------------------
-------1
>ENSMUSG00000024607 hs-mir-128b    329    336
UCACAGUGAACCGGUCUCUUUC&GGUAGGAGGAGUCCUGGAGGCUCUCUCCUGUCCCUCACUGUGU
.((((((((.((((.(((((((&....))))))).)).)).................)))))))). -25.17
>ENSMUSG00000024607 hs-mir-128b   1038   1045
UCACAGUGAACCGGUCUCUUUC&UGGUGCCAGAGUUUAUACCCUGGGUGCUGGGGUCGCACUGUGU
.(((((((..(((((..((...&.....................))..))))).....))))))). -23.10
>ENSMUSG00000024607 hs-mir-128b   2037   2044
UCACAGUGAACCGGUCUCUUUC&GUCUUCAUUAUGAGCUAUUCCUUCCUGGAGUUCUCCACUGUGGU
((((((((....(..((((...&..........................))))..)..)))))))). -18.30
mir-128b ENSRNOG00000019014 2050 nt UTR 4 hits 330 1030 1807 2017
-------------1---------------------------1------------------------------1-
------1-
>ENSRNOG00000019014 hs-mir-128b    330    337
UCACAGUGAACCGGUCUCUUUC&GGUAGGAGGAGUCCUGGAGACUCUCUCCUGUCCCUCACUGUGU
.((((((((.((((.(((((((&....))))))).)).)).................)))))))). -25.17
>ENSRNOG00000019014 hs-mir-128b   1030   1037
UCACAGUGAACCGGUCUCUUUC&UGGUGCCAGAGUUUAUACCCUGGGUGCUGGGGUCACACUGUGU
.(((((((..(((((..((...&.....................))..))))).....))))))). -22.00



>ENSRNOG00000019014 hs-mir-128b   1807   1814
UCACAGUGAACCGGUCUCUUUC&GUACCAUACUGCCUCUGAGCCCACCUUGAGGACCCCACUGUGU
.(((((((....((((.(((..&...........................))))))).))))))). -20.80
>ENSRNOG00000019014 hs-mir-128b   2017   2024
UCACAGUGAACCGGUCUCUUUC&GUCUUCAUUAUGAGCUAUUCUCUUCUGGAGUUCUCCACUGUGGU
((((((((....(..((((...&..........................))))..)..)))))))). -18.30

miRNA: mir-128b
Human predicted target: ENSG00000070759
Mouse predicted target: ENSMUSG00000033985
Rat predicted target: ENSRNOG00000017282
Hs Gene description: TESTIS-SPECIFIC PROTEIN KINASE 2 (EC 2.7.1.-)
(TESTICULAR PROTEIN KINASE 2). [Source:SWISSPROT;Acc:Q96S53] NM_007170
mir-128b ENSG00000070759 2957 nt UTR 2 hits 1210 1727
------------------------------------------------1--------------------1----
---------------------------------------------
>ENSG00000070759 hs-mir-128b   1210   1217
UCACAGUGAACCGGUCUCUUUC&UGGGCUUUGGAGGAACGAGAGAACUGGCUCUUGGCCACUGUGAG
((((((((..((((((((((..&................)))))).))))........)))))))). -25.40
>ENSG00000070759 hs-mir-128b   1727   1734
UCACAGUGAACCGGUCUCUUUC&UGUCAAUGAUAAGGUCAAUAUCGUGAGACUGAGGACACUGUGGU
((((((((..((((((((....&........................))))))).)..)))))))). -28.20
mir-128b ENSMUSG00000033985 2929 nt UTR 2 hits 1195 1712
-----------------------------------------------1--------------------1-----
--------------------------------------------
>ENSMUSG00000033985 hs-mir-128b   1195   1202
UCACAGUGAACCGGUCUCUUUC&UGGGCUUUGGAUGGACGGGAAAACUGGCUCUUGGUCACUGUGAG
(((((((((.((((((..((((&..................))))...))))...))))))))))). -23.90
>ENSMUSG00000033985 hs-mir-128b   1712   1719
UCACAGUGAACCGGUCUCUUUC&UGUCAAUUAUAAGGUCAAUAUCGUGUGACUGAGGACACUGUGGU
((((((((..((((((.(....&........................).))))).)..)))))))). -24.00
mir-128b ENSRNOG00000017282 2963 nt UTR 2 hits 1267 1763
--------------------------------------------------1-------------------1---
---------------------------------------------
>ENSRNOG00000017282 hs-mir-128b   1267   1274
UCACAGUGAACCGGUCUCUUUC&UGGGCUUUGGAAGGACGGGAAAACUGGCUCUUGGCCACUGUGAG
((((((((..((.(((.(((((&........)))))))).))................)))))))). -23.97
>ENSRNOG00000017282 hs-mir-128b   1763   1770
UCACAGUGAACCGGUCUCUUUC&UGUCAAUUAUAAGGUCAAUAUCGUGUGACUGAGGACACUGUGGU
((((((((..((((((.(....&........................).))))).)..)))))))). -24.00

miRNA: mir-128b
Human predicted target: ENSG00000143333
Mouse predicted target: ENSMUSG00000026475
Rat predicted target: ENSRNOG00000002369



Hs Gene description: REGULATOR OF G-PROTEIN SIGNALING 16 (RGS16)
(RETINALLY ABUNDANT REGULATOR OF G-PROTEIN SIGNALING) (RGS-R) (A28-
RGS14P). [Source:SWISSPROT;Acc:O15492] NM_002928
mir-128b ENSG00000143333 3671 nt UTR 2 hits 2907 3378
--------------------------------------------------------------------------
------------------------------------------1------------------1-----------
>ENSG00000143333 hs-mir-128b   2907   2914
UCACAGUGAACCGGUCUCUUUC&GAAAUUAAGGGCCUGGGAAGGAAGACAGGGACCAACACUGUGGC
((((((((....(((((((.((&.......................)).)))))))..)))))))). -25.80
>ENSG00000143333 hs-mir-128b   3378   3385
UCACAGUGAACCGGUCUCUUUC&UACCCCAGCCUCUCCCUGUGCUGGUUCAUUUUCCACACUGUGC
.((((((((((((((.......&...................))))))).........))))))). -20.20
mir-128b ENSMUSG00000026475 3530 nt UTR 2 hits 1392 2412
-------------------------------------------------------1------------------
----------------------1---------------------------------------------
>ENSMUSG00000026475 hs-mir-128b   1392   1399
UCACAGUGAACCGGUCUCUUUC&GCUGGGGGGGGGGGGGAACGGGACACGGGACUCCCCACUGUGU
.(((((((..((((((((.(((&...............))).))))).))).......))))))). -25.30
>ENSMUSG00000026475 hs-mir-128b   2412   2419
UCACAGUGAACCGGUCUCUUUC&GGUGCAGCUGGUGCCGGAGGCCAUCUGAGCUGUUACACUGUGGG
(((((((((((.(((((((...&...............))))))).........))).)))))))). -24.60
mir-128b ENSRNOG00000002369 2994 nt UTR 2 hits 307 1131
------------1--------------------------------1----------------------------
----------------------------------------------
>ENSRNOG00000002369 hs-mir-128b    307    314
UCACAGUGAACCGGUCUCUUUC&AAUGCCUUCCGUCAUCUCUACUGAGAAGGCAGAUUCACUGUGC
.(((((((((.(.(((((((..&......................)))).))).).))))))))). -23.00
>ENSRNOG00000002369 hs-mir-128b   1131   1138
UCACAGUGAACCGGUCUCUUUC&UUGGUCUCUAGCCUUUGGGACUGACCUUGGAAGAUCACUGUGAA
(((((((((.((((((..(..(&................)..)..))))..))....))))))))). -24.90

miRNA: mir-128b
Human predicted target: ENSG00000169991
Mouse predicted target: ENSMUSG00000041025
Rat predicted target: ENSRNOG00000018519
mir-128b ENSG00000169991 6280 nt UTR 3 hits 665 689 1313
--------------------------11------------------------1---------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------------------------------
>ENSG00000169991 hs-mir-128b    665    672
UCACAGUGAACCGGUCUCUUUC&UGGGGGGAUCGAGUGGCAAAGUUGAAGGGACAAGGCACUGUGAG
((((((((.....((((((((.&.......................))))))))....)))))))). -27.10
>ENSG00000169991 hs-mir-128b    689    696
UCACAGUGAACCGGUCUCUUUC&AAGGGACAAGGCACUGUGAGGGGAAGGCAGAGCCUCACUGUGU
.((((((((...((((((((((&......................))))).))).)))))))))). -23.00
>ENSG00000169991 hs-mir-128b   1313   1320



UCACAGUGAACCGGUCUCUUUC&GACUUGAAUGGCUUGAGUGGGACUGCGUUGAAGGGCACUGUGU
.(((((((((((((((((.(((&..............))).))))))).)))......))))))). -24.80
mir-128b ENSMUSG00000041025 2660 nt UTR 3 hits 595 618 2437
-----------------------11-------------------------------------------------
-----------------------1---------
>ENSMUSG00000041025 hs-mir-128b    595    602
UCACAGUGAACCGGUCUCUUUC&UCUUUUGGAUCUAGUGGCGAUGUAUCGGGGAAAGGCACUGUGGG
((((((((..((..(((((...&..........................)))))..)))))))))). -23.30
>ENSMUSG00000041025 hs-mir-128b    618    625
UCACAGUGAACCGGUCUCUUUC&AUCGGGGAAAGGCACUGUGGGGGAAGGAAGAACCUCACUGUGU
.((((((((...(((.((((((&.........................))))))))))))))))). -23.20
>ENSMUSG00000041025 hs-mir-128b   2437   2444
UCACAGUGAACCGGUCUCUUUC&UUCGUAGUUCGUUGCCAGUGGGUCCUGCUUGUGCUCACUGUGAG
(((((((((.((((.(((....&...................))).)).....).).))))))))). -21.10
mir-128b ENSRNOG00000018519 2000 nt UTR 2 hits 608 631
------------------------11------------------------------------------------
------
>ENSRNOG00000018519 hs-mir-128b    608    615
UCACAGUGAACCGGUCUCUUUC&UUCUUUUGGAUCUAGUGGCGAUGUGUGGGGAAAGGCACUGUGGG
((((((((..((..(((((...&..........................)))))..)))))))))). -23.20
>ENSRNOG00000018519 hs-mir-128b    631    638
UCACAGUGAACCGGUCUCUUUC&UGUGGGGAAAGGCACUGUGGGGGAAGGAAGAGCCUCACUGUGU
.((((((((...((.(((((((&.........................))))))))))))))))). -25.60

miRNA: mir-128b
Human predicted target: ENSG00000175697
Mouse predicted target: ENSMUSG00000046961
Rat predicted target: ENSRNOG00000002797
Hs Gene description: GABAB-RELATED G-PROTEIN COUPLED RECEPTOR; ZK180.1-
LIKE. [Source:RefSeq;Acc:NM_153002] NM_153002
mir-128b ENSG00000175697 2000 nt UTR 2 hits 144 1422
-----1--------------------------------------------------1-----------------
------
>ENSG00000175697 hs-mir-128b    144    151
UCACAGUGAACCGGUCUCUUUC&CAUUUGACCAGCCCAUACCAUGUUUCAGCUAGGCUCACUGUGU
.((((((((.((((((......&.....))))......................)).)))))))). -21.44
>ENSG00000175697 hs-mir-128b   1422   1429
UCACAGUGAACCGGUCUCUUUC&CACCACCAGAGCCACAGGGAGAGCACACCUGGGUCCACUGUGC
.(((((((.((((((((((..(&................)..))))...)))..))).))))))). -27.00
mir-128b ENSMUSG00000046961 2000 nt UTR 3 hits 300 419 1302
-----------1----1-----------------------------------1---------------------
------
>ENSMUSG00000046961 hs-mir-128b    300    307
UCACAGUGAACCGGUCUCUUUC&ACCAAAAGAUGGAGAGAGAGAUUUUUUUGCAGAACCACUGUGAG
((((((((....((((((((((&.............))))))))))............)))))))). -24.19
>ENSMUSG00000046961 hs-mir-128b    419    426
UCACAGUGAACCGGUCUCUUUC&GGGUGCCUUGCUUUCUGCUGAAGGCUCUAAGCCUUCACUGUGU



.(((((((((..(((..(((((&...................)))))......)))))))))))). -20.30
>ENSMUSG00000046961 hs-mir-128b   1302   1309
UCACAGUGAACCGGUCUCUUUC&UUGAGGACAAAACCAAGUUCUUUACCACCACUUCCCACUGUGGG
(((((((((((.(((.(((((.&..)))))....)))..)))................)))))))). -16.49
mir-128b ENSRNOG00000002797 2003 nt UTR 3 hits 106 127 1796
----11-----------------------------------------------------------------1--
-------
>ENSRNOG00000002797 hs-mir-128b    106    113
UCACAGUGAACCGGUCUCUUUC&GGGAGCUAGAGUUUAGUCUUUAGGGACCAGAUCAGCACUGUGC
.(((((((..(.(((((((...&.....................))))))).).....))))))). -23.70
>ENSRNOG00000002797 hs-mir-128b    127    134
UCACAGUGAACCGGUCUCUUUC&AGGGACCAGAUCAGCACUGUGCCUUGACCAGCCUCCACUGUGU
.(((((((..(.(((((((...&))))))).)..........................))))))). -19.69
>ENSRNOG00000002797 hs-mir-128b   1796   1803
UCACAGUGAACCGGUCUCUUUC&GCCUAACUUGUCACCUGCUGCCCACAUCGCAUCUGCACUGUGU
.(((((((...((((.......&.........................))))......))))))). -15.90

miRNA: mir-128
Human predicted target: ENSG00000055070
Mouse predicted target: ENSMUSG00000040842
Rat predicted target: ENSRNOG00000009183
Hs Gene description: NM_015609
mir-128 ENSG00000055070 5002 nt UTR 4 hits 121 145 167 197
----1111------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------------------
>ENSG00000055070 hs-mir-128    121    128
UCACAGUGAACCGGUCUCUUUU&UGGACUUGAGCAGAGGGAACGACCUGACUUACUUGCACUGUGAU
((((((((....((((((((((&............))))))..))))...........)))))))). -21.76
>ENSG00000055070 hs-mir-128    145    152
UCACAGUGAACCGGUCUCUUUU&UGACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
((((((((...(((........&..............................)))..)))))))). -19.30
>ENSG00000055070 hs-mir-128    167    174
UCACAGUGAACCGGUCUCUUUU&CCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
((((((((....((..((....&.........................))..))....)))))))). -20.20
>ENSG00000055070 hs-mir-128    197    204
UCACAGUGAACCGGUCUCUUUU&CCAUGCACUGUGACCUCCCCCCUUCUCCCCCUUCCCACUGUGAU
((((((((....((((.(....&.........).))))....................)))))))). -18.25
mir-128 ENSMUSG00000040842 2000 nt UTR 4 hits 118 142 164 192
----1111------------------------------------------------------------------
------
>ENSMUSG00000040842 hs-mir-128    118    125
UCACAGUGAACCGGUCUCUUUU&UGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
((((((((....((((((((((&............)))))).......))))......)))))))). -20.51
>ENSMUSG00000040842 hs-mir-128    142    149
UCACAGUGAACCGGUCUCUUUU&UGACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
((((((((...(((........&..............................)))..)))))))). -19.30



>ENSMUSG00000040842 hs-mir-128    164    171
UCACAGUGAACCGGUCUCUUUU&CCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
((((((((....((..((....&.........................))..))....)))))))). -20.20
>ENSMUSG00000040842 hs-mir-128    192    199
UCACAGUGAACCGGUCUCUUUU&CCCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
((((((((....((((.(....&...........).))))..................)))))))). -18.35
mir-128 ENSRNOG00000009183 2530 nt UTR 8 hits 116 140 162 190 640
664 686 714
----1111-----------------1111---------------------------------------------
----------------------------
>ENSRNOG00000009183 hs-mir-128    116    123
UCACAGUGAACCGGUCUCUUUU&UGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
((((((((....((((((((((&............)))))).......))))......)))))))). -20.51
>ENSRNOG00000009183 hs-mir-128    140    147
UCACAGUGAACCGGUCUCUUUU&UGACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
((((((((...(((........&..............................)))..)))))))). -19.30
>ENSRNOG00000009183 hs-mir-128    162    169
UCACAGUGAACCGGUCUCUUUU&CCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
((((((((....((..((....&.........................))..))....)))))))). -20.20
>ENSRNOG00000009183 hs-mir-128    190    197
UCACAGUGAACCGGUCUCUUUU&CCCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
((((((((....((((.(....&...........).))))..................)))))))). -18.35
>ENSRNOG00000009183 hs-mir-128    640    647
UCACAGUGAACCGGUCUCUUUU&UGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGUGAU
((((((((....((((((((((&............)))))).......))))......)))))))). -20.51
>ENSRNOG00000009183 hs-mir-128    664    671
UCACAGUGAACCGGUCUCUUUU&UGACUUACUUGCACUGUGAUCCCCCUUGCUCCGCCCACUGUGAC
((((((((...(((........&..............................)))..)))))))). -19.30
>ENSRNOG00000009183 hs-mir-128    686    693
UCACAGUGAACCGGUCUCUUUU&CCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGUGAC
((((((((....((..((....&.........................))..))....)))))))). -20.20
>ENSRNOG00000009183 hs-mir-128    714    721
UCACAGUGAACCGGUCUCUUUU&CCCCAUGCACUGUGACCUCUGCCUCCCCCCCUUCCCACUGUGAU
((((((((....((((.(....&...........).))))..................)))))))). -18.35

miRNA: mir-128
Human predicted target: ENSG00000070614
Mouse predicted target: ENSMUSG00000024607
Rat predicted target: ENSRNOG00000019014
Hs Gene description: HEPARAN SULFATE N-DEACETYLASE/N-SULFOTRANSFERASE (EC
2.8.2.8) (N-HSST) (HSNST) ([HEPARAN SULFATE]-GLUCOSAMINE N-
SULFOTRANSFERASE) (N-HEPARAN SULFATE SULFOTRANSFERASE) (GLUCOSAMINYL N-
DEACETYLASE/N- SULFOTRANSFERASE). [Source:SWISSPROT;Acc:P52848] NM_001543
mir-128 ENSG00000070614 2555 nt UTR 3 hits 303 996 2108
------------1--------------------------1----------------------------------
----------1------------------
>ENSG00000070614 hs-mir-128    303    310



UCACAGUGAACCGGUCUCUUUU&GUAGGAGGGAGUCCACGAGACUCUUUUCUGUCCCUCACUGUGU
.((((((((...((.(((((((&....))))))).))....................)))))))). -21.70
>ENSG00000070614 hs-mir-128    996   1003
UCACAGUGAACCGGUCUCUUUU&UGGUGCCAGAGUUUAUACCCUGGGUGCUGGGGUCGCACUGUGU
.(((((((..(((((..((...&.....................))..))))).....))))))). -23.10
>ENSG00000070614 hs-mir-128   2108   2115
UCACAGUGAACCGGUCUCUUUU&GUUGGACACUCAGUGGGACCAGCUGCAGGUGGUUUCACUGUGU
.(((((((((((((((((....&..............))))))..........)).))))))))). -26.30
mir-128 ENSMUSG00000024607 2047 nt UTR 3 hits 329 1038 2037
-------------1---------------------------1--------------------------------
-------1
>ENSMUSG00000024607 hs-mir-128    329    336
UCACAGUGAACCGGUCUCUUUU&GGUAGGAGGAGUCCUGGAGGCUCUCUCCUGUCCCUCACUGUGU
.((((((((.((((.(((((((&....))))))).)).)).................)))))))). -23.77
>ENSMUSG00000024607 hs-mir-128   1038   1045
UCACAGUGAACCGGUCUCUUUU&UGGUGCCAGAGUUUAUACCCUGGGUGCUGGGGUCGCACUGUGU
.(((((((..(((((..((...&.....................))..))))).....))))))). -23.10
>ENSMUSG00000024607 hs-mir-128   2037   2044
UCACAGUGAACCGGUCUCUUUU&GUCUUCAUUAUGAGCUAUUCCUUCCUGGAGUUCUCCACUGUGGU
((((((((....(..((((...&..........................))))..)..)))))))). -18.30
mir-128 ENSRNOG00000019014 2050 nt UTR 4 hits 330 1030 1807 2017
-------------1---------------------------1------------------------------1-
------1-
>ENSRNOG00000019014 hs-mir-128    330    337
UCACAGUGAACCGGUCUCUUUU&GGUAGGAGGAGUCCUGGAGACUCUCUCCUGUCCCUCACUGUGU
.((((((((.((((.(((((((&....))))))).)).)).................)))))))). -23.77
>ENSRNOG00000019014 hs-mir-128   1030   1037
UCACAGUGAACCGGUCUCUUUU&UGGUGCCAGAGUUUAUACCCUGGGUGCUGGGGUCACACUGUGU
.(((((((..(((((..((...&.....................))..))))).....))))))). -22.00
>ENSRNOG00000019014 hs-mir-128   1807   1814
UCACAGUGAACCGGUCUCUUUU&GUACCAUACUGCCUCUGAGCCCACCUUGAGGACCCCACUGUGU
.(((((((....((((.(((..&...........................))))))).))))))). -20.80
>ENSRNOG00000019014 hs-mir-128   2017   2024
UCACAGUGAACCGGUCUCUUUU&GUCUUCAUUAUGAGCUAUUCUCUUCUGGAGUUCUCCACUGUGGU
((((((((....(..((((...&..........................))))..)..)))))))). -18.30

miRNA: mir-128
Human predicted target: ENSG00000070759
Mouse predicted target: ENSMUSG00000033985
Rat predicted target: ENSRNOG00000017282
Hs Gene description: TESTIS-SPECIFIC PROTEIN KINASE 2 (EC 2.7.1.-)
(TESTICULAR PROTEIN KINASE 2). [Source:SWISSPROT;Acc:Q96S53] NM_007170
mir-128 ENSG00000070759 2957 nt UTR 2 hits 1210 1727
------------------------------------------------1--------------------1----
---------------------------------------------
>ENSG00000070759 hs-mir-128   1210   1217
UCACAGUGAACCGGUCUCUUUU&UGGGCUUUGGAGGAACGAGAGAACUGGCUCUUGGCCACUGUGAG



((((((((..((((((((((..&................)))))).))))........)))))))). -25.40
>ENSG00000070759 hs-mir-128   1727   1734
UCACAGUGAACCGGUCUCUUUU&UGUCAAUGAUAAGGUCAAUAUCGUGAGACUGAGGACACUGUGGU
((((((((..((((((((....&........................))))))).)..)))))))). -28.20
mir-128 ENSMUSG00000033985 2929 nt UTR 2 hits 1195 1712
-----------------------------------------------1--------------------1-----
--------------------------------------------
>ENSMUSG00000033985 hs-mir-128   1195   1202
UCACAGUGAACCGGUCUCUUUU&UGGGCUUUGGAUGGACGGGAAAACUGGCUCUUGGUCACUGUGAG
(((((((((.((((((..((((&...................))))..))))...))))))))))). -23.70
>ENSMUSG00000033985 hs-mir-128   1712   1719
UCACAGUGAACCGGUCUCUUUU&UGUCAAUUAUAAGGUCAAUAUCGUGUGACUGAGGACACUGUGGU
((((((((..((((((.(....&........................).))))).)..)))))))). -24.00
mir-128 ENSRNOG00000017282 2963 nt UTR 2 hits 1267 1763
--------------------------------------------------1-------------------1---
---------------------------------------------
>ENSRNOG00000017282 hs-mir-128   1267   1274
UCACAGUGAACCGGUCUCUUUU&UGGGCUUUGGAAGGACGGGAAAACUGGCUCUUGGCCACUGUGAG
((((((((..((.(((.(((((&........)))))))).))................)))))))). -22.67
>ENSRNOG00000017282 hs-mir-128   1763   1770
UCACAGUGAACCGGUCUCUUUU&UGUCAAUUAUAAGGUCAAUAUCGUGUGACUGAGGACACUGUGGU
((((((((..((((((.(....&........................).))))).)..)))))))). -24.00

miRNA: mir-128
Human predicted target: ENSG00000143333
Mouse predicted target: ENSMUSG00000026475
Rat predicted target: ENSRNOG00000002369
Hs Gene description: REGULATOR OF G-PROTEIN SIGNALING 16 (RGS16)
(RETINALLY ABUNDANT REGULATOR OF G-PROTEIN SIGNALING) (RGS-R) (A28-
RGS14P). [Source:SWISSPROT;Acc:O15492] NM_002928
mir-128 ENSG00000143333 3671 nt UTR 2 hits 2907 3378
--------------------------------------------------------------------------
------------------------------------------1------------------1-----------
>ENSG00000143333 hs-mir-128   2907   2914
UCACAGUGAACCGGUCUCUUUU&GAAAUUAAGGGCCUGGGAAGGAAGACAGGGACCAACACUGUGGC
((((((((....(((((((...&..........................)))))))..)))))))). -24.80
>ENSG00000143333 hs-mir-128   3378   3385
UCACAGUGAACCGGUCUCUUUU&UACCCCAGCCUCUCCCUGUGCUGGUUCAUUUUCCACACUGUGC
.((((((((((((((.......&...................))))))).........))))))). -20.20
mir-128 ENSMUSG00000026475 3530 nt UTR 2 hits 1392 2412
-------------------------------------------------------1------------------
----------------------1---------------------------------------------
>ENSMUSG00000026475 hs-mir-128   1392   1399
UCACAGUGAACCGGUCUCUUUU&GCUGGGGGGGGGGGGGAACGGGACACGGGACUCCCCACUGUGU
.(((((((..((((((((.(((&...............))).))))).))).......))))))). -24.10
>ENSMUSG00000026475 hs-mir-128   2412   2419
UCACAGUGAACCGGUCUCUUUU&GGUGCAGCUGGUGCCGGAGGCCAUCUGAGCUGUUACACUGUGGG



(((((((((((.(((((((...&...............))))))).........))).)))))))). -24.60
mir-128 ENSRNOG00000002369 2994 nt UTR 2 hits 307 1131
------------1--------------------------------1----------------------------
----------------------------------------------
>ENSRNOG00000002369 hs-mir-128    307    314
UCACAGUGAACCGGUCUCUUUU&AAUGCCUUCCGUCAUCUCUACUGAGAAGGCAGAUUCACUGUGC
.(((((((((.(.(((((((..&......................)))).))).).))))))))). -23.00
>ENSRNOG00000002369 hs-mir-128   1131   1138
UCACAGUGAACCGGUCUCUUUU&UUGGUCUCUAGCCUUUGGGACUGACCUUGGAAGAUCACUGUGAA
(((((((((.((((((((....&................))))))).........).))))))))). -24.90

miRNA: mir-128
Human predicted target: ENSG00000169991
Mouse predicted target: ENSMUSG00000041025
Rat predicted target: ENSRNOG00000018519
mir-128 ENSG00000169991 6280 nt UTR 3 hits 665 689 1313
--------------------------11------------------------1---------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------------------------------
>ENSG00000169991 hs-mir-128    665    672
UCACAGUGAACCGGUCUCUUUU&UGGGGGGAUCGAGUGGCAAAGUUGAAGGGACAAGGCACUGUGAG
((((((((.....((((((((.&.......................))))))))....)))))))). -27.10
>ENSG00000169991 hs-mir-128    689    696
UCACAGUGAACCGGUCUCUUUU&AAGGGACAAGGCACUGUGAGGGGAAGGCAGAGCCUCACUGUGU
.((((((((..(.(((((((((&..................)))))).)))...)..)))))))). -22.00
>ENSG00000169991 hs-mir-128   1313   1320
UCACAGUGAACCGGUCUCUUUU&GACUUGAAUGGCUUGAGUGGGACUGCGUUGAAGGGCACUGUGU
.(((((((((((((((((.(((&..............))).))))))).)))......))))))). -23.40
mir-128 ENSMUSG00000041025 2660 nt UTR 3 hits 595 618 2437
-----------------------11-------------------------------------------------
-----------------------1---------
>ENSMUSG00000041025 hs-mir-128    595    602
UCACAGUGAACCGGUCUCUUUU&UCUUUUGGAUCUAGUGGCGAUGUAUCGGGGAAAGGCACUGUGGG
((((((((..((..(((((...&..........................)))))..)))))))))). -23.30
>ENSMUSG00000041025 hs-mir-128    618    625
UCACAGUGAACCGGUCUCUUUU&AUCGGGGAAAGGCACUGUGGGGGAAGGAAGAACCUCACUGUGU
.((((((((...(((.((((((&.........................))))))))))))))))). -21.80
>ENSMUSG00000041025 hs-mir-128   2437   2444
UCACAGUGAACCGGUCUCUUUU&UUCGUAGUUCGUUGCCAGUGGGUCCUGCUUGUGCUCACUGUGAG
(((((((((.((((.(((....&...................))).)).....).).))))))))). -21.10
mir-128 ENSRNOG00000018519 2000 nt UTR 2 hits 608 631
------------------------11------------------------------------------------
------
>ENSRNOG00000018519 hs-mir-128    608    615
UCACAGUGAACCGGUCUCUUUU&UUCUUUUGGAUCUAGUGGCGAUGUGUGGGGAAAGGCACUGUGGG
((((((((..((..(((((...&..........................)))))..)))))))))). -23.20



>ENSRNOG00000018519 hs-mir-128    631    638
UCACAGUGAACCGGUCUCUUUU&UGUGGGGAAAGGCACUGUGGGGGAAGGAAGAGCCUCACUGUGU
.((((((((...((.(((((((&.........................))))))))))))))))). -24.20

miRNA: mir-128
Human predicted target: ENSG00000175697
Mouse predicted target: ENSMUSG00000046961
Rat predicted target: ENSRNOG00000002797
Hs Gene description: GABAB-RELATED G-PROTEIN COUPLED RECEPTOR; ZK180.1-
LIKE. [Source:RefSeq;Acc:NM_153002] NM_153002
mir-128 ENSG00000175697 2000 nt UTR 2 hits 144 1422
-----1--------------------------------------------------1-----------------
------
>ENSG00000175697 hs-mir-128    144    151
UCACAGUGAACCGGUCUCUUUU&CAUUUGACCAGCCCAUACCAUGUUUCAGCUAGGCUCACUGUGU
.((((((((.((((((......&.....))))......................)).)))))))). -21.44
>ENSG00000175697 hs-mir-128   1422   1429
UCACAGUGAACCGGUCUCUUUU&CACCACCAGAGCCACAGGGAGAGCACACCUGGGUCCACUGUGC
.(((((((.(((((((((((((&................)))))))...)))..))).))))))). -25.40
mir-128 ENSMUSG00000046961 2000 nt UTR 3 hits 300 419 1302
-----------1----1-----------------------------------1---------------------
------
>ENSMUSG00000046961 hs-mir-128    300    307
UCACAGUGAACCGGUCUCUUUU&ACCAAAAGAUGGAGAGAGAGAUUUUUUUGCAGAACCACUGUGAG
((((((((....((((((((((&.............))))))))))............)))))))). -22.69
>ENSMUSG00000046961 hs-mir-128    419    426
UCACAGUGAACCGGUCUCUUUU&GGGUGCCUUGCUUUCUGCUGAAGGCUCUAAGCCUUCACUGUGU
.(((((((((..(((.......&..............................)))))))))))). -19.20
>ENSMUSG00000046961 hs-mir-128   1302   1309
UCACAGUGAACCGGUCUCUUUU&UUGAGGACAAAACCAAGUUCUUUACCACCACUUCCCACUGUGGG
(((((((((((.(((.(((((.&..)))))....)))..)))................)))))))). -16.49
mir-128 ENSRNOG00000002797 2003 nt UTR 3 hits 106 127 1796
----11-----------------------------------------------------------------1--
-------
>ENSRNOG00000002797 hs-mir-128    106    113
UCACAGUGAACCGGUCUCUUUU&GGGAGCUAGAGUUUAGUCUUUAGGGACCAGAUCAGCACUGUGC
.(((((((..(.(((((((...&.....................))))))).).....))))))). -23.70
>ENSRNOG00000002797 hs-mir-128    127    134
UCACAGUGAACCGGUCUCUUUU&AGGGACCAGAUCAGCACUGUGCCUUGACCAGCCUCCACUGUGU
.(((((((..(.(((((((...&))))))).)..........................))))))). -19.69
>ENSRNOG00000002797 hs-mir-128   1796   1803
UCACAGUGAACCGGUCUCUUUU&GCCUAACUUGUCACCUGCUGCCCACAUCGCAUCUGCACUGUGU
.(((((((...((((.......&.........................))))......))))))). -15.90

miRNA: mir-129b
Human predicted target: ENSG00000181200



Mouse predicted target: ENSMUSG00000045383
Rat predicted target: ENSRNOG00000006531
mir-129b ENSG00000181200 2002 nt UTR 3 hits 124 155 1682
----1-1------------------------------------------------------------1------
-------
>ENSG00000181200 hs-mir-129b    124    131
CUUUUUGCGGUCUGGGCUUGC&CCCCUAAGAUUCCCAAAGAGCCAAAGGAAAAGAAAGCAAAAAC
.(((((((..(((.(((((..&.................)))))........)))..))))))). -20.60
>ENSG00000181200 hs-mir-129b    155    162
CUUUUUGCGGUCUGGGCUUGC&GAAAGCAAAAACUGCCACGCCAAAACCCAAAUCCAGCAAAAAGU
((((((((((..((((...((&..................)).....))))...)).)))))))). -20.50
>ENSG00000181200 hs-mir-129b   1682   1689
CUUUUUGCGGUCUGGGCUUGC&AUAAGCUUAUUUCUCCCAAGGAGAAAGAAAUCAAAGCAAAAAU
.(((((((((..((((((((.&.))))))))..))......................))))))). -14.94
mir-129b ENSMUSG00000045383 2000 nt UTR 2 hits 130 161
-----11-------------------------------------------------------------------
------
>ENSMUSG00000045383 hs-mir-129b    130    137
CUUUUUGCGGUCUGGGCUUGC&CCCCGAAGAUCCCCAAAGAGCCAAAGGAAAAGAAAGCAAAAAC
.(((((((..(((.(((((..&.................)))))........)))..))))))). -20.60
>ENSMUSG00000045383 hs-mir-129b    161    168
CUUUUUGCGGUCUGGGCUUGC&GAAAGCAAAAACUGUCACGCCAAAACCCAAAUCCAGCAAAAAGU
((((((((((..((((...((&..................)).....))))...)).)))))))). -20.50
mir-129b ENSRNOG00000006531 2001 nt UTR 2 hits 130 161
-----11-------------------------------------------------------------------
-------
>ENSRNOG00000006531 hs-mir-129b    130    137
CUUUUUGCGGUCUGGGCUUGC&CCCCGAAGACCCCCAAAGAGCCAAAGGAAAGGAAAGCAAAAAC
.(((((((..(((.(((((..&.................)))))........)))..))))))). -20.60
>ENSRNOG00000006531 hs-mir-129b    161    168
CUUUUUGCGGUCUGGGCUUGC&GAAAGCAAAAACUGUCACGCCAAAACCCAAAUCCAGCAAAAAA
.(((((((((..((((...((&..................)).....))))...)).))))))). -18.20

miRNA: mir-129b
Human predicted target: ENSG00000181449
Mouse predicted target: ENSMUSG00000047245
Rat predicted target: ENSRNOG00000012199
Hs Gene description: TRANSCRIPTION FACTOR SOX-2.
[Source:SWISSPROT;Acc:P48431] NM_003106
mir-129b ENSG00000181449 2135 nt UTR 3 hits 196 768 1266
-------1----------------------1-------------------1-----------------------
------------
>ENSG00000181449 hs-mir-129b    196    203
CUUUUUGCGGUCUGGGCUUGC&CUGCAAAAGAGAACACCAAUCCCAUCCACACUCACGCAAAAAC
.(((((((((..((((.(((.&................))).))))..).......)))))))). -17.71
>ENSG00000181449 hs-mir-129b    768    775
CUUUUUGCGGUCUGGGCUUGC&UAGACUGUACUAAAUUUUAUAACUUACUGUUAAAAGCAAAAAU



.(((((((((((((.......&)))))).............................))))))). -12.85
>ENSG00000181449 hs-mir-129b   1266   1273
CUUUUUGCGGUCUGGGCUUGC&UAUUACUAGUCCAGCAUCAUGUGCUAAUGUUAACUGCAAAAAA
.(((((((((((((((((...&.......)))))))..................)))))))))). -22.56
mir-129b ENSMUSG00000047245 2963 nt UTR 4 hits 66 139 613 2921
--1--1------------------1-------------------------------------------------
------------------------------------------1--
>ENSMUSG00000047245 hs-mir-129b     66     73
CUUUUUGCGGUCUGGGCUUGC&GAUUUUCAAAGAGAUACAAGGGAAUUGGGAGGGGUGCAAAAAGA
(((((((((.(((...(((..&..........................))).))).))))))))). -19.50
>ENSMUSG00000047245 hs-mir-129b    139    146
CUUUUUGCGGUCUGGGCUUGC&AAAGGAAAAAAACCACCAAUCCCAUCCAAAUUAACGCAAAAAC
.(((((((((..((((.(((.&................))).))))..).......)))))))). -17.71
>ENSMUSG00000047245 hs-mir-129b    613    620
CUUUUUGCGGUCUGGGCUUGC&CUAGAUUGUACUAAAUUUUUAACUUACUGUUAAAGGCAAAAAA
.((((((((((((((......&)))))))............................))))))). -13.78
>ENSMUSG00000047245 hs-mir-129b   2921   2928
CUUUUUGCGGUCUGGGCUUGC&UUUGAUAGUUGAACUCAUUUUAAGUUAUUAUCACUGCAAAAAA
.((((((((((...((((((.&....................))))))......)))))))))). -18.20
mir-129b ENSRNOG00000012199 2000 nt UTR 3 hits 182 741 1702
-------1---------------------1--------------------------------------1-----
------
>ENSRNOG00000012199 hs-mir-129b    182    189
CUUUUUGCGGUCUGGGCUUGC&UGCGGAAAAAAACCACCAAUCCCAUCCAAAUUAACGCAAAAAC
.(((((((((..((((.(((.&................))).))))..).......)))))))). -17.71
>ENSRNOG00000012199 hs-mir-129b    741    748
CUUUUUGCGGUCUGGGCUUGC&CUAGAUUGUACUAAAUUUUUAACUUACUGUUAAAGGCAAAAAA
.((((((((((((((......&)))))))............................))))))). -13.78
>ENSRNOG00000012199 hs-mir-129b   1702   1709
CUUUUUGCGGUCUGGGCUUGC&CCUGUUUGGGGUGAGGGAAAAGCGAAGAGCGGCUUGCAAAAAU
.(((((((((.(((..(((((&.....................)).)))..))).))))))))). -18.70

miRNA: mir-129b
Human predicted target: ENSG00000181619
Mouse predicted target: ENSMUSG00000043398
Rat predicted target: ENSRNOG00000004499
Hs Gene description: PUTATIVE LEUKOCYTE PLATELET-ACTIVATING FACTOR
RECEPTOR. [Source:RefSeq;Acc:NM_022571] NM_022571
mir-129b ENSG00000181619 2000 nt UTR 2 hits 159 452
------1-----------1-------------------------------------------------------
------
>ENSG00000181619 hs-mir-129b    159    166
CUUUUUGCGGUCUGGGCUUGC&CAGCGGAGUGGCAGGGGACGUGGCCAUGUGGGCCCGCAAAAAU
.((((((((((((.(((((((&..........)))........))))....))).))))))))). -23.00
>ENSG00000181619 hs-mir-129b    452    459
CUUUUUGCGGUCUGGGCUUGC&UCCCUUCUUCAAAAGUGCCAAAAGGAAUGUAAAAUGCAAAAAU
.((((((((.(((.(((....&................)))....)))........)))))))). -16.70



mir-129b ENSMUSG00000043398 2000 nt UTR 2 hits 485 1599
-------------------1-------------------------------------------1----------
------
>ENSMUSG00000043398 hs-mir-129b    485    492
CUUUUUGCGGUCUGGGCUUGC&CCCUUUCUUCAAAUGCGGCCAAGGGAAUGUGAAAUGCAAAAAA
.((((((((.(((.(((.(((&..............))))))...)))........)))))))). -18.30
>ENSMUSG00000043398 hs-mir-129b   1599   1606
CUUUUUGCGGUCUGGGCUUGC&UACCUCAAGCCAACUGAAAAUAUUUUCAGAAAUUUGCAAAAAA
.((((((((.((((((((((.&.....))))))...............))))....)))))))). -20.86
mir-129b ENSRNOG00000004499 2000 nt UTR 2 hits 210 1328
--------1--------------------------------------------1--------------------
------
>ENSRNOG00000004499 hs-mir-129b    210    217
CUUUUUGCGGUCUGGGCUUGC&CCCUUUUUUCAAAAGUGGCCAAAGGAAUGUGAAAUGCAAAAAU
.((((((((.(((.((((...&................))))...)))........)))))))). -18.00
>ENSRNOG00000004499 hs-mir-129b   1328   1335
CUUUUUGCGGUCUGGGCUUGC&UACCUCAAGCCAACUGAAAAUAUUUUCAGAAACUUGCAAAAAA
.((((((((.((((((((((.&.....))))))...............))))....)))))))). -20.86

miRNA: mir-130b
Human predicted target: ENSG00000077684
Mouse predicted target: ENSMUSG00000025764
Rat predicted target: ENSRNOG00000014115
Hs Gene description: PHD PROTEIN JADE-1. [Source:RefSeq;Acc:NM_024900]

NM_024900
mir-130b ENSG00000077684 3030 nt UTR 2 hits 1287 2108
---------------------------------------------------1----------------------
----------1-------------------------------------
>ENSG00000077684 hs-mir-130b   1287   1294
CAGUGCAAUGAUGAAAGGGC&AAUUUAGCAUUAAAUUUGAGUACAAUGUUUUGUUUUUGCACUC
.(((((((.((..(((.(..&.........................).)))..)).))))))). -17.60
>ENSG00000077684 hs-mir-130b   2108   2115
CAGUGCAAUGAUGAAAGGGC&UGACCUCUCACCAUUUUAAGAGGUAUCAGAUUCAUUUGCACUA
.(((((((((((((.(((..&...))).))).....................))).))))))). -18.39
mir-130b ENSMUSG00000025764 4109 nt UTR 2 hits 1177 1985
-----------------------------------------------1--------------------------
-----1--------------------------------------------------------------------
-----------------
>ENSMUSG00000025764 hs-mir-130b   1177   1184
CAGUGCAAUGAUGAAAGGGC&AAUUUAGCAUUAAAUUUGAGUAUAAUGUUCUGUUUUUGCACUC
.(((((((.(((...(((((&..........................)))))))).))))))). -16.10
>ENSMUSG00000025764 hs-mir-130b   1985   1992
CAGUGCAAUGAUGAAAGGGC&UGGCCUCUCACCAUUUUAGGAGGCACCAGAUUCAUUUGCACUA
.(((((((..(((((.((((&......................)).))...)))))))))))). -18.80
mir-130b ENSRNOG00000014115 2000 nt UTR 2 hits 1165 1971
----------------------------------------------1---------------------------
----1-



>ENSRNOG00000014115 hs-mir-130b   1165   1172
CAGUGCAAUGAUGAAAGGGC&AAUUUAGCAUUAAAUUUGAGUAUAAUGUUCUGUUUUUGCACUC
.(((((((.(((...(((((&..........................)))))))).))))))). -16.10
>ENSRNOG00000014115 hs-mir-130b   1971   1978
CAGUGCAAUGAUGAAAGGGC&CGGCCUCUCACCAUUUUAGGAGGCACCAGAUUCAUUUGCACUA
.(((((((..(((((.((((&......................)).))...)))))))))))). -18.80

miRNA: mir-130b
Human predicted target: ENSG00000085832
Mouse predicted target: ENSMUSG00000028552
Rat predicted target: ENSRNOG00000010299
Hs Gene description: EPIDERMAL GROWTH FACTOR RECEPTOR SUBSTRATE 15
(PROTEIN EPS15) (AF-1P PROTEIN). [Source:SWISSPROT;Acc:P42566] NM_001981
mir-130b ENSG00000085832 3473 nt UTR 2 hits 1550 1781
-------------------------------------------------------------1---------1--
-----------------------------------------------------------------
>ENSG00000085832 hs-mir-130b   1550   1557
CAGUGCAAUGAUGAAAGGGC&CUCCUACAGUUUAAAACAAACUUUAAACCACUAUCUUGCACUGC
((((((((.((((....((.&...........................))..)))))))))))). -19.70
>ENSG00000085832 hs-mir-130b   1781   1788
CAGUGCAAUGAUGAAAGGGC&UAGGAUAAAGGUAAGUUGACUUGAACAACUUUCUUUUGCACUGG
((((((((....(((((...&............................)))))..)))))))). -22.00
mir-130b ENSMUSG00000028552 2229 nt UTR 3 hits 271 1497 1725
----------1------------------------------------------------1--------1-----
----------------
>ENSMUSG00000028552 hs-mir-130b    271    278
CAGUGCAAUGAUGAAAGGGC&GUUCUGGUGUGCAUUUAUAGUGAGCUCUUGCCUGCUUGCACUA
.(((((((......((((((&.......................))))))......))))))). -20.50
>ENSMUSG00000028552 hs-mir-130b   1497   1504
CAGUGCAAUGAUGAAAGGGC&AUAGCUGGGAUUUAAAACAAACUUCAACCACUUUCUUGCACUGC
((((((((....(((((((.&...........................)).))))))))))))). -21.20
>ENSMUSG00000028552 hs-mir-130b   1725   1732
CAGUGCAAUGAUGAAAGGGC&CAGGAGAAAGGUAAGUUGACUUGAAUAACCUUCGUUUGCACUGA
((((((((..(((.((((..&............................))))))))))))))). -21.70
mir-130b ENSRNOG00000010299 2998 nt UTR 3 hits 1953 2193 2673
--------------------------------------------------------------------------
----1--------1------------------1-------------
>ENSRNOG00000010299 hs-mir-130b   1953   1960
CAGUGCAAUGAUGAAAGGGC&CUAGGAUUUAAAGCAAACUUAAUUAAACCACUUCCUUGCACUGU
((((((((.((......((.&...........................))...)).)))))))). -18.20
>ENSRNOG00000010299 hs-mir-130b   2193   2200
CAGUGCAAUGAUGAAAGGGC&CAGGAGAAAGGUAAGUUGACUUGAAUAAACUUUGUUUGCACUGA
((((((((......((((..&.............................))))..)))))))). -17.50
>ENSRNOG00000010299 hs-mir-130b   2673   2680
CAGUGCAAUGAUGAAAGGGC&UAGAAGUGUGUACUAUCUCAUUUUGCAUCGGAGCUUUGCACUGU
(((((((((((((...(((.&................)))......))))).....)))))))). -18.80



miRNA: mir-130b
Human predicted target: ENSG00000106511
Mouse predicted target: ENSMUSG00000036144
Rat predicted target: ENSRNOG00000006588
Hs Gene description: HOMEOBOX PROTEIN MOX-2 (MESENCHYME HOMEOBOX 2)
(GROWTH ARREST-SPECIFIC HOMEOBOX). [Source:SWISSPROT;Acc:P50222] NM_005924
mir-130b ENSG00000106511 3175 nt UTR 2 hits 280 433
-----------1-----1--------------------------------------------------------
-----------------------------------------------------
>ENSG00000106511 hs-mir-130b    280    287
CAGUGCAAUGAUGAAAGGGC&CGUAUGGCAGUGAGCAGGUAUGUGUUUGCUUUUGCUUGCACUGA
((((((((.(....((((((&...........................)))))).))))))))). -20.00
>ENSG00000106511 hs-mir-130b    433    440
CAGUGCAAUGAUGAAAGGGC&CAUGUGUAUUACAGUGGGCAGGUAUUUGCUUUUGCUUGCACUGA
((((((((.(....((((((&...........................)))))).))))))))). -20.00
mir-130b ENSMUSG00000036144 3121 nt UTR 2 hits 270 426
----------1------1--------------------------------------------------------
---------------------------------------------------
>ENSMUSG00000036144 hs-mir-130b    270    277
CAGUGCAAUGAUGAAAGGGC&AUAUGACAGAGAGGGAGAUGGAUGUUUGCUUUGGCUUGCACUGA
((((((((....(..(((((&...........................)))))..))))))))). -18.80
>ENSMUSG00000036144 hs-mir-130b    426    433
CAGUGCAAUGAUGAAAGGGC&CAUGUGUGUGACACUAGGCAGGUAUUUGCUUUUGCUUGCACUGA
((((((((.(....((((((&...........................)))))).))))))))). -20.00
mir-130b ENSRNOG00000006588 3146 nt UTR 2 hits 274 424
----------1-----1---------------------------------------------------------
----------------------------------------------------
>ENSRNOG00000006588 hs-mir-130b    274    281
CAGUGCAAUGAUGAAAGGGC&AUAUGACAGAGAGGGAGAUGAAUGUUUGCUUUGGCUUGCACUGA
((((((((....(..(((((&...........................)))))..))))))))). -18.80
>ENSRNOG00000006588 hs-mir-130b    424    431
CAGUGCAAUGAUGAAAGGGC&CAUGUGUGUGACACUGGGCAGGUAUUUGCUUUUGCUUGCACUGA
((((((((.(....((((((&...........................)))))).))))))))). -20.00

miRNA: mir-130b
Human predicted target: ENSG00000108292
Mouse predicted target: ENSMUSG00000038437
Rat predicted target: ENSRNOG00000012135
Hs Gene description: AF-17 PROTEIN. [Source:SWISSPROT;Acc:P55198]

NM_005937
mir-130b ENSG00000108292 2000 nt UTR 2 hits 694 1416
---------------------------1----------------------------1-----------------
------
>ENSG00000108292 hs-mir-130b    694    701
CAGUGCAAUGAUGAAAGGGC&GAGGCUCUGGCCUUCCUUGGUGCCCCGCCCUUUGUUUGCACUA
.(((((((.....(((((((&..........................)))))))..))))))). -23.10



>ENSG00000108292 hs-mir-130b   1416   1423
CAGUGCAAUGAUGAAAGGGC&CGAGAGGCAAGGCGAAGCCUGUGUCCCUGUUUCAGUUGCACUGG
(((((((((......((((.&........................))))......))))))))). -24.90
mir-130b ENSMUSG00000038437 2941 nt UTR 2 hits 625 1350
------------------------1----------------------------1--------------------
--------------------------------------------
>ENSMUSG00000038437 hs-mir-130b    625    632
CAGUGCAAUGAUGAAAGGGC&GACGUCCCGUGCUGACCUGGGUGCCCUGCCCCUUUUUGCACUA
.(((((((.......(((((&......................)))))........))))))). -22.36
>ENSMUSG00000038437 hs-mir-130b   1350   1357
CAGUGCAAUGAUGAAAGGGC&GGAGCACCGCCAAGGAGGCCUUGUGUCCCUUUUGGUUGCACUGG
(((((((((..((((((((.&..........................))))))))))))))))). -25.80
mir-130b ENSRNOG00000012135 2879 nt UTR 2 hits 624 1337
------------------------1----------------------------1--------------------
------------------------------------------
>ENSRNOG00000012135 hs-mir-130b    624    631
CAGUGCAAUGAUGAAAGGGC&CUCUUGGGGCCCCAUGAUGGGGCUCCUGCCCCUUUUUGCACUA
.(((((((....(((.((((&...........................)))).)))))))))). -19.80
>ENSRNOG00000012135 hs-mir-130b   1337   1344
CAGUGCAAUGAUGAAAGGGC&CGGAGCACUGCUACGGAAGCCUGUGUCCCUUUUGGUUGCACUGG
(((((((((..((((((((.&..........................))))))))))))))))). -25.80

miRNA: mir-130b
Human predicted target: ENSG00000115170
Mouse predicted target: ENSMUSG00000026836
Rat predicted target: ENSRNOG00000005033
Hs Gene description: ACTIVIN RECEPTOR TYPE I PRECURSOR (EC 2.7.1.37)
(ACTR-I) (SERINE/THREONINE-PROTEIN KINASE RECEPTOR R1) (SKR1) (ACTIVIN
RECEPTOR-LIKE KINASE 2) (ALK-2) (TGF-B SUPERFAMILY RECEPTOR TYPE I) (TSR-
I). [Source:SWISSPROT;Acc:Q04771] NM_001105
mir-130b ENSG00000115170 3093 nt UTR 2 hits 419 448
----------------11--------------------------------------------------------
--------------------------------------------------
>ENSG00000115170 hs-mir-130b    419    426
CAGUGCAAUGAUGAAAGGGC&UUAAUCAGCAAUAUUGCCUGUGCUUCUCUUCUUUAUUGCACUA
.((((((((((.(((.((((&...............)))).........))).)))))))))). -21.90
>ENSG00000115170 hs-mir-130b    448    455
CAGUGCAAUGAUGAAAGGGC&UCUUUAUUGCACUAGGAAUUCUUUGCAUUCCUUACUUGCACUGU
(((((((((((.(((...((&........................)).))).))).)))))))). -18.40
mir-130b ENSMUSG00000026836 2105 nt UTR 2 hits 427 456
-----------------11-------------------------------------------------------
-----------
>ENSMUSG00000026836 hs-mir-130b    427    434
CAGUGCAAUGAUGAAAGGGC&UCGUAAUCAGCAAUAUCGGCUGCAUCUACUCUUCGUUGCACUA
.((((((((((.((.(((((&.....................)).)))..)).)))))))))). -21.40
>ENSMUSG00000026836 hs-mir-130b    456    463
CAGUGCAAUGAUGAAAGGGC&UCUUCGUUGCACUAGGAAUUCUGUGCAUUCCUUACUUGCACUGU



(((((((((((.(((.(.((&......................)).).))).))).)))))))). -19.70
mir-130b ENSRNOG00000005033 2106 nt UTR 2 hits 439 468
-----------------11-------------------------------------------------------
-----------
>ENSRNOG00000005033 hs-mir-130b    439    446
CAGUGCAAUGAUGAAAGGGC&UAAUCAGCAAUAUUGGCUGCGCCUACUCUUCUCUGUUGCACUA
.(((((((((..(((.((((&....................))))....)))..))))))))). -21.10
>ENSRNOG00000005033 hs-mir-130b    468    475
CAGUGCAAUGAUGAAAGGGC&UCUCUGUUGCACUAGGAAUUCUCUGCAUUCCUUACUUGCACUGU
(((((((((((.(((((((.&....................))))...))).))).)))))))). -19.30

miRNA: mir-130b
Human predicted target: ENSG00000130164
Mouse predicted target: ENSMUSG00000032193
Rat predicted target: ENSRNOG00000009946
Hs Gene description: LOW-DENSITY LIPOPROTEIN RECEPTOR PRECURSOR (LDL
RECEPTOR). [Source:SWISSPROT;Acc:P01130] NM_000527
mir-130b ENSG00000130164 2207 nt UTR 4 hits 813 871 1970 2161
--------------------------------1-1---------------------------------------
----1-------1--
>ENSG00000130164 hs-mir-130b    813    820
CAGUGCAAUGAUGAAAGGGC&CCCGACCCCUACCCACUUCCAUUCCCGUGGUCUCCUUGCACUU
.(((((((.((.((..(((.&.......................)))....)))).))))))). -20.30
>ENSG00000130164 hs-mir-130b    871    878
CAGUGCAAUGAUGAAAGGGC&GUACACUGUGUACAUUUGGCAUUUGUGUUAUUAUUUUGCACUGU
((((((((.(((((.((.((&........................)).)).))))))))))))). -18.80
>ENSG00000130164 hs-mir-130b   1970   1977
CAGUGCAAUGAUGAAAGGGC&GACUUCAGGUUCUUUCUGAAAUCGCCGUGUUACUGUUGCACUGA
(((((((((..(((.(.(((&.......................))).).)))..))))))))). -25.00
>ENSG00000130164 hs-mir-130b   2161   2168
CAGUGCAAUGAUGAAAGGGC&GUCCCUGUACAGAUAGUGGGGAUUUUUUGUUAUGUUUGCACUU
.(((((((..((((.((((.&..)))).......................))))..))))))). -17.65
mir-130b ENSMUSG00000032193 3530 nt UTR 2 hits 571 642
----------------------1--1------------------------------------------------
--------------------------------------------------------------------
>ENSMUSG00000032193 hs-mir-130b    571    578
CAGUGCAAUGAUGAAAGGGC&GUCCUGUGCCCAGCCCCCGAGUCUCCGAGUGAGGCUUGCACUU
.(((((((.(((....((((&............))))....)))............))))))). -19.02
>ENSMUSG00000032193 hs-mir-130b    642    649
CAGUGCAAUGAUGAAAGGGC&UGGGCACCCACGUGGUCCACAUUUGUACUCCUAGGUUGCACUGA
(((((((((((((...((((&..............)))).))))...........))))))))). -20.50
mir-130b ENSRNOG00000009946 2000 nt UTR 2 hits 1479 1548
-----------------------------------------------------------1-1------------
------
>ENSRNOG00000009946 hs-mir-130b   1479   1486
CAGUGCAAUGAUGAAAGGGC&CGUCUCAUGCCCAGCCCCUACUGUCCAUGGGAGAUUUGCACUU
.(((((((.(((....((((&.............)))).....)))..........))))))). -17.50



>ENSRNOG00000009946 hs-mir-130b   1548   1555
CAGUGCAAUGAUGAAAGGGC&UGGGCACCCACGUGGCCCGCGUCUGUACUCCUAGGUUGCACUGU
(((((((((((((...((((&..............)))).))))...........))))))))). -26.10

miRNA: mir-130b
Human predicted target: ENSG00000147642
Mouse predicted target: ENSMUSG00000022340
Rat predicted target: ENSRNOG00000004200
Hs Gene description: NM_017786
mir-130b ENSG00000147642 2720 nt UTR 2 hits 120 299
----1------1--------------------------------------------------------------
-----------------------------------
>ENSG00000147642 hs-mir-130b    120    127
CAGUGCAAUGAUGAAAGGGC&UCUCUAUUCUGUCGUUUUGCUCCUUGGUAUUUGAUUUGCACUA
.(((((((.((((.((((((&..................)).))))..))))....))))))). -20.70
>ENSG00000147642 hs-mir-130b    299    306
CAGUGCAAUGAUGAAAGGGC&UCUUAUCCUAGUGGUUCAGGAAGAGAAAACGCAGUUUGCACUU
.(((((((...((((((((.&.....)))).....)))).................))))))). -14.45
mir-130b ENSMUSG00000022340 2000 nt UTR 3 hits 111 289 1172
----1------1----------------------------------1---------------------------
------
>ENSMUSG00000022340 hs-mir-130b    111    118
CAGUGCAAUGAUGAAAGGGC&CUCUAUUCUGUCAGUUUUGCUUCUCGCUAUUUGAUUUGCACUA
.(((((((..((.(((.(((&.........................))).))).))))))))). -16.90
>ENSMUSG00000022340 hs-mir-130b    289    296
CAGUGCAAUGAUGAAAGGGC&UCUUAUACUAAUGGUUCAGGAAGAGAAAAUGCCGUUUGCACUU
.(((((((.......(.(((&..............................))).)))))))). -14.81
>ENSMUSG00000022340 hs-mir-130b   1172   1179
CAGUGCAAUGAUGAAAGGGC&AGGCAUGCAGCUGCUUGCACACACAAUCAGCACGUUUGCACUC
.(((((((((((.....(((&................)).).....))))......))))))). -14.80
mir-130b ENSRNOG00000004200 2000 nt UTR 2 hits 113 291
----1------1--------------------------------------------------------------
------
>ENSRNOG00000004200 hs-mir-130b    113    120
CAGUGCAAUGAUGAAAGGGC&GUCUCUAUUGUCAUUUUUGCUCCUUGCUAUUUGAUUUGCACUA
.(((((((.((((.((((((&..................)).))))..))))....))))))). -20.50
>ENSRNOG00000004200 hs-mir-130b    291    298
CAGUGCAAUGAUGAAAGGGC&UCUUAUACUAAUGGUUCAGAAAGAGAAAAUGCAGUUUGCACUU
.(((((((...((.......&...............................))..))))))). -14.20

miRNA: mir-130b
Human predicted target: ENSG00000155111
Mouse predicted target: ENSMUSG00000038481
Rat predicted target: ENSRNOG00000000583
mir-130b ENSG00000155111 6557 nt UTR 2 hits 1219 1645



------------------------------------------------1----------------1--------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------
>ENSG00000155111 hs-mir-130b   1219   1226
CAGUGCAAUGAUGAAAGGGC&UUACUGAAACUUAAUUCUAUCAAGAAUCUUUUUCAUUGCACUGA
(((((((((((.((((((..&..........................))))))))))))))))). -25.70
>ENSG00000155111 hs-mir-130b   1645   1652
CAGUGCAAUGAUGAAAGGGC&AGUAAAAUAAGAUUAGACAGAAGCCAGUAUACAUUUUGCACUA
.(((((((.((((....(((&......................)))......))))))))))). -19.10
mir-130b ENSMUSG00000038481 4297 nt UTR 3 hits 1163 1575 3108
----------------------------------------------1---------------1-----------
--------------------------------------------------1-----------------------
------------------------
>ENSMUSG00000038481 hs-mir-130b   1163   1170
CAGUGCAAUGAUGAAAGGGC&UUACUGAGACUUAACGCUGUCAAGAAUCUUUUGUAUUGCACUGA
((((((((((...((((((.&..........................)))))).)))))))))). -21.40
>ENSMUSG00000038481 hs-mir-130b   1575   1582
CAGUGCAAUGAUGAAAGGGC&AAGUAAAAUAAGAUUUUUAGAAGCCAGUAUACAUUUUGCACUA
.(((((((.((((....(((&......................)))......))))))))))). -19.10
>ENSMUSG00000038481 hs-mir-130b   3108   3115
CAGUGCAAUGAUGAAAGGGC&GCUUUUGAAACCUUAGGACUUGGAGCUCUGACAUUUUGCACUC
.(((((((.((((..(((((&........................)))))..))))))))))). -22.20
mir-130b ENSRNOG00000000583 4096 nt UTR 4 hits 1147 1520 3249 3664
---------------------------------------------1--------------1-------------
-------------------------------------------------------1----------------1-
----------------
>ENSRNOG00000000583 hs-mir-130b   1147   1154
CAGUGCAAUGAUGAAAGGGC&UUACUGAGACUUAACGCUGUCAAGAACCUUUUUUAUUGCACUGA
(((((((((((.((((((..&..........................))))))))))))))))). -26.50
>ENSRNOG00000000583 hs-mir-130b   1520   1527
CAGUGCAAUGAUGAAAGGGC&AGUAAACUAGGAUUUUUUAGAAGCCAGUAUACAUUUUGCACUA
.(((((((.((((....(((&......................)))......))))))))))). -19.10
>ENSRNOG00000000583 hs-mir-130b   3249   3256
CAGUGCAAUGAUGAAAGGGC&UUACUGAGACUUAACGCUGUCAAGAACCUUUUUUAUUGCACUGA
(((((((((((.((((((..&..........................))))))))))))))))). -26.50
>ENSRNOG00000000583 hs-mir-130b   3664   3671
CAGUGCAAUGAUGAAAGGGC&AGUAAACUAGGAUUUUUUAGAAGCCAGUAUACAUUUUGCACUA
.(((((((.((((....(((&......................)))......))))))))))). -19.10

miRNA: mir-130b
Human predicted target: ENSG00000163624
Mouse predicted target: ENSMUSG00000029330
Rat predicted target: ENSRNOG00000002142
Hs Gene description: PHOSPHATIDATE CYTIDYLYLTRANSFERASE 1 (EC 2.7.7.41)
(CDP-DIGLYCERIDE SYNTHETASE 1) (CDP-DIGLYCERIDE PYROPHOSPHORYLASE 1) (CDP-
DIACYLGLYCEROL SYNTHASE 1) (CDS 1) (CTP:PHOSPHATIDATE CYTIDYLYLTRANSFERASE



1) (CDP-DAG SYNTHASE 1) (CDP-DG SYNTHETASE 1).
[Source:SWISSPROT;Acc:Q92903] NM_001263
mir-130b ENSG00000163624 2505 nt UTR 2 hits 365 2202
--------------1-----------------------------------------------------------
--------------1------------
>ENSG00000163624 hs-mir-130b    365    372
CAGUGCAAUGAUGAAAGGGC&CCUGGCAGUGUGCCUUUUUGCACAAAUAUUUACUUUUGCACUU
.(((((((((.(((((((((&...........))))))))))).............))))))). -19.51
>ENSG00000163624 hs-mir-130b   2202   2209
CAGUGCAAUGAUGAAAGGGC&UUGCCAUAAAACCCUGACUUGGCUCAUUUUGAUAUUUGCACUGU
((((((((....((((((((&.....................)))).)))).....)))))))). -20.30
mir-130b ENSMUSG00000029330 4294 nt UTR 3 hits 921 1845 2077
------------------------------------1------------------------------------
1---------1---------------------------------------------------------------
-------------------------
>ENSMUSG00000029330 hs-mir-130b    921    928
CAGUGCAAUGAUGAAAGGGC&GGCCAGCCCCCUGCUGGUAAUUAACCUCUGUCACCUUGCACUU
.(((((((.(.(((.((((.&.........................)))).)))).))))))). -19.20
>ENSMUSG00000029330 hs-mir-130b   1845   1852
CAGUGCAAUGAUGAAAGGGC&AACCACCGUGAGAGCGACUGUGACCAGCGUUCCAUUUGCACUGG
((((((((.((((....((.&.......................))..))))....)))))))). -19.70
>ENSMUSG00000029330 hs-mir-130b   2077   2084
CAGUGCAAUGAUGAAAGGGC&GUCCGAGAUUAAAGGCUGCCCCCACUUUUGUCCCUUUGCACUU
.(((((((.((..(((((((&.................))))....)))..))...))))))). -22.60
mir-130b ENSRNOG00000002142 4342 nt UTR 4 hits 66 369 992 2023
--1-----------1------------------------1----------------------------------
------1-------------------------------------------------------------------
--------------------------
>ENSRNOG00000002142 hs-mir-130b     66     73
CAGUGCAAUGAUGAAAGGGC&AGGAAGGAGCUCACAGAGCAGCUCCGACUGAAGUCUUGCACUGA
((((((((.(((....((((&....................)).)).......))))))))))). -21.90
>ENSRNOG00000002142 hs-mir-130b    369    376
CAGUGCAAUGAUGAAAGGGC&CCUGGCAGUGUGAUCCUUCUCACAAACACUGACCUUUGCACUGA
((((((((((.((((((((.&.............))))).)))))...........)))))))). -20.20
>ENSRNOG00000002142 hs-mir-130b    992    999
CAGUGCAAUGAUGAAAGGGC&AGCCAGCCCCCUGAUGGCAAUUAACCUCUGUCACCUUGCACUU
.(((((((.(.(((.((((.&.........................)))).)))).))))))). -19.20
>ENSRNOG00000002142 hs-mir-130b   2023   2030
CAGUGCAAUGAUGAAAGGGC&CAAUCAUCCUAAGAGCCAUGUGAUGAGCGCUACAUUUGCACUGG
((((((((..(((..((.((&..........................)).)).))))))))))). -19.80

miRNA: mir-130b
Human predicted target: ENSG00000164603
Mouse predicted target: ENSMUSG00000042742
Rat predicted target: ENSRNOG00000007224
Hs Gene description: NM_152556
mir-130b ENSG00000164603 4597 nt UTR 3 hits 381 851 1311



---------------1------------------1-----------------1---------------------
--------------------------------------------------------------------------
------------------------------------
>ENSG00000164603 hs-mir-130b    381    388
CAGUGCAAUGAUGAAAGGGC&UGAAUGGAAAACUUUAAGAUGUAGAAAGCUGUAGAUUGCACUU
.((((((((..((....(((&...........................))).)).)))))))). -14.60
>ENSG00000164603 hs-mir-130b    851    858
CAGUGCAAUGAUGAAAGGGC&CUCAAUAAUGACCUAAAACACCUUUUUGAAAGGGUUUGCACUU
.(((((((....(((((((.&....................)))))))........))))))). -17.30
>ENSG00000164603 hs-mir-130b   1311   1318
CAGUGCAAUGAUGAAAGGGC&GGUUAUUACAUUAAAAUUACCUCAUACUGAGGUUUUUGCACUGA
((((((((.(((...((...&..........................))...))).)))))))). -18.60
mir-130b ENSMUSG00000042742 2000 nt UTR 2 hits 374 1271
--------------1-----------------------------------1-----------------------
------
>ENSMUSG00000042742 hs-mir-130b    374    381
CAGUGCAAUGAUGAAAGGGC&CAUGAGGAACCUCAAGAUGUGUAGAAAGCUGUAGAUUGCACUU
.((((((((..((....(((&...........................))).)).)))))))). -14.60
>ENSMUSG00000042742 hs-mir-130b   1271   1278
CAGUGCAAUGAUGAAAGGGC&GGUUAUUACAUUAAAAUUACCUCAUACUGAGGUUUUUGCACUGA
((((((((.(((...((...&..........................))...))).)))))))). -18.60
mir-130b ENSRNOG00000007224 4441 nt UTR 5 hits 380 784 1245 2784 3245
---------------1---------------1-----------------1------------------------
-------------------------------------1-----------------1------------------
------------------------------
>ENSRNOG00000007224 hs-mir-130b    380    387
CAGUGCAAUGAUGAAAGGGC&CCUGAGAAACCUUAAGAUGUGUAGAAAGCCGUAGAUUGCACUU
.((((((((..((....(((&...........................))).)).)))))))). -16.50
>ENSRNOG00000007224 hs-mir-130b    784    791
CAGUGCAAUGAUGAAAGGGC&ACUCAGUACUGACCUGGGACACCUUUGUGAAAGGUUUGCACUU
.(((((((......(((((.&.....................))))).........))))))). -16.46
>ENSRNOG00000007224 hs-mir-130b   1245   1252
CAGUGCAAUGAUGAAAGGGC&GGUUAUUACAUUAAAAUUACCUCAUACUGAGGUUUUUGCACUGA
((((((((.(((...((...&..........................))...))).)))))))). -18.60
>ENSRNOG00000007224 hs-mir-130b   2784   2791
CAGUGCAAUGAUGAAAGGGC&ACUCAGUACUGACCUGGGACACCUUUGUGAAAGGUUUGCACUU
.(((((((......(((((.&.....................))))).........))))))). -16.46
>ENSRNOG00000007224 hs-mir-130b   3245   3252
CAGUGCAAUGAUGAAAGGGC&GGUUAUUACAUUAAAAUUACCUCAUACUGAGGUUUUUGCACUGA
((((((((.(((...((...&..........................))...))).)))))))). -18.60

miRNA: mir-130b
Human predicted target: ENSG00000169057
Mouse predicted target: ENSMUSG00000031393
Rat predicted target: ENSRNOG00000019947
Hs Gene description: METHYL-CPG-BINDING PROTEIN 2 (MECP-2 PROTEIN)
(MECP2). [Source:SWISSPROT;Acc:P51608] NM_004992



mir-130b ENSG00000169057 10554 nt UTR 4 hits 240 976 5758 7826
---------1-----------------------------1----------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------1-----------------------------------------------------------------
-----------------1--------------------------------------------------------
-----------------------------------------------------
>ENSG00000169057 hs-mir-130b    240    247
CAGUGCAAUGAUGAAAGGGC&UCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACUU
.(((((((...((....(((&......................))).....))...))))))). -17.40
>ENSG00000169057 hs-mir-130b    976    983
CAGUGCAAUGAUGAAAGGGC&UUUCCAAUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACUA
.(((((((((((.((((((.&..........))))))..............)))).))))))). -17.66
>ENSG00000169057 hs-mir-130b   5758   5765
CAGUGCAAUGAUGAAAGGGC&GCCAGGUGAAGGAGGCUCCAGGCAGCACCCAGGUUUUGCACUC
.(((((((...((...((((&........................)).))))....))))))). -15.70
>ENSG00000169057 hs-mir-130b   7826   7833
CAGUGCAAUGAUGAAAGGGC&CCUUCCCAGGGCAAUAAAAUGACCAUGGAGGGGGCUUGCACUC
.(((((((((.((..((((.&))))..))...))......................))))))). -13.94
mir-130b ENSMUSG00000031393 10591 nt UTR 2 hits 239 947
---------1---------------------------1------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------------------------------------------------------
>ENSMUSG00000031393 hs-mir-130b    239    246
CAGUGCAAUGAUGAAAGGGC&UCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACUU
.(((((((...((....(((&......................))).....))...))))))). -17.40
>ENSMUSG00000031393 hs-mir-130b    947    954
CAGUGCAAUGAUGAAAGGGC&UUUCCAGUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACUA
.(((((((((((.((((((.&..........))))))..............)))).))))))). -17.66
mir-130b ENSRNOG00000019947 2028 nt UTR 2 hits 242 952
---------1----------------------------1-----------------------------------
--------
>ENSRNOG00000019947 hs-mir-130b    242    249
CAGUGCAAUGAUGAAAGGGC&UCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACUU
.(((((((...((....(((&......................))).....))...))))))). -17.40
>ENSRNOG00000019947 hs-mir-130b    952    959
CAGUGCAAUGAUGAAAGGGC&UUUCCAGUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACUA
.(((((((((((.((((((.&..........))))))..............)))).))))))). -17.66

miRNA: mir-130b
Human predicted target: ENSG00000169946
Mouse predicted target: ENSMUSG00000022306
Rat predicted target: ENSRNOG00000004109



Hs Gene description: ZINC FINGER PROTEIN, MULTITYPE 2; FRIEND OF GATA2;
TRANSCRIPTION FACTOR GATA4, MODULATOR OF; ZINC FINGER PROTEIN 409.
[Source:RefSeq;Acc:NM_012082] NM_012082
mir-130b ENSG00000169946 2000 nt UTR 2 hits 310 518
------------1-------1-----------------------------------------------------
------
>ENSG00000169946 hs-mir-130b    310    317
CAGUGCAAUGAUGAAAGGGC&AUGUUAUUGUAUAGUUAUUGUGUAGCACAUAUGGUUUGCACUGU
((((((((..........((&........................)).........)))))))). -16.51
>ENSG00000169946 hs-mir-130b    518    525
CAGUGCAAUGAUGAAAGGGC&CUUAAGAUUUCAAUUCUUGGAUAAUCAGGCUCUGUUUGCACUU
.(((((((.......(((((&............................)))))..))))))). -17.30
mir-130b ENSMUSG00000022306 3019 nt UTR 3 hits 322 534 1756
------------1--------1------------------------------------------------1---
-----------------------------------------------
>ENSMUSG00000022306 hs-mir-130b    322    329
CAGUGCAAUGAUGAAAGGGC&UAAUGAUUGUAUAGUUCUUGUGUAGCACAUAUGGUUUGCACUGU
((((((((..(((.((((((&.............))))))........))).....)))))))). -18.10
>ENSMUSG00000022306 hs-mir-130b    534    541
CAGUGCAAUGAUGAAAGGGC&CUUAAGAUUUCAAUUCUUGGAUAAUCAGGCUCCAAUUGCACUU
.((((((((.......((((&............................))))..)))))))). -16.30
>ENSMUSG00000022306 hs-mir-130b   1756   1763
CAGUGCAAUGAUGAAAGGGC&AACACUUCAGGGAUGUCAGGUCAGCCUACUUCAGCUUGCACUC
.(((((((...((((.((((&.......................))))..))))..))))))). -20.80
mir-130b ENSRNOG00000004109 2000 nt UTR 3 hits 320 534 1871
------------1--------1----------------------------------------------------
1-----
>ENSRNOG00000004109 hs-mir-130b    320    327
CAGUGCAAUGAUGAAAGGGC&AUGUUAUUGUAUAGUUAUUGUGUAGCACAUAUGGUUUGCACUGU
((((((((..........((&........................)).........)))))))). -16.51
>ENSRNOG00000004109 hs-mir-130b    534    541
CAGUGCAAUGAUGAAAGGGC&CUUAAGGUUUCGAUUCUCGGCUAAUCAGGCCCCAGUUGCACUU
.((((((((.......((((&............................))))..)))))))). -19.60
>ENSRNOG00000004109 hs-mir-130b   1871   1878
CAGUGCAAUGAUGAAAGGGC&GGAAAACACUUCCGUGGGGGUCAGCCUCCUUCAACUUGCACUC
.(((((((.(.((((.((((&.......................))))..)))).)))))))). -21.10

miRNA: mir-130b
Human predicted target: ENSG00000170540
Mouse predicted target: ENSMUSG00000030654
Rat predicted target: ENSRNOG00000017751
Hs Gene description: ARL-6 INTERACTING PROTEIN-1 (AIP-1).
[Source:SWISSPROT;Acc:Q15041] NM_015161
mir-130b ENSG00000170540 3585 nt UTR 2 hits 669 1281
--------------------------1------------------------1----------------------
----------------------------------------------------------------------
>ENSG00000170540 hs-mir-130b    669    676



CAGUGCAAUGAUGAAAGGGC&AAAGGAAUGUCUGACAGGCUUAAGCUUUCGUCCCCUUGCACUU
.(((((((.(((((((((((&.................)))....))))))))...))))))). -22.20
>ENSG00000170540 hs-mir-130b   1281   1288
CAGUGCAAUGAUGAAAGGGC&UGAUUAACUAGCUGUAAUAUAGUUUUGUGAAUUUAUUGCACUGA
(((((((((((....(((((&.....................)))))......))))))))))). -20.60
mir-130b ENSMUSG00000030654 3393 nt UTR 2 hits 546 839
---------------------1-----------1----------------------------------------
--------------------------------------------------------------
>ENSMUSG00000030654 hs-mir-130b    546    553
CAGUGCAAUGAUGAAAGGGC&AGGACUGGCAGGCUUUGACUGACCUCUCAUUCCCUUUGCACUGC
((((((((.(((((.(((..&......................))).)))))....)))))))). -23.70
>ENSMUSG00000030654 hs-mir-130b    839    846
CAGUGCAAUGAUGAAAGGGC&UUCGUAGUAUUGGCUGUAUUUCAGUGCCUCCAGCUUUGCACUU
.(((((((...((...((((&.........................)))).))...))))))). -18.60
mir-130b ENSRNOG00000017751 2078 nt UTR 2 hits 1604 1880
----------------------------------------------------------------1---------
-1--------
>ENSRNOG00000017751 hs-mir-130b   1604   1611
CAGUGCAAUGAUGAAAGGGC&GAAUCUGACAGGCUUUGACUGACCUCACAUUCCCCUUGCACUGC
((((((((.((((..(((..&......................)))..))))....)))))))). -20.60
>ENSRNOG00000017751 hs-mir-130b   1880   1887
CAGUGCAAUGAUGAAAGGGC&UUCGUAGUAUUGGCUGUAUUUCAGUCACUCCAGCUUUGCACUU
.(((((((((((((((.(((&............)))...))))).)))........))))))). -17.60

miRNA: mir-130b
Human predicted target: ENSG00000180592
Mouse predicted target: ENSMUSG00000048466
Rat predicted target: ENSRNOG00000000149
mir-130b ENSG00000180592 2000 nt UTR 3 hits 576 1446 1562
-----------------------1---------------------------------1----1-----------
------
>ENSG00000180592 hs-mir-130b    576    583
CAGUGCAAUGAUGAAAGGGC&UCUUUUGACUCCCCUUAUUCCCUCUCCAAGAGUAGUUGCACUU
.((((((((...((.((((.&...................)))).))........)))))))). -19.30
>ENSG00000180592 hs-mir-130b   1446   1453
CAGUGCAAUGAUGAAAGGGC&UACUGCAAGUGACAAUCAGAGGUGACUAUCUAUAUUUGCACUU
.(((((((....((.((.((&.....................))..)).)).....))))))). -14.20
>ENSG00000180592 hs-mir-130b   1562   1569
CAGUGCAAUGAUGAAAGGGC&UGAUGAUGGAAGCAGUAAAUCAAAAUUAUGGAAAUUUGCACUGU
((((((((((((......((&...........)).....)))).............)))))))). -16.91
mir-130b ENSMUSG00000048466 3521 nt UTR 3 hits 571 1106 1216
----------------------1---------------------1---1-------------------------
-------------------------------------------------------------------
>ENSMUSG00000048466 hs-mir-130b    571    578
CAGUGCAAUGAUGAAAGGGC&UUUUUUCUAAACCCAGAUUCCCUUUCCAAUAGUAGUUGCACUU
.((((((((.(((((((((.&...................)))))))..))....)))))))). -22.80
>ENSMUSG00000048466 hs-mir-130b   1106   1113



CAGUGCAAUGAUGAAAGGGC&UACUGCAAGUGACAAUCAGAGGUGACUAUCUAUAUUUGCACUU
.(((((((....((.((.((&.....................))..)).)).....))))))). -14.20
>ENSMUSG00000048466 hs-mir-130b   1216   1223
CAGUGCAAUGAUGAAAGGGC&UAAAGAUGAGAGCAGUAAAUCAAAAUUAUGGAAAUUUGCACUGU
((((((((((((......((&...........)).....)))).............)))))))). -16.91
mir-130b ENSRNOG00000000149 2000 nt UTR 3 hits 569 1094 1256
----------------------1--------------------1------1-----------------------
------
>ENSRNOG00000000149 hs-mir-130b    569    576
CAGUGCAAUGAUGAAAGGGC&UAAAGAGCAAACCCUCAUUCCCUUUCCAAGAGUACUUGCACUU
.(((((((..(((((((((.&...................))))))).....))..))))))). -20.60
>ENSRNOG00000000149 hs-mir-130b   1094   1101
CAGUGCAAUGAUGAAAGGGC&UCUACUGCAAGUGACAAUCAGAGGUGACUCUAUAUUUGCACUU
.(((((((.......((((.&...........................))))....))))))). -14.50
>ENSRNOG00000000149 hs-mir-130b   1256   1263
CAGUGCAAUGAUGAAAGGGC&UAAAGACAAGAGCAGUAAAUCAAAACUAUGGAAAUUUGCACUGU
((((((((((((......((&...........)).....)))).............)))))))). -16.91

miRNA: mir-130b
Human predicted target: ENSG00000184371
Mouse predicted target: ENSMUSG00000014599
Rat predicted target: ENSRNOG00000018659
Hs Gene description: MACROPHAGE COLONY STIMULATING FACTOR-1 PRECURSOR
(CSF-1) (MCSF) (M-CSF). [Source:SWISSPROT;Acc:P09603] NM_172211
mir-130b ENSG00000184371 4161 nt UTR 2 hits 800 1064
-------------------------------1----------1-------------------------------
--------------------------------------------------------------------------
-------------------
>ENSG00000184371 hs-mir-130b    800    807
CAGUGCAAUGAUGAAAGGGC&AGGCCAAGCAGAGGCUCCCCUCAUGAAGGAAGCCAUUGCACUGU
((((((((((((((..((((&.............)).))..)))).........)))))))))). -23.40
>ENSG00000184371 hs-mir-130b   1064   1071
CAGUGCAAUGAUGAAAGGGC&CUUUAGGCUGUGUUGUUCGCCCAGGUUUCUGCAUCUUGCACUU
.(((((((.((((...((((&..................)))).........))))))))))). -22.30
mir-130b ENSMUSG00000014599 4102 nt UTR 3 hits 787 896 1057
-------------------------------1---1------1-------------------------------
--------------------------------------------------------------------------
-----------------
>ENSMUSG00000014599 hs-mir-130b    787    794
CAGUGCAAUGAUGAAAGGGC&UUGCCCAGCAGAGGCACCCCUCAUGAAGGAAGCCAUUGCACUGU
((((((((((.((...((((&..))))..)).......................)))))))))). -23.55
>ENSMUSG00000014599 hs-mir-130b    896    903
CAGUGCAAUGAUGAAAGGGC&UGUUCUCCCACUUCCUUCAGCCUCUCCUCGGCUUCUUGCACUGA
((((((((.(((((.(((((&...................))).))..)))...)))))))))). -21.60
>ENSMUSG00000014599 hs-mir-130b   1057   1064
CAGUGCAAUGAUGAAAGGGC&CUUUGGGCUGUGUUCCUUGCCCAGGUUUCUGCAUCUUGCACUU
.(((((((.((((...((((&..................)))).........))))))))))). -22.00



mir-130b ENSRNOG00000018659 3232 nt UTR 3 hits 831 940 1100
---------------------------------1---1-----1------------------------------
--------------------------------------------------------
>ENSRNOG00000018659 hs-mir-130b    831    838
CAGUGCAAUGAUGAAAGGGC&UUUGCCAGCAGAGGCACCCCUCAUGAAGGAAGCCAUUGCACUGU
((((((((((((((..((((&.............)).))..)))).........)))))))))). -23.40
>ENSRNOG00000018659 hs-mir-130b    940    947
CAGUGCAAUGAUGAAAGGGC&UGUUCUCCCACUUCCUUCAACCUCUCCUCAGCUUCUUGCACUGA
(((((((((((.((.(((..&....................))).)).))).....)))))))). -22.30
>ENSRNOG00000018659 hs-mir-130b   1100   1107
CAGUGCAAUGAUGAAAGGGC&CUUUAGGCUGUGUUCCUUACCCAGGUUUUUGCAUCUUGCACUU
.(((((((.((((.((((((&........................)))))).))))))))))). -20.50

miRNA: mir-130
Human predicted target: ENSG00000085832
Mouse predicted target: ENSMUSG00000028552
Rat predicted target: ENSRNOG00000010299
Hs Gene description: EPIDERMAL GROWTH FACTOR RECEPTOR SUBSTRATE 15
(PROTEIN EPS15) (AF-1P PROTEIN). [Source:SWISSPROT;Acc:P42566] NM_001981
mir-130 ENSG00000085832 3473 nt UTR 2 hits 1550 1781
-------------------------------------------------------------1---------1--
-----------------------------------------------------------------
>ENSG00000085832 hs-mir-130   1550   1557
CAGUGCAAUGUUAAAAGGGC&CUCCUACAGUUUAAAACAAACUUUAAACCACUAUCUUGCACUGC
((((((((.((......((.&...........................))...)).)))))))). -16.40
>ENSG00000085832 hs-mir-130   1781   1788
CAGUGCAAUGUUAAAAGGGC&UAGGAUAAAGGUAAGUUGACUUGAACAACUUUCUUUUGCACUGG
((((((((.(((((....((&..........))...)))))...............)))))))). -16.89
mir-130 ENSMUSG00000028552 2229 nt UTR 3 hits 271 1497 1725
----------1------------------------------------------------1--------1-----
----------------
>ENSMUSG00000028552 hs-mir-130    271    278
CAGUGCAAUGUUAAAAGGGC&GUUCUGGUGUGCAUUUAUAGUGAGCUCUUGCCUGCUUGCACUA
.(((((((.((...((((((&.......................))))))....))))))))). -22.00
>ENSMUSG00000028552 hs-mir-130   1497   1504
CAGUGCAAUGUUAAAAGGGC&AUAGCUGGGAUUUAAAACAAACUUCAACCACUUUCUUGCACUGC
((((((((.(...((((((.&...........................)).))))))))))))). -17.50
>ENSMUSG00000028552 hs-mir-130   1725   1732
CAGUGCAAUGUUAAAAGGGC&CAGGAGAAAGGUAAGUUGACUUGAAUAACCUUCGUUUGCACUGA
((((((((......((((..&............................))))...)))))))). -19.50
mir-130 ENSRNOG00000010299 2998 nt UTR 3 hits 1953 2193 2673
--------------------------------------------------------------------------
----1--------1------------------1-------------
>ENSRNOG00000010299 hs-mir-130   1953   1960
CAGUGCAAUGUUAAAAGGGC&CUAGGAUUUAAAGCAAACUUAAUUAAACCACUUCCUUGCACUGU
((((((((.(....(((((.&...........................)).)))).)))))))). -17.00
>ENSRNOG00000010299 hs-mir-130   2193   2200



CAGUGCAAUGUUAAAAGGGC&CAGGAGAAAGGUAAGUUGACUUGAAUAAACUUUGUUUGCACUGA
((((((((.(((((....((&..........))...)))))...............)))))))). -16.69
>ENSRNOG00000010299 hs-mir-130   2673   2680
CAGUGCAAUGUUAAAAGGGC&UAGAAGUGUGUACUAUCUCAUUUUGCAUCGGAGCUUUGCACUGU
((((((((.(((......((&........................)).....))).)))))))). -19.30

miRNA: mir-130
Human predicted target: ENSG00000106511
Mouse predicted target: ENSMUSG00000036144
Rat predicted target: ENSRNOG00000006588
Hs Gene description: HOMEOBOX PROTEIN MOX-2 (MESENCHYME HOMEOBOX 2)
(GROWTH ARREST-SPECIFIC HOMEOBOX). [Source:SWISSPROT;Acc:P50222] NM_005924
mir-130 ENSG00000106511 3175 nt UTR 2 hits 280 433
-----------1-----1--------------------------------------------------------
-----------------------------------------------------
>ENSG00000106511 hs-mir-130    280    287
CAGUGCAAUGUUAAAAGGGC&CGUAUGGCAGUGAGCAGGUAUGUGUUUGCUUUUGCUUGCACUGA
((((((((.((...((((((&...........................)))))))))))))))). -20.10
>ENSG00000106511 hs-mir-130    433    440
CAGUGCAAUGUUAAAAGGGC&CAUGUGUAUUACAGUGGGCAGGUAUUUGCUUUUGCUUGCACUGA
((((((((.((...((((((&...........................)))))))))))))))). -20.10
mir-130 ENSMUSG00000036144 3121 nt UTR 2 hits 270 426
----------1------1--------------------------------------------------------
---------------------------------------------------
>ENSMUSG00000036144 hs-mir-130    270    277
CAGUGCAAUGUUAAAAGGGC&AUAUGACAGAGAGGGAGAUGGAUGUUUGCUUUGGCUUGCACUGA
((((((((.((((((.((((&.......................))))..)))))))))))))). -21.50
>ENSMUSG00000036144 hs-mir-130    426    433
CAGUGCAAUGUUAAAAGGGC&CAUGUGUGUGACACUAGGCAGGUAUUUGCUUUUGCUUGCACUGA
((((((((.((...((((((&...........................)))))))))))))))). -20.10
mir-130 ENSRNOG00000006588 3146 nt UTR 2 hits 274 424
----------1-----1---------------------------------------------------------
----------------------------------------------------
>ENSRNOG00000006588 hs-mir-130    274    281
CAGUGCAAUGUUAAAAGGGC&AUAUGACAGAGAGGGAGAUGAAUGUUUGCUUUGGCUUGCACUGA
((((((((.((((((.((((&.......................))))..)))))))))))))). -21.50
>ENSRNOG00000006588 hs-mir-130    424    431
CAGUGCAAUGUUAAAAGGGC&CAUGUGUGUGACACUGGGCAGGUAUUUGCUUUUGCUUGCACUGA
((((((((.((...((((((&...........................)))))))))))))))). -20.10

miRNA: mir-130
Human predicted target: ENSG00000108292
Mouse predicted target: ENSMUSG00000038437
Rat predicted target: ENSRNOG00000012135
Hs Gene description: AF-17 PROTEIN. [Source:SWISSPROT;Acc:P55198]

NM_005937



mir-130 ENSG00000108292 2000 nt UTR 2 hits 694 1416
---------------------------1----------------------------1-----------------
------
>ENSG00000108292 hs-mir-130    694    701
CAGUGCAAUGUUAAAAGGGC&GAGGCUCUGGCCUUCCUUGGUGCCCCGCCCUUUGUUUGCACUA
.(((((((.....(((((((&..........................)))))))..))))))). -24.20
>ENSG00000108292 hs-mir-130   1416   1423
CAGUGCAAUGUUAAAAGGGC&CGAGAGGCAAGGCGAAGCCUGUGUCCCUGUUUCAGUUGCACUGG
(((((((((......((((.&........................))))......))))))))). -24.90
mir-130 ENSMUSG00000038437 2941 nt UTR 2 hits 625 1350
------------------------1----------------------------1--------------------
--------------------------------------------
>ENSMUSG00000038437 hs-mir-130    625    632
CAGUGCAAUGUUAAAAGGGC&GACGUCCCGUGCUGACCUGGGUGCCCUGCCCCUUUUUGCACUA
.(((((((.......(((((&......................)))))........))))))). -22.36
>ENSMUSG00000038437 hs-mir-130   1350   1357
CAGUGCAAUGUUAAAAGGGC&GGAGCACCGCCAAGGAGGCCUUGUGUCCCUUUUGGUUGCACUGG
(((((((((..((((((((.&..........................))))))))))))))))). -26.70
mir-130 ENSRNOG00000012135 2879 nt UTR 2 hits 624 1337
------------------------1----------------------------1--------------------
------------------------------------------
>ENSRNOG00000012135 hs-mir-130    624    631
CAGUGCAAUGUUAAAAGGGC&CUCUUGGGGCCCCAUGAUGGGGCUCCUGCCCCUUUUUGCACUA
.(((((((....(((.((((&...........................)))).)))))))))). -19.40
>ENSRNOG00000012135 hs-mir-130   1337   1344
CAGUGCAAUGUUAAAAGGGC&CGGAGCACUGCUACGGAAGCCUGUGUCCCUUUUGGUUGCACUGG
(((((((((..((((((((.&..........................))))))))))))))))). -26.70

miRNA: mir-130
Human predicted target: ENSG00000115170
Mouse predicted target: ENSMUSG00000026836
Rat predicted target: ENSRNOG00000005033
Hs Gene description: ACTIVIN RECEPTOR TYPE I PRECURSOR (EC 2.7.1.37)
(ACTR-I) (SERINE/THREONINE-PROTEIN KINASE RECEPTOR R1) (SKR1) (ACTIVIN
RECEPTOR-LIKE KINASE 2) (ALK-2) (TGF-B SUPERFAMILY RECEPTOR TYPE I) (TSR-
I). [Source:SWISSPROT;Acc:Q04771] NM_001105
mir-130 ENSG00000115170 3093 nt UTR 2 hits 419 448
----------------11--------------------------------------------------------
--------------------------------------------------
>ENSG00000115170 hs-mir-130    419    426
CAGUGCAAUGUUAAAAGGGC&UUAAUCAGCAAUAUUGCCUGUGCUUCUCUUCUUUAUUGCACUA
.(((((((((....(((((.&.........................)))))...))))))))). -19.10
>ENSG00000115170 hs-mir-130    448    455
CAGUGCAAUGUUAAAAGGGC&UCUUUAUUGCACUAGGAAUUCUUUGCAUUCCUUACUUGCACUGU
((((((((.((...(((((.&............................))))))))))))))). -19.80
mir-130 ENSMUSG00000026836 2105 nt UTR 2 hits 427 456



-----------------11-------------------------------------------------------
-----------
>ENSMUSG00000026836 hs-mir-130    427    434
CAGUGCAAUGUUAAAAGGGC&UCGUAAUCAGCAAUAUCGGCUGCAUCUACUCUUCGUUGCACUA
.(((((((((....(((((.&............................)))))))))))))). -19.50
>ENSMUSG00000026836 hs-mir-130    456    463
CAGUGCAAUGUUAAAAGGGC&UCUUCGUUGCACUAGGAAUUCUGUGCAUUCCUUACUUGCACUGU
((((((((.((...(((((.&............................))))))))))))))). -19.80
mir-130 ENSRNOG00000005033 2106 nt UTR 2 hits 439 468
-----------------11-------------------------------------------------------
-----------
>ENSRNOG00000005033 hs-mir-130    439    446
CAGUGCAAUGUUAAAAGGGC&UAAUCAGCAAUAUUGGCUGCGCCUACUCUUCUCUGUUGCACUA
.((((((((.......((((&....................))))..........)))))))). -17.83
>ENSRNOG00000005033 hs-mir-130    468    475
CAGUGCAAUGUUAAAAGGGC&UCUCUGUUGCACUAGGAAUUCUCUGCAUUCCUUACUUGCACUGU
((((((((.((...(((((.&............................))))))))))))))). -19.80

miRNA: mir-130
Human predicted target: ENSG00000130164
Mouse predicted target: ENSMUSG00000032193
Rat predicted target: ENSRNOG00000009946
Hs Gene description: LOW-DENSITY LIPOPROTEIN RECEPTOR PRECURSOR (LDL
RECEPTOR). [Source:SWISSPROT;Acc:P01130] NM_000527
mir-130 ENSG00000130164 2207 nt UTR 4 hits 813 871 1970 2161
--------------------------------1-1---------------------------------------
----1-------1--
>ENSG00000130164 hs-mir-130    813    820
CAGUGCAAUGUUAAAAGGGC&CCCGACCCCUACCCACUUCCAUUCCCGUGGUCUCCUUGCACUU
.(((((((.(......(((.&.......................))).......).))))))). -17.22
>ENSG00000130164 hs-mir-130    871    878
CAGUGCAAUGUUAAAAGGGC&GUACACUGUGUACAUUUGGCAUUUGUGUUAUUAUUUUGCACUGU
(((((((((((((((.(..(&.........)..).)))))))..............)))))))). -17.93
>ENSG00000130164 hs-mir-130   1970   1977
CAGUGCAAUGUUAAAAGGGC&GACUUCAGGUUCUUUCUGAAAUCGCCGUGUUACUGUUGCACUGA
(((((((((..(((.(.(((&.......................))).).)))..))))))))). -24.00
>ENSG00000130164 hs-mir-130   2161   2168
CAGUGCAAUGUUAAAAGGGC&GUCCCUGUACAGAUAGUGGGGAUUUUUUGUUAUGUUUGCACUU
.((((((((((....((((.&..))))..)))........................))))))). -16.75
mir-130 ENSMUSG00000032193 3530 nt UTR 2 hits 571 642
----------------------1--1------------------------------------------------
--------------------------------------------------------------------
>ENSMUSG00000032193 hs-mir-130    571    578
CAGUGCAAUGUUAAAAGGGC&GUCCUGUGCCCAGCCCCCGAGUCUCCGAGUGAGGCUUGCACUU
.((((((((.(((...((((&............)))).............))).).))))))). -17.59
>ENSMUSG00000032193 hs-mir-130    642    649
CAGUGCAAUGUUAAAAGGGC&UGGGCACCCACGUGGUCCACAUUUGUACUCCUAGGUUGCACUGA



(((((((((.(....((((.&............................))))).))))))))). -20.20
mir-130 ENSRNOG00000009946 2000 nt UTR 2 hits 1479 1548
-----------------------------------------------------------1-1------------
------
>ENSRNOG00000009946 hs-mir-130   1479   1486
CAGUGCAAUGUUAAAAGGGC&CGUCUCAUGCCCAGCCCCUACUGUCCAUGGGAGAUUUGCACUU
.((((((((.((..(.((((&......................)))).)..)).).))))))). -17.20
>ENSRNOG00000009946 hs-mir-130   1548   1555
CAGUGCAAUGUUAAAAGGGC&UGGGCACCCACGUGGCCCGCGUCUGUACUCCUAGGUUGCACUGU
(((((((((.(.....((((&..............))))..............).))))))))). -22.21

miRNA: mir-130
Human predicted target: ENSG00000147642
Mouse predicted target: ENSMUSG00000022340
Rat predicted target: ENSRNOG00000004200
Hs Gene description: NM_017786
mir-130 ENSG00000147642 2720 nt UTR 2 hits 120 299
----1------1--------------------------------------------------------------
-----------------------------------
>ENSG00000147642 hs-mir-130    120    127
CAGUGCAAUGUUAAAAGGGC&UCUCUAUUCUGUCGUUUUGCUCCUUGGUAUUUGAUUUGCACUA
.(((((((.(((((((((((&..................)).)))).....)))))))))))). -18.90
>ENSG00000147642 hs-mir-130    299    306
CAGUGCAAUGUUAAAAGGGC&UCUUAUCCUAGUGGUUCAGGAAGAGAAAACGCAGUUUGCACUU
.((((((((((.........&..............................)))..))))))). -13.40
mir-130 ENSMUSG00000022340 2000 nt UTR 3 hits 111 289 1172
----1------1----------------------------------1---------------------------
------
>ENSMUSG00000022340 hs-mir-130    111    118
CAGUGCAAUGUUAAAAGGGC&CUCUAUUCUGUCAGUUUUGCUUCUCGCUAUUUGAUUUGCACUA
.(((((((.((((((..(((&.........................))).))))))))))))). -18.30
>ENSMUSG00000022340 hs-mir-130    289    296
CAGUGCAAUGUUAAAAGGGC&UCUUAUACUAAUGGUUCAGGAAGAGAAAAUGCCGUUUGCACUU
.(((((((.......(.(((&..............................))).)))))))). -14.81
>ENSMUSG00000022340 hs-mir-130   1172   1179
CAGUGCAAUGUUAAAAGGGC&AGGCAUGCAGCUGCUUGCACACACAAUCAGCACGUUUGCACUC
.((((((((((...((((((&.........))).)))..)))..............))))))). -14.53
mir-130 ENSRNOG00000004200 2000 nt UTR 2 hits 113 291
----1------1--------------------------------------------------------------
------
>ENSRNOG00000004200 hs-mir-130    113    120
CAGUGCAAUGUUAAAAGGGC&GUCUCUAUUGUCAUUUUUGCUCCUUGCUAUUUGAUUUGCACUA
.(((((((.(((((((((((&..................)).)))).....)))))))))))). -18.90
>ENSRNOG00000004200 hs-mir-130    291    298
CAGUGCAAUGUUAAAAGGGC&UCUUAUACUAAUGGUUCAGAAAGAGAAAAUGCAGUUUGCACUU
.((((((((((.........&..............................)))..))))))). -13.30



miRNA: mir-130
Human predicted target: ENSG00000155111
Mouse predicted target: ENSMUSG00000038481
Rat predicted target: ENSRNOG00000000583
mir-130 ENSG00000155111 6557 nt UTR 2 hits 1219 1645
------------------------------------------------1----------------1--------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------
>ENSG00000155111 hs-mir-130   1219   1226
CAGUGCAAUGUUAAAAGGGC&UUACUGAAACUUAAUUCUAUCAAGAAUCUUUUUCAUUGCACUGA
((((((((((..((((((..&..........................)))))).)))))))))). -24.10
>ENSG00000155111 hs-mir-130   1645   1652
CAGUGCAAUGUUAAAAGGGC&AGUAAAAUAAGAUUAGACAGAAGCCAGUAUACAUUUUGCACUA
.((((((((((......(((&......................))).....)))..))))))). -18.70
mir-130 ENSMUSG00000038481 4297 nt UTR 3 hits 1163 1575 3108
----------------------------------------------1---------------1-----------
--------------------------------------------------1-----------------------
------------------------
>ENSMUSG00000038481 hs-mir-130   1163   1170
CAGUGCAAUGUUAAAAGGGC&UUACUGAGACUUAACGCUGUCAAGAAUCUUUUGUAUUGCACUGA
((((((((((...((((((.&..........................)))))).)))))))))). -21.40
>ENSMUSG00000038481 hs-mir-130   1575   1582
CAGUGCAAUGUUAAAAGGGC&AAGUAAAAUAAGAUUUUUAGAAGCCAGUAUACAUUUUGCACUA
.((((((((((......(((&......................))).....)))..))))))). -18.70
>ENSMUSG00000038481 hs-mir-130   3108   3115
CAGUGCAAUGUUAAAAGGGC&GCUUUUGAAACCUUAGGACUUGGAGCUCUGACAUUUUGCACUC
.(((((((((((...(((((&........................)))))))))..))))))). -19.60
mir-130 ENSRNOG00000000583 4096 nt UTR 4 hits 1147 1520 3249 3664
---------------------------------------------1--------------1-------------
-------------------------------------------------------1----------------1-
----------------
>ENSRNOG00000000583 hs-mir-130   1147   1154
CAGUGCAAUGUUAAAAGGGC&UUACUGAGACUUAACGCUGUCAAGAACCUUUUUUAUUGCACUGA
((((((((((..((((((..&..........................)))))).)))))))))). -25.30
>ENSRNOG00000000583 hs-mir-130   1520   1527
CAGUGCAAUGUUAAAAGGGC&AGUAAACUAGGAUUUUUUAGAAGCCAGUAUACAUUUUGCACUA
.((((((((((......(((&......................))).....)))..))))))). -18.70
>ENSRNOG00000000583 hs-mir-130   3249   3256
CAGUGCAAUGUUAAAAGGGC&UUACUGAGACUUAACGCUGUCAAGAACCUUUUUUAUUGCACUGA
((((((((((..((((((..&..........................)))))).)))))))))). -25.30
>ENSRNOG00000000583 hs-mir-130   3664   3671
CAGUGCAAUGUUAAAAGGGC&AGUAAACUAGGAUUUUUUAGAAGCCAGUAUACAUUUUGCACUA
.((((((((((......(((&......................))).....)))..))))))). -18.70

miRNA: mir-130



Human predicted target: ENSG00000163624
Mouse predicted target: ENSMUSG00000029330
Rat predicted target: ENSRNOG00000002142
Hs Gene description: PHOSPHATIDATE CYTIDYLYLTRANSFERASE 1 (EC 2.7.7.41)
(CDP-DIGLYCERIDE SYNTHETASE 1) (CDP-DIGLYCERIDE PYROPHOSPHORYLASE 1) (CDP-
DIACYLGLYCEROL SYNTHASE 1) (CDS 1) (CTP:PHOSPHATIDATE CYTIDYLYLTRANSFERASE
1) (CDP-DAG SYNTHASE 1) (CDP-DG SYNTHETASE 1).
[Source:SWISSPROT;Acc:Q92903] NM_001263
mir-130 ENSG00000163624 2505 nt UTR 2 hits 365 2202
--------------1-----------------------------------------------------------
--------------1------------
>ENSG00000163624 hs-mir-130    365    372
CAGUGCAAUGUUAAAAGGGC&CCUGGCAGUGUGCCUUUUUGCACAAAUAUUUACUUUUGCACUU
.(((((((((((((((((((&...........))))))))).)))...........))))))). -21.60
>ENSG00000163624 hs-mir-130   2202   2209
CAGUGCAAUGUUAAAAGGGC&UUGCCAUAAAACCCUGACUUGGCUCAUUUUGAUAUUUGCACUGU
((((((((((((((((((((&.....................)))).)))))))).)))))))). -25.50
mir-130 ENSMUSG00000029330 4294 nt UTR 3 hits 921 1845 2077
------------------------------------1------------------------------------
1---------1---------------------------------------------------------------
-------------------------
>ENSMUSG00000029330 hs-mir-130    921    928
CAGUGCAAUGUUAAAAGGGC&GGCCAGCCCCCUGCUGGUAAUUAACCUCUGUCACCUUGCACUU
.(((((((.((....((((.&.........................))))...)).))))))). -17.20
>ENSMUSG00000029330 hs-mir-130   1845   1852
CAGUGCAAUGUUAAAAGGGC&AACCACCGUGAGAGCGACUGUGACCAGCGUUCCAUUUGCACUGG
((((((((((..(....((.&.......................))....)..)).)))))))). -19.00
>ENSMUSG00000029330 hs-mir-130   2077   2084
CAGUGCAAUGUUAAAAGGGC&GUCCGAGAUUAAAGGCUGCCCCCACUUUUGUCCCUUUGCACUU
.(((((((...(((((((((&.................))))....))))).....))))))). -19.00
mir-130 ENSRNOG00000002142 4342 nt UTR 4 hits 66 369 992 2023
--1-----------1------------------------1----------------------------------
------1-------------------------------------------------------------------
--------------------------
>ENSRNOG00000002142 hs-mir-130     66     73
CAGUGCAAUGUUAAAAGGGC&AGGAAGGAGCUCACAGAGCAGCUCCGACUGAAGUCUUGCACUGA
((((((((((((....((((&........))))....))))...............)))))))). -20.16
>ENSRNOG00000002142 hs-mir-130    369    376
CAGUGCAAUGUUAAAAGGGC&CCUGGCAGUGUGAUCCUUCUCACAAACACUGACCUUUGCACUGA
((((((((.((((.(((((.&.............)))))...........))))..)))))))). -19.40
>ENSRNOG00000002142 hs-mir-130    992    999
CAGUGCAAUGUUAAAAGGGC&AGCCAGCCCCCUGAUGGCAAUUAACCUCUGUCACCUUGCACUU
.((((((((((((..((((.&........))))..)))))................))))))). -20.09
>ENSRNOG00000002142 hs-mir-130   2023   2030
CAGUGCAAUGUUAAAAGGGC&CAAUCAUCCUAAGAGCCAUGUGAUGAGCGCUACAUUUGCACUGG
(((((((((((....((.((&..........................)).))))).)))))))). -20.60



miRNA: mir-130
Human predicted target: ENSG00000164603
Mouse predicted target: ENSMUSG00000042742
Rat predicted target: ENSRNOG00000007224
Hs Gene description: NM_152556
mir-130 ENSG00000164603 4597 nt UTR 3 hits 381 851 1311
---------------1------------------1-----------------1---------------------
--------------------------------------------------------------------------
------------------------------------
>ENSG00000164603 hs-mir-130    381    388
CAGUGCAAUGUUAAAAGGGC&UGAAUGGAAAACUUUAAGAUGUAGAAAGCUGUAGAUUGCACUU
.((((((((.(....(.(((&...........................))).)).)))))))). -15.70
>ENSG00000164603 hs-mir-130    851    858
CAGUGCAAUGUUAAAAGGGC&CUCAAUAAUGACCUAAAACACCUUUUUGAAAGGGUUUGCACUU
.(((((((..(((((((((.&....................)))))))))......))))))). -20.70
>ENSG00000164603 hs-mir-130   1311   1318
CAGUGCAAUGUUAAAAGGGC&GGUUAUUACAUUAAAAUUACCUCAUACUGAGGUUUUUGCACUGA
((((((((.......((...&..........................)).......)))))))). -17.44
mir-130 ENSMUSG00000042742 2000 nt UTR 2 hits 374 1271
--------------1-----------------------------------1-----------------------
------
>ENSMUSG00000042742 hs-mir-130    374    381
CAGUGCAAUGUUAAAAGGGC&CAUGAGGAACCUCAAGAUGUGUAGAAAGCUGUAGAUUGCACUU
.((((((((.(....(.(((&...........................))).)).)))))))). -15.70
>ENSMUSG00000042742 hs-mir-130   1271   1278
CAGUGCAAUGUUAAAAGGGC&GGUUAUUACAUUAAAAUUACCUCAUACUGAGGUUUUUGCACUGA
((((((((.......((...&..........................)).......)))))))). -17.44
mir-130 ENSRNOG00000007224 4441 nt UTR 5 hits 380 784 1245 2784 3245
---------------1---------------1-----------------1------------------------
-------------------------------------1-----------------1------------------
------------------------------
>ENSRNOG00000007224 hs-mir-130    380    387
CAGUGCAAUGUUAAAAGGGC&CCUGAGAAACCUUAAGAUGUGUAGAAAGCCGUAGAUUGCACUU
.((((((((.(....(.(((&...........................))).)).)))))))). -17.50
>ENSRNOG00000007224 hs-mir-130    784    791
CAGUGCAAUGUUAAAAGGGC&ACUCAGUACUGACCUGGGACACCUUUGUGAAAGGUUUGCACUU
.(((((((..(((.(((((.&.....................))))).))).....))))))). -17.80
>ENSRNOG00000007224 hs-mir-130   1245   1252
CAGUGCAAUGUUAAAAGGGC&GGUUAUUACAUUAAAAUUACCUCAUACUGAGGUUUUUGCACUGA
((((((((.......((...&..........................)).......)))))))). -17.44
>ENSRNOG00000007224 hs-mir-130   2784   2791
CAGUGCAAUGUUAAAAGGGC&ACUCAGUACUGACCUGGGACACCUUUGUGAAAGGUUUGCACUU
.(((((((..(((.(((((.&.....................))))).))).....))))))). -17.80
>ENSRNOG00000007224 hs-mir-130   3245   3252
CAGUGCAAUGUUAAAAGGGC&GGUUAUUACAUUAAAAUUACCUCAUACUGAGGUUUUUGCACUGA
((((((((.......((...&..........................)).......)))))))). -17.44



miRNA: mir-130
Human predicted target: ENSG00000169057
Mouse predicted target: ENSMUSG00000031393
Rat predicted target: ENSRNOG00000019947
Hs Gene description: METHYL-CPG-BINDING PROTEIN 2 (MECP-2 PROTEIN)
(MECP2). [Source:SWISSPROT;Acc:P51608] NM_004992
mir-130 ENSG00000169057 10554 nt UTR 4 hits 240 976 5758 7826
---------1-----------------------------1----------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------1-----------------------------------------------------------------
-----------------1--------------------------------------------------------
-----------------------------------------------------
>ENSG00000169057 hs-mir-130    240    247
CAGUGCAAUGUUAAAAGGGC&UCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACUU
.(((((((.((((....(((&......................))).....)))).))))))). -21.30
>ENSG00000169057 hs-mir-130    976    983
CAGUGCAAUGUUAAAAGGGC&UUUCCAAUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACUA
.(((((((((((.((((((.&..........))))))...))))............))))))). -18.60
>ENSG00000169057 hs-mir-130   5758   5765
CAGUGCAAUGUUAAAAGGGC&GCCAGGUGAAGGAGGCUCCAGGCAGCACCCAGGUUUUGCACUC
.(((((((((((....((((&..............)))).....))))........))))))). -15.60
>ENSG00000169057 hs-mir-130   7826   7833
CAGUGCAAUGUUAAAAGGGC&CCUUCCCAGGGCAAUAAAAUGACCAUGGAGGGGGCUUGCACUC
.(((((((((((....(((.&....)))..))))......................))))))). -15.54
mir-130 ENSMUSG00000031393 10591 nt UTR 2 hits 239 947
---------1---------------------------1------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------------------------------------------------------
>ENSMUSG00000031393 hs-mir-130    239    246
CAGUGCAAUGUUAAAAGGGC&UCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACUU
.(((((((.((((....(((&......................))).....)))).))))))). -21.30
>ENSMUSG00000031393 hs-mir-130    947    954
CAGUGCAAUGUUAAAAGGGC&UUUCCAGUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACUA
.(((((((((((.((((((.&..........))))))...))))............))))))). -18.60
mir-130 ENSRNOG00000019947 2028 nt UTR 2 hits 242 952
---------1----------------------------1-----------------------------------
--------
>ENSRNOG00000019947 hs-mir-130    242    249
CAGUGCAAUGUUAAAAGGGC&UCAGGUUGAAGACCUAACCAGGGCCAGAAGUAGCUUUGCACUU
.(((((((.((((....(((&......................))).....)))).))))))). -21.30
>ENSRNOG00000019947 hs-mir-130    952    959
CAGUGCAAUGUUAAAAGGGC&UUUCCAGUUCUCCUUUAGGGACAGCUUAGAAUUAUUUGCACUA
.(((((((((((.((((((.&..........))))))...))))............))))))). -18.60



miRNA: mir-130
Human predicted target: ENSG00000169946
Mouse predicted target: ENSMUSG00000022306
Rat predicted target: ENSRNOG00000004109
Hs Gene description: ZINC FINGER PROTEIN, MULTITYPE 2; FRIEND OF GATA2;
TRANSCRIPTION FACTOR GATA4, MODULATOR OF; ZINC FINGER PROTEIN 409.
[Source:RefSeq;Acc:NM_012082] NM_012082
mir-130 ENSG00000169946 2000 nt UTR 2 hits 310 518
------------1-------1-----------------------------------------------------
------
>ENSG00000169946 hs-mir-130    310    317
CAGUGCAAUGUUAAAAGGGC&AUGUUAUUGUAUAGUUAUUGUGUAGCACAUAUGGUUUGCACUGU
(((((((((((((.((..((&.............))..))...)))))........)))))))). -17.50
>ENSG00000169946 hs-mir-130    518    525
CAGUGCAAUGUUAAAAGGGC&CUUAAGAUUUCAAUUCUUGGAUAAUCAGGCUCUGUUUGCACUU
.(((((((.......(((((&............................)))))..))))))). -17.30
mir-130 ENSMUSG00000022306 3019 nt UTR 3 hits 322 534 1756
------------1--------1------------------------------------------------1---
-----------------------------------------------
>ENSMUSG00000022306 hs-mir-130    322    329
CAGUGCAAUGUUAAAAGGGC&UAAUGAUUGUAUAGUUCUUGUGUAGCACAUAUGGUUUGCACUGU
(((((((((((((.((((((&.............))))))...)))))........)))))))). -22.10
>ENSMUSG00000022306 hs-mir-130    534    541
CAGUGCAAUGUUAAAAGGGC&CUUAAGAUUUCAAUUCUUGGAUAAUCAGGCUCCAAUUGCACUU
.((((((((.......((((&............................))))..)))))))). -16.30
>ENSMUSG00000022306 hs-mir-130   1756   1763
CAGUGCAAUGUUAAAAGGGC&AACACUUCAGGGAUGUCAGGUCAGCCUACUUCAGCUUGCACUC
.(((((((.(((((..((((&.......................))))..)).)))))))))). -18.90
mir-130 ENSRNOG00000004109 2000 nt UTR 3 hits 320 534 1871
------------1--------1----------------------------------------------------
1-----
>ENSRNOG00000004109 hs-mir-130    320    327
CAGUGCAAUGUUAAAAGGGC&AUGUUAUUGUAUAGUUAUUGUGUAGCACAUAUGGUUUGCACUGU
(((((((((((((.((..((&.............))..))...)))))........)))))))). -17.50
>ENSRNOG00000004109 hs-mir-130    534    541
CAGUGCAAUGUUAAAAGGGC&CUUAAGGUUUCGAUUCUCGGCUAAUCAGGCCCCAGUUGCACUU
.((((((((.......((((&............................))))..)))))))). -19.60
>ENSRNOG00000004109 hs-mir-130   1871   1878
CAGUGCAAUGUUAAAAGGGC&GGAAAACACUUCCGUGGGGGUCAGCCUCCUUCAACUUGCACUC
.(((((((.(((((..((((&.......................))))..)).)))))))))). -19.30

miRNA: mir-130
Human predicted target: ENSG00000170540
Mouse predicted target: ENSMUSG00000030654
Rat predicted target: ENSRNOG00000017751



Hs Gene description: ARL-6 INTERACTING PROTEIN-1 (AIP-1).
[Source:SWISSPROT;Acc:Q15041] NM_015161
mir-130 ENSG00000170540 3585 nt UTR 2 hits 669 1281
--------------------------1------------------------1----------------------
----------------------------------------------------------------------
>ENSG00000170540 hs-mir-130    669    676
CAGUGCAAUGUUAAAAGGGC&AAAGGAAUGUCUGACAGGCUUAAGCUUUCGUCCCCUUGCACUU
.(((((((.(..(..(((((&.......................)))))..)..).))))))). -16.70
>ENSG00000170540 hs-mir-130   1281   1288
CAGUGCAAUGUUAAAAGGGC&UGAUUAACUAGCUGUAAUAUAGUUUUGUGAAUUUAUUGCACUGA
((((((((((.....(((((&.....................))))).......)))))))))). -19.10
mir-130 ENSMUSG00000030654 3393 nt UTR 2 hits 546 839
---------------------1-----------1----------------------------------------
--------------------------------------------------------------
>ENSMUSG00000030654 hs-mir-130    546    553
CAGUGCAAUGUUAAAAGGGC&AGGACUGGCAGGCUUUGACUGACCUCUCAUUCCCUUUGCACUGC
((((((((.......((((.&...............................)))))))))))). -18.91
>ENSMUSG00000030654 hs-mir-130    839    846
CAGUGCAAUGUUAAAAGGGC&UUCGUAGUAUUGGCUGUAUUUCAGUGCCUCCAGCUUUGCACUU
.(((((((.(((....((((&.........................))))..))).))))))). -19.10
mir-130 ENSRNOG00000017751 2078 nt UTR 2 hits 1604 1880
----------------------------------------------------------------1---------
-1--------
>ENSRNOG00000017751 hs-mir-130   1604   1611
CAGUGCAAUGUUAAAAGGGC&GAAUCUGACAGGCUUUGACUGACCUCACAUUCCCCUUGCACUGC
((((((((.((((..(((((&...........)))))...))))............)))))))). -17.32
>ENSRNOG00000017751 hs-mir-130   1880   1887
CAGUGCAAUGUUAAAAGGGC&UUCGUAGUAUUGGCUGUAUUUCAGUCACUCCAGCUUUGCACUU
.(((((((.(((...(((((&.......................))).))..))).))))))). -16.80

miRNA: mir-130
Human predicted target: ENSG00000180592
Mouse predicted target: ENSMUSG00000048466
Rat predicted target: ENSRNOG00000000149
mir-130 ENSG00000180592 2000 nt UTR 3 hits 576 1446 1562
-----------------------1---------------------------------1----1-----------
------
>ENSG00000180592 hs-mir-130    576    583
CAGUGCAAUGUUAAAAGGGC&UCUUUUGACUCCCCUUAUUCCCUCUCCAAGAGUAGUUGCACUU
.(((((((((((((((((..&))))))))).........................)))))))). -18.81
>ENSG00000180592 hs-mir-130   1446   1453
CAGUGCAAUGUUAAAAGGGC&UACUGCAAGUGACAAUCAGAGGUGACUAUCUAUAUUUGCACUU
.((((((((((((.....((&....))...))))).....................))))))). -14.19
>ENSG00000180592 hs-mir-130   1562   1569
CAGUGCAAUGUUAAAAGGGC&UGAUGAUGGAAGCAGUAAAUCAAAAUUAUGGAAAUUUGCACUGU
((((((((............&...................................)))))))). -15.80
mir-130 ENSMUSG00000048466 3521 nt UTR 3 hits 571 1106 1216



----------------------1---------------------1---1-------------------------
-------------------------------------------------------------------
>ENSMUSG00000048466 hs-mir-130    571    578
CAGUGCAAUGUUAAAAGGGC&UUUUUUCUAAACCCAGAUUCCCUUUCCAAUAGUAGUUGCACUU
.(((((((((((.((((((.&...................))))))..)))....)))))))). -19.60
>ENSMUSG00000048466 hs-mir-130   1106   1113
CAGUGCAAUGUUAAAAGGGC&UACUGCAAGUGACAAUCAGAGGUGACUAUCUAUAUUUGCACUU
.((((((((((((.....((&....))...))))).....................))))))). -14.19
>ENSMUSG00000048466 hs-mir-130   1216   1223
CAGUGCAAUGUUAAAAGGGC&UAAAGAUGAGAGCAGUAAAUCAAAAUUAUGGAAAUUUGCACUGU
((((((((............&...................................)))))))). -15.80
mir-130 ENSRNOG00000000149 2000 nt UTR 3 hits 569 1094 1256
----------------------1--------------------1------1-----------------------
------
>ENSRNOG00000000149 hs-mir-130    569    576
CAGUGCAAUGUUAAAAGGGC&UAAAGAGCAAACCCUCAUUCCCUUUCCAAGAGUACUUGCACUU
.(((((((.((..((((((.&...................))))))........))))))))). -18.00
>ENSRNOG00000000149 hs-mir-130   1094   1101
CAGUGCAAUGUUAAAAGGGC&UCUACUGCAAGUGACAAUCAGAGGUGACUCUAUAUUUGCACUU
.((((((((((((.....((&......))...)))))...................))))))). -14.30
>ENSRNOG00000000149 hs-mir-130   1256   1263
CAGUGCAAUGUUAAAAGGGC&UAAAGACAAGAGCAGUAAAUCAAAACUAUGGAAAUUUGCACUGU
((((((((............&...................................)))))))). -15.80

miRNA: mir-130
Human predicted target: ENSG00000184371
Mouse predicted target: ENSMUSG00000014599
Rat predicted target: ENSRNOG00000018659
Hs Gene description: MACROPHAGE COLONY STIMULATING FACTOR-1 PRECURSOR
(CSF-1) (MCSF) (M-CSF). [Source:SWISSPROT;Acc:P09603] NM_172211
mir-130 ENSG00000184371 4161 nt UTR 2 hits 800 1064
-------------------------------1----------1-------------------------------
--------------------------------------------------------------------------
-------------------
>ENSG00000184371 hs-mir-130    800    807
CAGUGCAAUGUUAAAAGGGC&AGGCCAAGCAGAGGCUCCCCUCAUGAAGGAAGCCAUUGCACUGU
(((((((((((((..((((.&.................))))..))).......)))))))))). -23.01
>ENSG00000184371 hs-mir-130   1064   1071
CAGUGCAAUGUUAAAAGGGC&CUUUAGGCUGUGUUGUUCGCCCAGGUUUCUGCAUCUUGCACUU
.((((((((((.(((.((((&..................))))...)))..)))..))))))). -20.50
mir-130 ENSMUSG00000014599 4102 nt UTR 3 hits 787 896 1057
-------------------------------1---1------1-------------------------------
--------------------------------------------------------------------------
-----------------
>ENSMUSG00000014599 hs-mir-130    787    794
CAGUGCAAUGUUAAAAGGGC&UUGCCCAGCAGAGGCACCCCUCAUGAAGGAAGCCAUUGCACUGU
(((((((((((((..((((.&.................))))..))).......)))))))))). -23.01



>ENSMUSG00000014599 hs-mir-130    896    903
CAGUGCAAUGUUAAAAGGGC&UGUUCUCCCACUUCCUUCAGCCUCUCCUCGGCUUCUUGCACUGA
((((((((.((..(.(((((&...................))).))..)..))...)))))))). -21.60
>ENSMUSG00000014599 hs-mir-130   1057   1064
CAGUGCAAUGUUAAAAGGGC&CUUUGGGCUGUGUUCCUUGCCCAGGUUUCUGCAUCUUGCACUU
.((((((((((.(((.((((&..................))))...)))..)))..))))))). -20.20
mir-130 ENSRNOG00000018659 3232 nt UTR 3 hits 831 940 1100
---------------------------------1---1-----1------------------------------
--------------------------------------------------------
>ENSRNOG00000018659 hs-mir-130    831    838
CAGUGCAAUGUUAAAAGGGC&UUUGCCAGCAGAGGCACCCCUCAUGAAGGAAGCCAUUGCACUGU
(((((((((((((..((((.&.................))))..))).......)))))))))). -23.01
>ENSRNOG00000018659 hs-mir-130    940    947
CAGUGCAAUGUUAAAAGGGC&UGUUCUCCCACUUCCUUCAACCUCUCCUCAGCUUCUUGCACUGA
((((((((.(((...((((.&........................)))).)))...)))))))). -19.30
>ENSRNOG00000018659 hs-mir-130   1100   1107
CAGUGCAAUGUUAAAAGGGC&CUUUAGGCUGUGUUCCUUACCCAGGUUUUUGCAUCUUGCACUU
.((((((((((.(((((((.&...................)))...)))).)))..))))))). -18.30

miRNA: mir-131
Human predicted target: ENSG00000102038
Mouse predicted target: ENSMUSG00000031099
Rat predicted target: ENSRNOG00000003762
Hs Gene description: POSSIBLE GLOBAL TRANSCRIPTION ACTIVATOR SNF2L1.
[Source:SWISSPROT;Acc:P28370]
mir-131 ENSG00000102038 2000 nt UTR 2 hits 1312 1424
----------------------------------------------------1---1-----------------
------
>ENSG00000102038 hs-mir-131   1312   1319
UAAAGCUAGAUAACCGAAAGU&UUAUAUAUUUUACAAUGCUUUCUACCUGAAAUGUGUAGCUUUAU
((((((((.(((...((((((&................)))))).........))).)))))))). -17.00
>ENSG00000102038 hs-mir-131   1424   1431
UAAAGCUAGAUAACCGAAAGU&CAGUCCUUGUUCUUUUGAAGCUUGUGCUGAGGUUUUAGCUUUU
.(((((((((..(((...(((&.........................)))..)))))))))))). -17.60
mir-131 ENSMUSG00000031099 2349 nt UTR 2 hits 176 286
-------1---1--------------------------------------------------------------
--------------------
>ENSMUSG00000031099 hs-mir-131    176    183
UAAAGCUAGAUAACCGAAAGU&UUAUAUAUUUUACAAUGCUUUCUACCUGAAAUGUGUAGCUUUC
.(((((((.(((...((((((&................)))))).........))).))))))). -15.40
>ENSMUSG00000031099 hs-mir-131    286    293
UAAAGCUAGAUAACCGAAAGU&CAGUCCUUGUUUUUUUGAAGCUUGUGCUGAGGUUUUAGCUUUU
.(((((((((..(((...(((&.........................)))..)))))))))))). -17.60
mir-131 ENSRNOG00000003762 2350 nt UTR 2 hits 178 287
-------1---1--------------------------------------------------------------
--------------------
>ENSRNOG00000003762 hs-mir-131    178    185



UAAAGCUAGAUAACCGAAAGU&UUAUAUAUUUUACAAUGCUUUCUACCUGAAAUGUGUAGCUUUC
.(((((((.(((...((((((&................)))))).........))).))))))). -15.40
>ENSRNOG00000003762 hs-mir-131    287    294
UAAAGCUAGAUAACCGAAAGU&CAGUCCUUGUUUUUUUGAAGCCUGUGCUGAGGUUUUAGCUUUU
.(((((((((..(((...(((&.........................)))..)))))))))))). -17.60

miRNA: mir-131
Human predicted target: ENSG00000113742
Mouse predicted target: ENSMUSG00000020300
Rat predicted target: ENSRNOG00000020689
mir-131 ENSG00000113742 6172 nt UTR 3 hits 1385 2030 2244
-------------------------------------------------------1------------------
-------1-------1----------------------------------------------------------
--------------------------------------------------------------------------
-------------------------
>ENSG00000113742 hs-mir-131   1385   1392
UAAAGCUAGAUAACCGAAAGU&AUCAAGUAAUGCAUGCUUUAUUAUAAAUAAAAUUCUAGCUUUGA
((((((((((......(((((&..............)))))..............)))))))))). -16.75
>ENSG00000113742 hs-mir-131   2030   2037
UAAAGCUAGAUAACCGAAAGU&UGAUGAGUUAACAAGAAAUAACACUGUUUGAGAACUAGCUUUGA
(((((((((.....(((((((&......................))).))))....))))))))). -16.00
>ENSG00000113742 hs-mir-131   2244   2251
UAAAGCUAGAUAACCGAAAGU&UUAUGCAAUACCUCAAUUUUUCAUAUUGCAAAGAGUAGCUUUU
.(((((((.............&...................................))))))). -11.00
mir-131 ENSMUSG00000020300 2665 nt UTR 3 hits 1312 1967 2178
----------------------------------------------------1---------------------
----1--------1-------------------
>ENSMUSG00000020300 hs-mir-131   1312   1319
UAAAGCUAGAUAACCGAAAGU&AUCAAGUAAUGCAUGCUUUAUUAUAAAUACAACCCUAGCUUUGA
(((((((((((((...(((((&..............))))).))))..........))))))))). -15.10
>ENSMUSG00000020300 hs-mir-131   1967   1974
UAAAGCUAGAUAACCGAAAGU&UGAUGAGUUAACAAGAACUAACACUGCUUGAGAACUAGCUUUGA
(((((((((.....(((.(((&......................)))..)))....))))))))). -15.90
>ENSMUSG00000020300 hs-mir-131   2178   2185
UAAAGCUAGAUAACCGAAAGU&UUAUGCAAUACCUCAAUUUUUCAUAUUGCAAAGAGUAGCUUUU
.(((((((.............&...................................))))))). -11.00
mir-131 ENSRNOG00000020689 2667 nt UTR 3 hits 1314 1933 2145
----------------------------------------------------1---------------------
---1-------1---------------------
>ENSRNOG00000020689 hs-mir-131   1314   1321
UAAAGCUAGAUAACCGAAAGU&CAUCAAGUAAUGCAUGCUUAUUAUAAAGACAACCCUAGCUUUGA
(((((((((............&..................................))))))))). -15.50
>ENSRNOG00000020689 hs-mir-131   1933   1940
UAAAGCUAGAUAACCGAAAGU&UGAUGAGUUAACAAGAAAUAUCACUGCUUGAGGACUAGCUUUGA
(((((((((....((..((((&.........................))))..)).))))))))). -19.30
>ENSRNOG00000020689 hs-mir-131   2145   2152
UAAAGCUAGAUAACCGAAAGU&UUAUGCAAUACCUCAAUUUUUCAUAUUGCAAAGAGUAGCUUUU



.(((((((.............&...................................))))))). -11.00

miRNA: mir-131
Human predicted target: ENSG00000168819
Mouse predicted target: ENSMUSG00000049322
Rat predicted target: ENSRNOG00000009194
Hs Gene description: ZINC FINGER PROTEIN 292.
[Source:SWISSPROT;Acc:O60281]
mir-131 ENSG00000168819 2000 nt UTR 2 hits 1016 1332
----------------------------------------1------------1--------------------
------
>ENSG00000168819 hs-mir-131   1016   1023
UAAAGCUAGAUAACCGAAAGU&UGUUUUCCAUUUUCUGAGAUUUAUAGAUUGGUGUAUAGCUUUAA
((((((((....(((((....&...........................)))))...)))))))). -19.20
>ENSG00000168819 hs-mir-131   1332   1339
UAAAGCUAGAUAACCGAAAGU&UUUGGUUAUUCAGUAUAUAGUUAGCUCUUACAGUUUAGCUUUAU
((((((((((((((((((...&))))))).........................))))))))))). -18.81
mir-131 ENSMUSG00000049322 2110 nt UTR 3 hits 104 970 1282
----1---------------------------------1------------1----------------------
-----------
>ENSMUSG00000049322 hs-mir-131    104    111
UAAAGCUAGAUAACCGAAAGU&UUGUGAGCUUUUUAAUUUGUUGACAUGGAUUAACCUAGCUUUAA
(((((((((.(((((((((((&......))))))..............)).)))..))))))))). -17.03
>ENSMUSG00000049322 hs-mir-131    970    977
UAAAGCUAGAUAACCGAAAGU&UUCCCUCCCACUUUCUGAGAUUUAUGGAUGGUGUAUAGCUUUAA
((((((((....(((((((((&.........))))))..............)))...)))))))). -18.93
>ENSMUSG00000049322 hs-mir-131   1282   1289
UAAAGCUAGAUAACCGAAAGU&AUUAUUUGAUCAUUCAGUAACUAGUUCUUCUAGCUUAGCUUUC
.((((((((.((...((((((&...................)))..)))...))..)))))))). -11.20
mir-131 ENSRNOG00000009194 2113 nt UTR 3 hits 107 958 1265
----1---------------------------------1-----------1-----------------------
-----------
>ENSRNOG00000009194 hs-mir-131    107    114
UAAAGCUAGAUAACCGAAAGU&UUGUGAGCUUUUUAAUUUGUUGACAUGGAUUAACCUAGCUUUAA
(((((((((.(((((((((((&......))))))..............)).)))..))))))))). -17.03
>ENSRNOG00000009194 hs-mir-131    958    965
UAAAGCUAGAUAACCGAAAGU&UUCCCUCCCAUUUUCUGAGAUUUAUGGAUGGUGUAUAGCUUUAA
((((((((....((((.....&............................))))...)))))))). -17.90
>ENSRNOG00000009194 hs-mir-131   1265   1272
UAAAGCUAGAUAACCGAAAGU&AUUAUUUGAUCAUUCAGUAACUAGUUCUUCUAGCUUAGCUUUAG
(((((((((.((...((((((&...................)))..)))...))..))))))))). -13.00

miRNA: mir-132
Human predicted target: ENSG00000011260
Mouse predicted target: ENSMUSG00000037621
Rat predicted target: ENSRNOG00000002644



Hs Gene description: NM_016001
mir-132 ENSG00000011260 2000 nt UTR 2 hits 564 1833
----------------------1--------------------------------------------------
1------
>ENSG00000011260 hs-mir-132    564    571
UAACAGUCUACAGCCAUGGUCGC&GAUUGAGCUUUGCAAUUGGCCUCUUCAUCACAGUUGACUGUUU
.(((((((.((.((((..((.((&......))...))...))))............)).))))))). -17.32
>ENSG00000011260 hs-mir-132   1833   1840
UAACAGUCUACAGCCAUGGUCGC&AGUGUCUUUCUAAAAGAACAUUUUCUGUUGAGAUGGACUGUUGC
((((((((((((((...((.(((&.))).))...................))))...)))))))))). -
18.05
mir-132 ENSMUSG00000037621 2000 nt UTR 2 hits 521 1488
--------------------1--------------------------------------1--------------
------
>ENSMUSG00000037621 hs-mir-132    521    528
UAACAGUCUACAGCCAUGGUCGC&CACUGAACUUUGCAAUUAAUCUUUUUACCACAGCUGACUGUUAG
((((((((...(((..((((...&..........................))))..))))))))))). -
21.00
>ENSMUSG00000037621 hs-mir-132   1488   1495
UAACAGUCUACAGCCAUGGUCGC&UAAUACAUUAUAGAAAAUGGCAAAAGUAUAUUUAGGACUGUUU
.((((((((((.(((((..((..&............))..)))))....)).......)))))))). -20.81
mir-132 ENSRNOG00000002644 2542 nt UTR 2 hits 996 1950
---------------------------------------1----------------------------------
---1------------------------
>ENSRNOG00000002644 hs-mir-132    996   1003
UAACAGUCUACAGCCAUGGUCGC&UGACACUGAACUUGGCAAUUAAUCUUACCACAGCUGACUGUUU
.(((((((...(((..((((...&..........................))))..)))))))))). -19.20
>ENSRNOG00000002644 hs-mir-132   1950   1957
UAACAGUCUACAGCCAUGGUCGC&AAUACAUUAUAGAAAAUGGAAGAAGUAAUAUUUAGGACUGUUU
.((((((((....((((..((..&...........))..))))...............)))))))). -18.31

miRNA: mir-132
Human predicted target: ENSG00000053254
Mouse predicted target: ENSMUSG00000033713
Rat predicted target: ENSRNOG00000004709
Hs Gene description: CHECKPOINT SUPPRESSOR 1 (FORKHEAD BOX PROTEIN N3).
[Source:SWISSPROT;Acc:O00409] NM_005197
mir-132 ENSG00000053254 3029 nt UTR 3 hits 666 1599 2775
--------------------------1------------------------------------1----------
------------------------------------1-----------
>ENSG00000053254 hs-mir-132    666    673
UAACAGUCUACAGCCAUGGUCGC&CUGAAGCCCGAUGACAUCUUACGAGGUGGACGUUGGACUGUUC
.(((((((((..(((((..(((.&.....................))).)))).)..))))))))). -21.50
>ENSG00000053254 hs-mir-132   1599   1606
UAACAGUCUACAGCCAUGGUCGC&UGUUUAAGGUUUAACCUUCUUCAGGGACAAAUUCUGACUGUUGG
((((((((..........(((.(&.......................).))).......)))))))). -
16.93



>ENSG00000053254 hs-mir-132   2775   2782
UAACAGUCUACAGCCAUGGUCGC&ACCUCUCUCCUGAAAGGCAGAGGUUCAACAUUCAGGACUGUUU
.((((((((..((((...(((..&...............)))...)))).........)))))))). -18.20
mir-132 ENSMUSG00000033713 2310 nt UTR 2 hits 690 1592
---------------------------1-----------------------------------1----------
-------------------
>ENSMUSG00000033713 hs-mir-132    690    697
UAACAGUCUACAGCCAUGGUCGC&CUUGAGCCUGGUAACAUCUCCCAGGCUGAAUACCAGACUGUUC
.((((((((.(((((.(((....&....................))))))))......)))))))). -23.90
>ENSMUSG00000033713 hs-mir-132   1592   1599
UAACAGUCUACAGCCAUGGUCGC&UGUUUAAGGUUUAACCUUCUUCAGGGACAAAUUCUGACUGUUGG
((((((((..........(((.(&.......................).))).......)))))))). -
16.93
mir-132 ENSRNOG00000004709 3495 nt UTR 2 hits 610 1753
------------------------1---------------------------------------------1---
------------------------------------------------------------------
>ENSRNOG00000004709 hs-mir-132    610    617
UAACAGUCUACAGCCAUGGUCGC&CUUGAGCCUGGUAACAUCUCCCAGGUUGGACACCAGACUGUUC
.((((((((.(((((.(((....&....................))))))))......)))))))). -22.60
>ENSRNOG00000004709 hs-mir-132   1753   1760
UAACAGUCUACAGCCAUGGUCGC&CUUGAGCCUGGUAACAUCUCCCAGGUUGGACACCAGACUGUUC
.((((((((.(((((.(((....&....................))))))))......)))))))). -22.60

miRNA: mir-132
Human predicted target: ENSG00000088448
Mouse predicted target: ENSMUSG00000031508
Rat predicted target: ENSRNOG00000013618
Hs Gene description: ANKYRIN REPEAT DOMAIN PROTEIN 10.
[Source:SWISSPROT;Acc:Q9NXR5]
mir-132 ENSG00000088448 3097 nt UTR 2 hits 763 1753
------------------------------1---------------------------------------1---
--------------------------------------------------
>ENSG00000088448 hs-mir-132    763    770
UAACAGUCUACAGCCAUGGUCGC&UAUUUGUAGAAACUGUCAGGUCAAAAUAUUUAACUGACUGUUGA
((((((((....((((((((..(&........)..)))))..)))..............)))))))). -
14.87
>ENSG00000088448 hs-mir-132   1753   1760
UAACAGUCUACAGCCAUGGUCGC&UUUAAGAGAGAUGAAACUUGAUGCCAUCCCGUUUGGACUGUUU
.(((((((((.(((.(((((...&......................)))))...)))))))))))). -20.40
mir-132 ENSMUSG00000031508 2901 nt UTR 2 hits 1283 2888
---------------------------------------------------1----------------------
-----------------------------------------1-
>ENSMUSG00000031508 hs-mir-132   1283   1290
UAACAGUCUACAGCCAUGGUCGC&GGACAGAGAUGUUUGAGAAUUGCUUGGCACAAUGUGACUGUUGG
((((((((.(((((((.(((...&.....................)))))))....))))))))))). -
21.70
>ENSMUSG00000031508 hs-mir-132   2888   2895



UAACAGUCUACAGCCAUGGUCGC&UCCAGGUGUCCUGAGCACCUCGUGUCUGCUGACCUGACUGUUGG
((((((((..((((((((((.((&..............)))))..)))...))))....)))))))). -
22.90
mir-132 ENSRNOG00000013618 3017 nt UTR 2 hits 884 931
-----------------------------------1-1------------------------------------
-----------------------------------------------
>ENSRNOG00000013618 hs-mir-132    884    891
UAACAGUCUACAGCCAUGGUCGC&CUCUUGGUUGCUUUGGUGUCUAGCAUUCCCUUGAAGACUGUUAA
(((((((((.((((((.(((.((&......)).))).))))..............)).))))))))). -
21.93
>ENSRNOG00000013618 hs-mir-132    931    938
UAACAGUCUACAGCCAUGGUCGC&GACCCUUACUUUACAGUUUCAAAGUCAGAGGAGCUGACUGUUC
.(((((((...((((..((((..&))))..........................).)))))))))). -17.09

miRNA: mir-132
Human predicted target: ENSG00000128595
Mouse predicted target: ENSMUSG00000029767
Rat predicted target: ENSRNOG00000006197
Hs Gene description: CALUMENIN PRECURSOR (IEF SSP 9302).
[Source:SWISSPROT;Acc:O43852]
mir-132 ENSG00000128595 4307 nt UTR 2 hits 82 652
---1----------------------1-----------------------------------------------
--------------------------------------------------------------------------
-------------------------
>ENSG00000128595 hs-mir-132     82     89
UAACAGUCUACAGCCAUGGUCGC&CUUCUGGUUUCACAUGAAAUUGUUUGCGCUACUGAGACUGUUAC
(((((((((.(((...(((.(((&.........................)))))))))))))))))). -
22.90
>ENSG00000128595 hs-mir-132    652    659
UAACAGUCUACAGCCAUGGUCGC&CAAAUUGAUUUUCUUCUUUUUCCCCCUGUAGGACUGACUGUUGG
(((((((((((((....((....&.....................))..))))).....)))))))). -
17.40
mir-132 ENSMUSG00000029767 4164 nt UTR 2 hits 81 3261
---1----------------------------------------------------------------------
--------------------------------------------------------1-----------------
-------------------
>ENSMUSG00000029767 hs-mir-132     81     88
UAACAGUCUACAGCCAUGGUCGC&UACAGCUCUGGUUUCACAUAAAAUUGCGCUACUGAGACUGUUAU
(((((((((.(((...(((.(((&.........................)))))))))))))))))). -
23.00
>ENSMUSG00000029767 hs-mir-132   3261   3268
UAACAGUCUACAGCCAUGGUCGC&GUUCUCCAGAGGUGAGAGUGCCACUUAGAAACUGUGACUGUUAA
((((((((.((((....(((.((&...................)).)))......)))))))))))). -
21.30
mir-132 ENSRNOG00000006197 4094 nt UTR 2 hits 88 3198



---1----------------------------------------------------------------------
-----------------------------------------------------1--------------------
----------------
>ENSRNOG00000006197 hs-mir-132     88     95
UAACAGUCUACAGCCAUGGUCGC&GGUCUGGUUUCACAUAAAAUUGUUUGCGCUACUGAGACUGUUAU
(((((((((.(((...(((.(((&.........................)))))))))))))))))). -
23.00
>ENSRNOG00000006197 hs-mir-132   3198   3205
UAACAGUCUACAGCCAUGGUCGC&GUUCUCCAGAGAUGAAGGUAUCACUUAGAAACUGUGACUGUUGA
((((((((.((((((.(.(((.(&........).))).).)).............)))))))))))). -
19.41

miRNA: mir-132
Human predicted target: ENSG00000160392
Mouse predicted target: ENSMUSG00000049643
Rat predicted target: ENSRNOG00000018408
mir-132 ENSG00000160392 2816 nt UTR 2 hits 621 853
------------------------1---------1---------------------------------------
---------------------------------------
>ENSG00000160392 hs-mir-132    621    628
UAACAGUCUACAGCCAUGGUCGC&GGCCCCCUCGUCGGCGGUGGCGUCGAGCCUGUUGAGACUGUUAG
(((((((((...(((((.((((.&...........)))).))))).............))))))))). -
29.19
>ENSG00000160392 hs-mir-132    853    860
UAACAGUCUACAGCCAUGGUCGC&AAUCAUUUCCCCCACUCCUUCAGGGUGAGUUGCAGGACUGUUU
.((((((((.(((((((......&........................))).))))..)))))))). -19.70
mir-132 ENSMUSG00000049643 2000 nt UTR 2 hits 614 797
------------------------1------1------------------------------------------
------
>ENSMUSG00000049643 hs-mir-132    614    621
UAACAGUCUACAGCCAUGGUCGC&GGCCCCCUCGUCGACGGUGGCGGCGAACCUGUAAAGACUGUUAG
(((((((((((((((((.((((.&...........)))).)))))........)))..))))))))). -
29.60
>ENSMUSG00000049643 hs-mir-132    797    804
UAACAGUCUACAGCCAUGGUCGC&GUGACUGCUGUUUUAAUAUAUUUUUGUGACUUUGAGACUGUUU
.(((((((((((((...((((((&))))))))))).......................)))))))). -23.70
mir-132 ENSRNOG00000018408 2000 nt UTR 2 hits 613 797
------------------------1------1------------------------------------------
------
>ENSRNOG00000018408 hs-mir-132    613    620
UAACAGUCUACAGCCAUGGUCGC&GGCCCCCUCGUCGACGGUGGCGGCGAACCUGUAAAGACUGUUAG
(((((((((((((((((.((((.&...........)))).)))))........)))..))))))))). -
29.60
>ENSRNOG00000018408 hs-mir-132    797    804
UAACAGUCUACAGCCAUGGUCGC&AUGACUGCUGUUUUAAUAUAUUUUUGUGACUUUCAGACUGUUU
.(((((((((((((...(((((.&.)))))))))).......................)))))))). -21.50



miRNA: mir-133b
Human predicted target: ENSG00000010610
Mouse predicted target: ENSMUSG00000023274
Rat predicted target: ENSRNOG00000016294
Hs Gene description: T-CELL SURFACE GLYCOPROTEIN CD4 PRECURSOR (T-CELL
SURFACE ANTIGEN T4/LEU-3). [Source:SWISSPROT;Acc:P01730] NM_000616
mir-133b ENSG00000010610 3479 nt UTR 3 hits 391 520 3256
---------------1----1-----------------------------------------------------
--------------------------------------------------------1---------
>ENSG00000010610 hs-mir-133b    391    398
UUGGUCCCCUUCAACCAGCUA&GAGCAUGGGACUGUUCUUUUACAAGACAGGACCCUGGGACCAC
.(((((((..((..((((((.&.))).))).....................))....))))))). -21.10
>ENSG00000010610 hs-mir-133b    520    527
UUGGUCCCCUUCAACCAGCUA&UGCCCCAUGCUGCCCGCUUCUCACCCUAUGUGGGUGGGACCAC
.(((((((.((((..((((..&........))))..................)))).))))))). -22.75
>ENSG00000010610 hs-mir-133b   3256   3263
UUGGUCCCCUUCAACCAGCUA&GGGCUCACUGAAGCUCAGCAUCACGCACUAAAACUGGGACCAU
.((((((((((((...((((.&.))))...)))))......................))))))). -23.44
mir-133b ENSMUSG00000023274 3553 nt UTR 2 hits 58 378
--1------------1----------------------------------------------------------
---------------------------------------------------------------------
>ENSMUSG00000023274 hs-mir-133b     58     65
UUGGUCCCCUUCAACCAGCUA&CACCACCUGCGUCCUGUCUCAUCGCCCGAGGCCUGGGGACCAGA
(((((((((.....((.((..&.......................))....))...))))))))). -23.10
>ENSMUSG00000023274 hs-mir-133b    378    385
UUGGUCCCCUUCAACCAGCUA&CUGGAAAUACACAGCACAGUUUACGAGAGGGCUCUGGGACCAAG
(((((((((((((((..(((.&............)))...))).....)))).....)))))))). -21.20
mir-133b ENSRNOG00000016294 2325 nt UTR 2 hits 365 914
--------------1---------------------1-------------------------------------
-------------------
>ENSRNOG00000016294 hs-mir-133b    365    372
UUGGUCCCCUUCAACCAGCUA&CUGGAAACACACAGCACAGUUCAGGAGAGACCUCUGGGACCAGG
(((((((((((((((..(((.&............)))...)))..))))........)))))))). -21.20
>ENSRNOG00000016294 hs-mir-133b    914    921
UUGGUCCCCUUCAACCAGCUA&AAUGGAACGUGGGUUGAAUGAACAAGUGCUGAUGUGGGACCAAC
((((((((((((((((.((..&........)).)))))))...............).)))))))). -25.86

miRNA: mir-133b
Human predicted target: ENSG00000117411
Mouse predicted target: ENSMUSG00000028541
Rat predicted target: ENSRNOG00000019609
Hs Gene description: BETA-1,4-GALACTOSYLTRANSFERASE 2 (EC 2.4.1.-) (BETA-
1,4-GALTASE 2) (BETA4GAL-T2) (B4GAL-T2) (UDP-GALACTOSE:BETA-N-
ACETYLGLUCOSAMINE BETA- 1,4-GALACTOSYLTRANSFERASE 2) (UDP-GAL:BETA-GLCNAC
BETA-1,4- GALACTOSYLTRANSFERASE 2) [INCLUDES: LACTOSE SYNTHASE A PROTEIN
(EC 2.4.1.22); N-ACETYLLACTOSAMINE SYNTHASE (EC 2.4.1.90) (NAL



SYNTHETASE); BETA-N-ACETYLGLUCOSAMINYL-GLYCOPEPTIDE BETA-1,4-
GALACTOSYLTRANSFERASE (EC 2.4.1.38); BETA-N-ACETYLGLUCOSAMINYL- GLYCOLIPID
BETA-1,4-GALACTOSYLTRANSFERASE (EC 2.4.1.-)].
[Source:SWISSPROT;Acc:O60909] NM_030587
mir-133b ENSG00000117411 2719 nt UTR 3 hits 526 1278 2074
---------------------1-----------------------------1----------------------
--------1--------------------------
>ENSG00000117411 hs-mir-133b    526    533
UUGGUCCCCUUCAACCAGCUA&UUGGUGCGCCCCCUGCUGAGGAGCAGCCCCAGGAGGGGACCAGA
((((((((((((..(((((..&..............)))).)...........)))))))))))). -29.32
>ENSG00000117411 hs-mir-133b   1278   1285
UUGGUCCCCUUCAACCAGCUA&GACUGGCAGUUCCGGAACGGGCAAUCCCAGCCGAGGGGACCAGC
(((((((((((...((((...&..))))..........................))))))))))). -24.95
>ENSG00000117411 hs-mir-133b   2074   2081
UUGGUCCCCUUCAACCAGCUA&GAGCCUCUCAGCUUCCUUCCUGUGCACCUUCUGCAGGGACCAGG
((((((((.............&...................................)))))))). -18.50
mir-133b ENSMUSG00000028541 2721 nt UTR 3 hits 528 558 1992
---------------------11---------------------------------------------------
-----1-----------------------------
>ENSMUSG00000028541 hs-mir-133b    528    535
UUGGUCCCCUUCAACCAGCUA&UUGGUGAGCCACCUACUGAGGAGCACCCCCAGGAGGGGACCAGA
((((((((((((.(((((...&)))))..........................)))))))))))). -27.73
>ENSMUSG00000028541 hs-mir-133b    558    565
UUGGUCCCCUUCAACCAGCUA&AGGAGGGGACCAGAAGGGGUGCUGUGUUGUUUCCUGGGACCAU
.(((((((...((((((((..&....................)))).))))......))))))). -27.20
>ENSMUSG00000028541 hs-mir-133b   1992   1999
UUGGUCCCCUUCAACCAGCUA&GGAGGUCCUCAGGUCCCUUCAUGCACAUGCUUUCAGGGACCAGA
((((((((........(((..&............................)))....)))))))). -18.80
mir-133b ENSRNOG00000019609 2722 nt UTR 3 hits 529 1304 1975
---------------------1------------------------------1---------------------
----1------------------------------
>ENSRNOG00000019609 hs-mir-133b    529    536
UUGGUCCCCUUCAACCAGCUA&UUGGCAAGCCACCUACUGAGGAGCGCCCCCAGGAGGGGACCAGA
((((((((((((.....(((.&.....................))).......)))))))))))). -29.20
>ENSRNOG00000019609 hs-mir-133b   1304   1311
UUGGUCCCCUUCAACCAGCUA&GACCUGCGGGCGGUCCGGCCUGUAGGUCUGAUCAGGGGACCAC
.(((((((((((((((.((..&.....................)).))).)))..))))))))). -28.10
>ENSRNOG00000019609 hs-mir-133b   1975   1982
UUGGUCCCCUUCAACCAGCUA&GGAGGUCCUCAAGUCCCUUCAUGCACACGCUUUCAGGGACCAGA
((((((((........(((..&............................)))....)))))))). -19.10

miRNA: mir-133b
Human predicted target: ENSG00000124160
Mouse predicted target: ENSMUSG00000039804
Rat predicted target: ENSRNOG00000017824
Rat predicted target: ENSRNOG00000018335



Hs Gene description: NUCLEAR RECEPTOR COACTIVATOR 5 (NCOA-5) (COACTIVATOR
INDEPENDENT OF AF-2) (CIA). [Source:SWISSPROT;Acc:Q9HCD5] NM_020967
mir-133b ENSG00000124160 2000 nt UTR 2 hits 912 1814
------------------------------------1-----------------------------------1-
------
>ENSG00000124160 hs-mir-133b    912    919
UUGGUCCCCUUCAACCAGCUA&AGACUCUUAUUCUGUUUCCUGAGCAGCAGGAGGUAGGGACCAC
.(((((((((((.....(((.&.....................))).....))))..))))))). -23.80
>ENSG00000124160 hs-mir-133b   1814   1821
UUGGUCCCCUUCAACCAGCUA&UGGUGAAGUGGGUGGCACAGGCCUCCAGUGAGUUAGGGACCAAC
((((((((.((((.(((.(((&........))).))).............))))...)))))))). -22.94
mir-133b ENSMUSG00000039804 3224 nt UTR 2 hits 825 3166
--------------------------------1-----------------------------------------
----------------------------------------------------1--
>ENSMUSG00000039804 hs-mir-133b    825    832
UUGGUCCCCUUCAACCAGCUA&AGACUCUUGUUCUGUUUUCUGAUGAGCAGGAGACGGGGACCAC
.((((((((.((..((.(((.&........................))).)).)).)))))))). -27.20
>ENSMUSG00000039804 hs-mir-133b   3166   3173
UUGGUCCCCUUCAACCAGCUA&AGGCAGCUGGGUCCCCAAGCAGGACUUGCAGAAUGGGGACCAAG
((((((((((((..((((((.&....))))))....................))).))))))))). -30.95
mir-133b ENSRNOG00000017824 3094 nt UTR 2 hits 744 3022
-----------------------------1--------------------------------------------
----------------------------------------------1---
>ENSRNOG00000017824 hs-mir-133b    744    751
UUGGUCCCCUUCAACCAGCUA&UAGACUCGUGUACUGUUUCUGAUGAGCAGGAGACAGGGACCAU
.(((((((..((..((.(((.&........................))).)).))..))))))). -23.50
>ENSRNOG00000017824 hs-mir-133b   3022   3029
UUGGUCCCCUUCAACCAGCUA&GGGGGGCUGGGUCCCCAGGCAGGACUUGCAGAGUGGGGACCAAG
((((((((((((..((((((.&....))))))....................))).))))))))). -30.75
mir-133b ENSRNOG00000018335 3090 nt UTR 2 hits 744 1893
-----------------------------1--------------------------------------------
-1------------------------------------------------
>ENSRNOG00000018335 hs-mir-133b    744    751
UUGGUCCCCUUCAACCAGCUA&UAGACUCGUGUACUGUUUCUGAUGAGCAGGAGACAGGGACCAU
.(((((((..((..((.(((.&........................))).)).))..))))))). -23.50
>ENSRNOG00000018335 hs-mir-133b   1893   1900
UUGGUCCCCUUCAACCAGCUA&UAGACUCGUGUACUGUUUCUGAUGAGCAGGAGACAGGGACCAU
.(((((((..((..((.(((.&........................))).)).))..))))))). -23.50

miRNA: mir-133b
Human predicted target: ENSG00000152076
Mouse predicted target: ENSMUSG00000041617
Rat predicted target: ENSRNOG00000001876
mir-133b ENSG00000152076 4334 nt UTR 3 hits 40 1873 2565
-1------------------------------------------------------------------------
1---------------------------1---------------------------------------------
--------------------------



>ENSG00000152076 hs-mir-133b     40     47
UUGGUCCCCUUCAACCAGCUA&ACCGGGAGGGGAUUAAGGGGGGGUGGGCAGGACCAGGGACCAGU
((((((((..((..(((.((.&....................)).)))....))...)))))))). -25.00
>ENSG00000152076 hs-mir-133b   1873   1880
UUGGUCCCCUUCAACCAGCUA&GCCCCAGGCAGUCCCGGAGGAAGCUAGCUUUCCCAGGGACCAAG
((((((((((((..((.(((.&.........)))...))..))))............)))))))). -23.10
>ENSG00000152076 hs-mir-133b   2565   2572
UUGGUCCCCUUCAACCAGCUA&UAUCCACAGCUCACUGCUGACUCUUCCUUCACCCAGGGACCAAG
((((((((.......((((..&...............))))................)))))))). -20.20
mir-133b ENSMUSG00000041617 2000 nt UTR 2 hits 221 1187
--------1--------------------------------------1--------------------------
------
>ENSMUSG00000041617 hs-mir-133b    221    228
UUGGUCCCCUUCAACCAGCUA&GUCCUGCAGAGACCCCUGGCUAACUUCACCUACAGGGGACCAAU
((((((((((....((((...&...............))))..............)))))))))). -24.37
>ENSMUSG00000041617 hs-mir-133b   1187   1194
UUGGUCCCCUUCAACCAGCUA&GGGGGUGUGGACCUCACGACUAACUUCCUUUCUCAGGGACCAGG
((((((((.(((((((..((.&)).))).))))........................)))))))). -19.31
mir-133b ENSRNOG00000001876 2394 nt UTR 3 hits 76 221 1171
---1----1-------------------------------------1---------------------------
----------------------
>ENSRNOG00000001876 hs-mir-133b     76     83
UUGGUCCCCUUCAACCAGCUA&GGGCCCCAAGCUCACCCUUGAUAGGUUUCCACCCUGGGACCAGC
((((((((....((((((((.&........))))...........))))........)))))))). -20.80
>ENSRNOG00000001876 hs-mir-133b    221    228
UUGGUCCCCUUCAACCAGCUA&GUCCUGCAGAGACCCCUGGCUAACCUCACCUACAGGGGACCAGU
((((((((((....((((...&...............))))..............)))))))))). -24.07
>ENSRNOG00000001876 hs-mir-133b   1171   1178
UUGGUCCCCUUCAACCAGCUA&GCGGGUGUGGGCCUCACAGCUAACUUCCUUUCUCAGGGACCAGG
(((((((((((..(((.((..&)).)))..)))........................)))))))). -21.55

miRNA: mir-133b
Human predicted target: ENSG00000171877
Mouse predicted target: ENSMUSG00000027238
Rat predicted target: ENSRNOG00000016189
Hs Gene description: NM_032892
mir-133b ENSG00000171877 2000 nt UTR 2 hits 677 1162
---------------------------1------------------1---------------------------
------
>ENSG00000171877 hs-mir-133b    677    684
UUGGUCCCCUUCAACCAGCUA&UGUUUUUUCAAAUCUGAGCAGAGUGGGCAUCUGAAGGGACCAC
.(((((((.((((.((((((.&................)))....))).....))))))))))). -24.30
>ENSG00000171877 hs-mir-133b   1162   1169
UUGGUCCCCUUCAACCAGCUA&CAGAAAAUAGAAUUCCAAGAUCAACAGCCUUAGAAGGGACCAGG
((((((((.(((.....(((.&.........................)))....))))))))))). -22.20
mir-133b ENSMUSG00000027238 4421 nt UTR 2 hits 360 703



--------------1-------------1---------------------------------------------
--------------------------------------------------------------------------
-----------------------------
>ENSMUSG00000027238 hs-mir-133b    360    367
UUGGUCCCCUUCAACCAGCUA&GAGGAAGGCAUCGAGAAGGAGCAGCGGCCUUGGAAGGGACCAGG
((((((((.(((((((.(((.&......................)))))..))))).)))))))). -26.80
>ENSMUSG00000027238 hs-mir-133b    703    710
UUGGUCCCCUUCAACCAGCUA&GACUCACGUAAAGGACAGUCAAAGGGCACACUCCUGGGACCAGA
((((((((.........(((.&........................)))........)))))))). -20.03
mir-133b ENSRNOG00000016189 2568 nt UTR 2 hits 1045 1412
-----------------------------------------1--------------1-----------------
-----------------------------
>ENSRNOG00000016189 hs-mir-133b   1045   1052
UUGGUCCCCUUCAACCAGCUA&GAGGAAGGCAUCGGGAAGGAGCAGCAGCAUUGGAAGGGACCAGG
((((((((.(((((...(((.&.........................))).))))).)))))))). -24.80
>ENSRNOG00000016189 hs-mir-133b   1412   1419
UUGGUCCCCUUCAACCAGCUA&UCACUCAUAUAAAGGACAGUCAAGGGGUAUCUCCAGGGACCAGA
((((((((.....(((..((.&......................)).))).......)))))))). -20.40

miRNA: mir-133b
Human predicted target: ENSG00000173548
Mouse predicted target: ENSMUSG00000032733
Rat predicted target: ENSRNOG00000017382
Hs Gene description: NM_153271
mir-133b ENSG00000173548 3422 nt UTR 5 hits 508 878 2102 2512 2799
--------------------1--------------1--------------------------------------
----------1---------------1----------1-------------------------
>ENSG00000173548 hs-mir-133b    508    515
UUGGUCCCCUUCAACCAGCUA&AUGUUUAAGUGAGGGAUUUCUGGAAGCUCAUAGAAGGGACCAC
.(((((((.(((....((((.&........................))))....)))))))))). -23.50
>ENSG00000173548 hs-mir-133b    878    885
UUGGUCCCCUUCAACCAGCUA&CCUCCACUUUUGGGCCCUCAGCUUAUCUCGGGCAGGGGACCAU
.(((((((((....((((((.&...................))))......))..))))))))). -26.20
>ENSG00000173548 hs-mir-133b   2102   2109
UUGGUCCCCUUCAACCAGCUA&AGGGUCAAGGCCGUCAGGGAAGGUUGGCUAGACCAGGGACCAGG
((((((((..((..((((((.&.....................))))))...))...)))))))). -25.70
>ENSG00000173548 hs-mir-133b   2512   2519
UUGGUCCCCUUCAACCAGCUA&GAACAGUGUUGUCCUCUGUGUGCCUUCCUUGAGAGGGGACCAC
.(((((((((((((.......&............................))).)))))))))). -24.30
>ENSG00000173548 hs-mir-133b   2799   2806
UUGGUCCCCUUCAACCAGCUA&CUGGGGUAGCUAAGCCCCUUUCAGCAGGAGAUUGGGGGACCAGU
((((((((((....((.(((.&......................))).)).....)))))))))). -28.00
mir-133b ENSMUSG00000032733 2003 nt UTR 2 hits 657 806
--------------------------1-----1-----------------------------------------
-------
>ENSMUSG00000032733 hs-mir-133b    657    664
UUGGUCCCCUUCAACCAGCUA&CUCUCUGUGGGUUUUGCUCUGUAUGACAGAGGGGAGGGACCAU



.(((((((((((((((.((..&......)).)))).................)))).))))))). -23.52
>ENSMUSG00000032733 hs-mir-133b    806    813
UUGGUCCCCUUCAACCAGCUA&AGGGACACCUCCCUCCCCCACUUUUCCUUGAUUAGGGGACCAU
.(((((((((((((.......&...........................))))..))))))))). -24.00
mir-133b ENSRNOG00000017382 3205 nt UTR 2 hits 779 1620
-------------------------------1--------------------------------1---------
-------------------------------------------------------
>ENSRNOG00000017382 hs-mir-133b    779    786
UUGGUCCCCUUCAACCAGCUA&GGUUGAGGGACCCUGCCCUACUUUUCCUUGAUUAGGGGACCAU
.(((((((((((((((.....&))))))...........................))))))))). -27.92
>ENSRNOG00000017382 hs-mir-133b   1620   1627
UUGGUCCCCUUCAACCAGCUA&GGUUGAGGGACCCUGCCCUACUUUUCCUUGAUUAGGGGACCAU
.(((((((((((((((.....&))))))...........................))))))))). -27.92

miRNA: mir-133b
Human predicted target: ENSG00000182067
Mouse predicted target: ENSMUSG00000029071
Rat predicted target: ENSRNOG00000019423
Hs Gene description: SEGMENT POLARITY PROTEIN DISHEVELLED HOMOLOG DVL-1
(DISHEVELLED-1) (DSH HOMOLOG 1). [Source:SWISSPROT;Acc:O14640]
mir-133b ENSG00000182067 2868 nt UTR 2 hits 597 2595
-----------------------1--------------------------------------------------
-----------------------------1-----------
>ENSG00000182067 hs-mir-133b    597    604
UUGGUCCCCUUCAACCAGCUA&ACAUCCUGCCCACCGUGUCCCAGCCAGGGCAGGGAGGGACCAU
.((((((((((...((.(((.&.....................)))..))...))).))))))). -24.60
>ENSG00000182067 hs-mir-133b   2595   2602
UUGGUCCCCUUCAACCAGCUA&AGACCUGCGGCGGAAGCAGCGUGUGCUUCGCUCCGGGGACCAC
.(((((((((((..((.((..&......))))..)))...................)))))))). -24.50
mir-133b ENSMUSG00000029071 2860 nt UTR 2 hits 287 2734
-----------1--------------------------------------------------------------
-----------------------------------1-----
>ENSMUSG00000029071 hs-mir-133b    287    294
UUGGUCCCCUUCAACCAGCUA&ACAUCUCUGACUUUAAGUCCUCAGCACAAGUCUCAGGGACCAC
.(((((((.........(((.&......................)))..........))))))). -19.11
>ENSMUSG00000029071 hs-mir-133b   2734   2741
UUGGUCCCCUUCAACCAGCUA&GGGCCUGCGAGGUAAGCAGGCUGUGCUUUUCUCUGGGGACCAC
.((((((((.....((((((.&..................))))).).........)))))))). -25.64
mir-133b ENSRNOG00000019423 2869 nt UTR 2 hits 291 2714
-----------1--------------------------------------------------------------
----------------------------------1------
>ENSRNOG00000019423 hs-mir-133b    291    298
UUGGUCCCCUUCAACCAGCUA&ACAUCUCUGUCUUUAAGUCCUCAGCACAGAUCUCAGGGACCAC
.(((((((.........(((.&......................)))..........))))))). -19.11
>ENSRNOG00000019423 hs-mir-133b   2714   2721
UUGGUCCCCUUCAACCAGCUA&GGGCCUGCGAGGUAAGCAGGUUGUGCUUUUUUCUGGGGACCAC
.((((((((..(((((.(((.&..............))).)))))...........)))))))). -29.12



miRNA: mir-133b
Human predicted target: ENSG00000185049
Mouse predicted target: ENSMUSG00000029111
Rat predicted target: ENSRNOG00000015474
Hs Gene description: WOLF-HIRSCHHORN SYNDROME CANDIDATE 2 PROTEIN; WHSC2
PROTEIN. [Source:RefSeq;Acc:NM_005663] NM_005663
mir-133b ENSG00000185049 2596 nt UTR 2 hits 385 783
---------------1---------------1------------------------------------------
------------------------------
>ENSG00000185049 hs-mir-133b    385    392
UUGGUCCCCUUCAACCAGCUA&CGCUGGGGCAGUGCCCUCCUACCCCCAGGGUUGAGGGGACCAAG
(((((((((((...(((((..&.)))))..........................))))))))))). -30.65
>ENSG00000185049 hs-mir-133b    783    790
UUGGUCCCCUUCAACCAGCUA&GGGGUACUCCCUUGACUUACUUGGCUGUGGGCCUGGGGACCAC
.((((((((.....(((((((&.....................)))))).).....)))))))). -29.30
mir-133b ENSMUSG00000029111 2803 nt UTR 2 hits 369 2003
--------------1-----------------------------------------------------------
------1--------------------------------
>ENSMUSG00000029111 hs-mir-133b    369    376
UUGGUCCCCUUCAACCAGCUA&CUCUCCUUGUGCAUGCCCUCCCUCAUGAGGUUGAGGGGACCAAA
(((((((((((.((((.....&............................))))))))))))))). -30.00
>ENSMUSG00000029111 hs-mir-133b   2003   2010
UUGGUCCCCUUCAACCAGCUA&CUAUGUGGCCUAUCACUACAUCAGCCUUUCAAAUUGGGACCAU
.(((((((.........(((.&......................)))..........))))))). -19.21
mir-133b ENSRNOG00000015474 2783 nt UTR 2 hits 363 1835
--------------1----------------------------------------------------------
1--------------------------------------
>ENSRNOG00000015474 hs-mir-133b    363    370
UUGGUCCCCUUCAACCAGCUA&CUCUGCUUGUGCAUGCCCUUCCUCAUGAGGUUGAGGGGACCAAA
(((((((((((.((((.....&............................))))))))))))))). -30.00
>ENSRNOG00000015474 hs-mir-133b   1835   1842
UUGGUCCCCUUCAACCAGCUA&CUGAUGCUUUAAGGACGGGCCCACCAGGGAGCCUGGGGACCAU
.((((((((..(..((.(((.&.................)))......))..)...)))))))). -23.60

miRNA: mir-133
Human predicted target: ENSG00000010610
Mouse predicted target: ENSMUSG00000023274
Rat predicted target: ENSRNOG00000016294
Hs Gene description: T-CELL SURFACE GLYCOPROTEIN CD4 PRECURSOR (T-CELL
SURFACE ANTIGEN T4/LEU-3). [Source:SWISSPROT;Acc:P01730] NM_000616
mir-133 ENSG00000010610 3479 nt UTR 3 hits 391 520 3256
---------------1----1-----------------------------------------------------
--------------------------------------------------------1---------
>ENSG00000010610 hs-mir-133    391    398
UUGGUCCCCUUCAACCAGCUGU&GAGCAUGGGACUGUUCUUUUACAAGACAGGACCCUGGGACCAC



.(((((((..((..((((((..&.))).))).....................))....))))))). -21.10
>ENSG00000010610 hs-mir-133    520    527
UUGGUCCCCUUCAACCAGCUGU&UGCCCCAUGCUGCCCGCUUCUCACCCUAUGUGGGUGGGACCAC
.(((((((.((((..((((((.&.....)).))))..................)))).))))))). -22.85
>ENSG00000010610 hs-mir-133   3256   3263
UUGGUCCCCUUCAACCAGCUGU&GGGCUCACUGAAGCUCAGCAUCACGCACUAAAACUGGGACCAU
.((((((((((((...((((..&.))))...)))))......................))))))). -23.44
mir-133 ENSMUSG00000023274 3553 nt UTR 2 hits 58 378
--1------------1----------------------------------------------------------
---------------------------------------------------------------------
>ENSMUSG00000023274 hs-mir-133     58     65
UUGGUCCCCUUCAACCAGCUGU&CACCACCUGCGUCCUGUCUCAUCGCCCGAGGCCUGGGGACCAGA
(((((((((.....((.((...&.......................))....))...))))))))). -23.10
>ENSMUSG00000023274 hs-mir-133    378    385
UUGGUCCCCUUCAACCAGCUGU&CUGGAAAUACACAGCACAGUUUACGAGAGGGCUCUGGGACCAAG
(((((((((((((((..(((((&..........)))))...))).....)))).....)))))))). -24.80
mir-133 ENSRNOG00000016294 2325 nt UTR 2 hits 365 914
--------------1---------------------1-------------------------------------
-------------------
>ENSRNOG00000016294 hs-mir-133    365    372
UUGGUCCCCUUCAACCAGCUGU&CUGGAAACACACAGCACAGUUCAGGAGAGACCUCUGGGACCAGG
(((((((((((((((..(((((&..........)))))...)))..))))........)))))))). -24.80
>ENSRNOG00000016294 hs-mir-133    914    921
UUGGUCCCCUUCAACCAGCUGU&AAUGGAACGUGGGUUGAAUGAACAAGUGCUGAUGUGGGACCAAC
((((((((((((((((.((.((&......)))).)))))))...............).)))))))). -24.96

miRNA: mir-133
Human predicted target: ENSG00000112640
Mouse predicted target: ENSMUSG00000023969
Rat predicted target: ENSRNOG00000016849
Hs Gene description: SERINE/THREONINE PROTEIN PHOSPHATASE 2A, 56 KDA
REGULATORY SUBUNIT, DELTA ISOFORM (PP2A, B SUBUNIT, B' DELTA ISOFORM)
(PP2A, B SUBUNIT, B56 DELTA ISOFORM) (PP2A, B SUBUNIT, PR61 DELTA ISOFORM)
(PP2A, B SUBUNIT, R5 DELTA ISOFORM). [Source:SWISSPROT;Acc:Q14738]

NM_006245
mir-133 ENSG00000112640 3052 nt UTR 2 hits 720 1376
----------------------------1--------------------------1------------------
-------------------------------------------------
>ENSG00000112640 hs-mir-133    720    727
UUGGUCCCCUUCAACCAGCUGU&UGGUGAGCAGCAGCCCUGGGGUCACAGACAUGGAAGGGACCAC
.(((((((.(((((((.(((((&.........))))).....)))........)))).))))))). -27.40
>ENSG00000112640 hs-mir-133   1376   1383
UUGGUCCCCUUCAACCAGCUGU&AUCAGAGCCAGAGGCCAUUCAGGCAUAGAAAUAAUGGGACCAGC
((((((((((((......(((.&..))).....)))).....................)))))))). -19.49
mir-133 ENSMUSG00000023969 2000 nt UTR 2 hits 150 798
-----1-------------------------1------------------------------------------
------



>ENSMUSG00000023969 hs-mir-133    150    157
UUGGUCCCCUUCAACCAGCUGU&UGGCAAGCAGCAGUCCUGGGAUCACACAUUUGCAAGGGACCAC
.(((((((...(((((((((((&.........))))..))))..........)))...))))))). -23.60
>ENSMUSG00000023969 hs-mir-133    798    805
UUGGUCCCCUUCAACCAGCUGU&GAAAGCACAGCCAGACUGGUUAGGGAAUAAAGAACGGGACCAGC
((((((((((..(((((((((.&...........))).))))))..))..........)))))))). -29.70
mir-133 ENSRNOG00000016849 2000 nt UTR 2 hits 664 1327
--------------------------1--------------------------1--------------------
------
>ENSRNOG00000016849 hs-mir-133    664    671
UUGGUCCCCUUCAACCAGCUGU&CUCUGGCAAGCAGUAGUCCUGGGAUCACAGUUGAAGGGACCAC
.(((((((.(((((((.(((((&.........))))).).............))))))))))))). -26.31
>ENSRNOG00000016849 hs-mir-133   1327   1334
UUGGUCCCCUUCAACCAGCUGU&UGGUCAGGGAGUGCGGACCAGCUCCUGAGUCAGCUGGGACCAAC
((((((((.((((...(((((.&..................)))))..))))......)))))))). -24.10

miRNA: mir-133
Human predicted target: ENSG00000117411
Mouse predicted target: ENSMUSG00000028541
Rat predicted target: ENSRNOG00000019609
Hs Gene description: BETA-1,4-GALACTOSYLTRANSFERASE 2 (EC 2.4.1.-) (BETA-
1,4-GALTASE 2) (BETA4GAL-T2) (B4GAL-T2) (UDP-GALACTOSE:BETA-N-
ACETYLGLUCOSAMINE BETA- 1,4-GALACTOSYLTRANSFERASE 2) (UDP-GAL:BETA-GLCNAC
BETA-1,4- GALACTOSYLTRANSFERASE 2) [INCLUDES: LACTOSE SYNTHASE A PROTEIN
(EC 2.4.1.22); N-ACETYLLACTOSAMINE SYNTHASE (EC 2.4.1.90) (NAL
SYNTHETASE); BETA-N-ACETYLGLUCOSAMINYL-GLYCOPEPTIDE BETA-1,4-
GALACTOSYLTRANSFERASE (EC 2.4.1.38); BETA-N-ACETYLGLUCOSAMINYL- GLYCOLIPID
BETA-1,4-GALACTOSYLTRANSFERASE (EC 2.4.1.-)].
[Source:SWISSPROT;Acc:O60909] NM_030587
mir-133 ENSG00000117411 2719 nt UTR 3 hits 526 1278 2074
---------------------1-----------------------------1----------------------
--------1--------------------------
>ENSG00000117411 hs-mir-133    526    533
UUGGUCCCCUUCAACCAGCUGU&UUGGUGCGCCCCCUGCUGAGGAGCAGCCCCAGGAGGGGACCAGA
((((((((((((.....(((((&......................)))))....)))))))))))). -32.70
>ENSG00000117411 hs-mir-133   1278   1285
UUGGUCCCCUUCAACCAGCUGU&GACUGGCAGUUCCGGAACGGGCAAUCCCAGCCGAGGGGACCAGC
(((((((((((...((((((((&.....))))))..)).................))))))))))). -26.65
>ENSG00000117411 hs-mir-133   2074   2081
UUGGUCCCCUUCAACCAGCUGU&GAGCCUCUCAGCUUCCUUCCUGUGCACCUUCUGCAGGGACCAGG
((((((((........(((((.&........)))))......................)))))))). -20.51
mir-133 ENSMUSG00000028541 2721 nt UTR 3 hits 528 558 1992
---------------------11---------------------------------------------------
-----1-----------------------------
>ENSMUSG00000028541 hs-mir-133    528    535
UUGGUCCCCUUCAACCAGCUGU&UUGGUGAGCCACCUACUGAGGAGCACCCCCAGGAGGGGACCAGA
((((((((((((.....(((.(&...................).))).......)))))))))))). -27.70



>ENSMUSG00000028541 hs-mir-133    558    565
UUGGUCCCCUUCAACCAGCUGU&AGGAGGGGACCAGAAGGGGUGCUGUGUUGUUUCCUGGGACCAU
.(((((((...((((((((...&....................)))).))))......))))))). -27.20
>ENSMUSG00000028541 hs-mir-133   1992   1999
UUGGUCCCCUUCAACCAGCUGU&GGAGGUCCUCAGGUCCCUUCAUGCACAUGCUUUCAGGGACCAGA
((((((((........((((((&........................))).)))....)))))))). -20.00
mir-133 ENSRNOG00000019609 2722 nt UTR 3 hits 529 1304 1975
---------------------1------------------------------1---------------------
----1------------------------------
>ENSRNOG00000019609 hs-mir-133    529    536
UUGGUCCCCUUCAACCAGCUGU&UUGGCAAGCCACCUACUGAGGAGCGCCCCCAGGAGGGGACCAGA
((((((((((((.....(((.(&...................).))).......)))))))))))). -28.80
>ENSRNOG00000019609 hs-mir-133   1304   1311
UUGGUCCCCUUCAACCAGCUGU&GACCUGCGGGCGGUCCGGCCUGUAGGUCUGAUCAGGGGACCAC
.(((((((((((((((.((((.&...............)))).....))).)))..))))))))). -29.30
>ENSRNOG00000019609 hs-mir-133   1975   1982
UUGGUCCCCUUCAACCAGCUGU&GGAGGUCCUCAAGUCCCUUCAUGCACACGCUUUCAGGGACCAGA
((((((((........((((((&........................))).)))....)))))))). -20.00

miRNA: mir-133
Human predicted target: ENSG00000124160
Mouse predicted target: ENSMUSG00000039804
Rat predicted target: ENSRNOG00000017824
Rat predicted target: ENSRNOG00000018335
Hs Gene description: NUCLEAR RECEPTOR COACTIVATOR 5 (NCOA-5) (COACTIVATOR
INDEPENDENT OF AF-2) (CIA). [Source:SWISSPROT;Acc:Q9HCD5] NM_020967
mir-133 ENSG00000124160 2000 nt UTR 2 hits 912 1814
------------------------------------1-----------------------------------1-
------
>ENSG00000124160 hs-mir-133    912    919
UUGGUCCCCUUCAACCAGCUGU&AGACUCUUAUUCUGUUUCCUGAGCAGCAGGAGGUAGGGACCAC
.(((((((...(..((.(((((&......................))))).))..)..))))))). -27.30
>ENSG00000124160 hs-mir-133   1814   1821
UUGGUCCCCUUCAACCAGCUGU&UGGUGAAGUGGGUGGCACAGGCCUCCAGUGAGUUAGGGACCAAC
((((((((.((((.(((.(..(&.......)..).))).............))))...)))))))). -23.04
mir-133 ENSMUSG00000039804 3224 nt UTR 2 hits 825 3166
--------------------------------1-----------------------------------------
----------------------------------------------------1--
>ENSMUSG00000039804 hs-mir-133    825    832
UUGGUCCCCUUCAACCAGCUGU&AGACUCUUGUUCUGUUUUCUGAUGAGCAGGAGACGGGGACCAC
.((((((((.((..((.(((..&........................))).)).)).)))))))). -27.20
>ENSMUSG00000039804 hs-mir-133   3166   3173
UUGGUCCCCUUCAACCAGCUGU&AGGCAGCUGGGUCCCCAAGCAGGACUUGCAGAAUGGGGACCAAG
((((((((((((..((((((((&..))))))))....................))).))))))))). -34.95
mir-133 ENSRNOG00000017824 3094 nt UTR 2 hits 744 3022
-----------------------------1--------------------------------------------
----------------------------------------------1---



>ENSRNOG00000017824 hs-mir-133    744    751
UUGGUCCCCUUCAACCAGCUGU&UAGACUCGUGUACUGUUUCUGAUGAGCAGGAGACAGGGACCAU
.(((((((..((..((.(((..&........................))).)).))..))))))). -23.50
>ENSRNOG00000017824 hs-mir-133   3022   3029
UUGGUCCCCUUCAACCAGCUGU&GGGGGGCUGGGUCCCCAGGCAGGACUUGCAGAGUGGGGACCAAG
((((((((((((..((((((.(&..).))))))....................))).))))))))). -30.45
mir-133 ENSRNOG00000018335 3090 nt UTR 2 hits 744 1893
-----------------------------1--------------------------------------------
-1------------------------------------------------
>ENSRNOG00000018335 hs-mir-133    744    751
UUGGUCCCCUUCAACCAGCUGU&UAGACUCGUGUACUGUUUCUGAUGAGCAGGAGACAGGGACCAU
.(((((((..((..((.(((..&........................))).)).))..))))))). -23.50
>ENSRNOG00000018335 hs-mir-133   1893   1900
UUGGUCCCCUUCAACCAGCUGU&UAGACUCGUGUACUGUUUCUGAUGAGCAGGAGACAGGGACCAU
.(((((((..((..((.(((..&........................))).)).))..))))))). -23.50

miRNA: mir-133
Human predicted target: ENSG00000152076
Mouse predicted target: ENSMUSG00000041617
Rat predicted target: ENSRNOG00000001876
mir-133 ENSG00000152076 4334 nt UTR 3 hits 40 1873 2565
-1------------------------------------------------------------------------
1---------------------------1---------------------------------------------
--------------------------
>ENSG00000152076 hs-mir-133     40     47
UUGGUCCCCUUCAACCAGCUGU&ACCGGGAGGGGAUUAAGGGGGGGUGGGCAGGACCAGGGACCAGU
((((((((..((..(((.((.(&..................).)).)))....))...)))))))). -24.70
>ENSG00000152076 hs-mir-133   1873   1880
UUGGUCCCCUUCAACCAGCUGU&GCCCCAGGCAGUCCCGGAGGAAGCUAGCUUUCCCAGGGACCAAG
((((((((((((..((.(((((&.......)))))...))..))))............)))))))). -27.10
>ENSG00000152076 hs-mir-133   2565   2572
UUGGUCCCCUUCAACCAGCUGU&UAUCCACAGCUCACUGCUGACUCUUCCUUCACCCAGGGACCAAG
(((((((((..((...((((((&.....))))))...))..)................)))))))). -22.49
mir-133 ENSMUSG00000041617 2000 nt UTR 2 hits 221 1187
--------1--------------------------------------1--------------------------
------
>ENSMUSG00000041617 hs-mir-133    221    228
UUGGUCCCCUUCAACCAGCUGU&GUCCUGCAGAGACCCCUGGCUAACUUCACCUACAGGGGACCAAU
((((((((((....((((((((&.....))))......))))..............)))))))))). -25.67
>ENSMUSG00000041617 hs-mir-133   1187   1194
UUGGUCCCCUUCAACCAGCUGU&GGGGGUGUGGACCUCACGACUAACUUCCUUUCUCAGGGACCAGG
((((((((.(((((((..((..&)).))).))))........................)))))))). -19.31
mir-133 ENSRNOG00000001876 2394 nt UTR 3 hits 76 221 1171
---1----1-------------------------------------1---------------------------
----------------------
>ENSRNOG00000001876 hs-mir-133     76     83
UUGGUCCCCUUCAACCAGCUGU&GGGCCCCAAGCUCACCCUUGAUAGGUUUCCACCCUGGGACCAGC



((((((((....((((((((..&........))))...........))))........)))))))). -20.80
>ENSRNOG00000001876 hs-mir-133    221    228
UUGGUCCCCUUCAACCAGCUGU&GUCCUGCAGAGACCCCUGGCUAACCUCACCUACAGGGGACCAGU
((((((((((....((((((((&.....))))......))))..............)))))))))). -25.37
>ENSRNOG00000001876 hs-mir-133   1171   1178
UUGGUCCCCUUCAACCAGCUGU&GCGGGUGUGGGCCUCACAGCUAACUUCCUUUCUCAGGGACCAGG
((((((((........((((((&...............))))))..............)))))))). -22.15

miRNA: mir-133
Human predicted target: ENSG00000171877
Mouse predicted target: ENSMUSG00000027238
Rat predicted target: ENSRNOG00000016189
Hs Gene description: NM_032892
mir-133 ENSG00000171877 2000 nt UTR 2 hits 677 1162
---------------------------1------------------1---------------------------
------
>ENSG00000171877 hs-mir-133    677    684
UUGGUCCCCUUCAACCAGCUGU&UGUUUUUUCAAAUCUGAGCAGAGUGGGCAUCUGAAGGGACCAC
.(((((((.((((.(((.((((&.................))))..))).....))))))))))). -27.20
>ENSG00000171877 hs-mir-133   1162   1169
UUGGUCCCCUUCAACCAGCUGU&CAGAAAAUAGAAUUCCAAGAUCAACAGCCUUAGAAGGGACCAGG
((((((((.(((.....(((((&.......................)))))....))))))))))). -25.80
mir-133 ENSMUSG00000027238 4421 nt UTR 2 hits 360 703
--------------1-------------1---------------------------------------------
--------------------------------------------------------------------------
-----------------------------
>ENSMUSG00000027238 hs-mir-133    360    367
UUGGUCCCCUUCAACCAGCUGU&GAGGAAGGCAUCGAGAAGGAGCAGCGGCCUUGGAAGGGACCAGG
((((((((.(((((((.(((((&....................)))))))..))))).)))))))). -30.70
>ENSMUSG00000027238 hs-mir-133    703    710
UUGGUCCCCUUCAACCAGCUGU&GACUCACGUAAAGGACAGUCAAAGGGCACACUCCUGGGACCAGA
((((((((......((.(((((&..............)))))....))..........)))))))). -21.69
mir-133 ENSRNOG00000016189 2568 nt UTR 2 hits 1045 1412
-----------------------------------------1--------------1-----------------
-----------------------------
>ENSRNOG00000016189 hs-mir-133   1045   1052
UUGGUCCCCUUCAACCAGCUGU&GAGGAAGGCAUCGGGAAGGAGCAGCAGCAUUGGAAGGGACCAGG
((((((((.(((((...(((((&.......................))))).))))).)))))))). -28.70
>ENSRNOG00000016189 hs-mir-133   1412   1419
UUGGUCCCCUUCAACCAGCUGU&UCACUCAUAUAAAGGACAGUCAAGGGGUAUCUCCAGGGACCAGA
((((((((.....(((.(((((&...............))))).....))).......)))))))). -23.80

miRNA: mir-133
Human predicted target: ENSG00000173548
Mouse predicted target: ENSMUSG00000032733
Rat predicted target: ENSRNOG00000017382



Hs Gene description: NM_153271
mir-133 ENSG00000173548 3422 nt UTR 5 hits 508 878 2102 2512 2799
--------------------1--------------1--------------------------------------
----------1---------------1----------1-------------------------
>ENSG00000173548 hs-mir-133    508    515
UUGGUCCCCUUCAACCAGCUGU&AUGUUUAAGUGAGGGAUUUCUGGAAGCUCAUAGAAGGGACCAC
.(((((((.(((....((((..&........................))))....)))))))))). -23.50
>ENSG00000173548 hs-mir-133    878    885
UUGGUCCCCUUCAACCAGCUGU&CCUCCACUUUUGGGCCCUCAGCUUAUCUCGGGCAGGGGACCAU
.(((((((((....(((((((.&..................)))))......))..))))))))). -28.50
>ENSG00000173548 hs-mir-133   2102   2109
UUGGUCCCCUUCAACCAGCUGU&AGGGUCAAGGCCGUCAGGGAAGGUUGGCUAGACCAGGGACCAGG
((((((((..((..((((((..&.....................))))))...))...)))))))). -25.70
>ENSG00000173548 hs-mir-133   2512   2519
UUGGUCCCCUUCAACCAGCUGU&GAACAGUGUUGUCCUCUGUGUGCCUUCCUUGAGAGGGGACCAC
.((((((((((((((..(((((&..))))))))).....................)))))))))). -27.89
>ENSG00000173548 hs-mir-133   2799   2806
UUGGUCCCCUUCAACCAGCUGU&CUGGGGUAGCUAAGCCCCUUUCAGCAGGAGAUUGGGGGACCAGU
((((((((((....((.((((.&.....................)))).)).....)))))))))). -30.30
mir-133 ENSMUSG00000032733 2003 nt UTR 2 hits 657 806
--------------------------1-----1-----------------------------------------
-------
>ENSMUSG00000032733 hs-mir-133    657    664
UUGGUCCCCUUCAACCAGCUGU&CUCUCUGUGGGUUUUGCUCUGUAUGACAGAGGGGAGGGACCAU
.(((((((......((..((((&.........................))))..))..))))))). -24.00
>ENSMUSG00000032733 hs-mir-133    806    813
UUGGUCCCCUUCAACCAGCUGU&AGGGACACCUCCCUCCCCCACUUUUCCUUGAUUAGGGGACCAU
.(((((((((((((........&...........................))))..))))))))). -24.00
mir-133 ENSRNOG00000017382 3205 nt UTR 2 hits 779 1620
-------------------------------1--------------------------------1---------
-------------------------------------------------------
>ENSRNOG00000017382 hs-mir-133    779    786
UUGGUCCCCUUCAACCAGCUGU&GGUUGAGGGACCCUGCCCUACUUUUCCUUGAUUAGGGGACCAU
.(((((((((((((((......&))))))...........................))))))))). -27.92
>ENSRNOG00000017382 hs-mir-133   1620   1627
UUGGUCCCCUUCAACCAGCUGU&GGUUGAGGGACCCUGCCCUACUUUUCCUUGAUUAGGGGACCAU
.(((((((((((((((......&))))))...........................))))))))). -27.92

miRNA: mir-133
Human predicted target: ENSG00000182067
Mouse predicted target: ENSMUSG00000029071
Rat predicted target: ENSRNOG00000019423
Hs Gene description: SEGMENT POLARITY PROTEIN DISHEVELLED HOMOLOG DVL-1
(DISHEVELLED-1) (DSH HOMOLOG 1). [Source:SWISSPROT;Acc:O14640]
mir-133 ENSG00000182067 2868 nt UTR 2 hits 597 2595
-----------------------1--------------------------------------------------
-----------------------------1-----------



>ENSG00000182067 hs-mir-133    597    604
UUGGUCCCCUUCAACCAGCUGU&ACAUCCUGCCCACCGUGUCCCAGCCAGGGCAGGGAGGGACCAU
.((((((((((...((.((((.&....................))))..))...))).))))))). -27.10
>ENSG00000182067 hs-mir-133   2595   2602
UUGGUCCCCUUCAACCAGCUGU&AGACCUGCGGCGGAAGCAGCGUGUGCUUCGCUCCGGGGACCAC
.((((((((....((..(((((&...............)))))..))..........)))))))). -25.44
mir-133 ENSMUSG00000029071 2860 nt UTR 2 hits 287 2734
-----------1--------------------------------------------------------------
-----------------------------------1-----
>ENSMUSG00000029071 hs-mir-133    287    294
UUGGUCCCCUUCAACCAGCUGU&ACAUCUCUGACUUUAAGUCCUCAGCACAAGUCUCAGGGACCAC
.(((((((.........((((.&.....................))))..........))))))). -21.41
>ENSMUSG00000029071 hs-mir-133   2734   2741
UUGGUCCCCUUCAACCAGCUGU&GGGCCUGCGAGGUAAGCAGGCUGUGCUUUUCUCUGGGGACCAC
.((((((((.....((((((((&...............)))).))).).........)))))))). -25.74
mir-133 ENSRNOG00000019423 2869 nt UTR 2 hits 291 2714
-----------1--------------------------------------------------------------
----------------------------------1------
>ENSRNOG00000019423 hs-mir-133    291    298
UUGGUCCCCUUCAACCAGCUGU&ACAUCUCUGUCUUUAAGUCCUCAGCACAGAUCUCAGGGACCAC
.(((((((.........((((.&.....................))))..........))))))). -21.41
>ENSRNOG00000019423 hs-mir-133   2714   2721
UUGGUCCCCUUCAACCAGCUGU&GGGCCUGCGAGGUAAGCAGGUUGUGCUUUUUUCUGGGGACCAC
.((((((((..(((((.(((..&..............))).)))))...........)))))))). -29.12

miRNA: mir-133
Human predicted target: ENSG00000185049
Mouse predicted target: ENSMUSG00000029111
Rat predicted target: ENSRNOG00000015474
Hs Gene description: WOLF-HIRSCHHORN SYNDROME CANDIDATE 2 PROTEIN; WHSC2
PROTEIN. [Source:RefSeq;Acc:NM_005663] NM_005663
mir-133 ENSG00000185049 2596 nt UTR 2 hits 385 783
---------------1---------------1------------------------------------------
------------------------------
>ENSG00000185049 hs-mir-133    385    392
UUGGUCCCCUUCAACCAGCUGU&CGCUGGGGCAGUGCCCUCCUACCCCCAGGGUUGAGGGGACCAAG
(((((((((((.((((.(((((&.......)))))................))))))))))))))). -32.63
>ENSG00000185049 hs-mir-133    783    790
UUGGUCCCCUUCAACCAGCUGU&GGGGUACUCCCUUGACUUACUUGGCUGUGGGCCUGGGGACCAC
.((((((((.....((((((..&......................))))).).....)))))))). -29.00
mir-133 ENSMUSG00000029111 2803 nt UTR 2 hits 369 2003
--------------1-----------------------------------------------------------
------1--------------------------------
>ENSMUSG00000029111 hs-mir-133    369    376
UUGGUCCCCUUCAACCAGCUGU&CUCUCCUUGUGCAUGCCCUCCCUCAUGAGGUUGAGGGGACCAAA
(((((((((((.((((.(((((&..........))).))............))))))))))))))). -28.32
>ENSMUSG00000029111 hs-mir-133   2003   2010



UUGGUCCCCUUCAACCAGCUGU&CUAUGUGGCCUAUCACUACAUCAGCCUUUCAAAUUGGGACCAU
.(((((((.........((((.&.....................))))..........))))))). -21.51
mir-133 ENSRNOG00000015474 2783 nt UTR 2 hits 363 1835
--------------1----------------------------------------------------------
1--------------------------------------
>ENSRNOG00000015474 hs-mir-133    363    370
UUGGUCCCCUUCAACCAGCUGU&CUCUGCUUGUGCAUGCCCUUCCUCAUGAGGUUGAGGGGACCAAA
(((((((((((.((((.(((((&..........))).))............))))))))))))))). -28.32
>ENSRNOG00000015474 hs-mir-133   1835   1842
UUGGUCCCCUUCAACCAGCUGU&CUGAUGCUUUAAGGACGGGCCCACCAGGGAGCCUGGGGACCAU
.((((((((.....((..(((.&........................))))).....)))))))). -24.00

miRNA: mir-135b
Human predicted target: ENSG00000053254
Mouse predicted target: ENSMUSG00000033713
Rat predicted target: ENSRNOG00000004709
Hs Gene description: CHECKPOINT SUPPRESSOR 1 (FORKHEAD BOX PROTEIN N3).
[Source:SWISSPROT;Acc:O00409] NM_005197
mir-135b ENSG00000053254 3029 nt UTR 3 hits 211 780 2620
--------1----------------------1------------------------------------------
------------------------------1-----------------
>ENSG00000053254 hs-mir-135b    211    218
UAUGGCUUUUUAUUCCUAUGUGAU&UGGACCCUUAAGAAUUUUAUUUUUAAAGGAGAUUGAAGCCAUAG
(((((((((...(((((.......&..........................)))))...))))))))). -
22.00
>ENSG00000053254 hs-mir-135b    780    787
UAUGGCUUUUUAUUCCUAUGUGAU&AUUCUGUUCUCUAUUAAAUUAAGAAAAUGUUCCAAAAGCCAUAA
((((((((((..............&.................................)))))))))). -
16.20
>ENSG00000053254 hs-mir-135b   2620   2627
UAUGGCUUUUUAUUCCUAUGUGAU&GUUCCCUCCGUCUCCCCAGACAUCUGACACCCUAAAAGCCAUC
.(((((((((...((..((((...&...................))))..))......))))))))). -
16.50
mir-135b ENSMUSG00000033713 2310 nt UTR 2 hits 236 798
---------1---------------------1------------------------------------------
-------------------
>ENSMUSG00000033713 hs-mir-135b    236    243
UAUGGCUUUUUAUUCCUAUGUGAU&GGACCCUUAAAAUUUUUUCUGUUUAAAGGAGAUUGAAGCCAUAG
(((((((((...(((((.......&..........................)))))...))))))))). -
22.00
>ENSMUSG00000033713 hs-mir-135b    798    805
UAUGGCUUUUUAUUCCUAUGUGAU&GAGUUCUGCUCUAUGUUAAAUUAAGAAGACUUCCAAAGCCAUAA
(((((((((...(((.((..((((&..............))))...)).))).......))))))))). -
15.60
mir-135b ENSRNOG00000004709 3495 nt UTR 3 hits 217 720 1863
--------1-------------------1---------------------------------------------
1-----------------------------------------------------------------



>ENSRNOG00000004709 hs-mir-135b    217    224
UAUGGCUUUUUAUUCCUAUGUGAU&UGGACCCUUAAGAAUUUUCUGUUUAAAGGAGAUUGAAGCCAUAG
(((((((((...(((((.......&..........................)))))...))))))))). -
22.00
>ENSRNOG00000004709 hs-mir-135b    720    727
UAUGGCUUUUUAUUCCUAUGUGAU&GUUCUGCUCUAUGUUAAAUCAAGAAGACGUUCCAAAAGCCAUAA
((((((((((.((..((...((((&.................))))...))..))...)))))))))). -
17.70
>ENSRNOG00000004709 hs-mir-135b   1863   1870
UAUGGCUUUUUAUUCCUAUGUGAU&GUUCUGCUCUAUGUUAAAUCAAGAAGACGUUCCAAAAGCCAUAA
((((((((((.((..((...((((&.................))))...))..))...)))))))))). -
17.70

miRNA: mir-135b
Human predicted target: ENSG00000061337
Mouse predicted target: ENSMUSG00000036306
Rat predicted target: ENSRNOG00000011826
Hs Gene description: LEUCINE ZIPPER, PUTATIVE TUMOR SUPPRESSOR 1;
F37/ESOPHAGEAL CANCER-RELATED GENE-CODING LEUCINE-ZIPPER MOTIF.
[Source:RefSeq;Acc:NM_021020]
mir-135b ENSG00000061337 5559 nt UTR 3 hits 420 770 3240
----------------1-------------1-------------------------------------------
-------------------------------------------------------1------------------
--------------------------------------------------------------------------
-
>ENSG00000061337 hs-mir-135b    420    427
UAUGGCUUUUUAUUCCUAUGUGAU&UCCUGGACACAUUGGAAUGCCUUGGAAAUAGAAAGAAGCCAUAU
((((((((((((((((.(((((..&.......))))).)))))..............))))))))))). -
26.53
>ENSG00000061337 hs-mir-135b    770    777
UAUGGCUUUUUAUUCCUAUGUGAU&CCAGUGACCUUUGACCUCGGUGACCACUCUUCUUUAAGCCAUAG
((((((((...........(((..&........................)))........)))))))). -
16.21
>ENSG00000061337 hs-mir-135b   3240   3247
UAUGGCUUUUUAUUCCUAUGUGAU&AGCAGCUUGGGGAGAGGGAUUUCCCUGCAGACCUCAAGCCAUC
.((((((((((.((((((.((...&....)).))))))...)))................))))))). -
17.29
mir-135b ENSMUSG00000036306 2000 nt UTR 3 hits 414 676 1327
----------------1----------1-------------------------1--------------------
------
>ENSMUSG00000036306 hs-mir-135b    414    421
UAUGGCUUUUUAUUCCUAUGUGAU&CCUGGUCAUAUUGGGGUGCCUUUGGGAAUAGAAAGAAGCCAUGU
((((((((((((((((((((((((&....)))))))............))))))...))))))))))). -
25.60
>ENSMUSG00000036306 hs-mir-135b    676    683
UAUGGCUUUUUAUUCCUAUGUGAU&CGUAGCCCCUUUGACCUCAGUGACCACUGUUUUUAAAGCCAUAG



(((((((((..(..(....(((..&........................))).)..)..))))))))). -
17.40
>ENSMUSG00000036306 hs-mir-135b   1327   1334
UAUGGCUUUUUAUUCCUAUGUGAU&UUGUUGGUAGGGCACCCAGCCCUUGCUGGAUUCCUAAGCCAUGU
((((((((.....(((...(..(.&......................)..).))).....)))))))). -
20.00
mir-135b ENSRNOG00000011826 4846 nt UTR 2 hits 435 698
-----------------1---------1----------------------------------------------
--------------------------------------------------------------------------
----------------------------------------------
>ENSRNOG00000011826 hs-mir-135b    435    442
UAUGGCUUUUUAUUCCUAUGUGAU&CCUGGGCAUCUUGGGAUGCCUUUGGGAAUAGAAAGAAGCCAUGU
((((((((((((((((((......&......................)))))))...))))))))))). -
23.70
>ENSRNOG00000011826 hs-mir-135b    698    705
UAUGGCUUUUUAUUCCUAUGUGAU&CAUAGCCCCUUUGACCUCAGUGGUCACUCUGUUUAAAGCCAUAG
(((((((((..((......(((((&......................)))))...))..))))))))). -
20.50

miRNA: mir-135b
Human predicted target: ENSG00000102606
Mouse predicted target: ENSMUSG00000031511
Rat predicted target: ENSRNOG00000012934
Hs Gene description: RHO GUANINE NUCLEOTIDE EXCHANGE FACTOR 7 (PAK-
INTERACTING EXCHANGE FACTOR BETA) (BETA-PIX) (COOL-1) (P85).
[Source:SWISSPROT;Acc:Q14155] NM_003899
mir-135b ENSG00000102606 4863 nt UTR 2 hits 2496 2684
--------------------------------------------------------------------------
-------------------------1-------1----------------------------------------
-----------------------------------------------
>ENSG00000102606 hs-mir-135b   2496   2503
UAUGGCUUUUUAUUCCUAUGUGAU&GAAAGGAUGAAGAGUCUGAACUAGAAGGUAGGUUUAAGCCAUC
.(((((((......(((((.(...&.........................).)))))...))))))). -
18.50
>ENSG00000102606 hs-mir-135b   2684   2691
UAUGGCUUUUUAUUCCUAUGUGAU&UCUCUAUAAUUGUGCUCUUUAUCUGUGAAUGGGAAAAGCCAUU
.((((((((((((((.((.((((.&..................)))).)).))))..)))))))))). -
18.60
mir-135b ENSMUSG00000031511 4121 nt UTR 2 hits 1892 3728
--------------------------------------------------------------------------
-1------------------------------------------------------------------------
-1---------------
>ENSMUSG00000031511 hs-mir-135b   1892   1899
UAUGGCUUUUUAUUCCUAUGUGAU&AGUCCUCUGUGUUCUGUAAGGGAUGCGGGGGAAUCAAGCCAUU
.(((((((...((((((.(((...&........................))).)))))).))))))). -
21.00
>ENSMUSG00000031511 hs-mir-135b   3728   3735



UAUGGCUUUUUAUUCCUAUGUGAU&CUGUGUGUGUCCCAGCCCAGGUCCAGGGGUGUUGAAAGCCAUGG
((((((((((.((.(((.((.(((&....................))))).))).)).)))))))))). -
24.00
mir-135b ENSRNOG00000012934 3796 nt UTR 2 hits 1645 3514
-----------------------------------------------------------------1--------
------------------------------------------------------------------1-------
----
>ENSRNOG00000012934 hs-mir-135b   1645   1652
UAUGGCUUUUUAUUCCUAUGUGAU&CUCACCAACUCCCUCUGUGAGGGAUGAGGGGGAUUAAGCCAUU
.((((((((((((((((....((.&.............))....))))))))).......))))))). -
20.71
>ENSRNOG00000012934 hs-mir-135b   3514   3521
UAUGGCUUUUUAUUCCUAUGUGAU&AACUCCUCCGCGCUCUGUGAGGGAUGAGGGGGAUUAAGCCAUU
.((((((((((((((((..(((..&..........)))......))))))))).......))))))). -
21.31

miRNA: mir-135b
Human predicted target: ENSG00000145925
Mouse predicted target: ENSMUSG00000025867
Mouse predicted target: ENSMUSG00000033615
Rat predicted target: ENSRNOG00000000105
Hs Gene description: COMPLEXIN 2 (SYNAPHIN 1) (921-L).
[Source:SWISSPROT;Acc:Q13329] NM_006651
mir-135b ENSG00000145925 2183 nt UTR 2 hits 1741 1927
---------------------------------------------------------------------1----
---1----------
>ENSG00000145925 hs-mir-135b   1741   1748
UAUGGCUUUUUAUUCCUAUGUGAU&AAUCCCACUGCAAUGGACCCAGGCAGCGCCCCAGGAAGCCAUGC
(((((((((((.......(((...&......................))).......))))))))))). -
18.34
>ENSG00000145925 hs-mir-135b   1927   1934
UAUGGCUUUUUAUUCCUAUGUGAU&AGACAUGUGUCUUCUCUGUCCGUUUCCAAUAGGUAAAGCCAUAU
(((((((((.....(((((..((.&........................))..))))).))))))))). -
20.40
mir-135b ENSMUSG00000025867 2000 nt UTR 2 hits 1756 1941
----------------------------------------------------------------------1---
---1--
>ENSMUSG00000025867 hs-mir-135b   1756   1763
UAUGGCUUUUUAUUCCUAUGUGAU&AAUGCUACUGGGACAGACCCAGGCAGUACCCUAGGAAGCCAUGC
((((((((((((.(((((.(((..&.....))))))))..................)))))))))))). -
20.71
>ENSMUSG00000025867 hs-mir-135b   1941   1948
UAUGGCUUUUUAUUCCUAUGUGAU&AGACAGACGUCUUCCCUGUCCGUUUCCAAUAGUUAAAGCCAUAU
((((((((((((((...(((.(((&.................))))))....)))))..))))))))). -
17.70
mir-135b ENSMUSG00000033615 3569 nt UTR 2 hits 110 1246



----1--------------------------------------------1------------------------
---------------------------------------------------------------------
>ENSMUSG00000033615 hs-mir-135b    110    117
UAUGGCUUUUUAUUCCUAUGUGAU&GGGAGCAGAUGCAGCCCCCCUACCCCCGCAAAAAUAAGCCAUAG
(((((((((((.(((((.......&))))).)))..........................)))))))). -
16.36
>ENSMUSG00000033615 hs-mir-135b   1246   1253
UAUGGCUUUUUAUUCCUAUGUGAU&CAUUGACCUUCAUGACCUUACAUAGCUCUUUAGAGAAGCCAUAA
(((((((((((....((((((((.&.................)))))))).......))))))))))). -
24.20
mir-135b ENSRNOG00000000105 2000 nt UTR 2 hits 1689 1875
-------------------------------------------------------------------1------
1-----
>ENSRNOG00000000105 hs-mir-135b   1689   1696
UAUGGCUUUUUAUUCCUAUGUGAU&AAUGCUACUGGGACAGACCCAGGCAGUGCCCCAGGAAGCCAUGC
(((((((((((..(((((.(((..&.....))))))))...................))))))))))). -
19.30
>ENSRNOG00000000105 hs-mir-135b   1875   1882
UAUGGCUUUUUAUUCCUAUGUGAU&AGACAGACGUCUUCCCUGUCCGUUUCCAAUAGUUAAAGCCAUAU
((((((((((((((...(((.(((&.................))))))....)))))..))))))))). -
17.70

miRNA: mir-135b
Human predicted target: ENSG00000147274
Mouse predicted target: ENSMUSG00000031134
Rat predicted target: ENSRNOG00000000866
Hs Gene description: HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN G (HNRNP G)
(RNA BINDING MOTIF PROTEIN, X CHROMOSOME) (GLYCOPROTEIN P43).
[Source:SWISSPROT;Acc:P38159] NM_002139
mir-135b ENSG00000147274 2681 nt UTR 3 hits 1301 1588 1610
----------------------------------------------------1----------11---------
----------------------------------
>ENSG00000147274 hs-mir-135b   1301   1308
UAUGGCUUUUUAUUCCUAUGUGAU&UGGCUUAAGUUUGGGGUCCCCCUUUUUACCCCUGUAAGCCAUU
.(((((((.....(((((......&...........)))))...................))))))). -
14.45
>ENSG00000147274 hs-mir-135b   1588   1595
UAUGGCUUUUUAUUCCUAUGUGAU&UGGCAGUGCACCAUUGGAACAGAAUGACAAUCCAUAAGCCAUGC
(((((((((((.((((.(((((..&........))).)).)))).)))............)))))))). -
18.50
>ENSG00000147274 hs-mir-135b   1610   1617
UAUGGCUUUUUAUUCCUAUGUGAU&AAUGACAAUCCAUAAGCCAUGCAACUUAACAAUUUAAGCCAUU
.(((((((...((((.((((.(((&.......))))))).)..............)))..))))))). -
12.83
mir-135b ENSMUSG00000031134 2737 nt UTR 3 hits 1348 1641 1663
-----------------------------------------------------1-----------11-------
------------------------------------



>ENSMUSG00000031134 hs-mir-135b   1348   1355
UAUGGCUUUUUAUUCCUAUGUGAU&GCUUAGGAUUGGGGUCCCCCUGUCUUGACCCCUAUAAGCCAUU
.(((((((((((.(((((.((...&)).))))).))))......................))))))). -
17.44
>ENSMUSG00000031134 hs-mir-135b   1641   1648
UAUGGCUUUUUAUUCCUAUGUGAU&UGGCAGUGCACCAUUGGAAAAGAAUGAGAAUCCAUAAGCCAUGC
(((((((((((.((((.(((((..&........))).)).)))).)))............)))))))). -
18.50
>ENSMUSG00000031134 hs-mir-135b   1663   1670
UAUGGCUUUUUAUUCCUAUGUGAU&AAUGAGAAUCCAUAAGCCAUGCAACUUAACCAUUUAAGCCAUU
.(((((((........((((.(((&.......))))))).....................))))))). -
12.65
mir-135b ENSRNOG00000000866 2703 nt UTR 3 hits 1296 1585 1607
---------------------------------------------------1-----------11---------
-----------------------------------
>ENSRNOG00000000866 hs-mir-135b   1296   1303
UAUGGCUUUUUAUUCCUAUGUGAU&GGCUUAGGAUUGGGGUCCCCCUGUCUGACCCCUAUAAGCCAUU
.(((((((((((.(((((.((...&.)).))))).)))).....................))))))). -
17.89
>ENSRNOG00000000866 hs-mir-135b   1585   1592
UAUGGCUUUUUAUUCCUAUGUGAU&UGGCAGUGCUCCAUUGGAAAAGAAUGAGAAUCCAUAAGCCAUGC
(((((((((((.((((.(((.((.&.........))))).)))).)))............)))))))). -
18.80
>ENSRNOG00000000866 hs-mir-135b   1607   1614
UAUGGCUUUUUAUUCCUAUGUGAU&AAUGAGAAUCCAUAAGCCAUGCAACUUAACCAUUUAAGCCAUU
.(((((((........((((.(((&.......))))))).....................))))))). -
12.65

miRNA: mir-135b
Human predicted target: ENSG00000161642
Mouse predicted target: ENSMUSG00000000552
Rat predicted target: ENSRNOG00000017818
Hs Gene description: NM_015481
mir-135b ENSG00000161642 3120 nt UTR 2 hits 290 343
-----------1-1------------------------------------------------------------
---------------------------------------------------
>ENSG00000161642 hs-mir-135b    290    297
UAUGGCUUUUUAUUCCUAUGUGAU&CCCCCGAGCCCCCUUGGAGACACCCCCCCUCCCAAAAGCCAUGU
((((((((((.........(((..&....................)))..........)))))))))). -
17.31
>ENSG00000161642 hs-mir-135b    343    350
UAUGGCUUUUUAUUCCUAUGUGAU&CCUUCCCCCCAAACCUAGCACAAAACGGGGUUCACAAGCCAUGG
((((((((...(((((..((((..&..................))))....)))))....)))))))). -
21.50
mir-135b ENSMUSG00000000552 2000 nt UTR 2 hits 288 342
-----------1-1------------------------------------------------------------
------



>ENSMUSG00000000552 hs-mir-135b    288    295
UAUGGCUUUUUAUUCCUAUGUGAU&CACCCCCGAGCCCCCUCGGAGACACCCCCUCCCAAAAGCCAUGU
((((((((((.........(((..&......................)))........)))))))))). -
17.43
>ENSMUSG00000000552 hs-mir-135b    342    349
UAUGGCUUUUUAUUCCUAUGUGAU&CUUCCCCUCCAAACCUAGCACAAAACGGGGUUCACAAGCCAUGG
((((((((...(((((..((((..&..................))))....)))))....)))))))). -
21.50
mir-135b ENSRNOG00000017818 2000 nt UTR 2 hits 288 342
-----------1-1------------------------------------------------------------
------
>ENSRNOG00000017818 hs-mir-135b    288    295
UAUGGCUUUUUAUUCCUAUGUGAU&CACCCCCGAGCCCCCUCGGAGACACCCCCUCCCAAAAGCCAUGU
((((((((((.........(((..&......................)))........)))))))))). -
17.43
>ENSRNOG00000017818 hs-mir-135b    342    349
UAUGGCUUUUUAUUCCUAUGUGAU&CUUCCCCUCCAAACCUAGCACAAAACGGGGUUCACAAGCCAUGG
((((((((...(((((..((((..&..................))))....)))))....)))))))). -
21.50

miRNA: mir-135b
Human predicted target: ENSG00000163873
Mouse predicted target: ENSMUSG00000001985
Rat predicted target: ENSRNOG00000008992
Hs Gene description: GLUTAMATE RECEPTOR, IONOTROPIC KAINATE 3 PRECURSOR
(GLUTAMATE RECEPTOR 7) (GLUR-7) (GLUR7) (EXCITATORY AMINO ACID RECEPTOR 5)
(EAA5). [Source:SWISSPROT;Acc:Q13003] NM_000831
mir-135b ENSG00000163873 2838 nt UTR 3 hits 1898 2155 2315
--------------------------------------------------------------------------
-1----------1-----1---------------------
>ENSG00000163873 hs-mir-135b   1898   1905
UAUGGCUUUUUAUUCCUAUGUGAU&CAUACACCAAAGCCCCAUGCAUGUAAUGUUAGGAAAAGCCAUGC
(((((((((((.....((((((..&...................)))))).......))))))))))). -
20.20
>ENSG00000163873 hs-mir-135b   2155   2162
UAUGGCUUUUUAUUCCUAUGUGAU&GAAGCAGCAAGGCCCCAUAUAUGUAAAAACAGGAGAAGCCAUGU
(((((((((((...(.((((((..&...............)))))).).........))))))))))). -
19.80
>ENSG00000163873 hs-mir-135b   2315   2322
UAUGGCUUUUUAUUCCUAUGUGAU&CUUACCUGCAGCUAGCCAAAUAUGCGUAAAAGGAGAAGCCAUGU
(((((((((((.....(((((...&.......................)))))....))))))))))). -
21.00
mir-135b ENSMUSG00000001985 2257 nt UTR 2 hits 2053 2227
--------------------------------------------------------------------------
--------1------1-
>ENSMUSG00000001985 hs-mir-135b   2053   2060
UAUGGCUUUUUAUUCCUAUGUGAU&CCGGUAACAGAGUCUCAUCUAUGUAAAAACAGGAGAAGCCAUGU



(((((((((((.....((((((((&................))).))))).......))))))))))). -
18.60
>ENSMUSG00000001985 hs-mir-135b   2227   2234
UAUGGCUUUUUAUUCCUAUGUGAU&CAGCCUGAAGUAUAGCCAAAUACUUGUAAAAGGAGAAGCCAUGU
(((((((((((........(((..&....................))).........))))))))))). -
18.53
mir-135b ENSRNOG00000008992 2706 nt UTR 3 hits 1766 2001 2250
----------------------------------------------------------------------1---
------1--------1-------------------
>ENSRNOG00000008992 hs-mir-135b   1766   1773
UAUGGCUUUUUAUUCCUAUGUGAU&CUUGCAGUCAAGCCCAGGGCACACAAUGAUAGGAAAAGCCAUGC
(((((((((((..((...((((..&.....................))))..))...))))))))))). -
22.50
>ENSRNOG00000008992 hs-mir-135b   2001   2008
UAUGGCUUUUUAUUCCUAUGUGAU&CCUGCAACAGAGUCUCAUCUAUGUAAAAACGAGAGAAGCCAUGU
(((((((((((.....((((((((&................))).))))).......))))))))))). -
17.50
>ENSRNOG00000008992 hs-mir-135b   2250   2257
UAUGGCUUUUUAUUCCUAUGUGAU&CAACCUGCAGUAUAGCCAAAUACUUGUAAAAGGAGAAGCCAUGU
(((((((((((........(((..&....................))).........))))))))))). -
18.53

miRNA: mir-135b
Human predicted target: ENSG00000172845
Mouse predicted target: ENSMUSG00000027109
Mouse predicted target: ENSMUSG00000041788
Rat predicted target: ENSRNOG00000019263
Hs Gene description: TRANSCRIPTION FACTOR SP3 (SPR-2) (FRAGMENT).
[Source:SWISSPROT;Acc:Q02447]
mir-135b ENSG00000172845 3411 nt UTR 2 hits 633 886
-------------------------1---------1--------------------------------------
---------------------------------------------------------------
>ENSG00000172845 hs-mir-135b    633    640
UAUGGCUUUUUAUUCCUAUGUGAU&ACUCUAGGGAUAGUCACCUUUUAAAUCCUGUUGAAAAGCCAUGU
((((((((((((((((((......&....)))))).....................)))))))))))). -
21.09
>ENSG00000172845 hs-mir-135b    886    893
UAUGGCUUUUUAUUCCUAUGUGAU&CUUGUUUCCAAAAACCAUGUCUCCCAGGGCCUUAAAAGCCAUC
.(((((((((...((((..(.(((&..................))).)..))))....))))))))). -
19.70
mir-135b ENSMUSG00000027109 3632 nt UTR 2 hits 628 910
-------------------------1----------1-------------------------------------
------------------------------------------------------------------------
>ENSMUSG00000027109 hs-mir-135b    628    635
UAUGGCUUUUUAUUCCUAUGUGAU&CCUUUAGGGAUAGUCACCUUUUAAAUCCUGUUGAAAAGCCAUGU
((((((((((((((((((......&....)))))).....................)))))))))))). -
21.19



>ENSMUSG00000027109 hs-mir-135b    910    917
UAUGGCUUUUUAUUCCUAUGUGAU&AAAAAAAAAAAAAAAUAUGUCUGCCAGGGCCUUAAAAGCCAUC
.(((((((((...((((....(((&..................)))....))))....))))))))). -
19.20
mir-135b ENSMUSG00000041788 2000 nt UTR 1 hits 1252
--------------------------------------------------1-----------------------
------
>ENSMUSG00000041788 hs-mir-135b   1252   1259
UAUGGCUUUUUAUUCCUAUGUGAU&UUAGUUGUAGGCAAUGAAGUUUAUGUGGGUUGCAAAAGCCAUAG
((((((((((....(((((((((.&....................)))))))))....)))))))))). -
25.50
mir-135b ENSRNOG00000019263 3628 nt UTR 2 hits 630 900
-------------------------1---------1--------------------------------------
------------------------------------------------------------------------
>ENSRNOG00000019263 hs-mir-135b    630    637
UAUGGCUUUUUAUUCCUAUGUGAU&CCUUUAGGGAUAGUCACCUUUUAAAUCCUGUUGAAAAGCCAUGU
((((((((((((((((((......&....)))))).....................)))))))))))). -
21.19
>ENSRNOG00000019263 hs-mir-135b    900    907
UAUGGCUUUUUAUUCCUAUGUGAU&CUUGUUUCCAAAAAAUAUGUCUGCCAGGGCCUUAAAAGCCAUC
.(((((((((...((((....(((&..................)))....))))....))))))))). -
19.20

miRNA: mir-135b
Human predicted target: ENSG00000173153
Mouse predicted target: ENSMUSG00000024955
Rat predicted target: ENSRNOG00000021139
Hs Gene description: STEROID HORMONE RECEPTOR ERR1 (ESTROGEN-RELATED
RECEPTOR, ALPHA) (ERR-ALPHA) (ESTROGEN RECEPTOR-LIKE 1).
[Source:SWISSPROT;Acc:P11474] NM_004451
mir-135b ENSG00000173153 2779 nt UTR 2 hits 228 267
---------11---------------------------------------------------------------
--------------------------------------
>ENSG00000173153 hs-mir-135b    228    235
UAUGGCUUUUUAUUCCUAUGUGAU&UGUGUCCAGGCUCUGGGCACAGUGCUGCCCCUUGCAAGCCAUAA
((((((((..........((((..&.................))))..............)))))))). -
16.45
>ENSG00000173153 hs-mir-135b    267    274
UAUGGCUUUUUAUUCCUAUGUGAU&CAUAACGUGCCCCCAGAGUGUAGGGGGCCUUGCGGAAGCCAUAG
((((((((((..((((((..(...&.................)..)))))).......)))))))))). -
22.40
mir-135b ENSMUSG00000024955 2773 nt UTR 2 hits 237 278
---------1-1--------------------------------------------------------------
-------------------------------------
>ENSMUSG00000024955 hs-mir-135b    237    244
UAUGGCUUUUUAUUCCUAUGUGAU&GAAUGCCCAGGUGUGGGCACAGUGCUGCCCCUUGCAAGCCAUAA



(((((((((((((.(((..((...&....))..))).)))))..................)))))))). -
16.46
>ENSMUSG00000024955 hs-mir-135b    278    285
UAUGGCUUUUUAUUCCUAUGUGAU&UAACGUGCCCCCCAAGAGUGUUGGGGGCCUCGCGGAAGCCAUAG
((((((((((..((((((......&.....................))))))......)))))))))). -
19.30
mir-135b ENSRNOG00000021139 2765 nt UTR 4 hits 226 269 935 978
---------11--------------------------1-1----------------------------------
-------------------------------------
>ENSRNOG00000021139 hs-mir-135b    226    233
UAUGGCUUUUUAUUCCUAUGUGAU&GAAUGCCCAGGUGUGGGCACAGUGCUGCCCCUUGCAAGCCAUAA
(((((((((((((.(((..((...&....))..))).)))))..................)))))))). -
16.46
>ENSRNOG00000021139 hs-mir-135b    269    276
UAUGGCUUUUUAUUCCUAUGUGAU&ACGUGCCCCCUCCCAGAGUGUCGGGGGCCUUGCGGAAGCCAUAG
((((((((((....(((...((((&...................)))).)))......)))))))))). -
19.40
>ENSRNOG00000021139 hs-mir-135b    935    942
UAUGGCUUUUUAUUCCUAUGUGAU&GAAUGCCCAGGUGUGGGCACAGUGCUGCCCCUUGCAAGCCAUAA
(((((((((((((.(((..((...&....))..))).)))))..................)))))))). -
16.46
>ENSRNOG00000021139 hs-mir-135b    978    985
UAUGGCUUUUUAUUCCUAUGUGAU&ACGUGCCCCCUCCCAGAGUGUCGGGGGCCUUGCGGAAGCCAUAG
((((((((((....(((...((((&...................)))).)))......)))))))))). -
19.40

miRNA: mir-137
Human predicted target: ENSG00000135333
Mouse predicted target: ENSMUSG00000028289
Rat predicted target: ENSRNOG00000007030
Hs Gene description: EPHRIN TYPE-A RECEPTOR 7 PRECURSOR (EC 2.7.1.112)
(TYROSINE-PROTEIN KINASE RECEPTOR EHK-3) (EPH HOMOLOGY KINASE-3) (RECEPTOR
PROTEIN- TYROSINE KINASE HEK11). [Source:SWISSPROT;Acc:Q15375]
mir-137 ENSG00000135333 2000 nt UTR 2 hits 747 1316
-----------------------------1----------------------1---------------------
------
>ENSG00000135333 hs-mir-137    747    754
UAUUGCUUAAGAAUACGCGUAG&AAAGAUCAGACAACACACUAUCUUUUCAAUGAAAAAAGCAAUAA
((((((((..............&...................................)))))))). -12.60
>ENSG00000135333 hs-mir-137   1316   1323
UAUUGCUUAAGAAUACGCGUAG&AACCAUAUUAUUUGAUUACUGUGUUAGAAUUUCAUAAGCAAUAA
(((((((((.(((.((((((((&...............)))).))))......))).))))))))). -19.50
mir-137 ENSMUSG00000028289 2386 nt UTR 2 hits 776 1383
-------------------------------1-----------------------1------------------
----------------------
>ENSMUSG00000028289 hs-mir-137    776    783
UAUUGCUUAAGAAUACGCGUAG&UACUAACUUUUCAAUGAAAAAAAAAAAAAAAAAGAAAGCAAUAA



((((((((..............&...................................)))))))). -12.60
>ENSMUSG00000028289 hs-mir-137   1383   1390
UAUUGCUUAAGAAUACGCGUAG&GACCAUAUUAUUUGGUUACUGUGUUUGAAUUUCAUAAGCAAUAA
(((((((((.(((.((((((((&...............)))).))))......))).))))))))). -19.40
mir-137 ENSRNOG00000007030 3416 nt UTR 4 hits 955 1655 2534 2702
--------------------------------------1---------------------------1-------
---------------------------1------1----------------------------
>ENSRNOG00000007030 hs-mir-137    955    962
UAUUGCUUAAGAAUACGCGUAG&AUAAGAAGUUCUUUGUGGUCGUCAGCUGAAUCUGAAAGCAAUC
.(((((((.(((....((....&........................))....)))..))))))). -14.60
>ENSRNOG00000007030 hs-mir-137   1655   1662
UAUUGCUUAAGAAUACGCGUAG&AGUGAAUGUGGUUGUUGUACUGUUGUACGUUGCUUAAGCAAUU
.((((((((((...(((..(((&......................)))..)))..)))))))))). -19.80
>ENSRNOG00000007030 hs-mir-137   2534   2541
UAUUGCUUAAGAAUACGCGUAG&AUAAGAAGUUCUUUGUGGUCGUCAGCUGAAUCUGAAAGCAAUC
.(((((((.(((....((....&........................))....)))..))))))). -14.60
>ENSRNOG00000007030 hs-mir-137   2702   2709
UAUUGCUUAAGAAUACGCGUAG&AAAAUAUAGUCCACGGACUGCCAUAGUGUUCUGGAAAGCAAUGG
((((((((.(((((((..((((&.................))))....)))))))...)))))))). -23.00

miRNA: mir-138
Human predicted target: ENSG00000007816
Mouse predicted target: ENSMUSG00000024312
Rat predicted target: ENSRNOG00000000472
Hs Gene description: WD-REPEAT PROTEIN BING4.
[Source:SWISSPROT;Acc:O15213] NM_005452
mir-138 ENSG00000007816 2171 nt UTR 3 hits 819 917 1806
--------------------------------1---1-----------------------------------1-
-------------
>ENSG00000007816 hs-mir-138    819    826
AGCUGGUGUUGUGAAUC&CAAAAGGGCGCAGUCCUUUCCCCGUCAGAGCCACCCACCAGCUU
((((((((..(((..((&...........................))..))).)))))))). -21.00
>ENSG00000007816 hs-mir-138    917    924
AGCUGGUGUUGUGAAUC&CCCAUAGCAGCACCGGUCUAGCGGGUAGUGGGUGGCACCAGCC
.((((((((..(..((.&...........................))..)..)))))))). -21.40
>ENSG00000007816 hs-mir-138   1806   1813
AGCUGGUGUUGUGAAUC&CCCAACCCCGAAGGCCCGAAGAGGGUCCAGACGAUCACCAGCA
.(((((((((((.....&..............................)))).))))))). -21.00
mir-138 ENSMUSG00000024312 2279 nt UTR 3 hits 831 929 1308
---------------------------------1---1--------------1---------------------
------------------
>ENSMUSG00000024312 hs-mir-138    831    838
AGCUGGUGUUGUGAAUC&CAAAAGGGUGCAGUCCUCUCCCCAUUCAUGCCGCUCACCAGCUU
((((((((.(((((((.&.......................))))))).....)))))))). -20.40
>ENSMUSG00000024312 hs-mir-138    929    936
AGCUGGUGUUGUGAAUC&CCCGUAACAGCACCGAUCCAAGGGGUAGUGGGUAGCACCAGCC
.((((((((((......&................................)))))))))). -20.60



>ENSMUSG00000024312 hs-mir-138   1308   1315
AGCUGGUGUUGUGAAUC&UGCUCCGAAGGCCCCCCUCUUUGUAUCAGCUCUGACACCAGCUC
(((((((((((.((...&..............................))))))))))))). -21.20
mir-138 ENSRNOG00000000472 2202 nt UTR 3 hits 1034 1132 1511
-----------------------------------------1---1--------------1-------------
---------------
>ENSRNOG00000000472 hs-mir-138   1034   1041
AGCUGGUGUUGUGAAUC&CAAAAGGGCUCAGUCCUUCUCCCAUUCAGUCCUCUCACCAGCUU
((((((((...(((((.&.......................))))).......)))))))). -18.80
>ENSRNOG00000000472 hs-mir-138   1132   1139
AGCUGGUGUUGUGAAUC&CCCGUAACAGCACCUAUCCAGUGGGUAGUGGGUAGCACCAGCC
.((((((((((......&................................)))))))))). -20.60
>ENSRNOG00000000472 hs-mir-138   1511   1518
AGCUGGUGUUGUGAAUC&UGCUCUGAAGGCCCCCCUCUCUGUAUCAGUUCUGACACCAGCUC
(((((((((((.((((.&............................))))))))))))))). -23.00

miRNA: mir-138
Human predicted target: ENSG00000054598
Mouse predicted target: ENSMUSG00000050295
Rat predicted target: ENSRNOG00000017800
Hs Gene description: FORKHEAD BOX PROTEIN C1 (FORKHEAD-RELATED PROTEIN
FKHL7) (FORKHEAD- RELATED TRANSCRIPTION FACTOR 3) (FREAC-3).
[Source:SWISSPROT;Acc:Q12948] NM_001453
mir-138 ENSG00000054598 2000 nt UTR 3 hits 124 160 166
----1-2-------------------------------------------------------------------
------
>ENSG00000054598 hs-mir-138    124    131
AGCUGGUGUUGUGAAUC&AUCCAAUUAAAAAAAACCCCUGAGAAUAUUCACCACACCAGCG
.((((((((.((((((.&...........................)))))).)))))))). -26.70
>ENSG00000054598 hs-mir-138    160    167
AGCUGGUGUUGUGAAUC&ACCAGCGAACAGAAUAUCCCUCCAAAAAUUCAGCUCACCAGCA
.(((((((...(((((.&...........................)))))...))))))). -21.50
>ENSG00000054598 hs-mir-138    166    173
AGCUGGUGUUGUGAAUC&GAACAGAAUAUCCCUCCAAAAAUUCAGCUCACCAGCACCAGCA
.(((((((((((((...&............................))).)))))))))). -25.60
mir-138 ENSMUSG00000050295 3418 nt UTR 2 hits 125 159
----1-1-------------------------------------------------------------------
---------------------------------------------------------------
>ENSMUSG00000050295 hs-mir-138    125    132
AGCUGGUGUUGUGAAUC&AACAUACAAAUUUUAAAACUUGAGAAGAUUCCUCACACCAGCG
.((((((((...(((((&..........................)))))...)))))))). -23.60
>ENSMUSG00000050295 hs-mir-138    159    166
AGCUGGUGUUGUGAAUC&ACACCAGCGAACAGAAUCUCUCCUGAAAUUCAGCUCACCAGCA
.(((((((...(((((.&...........................)))))...))))))). -21.50
mir-138 ENSRNOG00000017800 2000 nt UTR 2 hits 128 162
-----11-------------------------------------------------------------------
------



>ENSRNOG00000017800 hs-mir-138    128    135
AGCUGGUGUUGUGAAUC&AACUUACAAAAUUUAAAACUUGAGAAGAUUCAUCACACCAGCG
.((((((((.(((((((&..........................))))))).)))))))). -28.10
>ENSRNOG00000017800 hs-mir-138    162    169
AGCUGGUGUUGUGAAUC&ACACCAGCGAACAGAAUCUCUCCUGAAAUUCAACUCACCAGCA
.(((((((...(((((.&...........................)))))...))))))). -22.60

miRNA: mir-138
Human predicted target: ENSG00000070886
Mouse predicted target: ENSMUSG00000028661
Rat predicted target: ENSRNOG00000013036
Hs Gene description: EPHRIN TYPE-A RECEPTOR 8 PRECURSOR (EC 2.7.1.112)
(TYROSINE-PROTEIN KINASE RECEPTOR EEK) (EPH-AND ELK-RELATED KINASE)
(HEK3). [Source:SWISSPROT;Acc:P29322] NM_020526
mir-138 ENSG00000070886 3853 nt UTR 2 hits 615 1469
------------------------1---------------------------------1---------------
--------------------------------------------------------------------------
-------
>ENSG00000070886 hs-mir-138    615    622
AGCUGGUGUUGUGAAUC&CCUGGAGGCUGGAGCCAGGGGCCACUUCUGAACUGCACCAGCA
.((((((((.((.....&...............................)).)))))))). -21.20
>ENSG00000070886 hs-mir-138   1469   1476
AGCUGGUGUUGUGAAUC&CCCUCCCCAUAGCCAGCACAGCUAUCCCGCGGGGACACCAGCA
.((((((((((((....&...........................)))...))))))))). -22.20
mir-138 ENSMUSG00000028661 3628 nt UTR 3 hits 561 1310 2691
----------------------1-----------------------------1---------------------
---------------------------------1--------------------------------------
>ENSMUSG00000028661 hs-mir-138    561    568
AGCUGGUGUUGUGAAUC&GCCUGCAGGCUGGAGCCCAGGCUGCUUCCGAAUCACACCAGCA
.((((((((........&..................................)))))))). -19.20
>ENSMUSG00000028661 hs-mir-138   1310   1317
AGCUGGUGUUGUGAAUC&AUCCCUGCCCACAGCCAGCACAGCACCCUGUGAGACACCAGCA
.(((((((((.......&.................................))))))))). -21.10
>ENSMUSG00000028661 hs-mir-138   2691   2698
AGCUGGUGUUGUGAAUC&CGGUAUGCUGUACCUUGCACUUUGAAUAACAGGCACACCAGCG
.((((((((.((.....&................................)))))))))). -20.70
mir-138 ENSRNOG00000013036 2000 nt UTR 2 hits 1265 1641
--------------------------------------------------1--------------1--------
------
>ENSRNOG00000013036 hs-mir-138   1265   1272
AGCUGGUGUUGUGAAUC&AUCCCUGCCCACAGCCAGCACAGCACCCCGCGUGACACCAGCA
.((((((((..((....&..............................))..)))))))). -24.50
>ENSRNOG00000013036 hs-mir-138   1641   1648
AGCUGGUGUUGUGAAUC&UUCUCCCCCCUCCCCCCAUAUCUGCUUCCACUAGGCACCAGCA
.((((((((.(((....&............................)))...)))))))). -22.60



miRNA: mir-138
Human predicted target: ENSG00000084628
Mouse predicted target: ENSMUSG00000023199
Rat predicted target: ENSRNOG00000011445
Hs Gene description: NM_024522
mir-138 ENSG00000084628 3957 nt UTR 2 hits 405 1165
----------------1-----------------------------1---------------------------
--------------------------------------------------------------------------
-----------
>ENSG00000084628 hs-mir-138    405    412
AGCUGGUGUUGUGAAUC&GGACAUCAGACCCAUCCCAUCCCACCACACUCACUCACCAGCUC
((((((((..((((...&..............................)))).)))))))). -22.80
>ENSG00000084628 hs-mir-138   1165   1172
AGCUGGUGUUGUGAAUC&UGGUCAGCGCUGCCCAGACUCCAGUGUUUACAGAUCACCAGCA
.(((((((((((((((.&.........................))))))))..))))))). -23.10
mir-138 ENSMUSG00000023199 2543 nt UTR 2 hits 791 1570
-------------------------------1------------------------------1-----------
----------------------------
>ENSMUSG00000023199 hs-mir-138    791    798
AGCUGGUGUUGUGAAUC&GCAUUCCAGAACACUCACAUAUCACAGCCACCACGCACCAGCUC
((((((((((((((...&.....................)))))........))))))))). -23.10
>ENSMUSG00000023199 hs-mir-138   1570   1577
AGCUGGUGUUGUGAAUC&UAGGCUAGGCUACCUCUUGCCACUGGGCCACCUCCCACCAGCC
.(((((((..(((..((&........................))..)))....))))))). -18.40
mir-138 ENSRNOG00000011445 2499 nt UTR 2 hits 752 1575
------------------------------1-------------------------------1-----------
--------------------------
>ENSRNOG00000011445 hs-mir-138    752    759
AGCUGGUGUUGUGAAUC&GCAAUCCCGCACACUCACAUAUCACCACCACAACACACCAGCUC
(((((((((((((....&............................))))..))))))))). -23.10
>ENSRNOG00000011445 hs-mir-138   1575   1582
AGCUGGUGUUGUGAAUC&UAAGUCAGGCUACCUCUUGCCACUGGGUCACUUCCCACCAGCA
.(((((((..((((..(&........................)..))))....))))))). -21.60

miRNA: mir-138
Human predicted target: ENSG00000101361
Mouse predicted target: ENSMUSG00000027405
Rat predicted target: ENSRNOG00000007128
Hs Gene description: NUCLEOLAR PROTEIN NOP56 (NUCLEOLAR PROTEIN 5A).
[Source:SWISSPROT;Acc:O00567] NM_006392
mir-138 ENSG00000101361 2099 nt UTR 2 hits 1783 1877
-----------------------------------------------------------------------1--
-1--------
>ENSG00000101361 hs-mir-138   1783   1790
AGCUGGUGUUGUGAAUC&UGCGUAUUCUGCACUAUAGCUCUCACCAGGGACCACACCAGCUC
(((((((((.((.....&...............................)).))))))))). -20.80
>ENSG00000101361 hs-mir-138   1877   1884



AGCUGGUGUUGUGAAUC&GGCAUCACAAGCACAUCAAACUGGUAAGGAUUCUGCACCAGCUA
(((((((((...(((((&............................))))).))))))))). -24.80
mir-138 ENSMUSG00000027405 2089 nt UTR 2 hits 285 1874
-----------1--------------------------------------------------------------
1---------
>ENSMUSG00000027405 hs-mir-138    285    292
AGCUGGUGUUGUGAAUC&UUGUCGCAACAACCCACCCUUUGAGAUACCCUUAACACCAGCC
.((((((((((.(.(((&........................))).)...)))))))))). -20.20
>ENSMUSG00000027405 hs-mir-138   1874   1881
AGCUGGUGUUGUGAAUC&GGCAUCACGAGCACAUCAAACUGGUAAGGGUUCUGCACCAGCUA
(((((((((...(((((&............................))))).))))))))). -24.20
mir-138 ENSRNOG00000007128 2000 nt UTR 3 hits 527 1659 1753
---------------------1--------------------------------------------1---1---
------
>ENSRNOG00000007128 hs-mir-138    527    534
AGCUGGUGUUGUGAAUC&AGCCUCCCAUGUCUCGAGUCCGGACCUACAGCCACCACCAGCA
.((((((((((((..((&......................))..)))))....))))))). -18.90
>ENSRNOG00000007128 hs-mir-138   1659   1666
AGCUGGUGUUGUGAAUC&UGCAUACUCUGCACUGUAGCUCUCACCAGGAACCACACCAGCUC
(((((((((.((.....&...............................)).))))))))). -20.70
>ENSRNOG00000007128 hs-mir-138   1753   1760
AGCUGGUGUUGUGAAUC&GGCAUCACAAGCACAUCAAACUGGUAAGGAUUCUGCACCAGCUA
(((((((((...(((((&............................))))).))))))))). -24.80

miRNA: mir-138
Human predicted target: ENSG00000108262
Mouse predicted target: ENSMUSG00000011877
Rat predicted target: ENSRNOG00000014883
Hs Gene description: ARF GTPASE-ACTIVATING PROTEIN GIT1 (G PROTEIN-COUPLED
RECEPTOR KINASE- INTERACTOR 1). [Source:SWISSPROT;Acc:Q9Y2X7] NM_014030
mir-138 ENSG00000108262 3226 nt UTR 4 hits 457 1109 2002 2108
------------------1-------------------------1-----------------------------
------1---1---------------------------------------------
>ENSG00000108262 hs-mir-138    457    464
AGCUGGUGUUGUGAAUC&GUACAUAGUCUCCAUGGAUGUCCCUGCCCUGUAGCCACCAGCC
.(((((((.........&...................................))))))). -17.10
>ENSG00000108262 hs-mir-138   1109   1116
AGCUGGUGUUGUGAAUC&AGCCUGGGAAGGCUGGAGAGGCAGACGGUGGGACCCACCAGCUC
((((((((......(((&..........................)))......)))))))). -17.80
>ENSG00000108262 hs-mir-138   2002   2009
AGCUGGUGUUGUGAAUC&GCGGGGGCCUCGGGUAGGGUAGGGAGGGAACUCCUCACCAGCC
.(((((((..((...((&.......................))....))....))))))). -17.30
>ENSG00000108262 hs-mir-138   2108   2115
AGCUGGUGUUGUGAAUC&UGCAGCCGUGUGCAGAGCGUGGCCAGGGUGAGCAGCACCAGCA
.(((((((((((..(((&..........................)))..))))))))))). -27.00
mir-138 ENSMUSG00000011877 2000 nt UTR 3 hits 763 1069 1858



------------------------------1-----------1-------------------------------
1-----
>ENSMUSG00000011877 hs-mir-138    763    770
AGCUGGUGUUGUGAAUC&UCUCCCCCCACCUGGGACAGGGAGACUGUCAGGGUCACCAGCUG
((((((((((.(((...&............................))).)).)))))))). -22.10
>ENSMUSG00000011877 hs-mir-138   1069   1076
AGCUGGUGUUGUGAAUC&GCAGCUGGGAAGGCCGGCAAGGCACUGACAGCACCCACCAGCUC
((((((((..(((..((&..........................))...))).)))))))). -19.50
>ENSMUSG00000011877 hs-mir-138   1858   1865
AGCUGGUGUUGUGAAUC&UUGGGCGCACCAGAAAGGGGGAGGGGGGCUCUUCUCACCAGCC
.(((((((....((..(&..........................)..))....))))))). -18.50
mir-138 ENSRNOG00000014883 2874 nt UTR 3 hits 752 1058 1896
------------------------------1-----------1-------------------------------
-1---------------------------------------
>ENSRNOG00000014883 hs-mir-138    752    759
AGCUGGUGUUGUGAAUC&CCCUCUACCCAACCUGGGACGGGGACUGUCAGGGUCACCAGCUG
((((((((((.(((...&............................))).)).)))))))). -22.10
>ENSRNOG00000014883 hs-mir-138   1058   1065
AGCUGGUGUUGUGAAUC&GCAGCUGAAAAAGCUGGCAAGGCACUGACAGCACCCACCAGCUA
((((((((..(((..((&..........................))...))).)))))))). -20.10
>ENSRNOG00000014883 hs-mir-138   1896   1903
AGCUGGUGUUGUGAAUC&GAUUGGGCGUACCUGCUGGGGGUUGAGGGGCUUCUCACCAGCC
.(((((((....(..((&..........................))..)....))))))). -17.50

miRNA: mir-138
Human predicted target: ENSG00000135596
Mouse predicted target: ENSMUSG00000019823
Rat predicted target: ENSRNOG00000000307
Hs Gene description: CASL INTERACTING MOLECULE.
[Source:SWISSPROT;Acc:Q8TDZ2]
mir-138 ENSG00000135596 2000 nt UTR 4 hits 463 590 1478 1934
------------------1----1-----------------------------------1--------------
---1--
>ENSG00000135596 hs-mir-138    463    470
AGCUGGUGUUGUGAAUC&UGUACGUGGAAGAGGUAGAAUGCACCUGCCCACAGCACCAGCC
.((((((((((((....&..............................)))))))))))). -27.10
>ENSG00000135596 hs-mir-138    590    597
AGCUGGUGUUGUGAAUC&GCCCCAGGCCAAUCACAUAGCUAGCGAAGGUGGCCCACCAGCG
.(((((((.(((((...&............)))))..................))))))). -20.31
>ENSG00000135596 hs-mir-138   1478   1485
AGCUGGUGUUGUGAAUC&GGGGAACCAGGUUGGUGAGGCGGGAGUUCUUCCAUCACCAGCUC
((((((((.((.(((..&.............................))))).)))))))). -21.00
>ENSG00000135596 hs-mir-138   1934   1941
AGCUGGUGUUGUGAAUC&ACAUAGGCGUUGAGCACCAUGCCACUUAGAUGGAGCACCAGCA
.(((((((((....(((&............................)))..))))))))). -20.60
mir-138 ENSMUSG00000019823 2140 nt UTR 2 hits 610 1888



------------------------1-------------------------------------------------
-1----------
>ENSMUSG00000019823 hs-mir-138    610    617
AGCUGGUGUUGUGAAUC&GCCCCCAAACGAUCACAUAGCCAGAGAAUGCAGCCCACCAGCG
.(((((((.((((.(((&..........)))))))..................))))))). -19.71
>ENSMUSG00000019823 hs-mir-138   1888   1895
AGCUGGUGUUGUGAAUC&ACGUAGGCAUUGAGCACCAGUCCACUUAGACGGAGCACCAGCA
.(((((((((.((....&..............................)).))))))))). -23.60
mir-138 ENSRNOG00000000307 2000 nt UTR 3 hits 609 1035 1881
------------------------1----------------1--------------------------------
-1----
>ENSRNOG00000000307 hs-mir-138    609    616
AGCUGGUGUUGUGAAUC&GCCCCAAAAUCAUCACAUAGCCAAAGAGUGCAGCCCACCAGCG
.(((((((.(((((...&............)))))..................))))))). -20.31
>ENSRNOG00000000307 hs-mir-138   1035   1042
AGCUGGUGUUGUGAAUC&GAUCCCAUCCUCUAGCUAUCAGUGGCCCAAGACCGCACCAGCUG
(((((((((.((.....&...............................)).))))))))). -21.70
>ENSRNOG00000000307 hs-mir-138   1881   1888
AGCUGGUGUUGUGAAUC&ACGUAGGCGUUGAGCACCAGUCCGCUUAGAUGGAGCACCAGCA
.(((((((((....(((&............................)))..))))))))). -20.60

miRNA: mir-138
Human predicted target: ENSG00000169375
Mouse predicted target: ENSMUSG00000042557
Rat predicted target: ENSRNOG00000017793
Hs Gene description: TRANSCRIPTIONAL CO-REPRESSOR SIN3A; TRANSCRIPTIONAL
REGULATOR, SIN3A (YEAST). [Source:RefSeq;Acc:NM_015477] NM_015477
mir-138 ENSG00000169375 3053 nt UTR 2 hits 295 726
-----------1-----------------1--------------------------------------------
-------------------------------------------------
>ENSG00000169375 hs-mir-138    295    302
AGCUGGUGUUGUGAAUC&UCCAUGCAAGCAAAGACAUGCAGUUUGCUUGCACACACCAGCA
.((((((((.(((....&...............................))))))))))). -23.20
>ENSG00000169375 hs-mir-138    726    733
AGCUGGUGUUGUGAAUC&UAUCUGCCUCUUUACUAGUCUACCUUAGUGCCAUCCACCAGCUU
((((((((..(((....&...............................))).)))))))). -18.80
mir-138 ENSMUSG00000042557 2775 nt UTR 3 hits 146 286 652
-----1-----1--------------1-----------------------------------------------
-------------------------------------
>ENSMUSG00000042557 hs-mir-138    146    153
AGCUGGUGUUGUGAAUC&AGGAAGAUGCCUUUCAAGCCACCAGUGCAACCAGGCACCAGCA
.(((((((((.((....&...........................))....))))))))). -21.00
>ENSMUSG00000042557 hs-mir-138    286    293
AGCUGGUGUUGUGAAUC&CAUGCAAGCACAGAGACAGGCAGCUUGCUUGCACACACCAGCA
.((((((((.(((....&...............................))))))))))). -23.20
>ENSMUSG00000042557 hs-mir-138    652    659
AGCUGGUGUUGUGAAUC&UACCUGCUUCUUUACUAGUCUGCCCUAGUGCCAUCCACCAGCUU



((((((((..(((....&...............................))).)))))))). -18.80
mir-138 ENSRNOG00000017793 2000 nt UTR 2 hits 285 630
-----------1-------------1------------------------------------------------
------
>ENSRNOG00000017793 hs-mir-138    285    292
AGCUGGUGUUGUGAAUC&UCCAUGCGAGCAGAGACAGGCAGCUCGCGUGCAUACACCAGCA
.(((((((((((((...&........................))))).....)))))))). -22.40
>ENSRNOG00000017793 hs-mir-138    630    637
AGCUGGUGUUGUGAAUC&GUACCUGCUUCUUUCUAGUCUGCCCUAGUGCCAUCCACCAGCUN
((((((((..(((....&...............................))).)))))))). -18.70

miRNA: mir-138
Human predicted target: ENSG00000173113
Mouse predicted target: ENSMUSG00000038812
Mouse predicted target: ENSMUSG00000048651
Rat predicted target: ENSRNOG00000021132
Hs Gene description: NM_016404
mir-138 ENSG00000173113 2170 nt UTR 2 hits 1793 2083
-----------------------------------------------------------------------1--
---------1---
>ENSG00000173113 hs-mir-138   1793   1800
AGCUGGUGUUGUGAAUC&UCCUGCAGUGGCAGUGAGCGCUGGGCCACACCCAGCACCAGCA
.((((((((((......&................................)))))))))). -23.20
>ENSG00000173113 hs-mir-138   2083   2090
AGCUGGUGUUGUGAAUC&GGGUCAGGCAUGGCAUAGAGCUUCUCAGGCUCAACCACCAGCA
.(((((((...(((..(&...........................)..)))..))))))). -20.70
mir-138 ENSMUSG00000038812 2165 nt UTR 2 hits 1698 1990
-------------------------------------------------------------------1------
-----1-------
>ENSMUSG00000038812 hs-mir-138   1698   1705
AGCUGGUGUUGUGAAUC&UCCUGCAGUGGCAGUGAGCGCUGGGCCACACCCAGCACCAGCA
.((((((((((......&................................)))))))))). -23.20
>ENSMUSG00000038812 hs-mir-138   1990   1997
AGCUGGUGUUGUGAAUC&GGGUCAGGCAUGGCGUACAGCUUCUCAGGUUCAACCACCAGCA
.(((((((...((((((&...........................))))))..))))))). -23.70
mir-138 ENSMUSG00000048651 2166 nt UTR 1 hits 1045
-----------------------------------------1--------------------------------
-------------
>ENSMUSG00000048651 hs-mir-138   1045   1052
AGCUGGUGUUGUGAAUC&UGGCAGGGACCGUGAUAACUCUGGGGAUUCAUUCACACCAGCC
.((((((((.(((((((&.........................)))))))..)))))))). -25.50
mir-138 ENSRNOG00000021132 2174 nt UTR 2 hits 1696 1990
-------------------------------------------------------------------1------
-----1-------
>ENSRNOG00000021132 hs-mir-138   1696   1703
AGCUGGUGUUGUGAAUC&UCCUGCAGUGGCAGUGAGCGCUGGGCCACACCCAGCACCAGCA
.((((((((((......&................................)))))))))). -23.20



>ENSRNOG00000021132 hs-mir-138   1990   1997
AGCUGGUGUUGUGAAUC&GGGUCAGGCAUGGCGUACAGCUUCUCAGGUUCAACCACCAGCA
.(((((((...((((((&...........................))))))..))))))). -23.70

miRNA: mir-138
Human predicted target: ENSG00000183011
Mouse predicted target: ENSMUSG00000032731
Rat predicted target: ENSRNOG00000009823
Hs Gene description: NM_032356
mir-138 ENSG00000183011 2046 nt UTR 4 hits 1510 1516 1543 1912
------------------------------------------------------------21------------
--1-----
>ENSG00000183011 hs-mir-138   1510   1517
AGCUGGUGUUGUGAAUC&AGCAUGGUGACAGCGGGUAGCAAGAUGGUCCCUAGCACCAGCA
.((((((((((.(.(((&..........................))).).)))))))))). -21.90
>ENSG00000183011 hs-mir-138   1516   1523
AGCUGGUGUUGUGAAUC&GUGACAGCGGGUAGCAAGAUGGUCCCUAGCACCAGCACCAGCA
.((((((((((((....&.............................)).)))))))))). -24.10
>ENSG00000183011 hs-mir-138   1543   1550
AGCUGGUGUUGUGAAUC&AGCACCAGCACCAGCAGGAGAAGAUUGAAGGCAGCCACCAGCA
.(((((((((((.((((&......................))))....)))).))))))). -20.90
>ENSG00000183011 hs-mir-138   1912   1919
AGCUGGUGUUGUGAAUC&CGGUCUUGCAGCCCUCCCGGUACUCAACCUGCUACCACCAGCC
.(((((((..((.....&..............................))...))))))). -17.50
mir-138 ENSMUSG00000032731 2042 nt UTR 2 hits 693 1480
---------------------------1-------------------------------1--------------
--------
>ENSMUSG00000032731 hs-mir-138    693    700
AGCUGGUGUUGUGAAUC&CCUGUCCCUCAGUCCUGUAAAUUUUGGAGGAGCUGCACCAGCA
.((((((((.((...((&..........................))...)).)))))))). -22.20
>ENSMUSG00000032731 hs-mir-138   1480   1487
AGCUGGUGUUGUGAAUC&AGCACCAGUGCCAGCAAGAGGAGAUUGAAAACAGCCACCAGCA
.(((((((((((.((((&......................))))....)))).))))))). -21.70
mir-138 ENSRNOG00000009823 2042 nt UTR 2 hits 1429 1462
---------------------------------------------------------11---------------
--------
>ENSRNOG00000009823 hs-mir-138   1429   1436
AGCUGGUGUUGUGAAUC&AACAUGGUGACAGCAGGUAGCAAGAUGGUCCCCAGCACCAGCG
.((((((((((.(.(((&..........................))).).)))))))))). -23.60
>ENSRNOG00000009823 hs-mir-138   1462   1469
AGCUGGUGUUGUGAAUC&AGCACCAGCGCCAACAAGAGGAGAUUGAAAACAGCCACCAGCA
.(((((((((((.((((&......................))))....)))).))))))). -21.70

miRNA: mir-140
Human predicted target: ENSG00000067798
Mouse predicted target: ENSMUSG00000020181



Rat predicted target: ENSRNOG00000006682
Hs Gene description: NEURON NAVIGATOR 3; PORE MEMBRANE AND/OR FILAMENT
INTERACTING LIKE PROTEIN 1; STEERIN 3. [Source:RefSeq;Acc:NM_014903]
mir-140 ENSG00000067798 2000 nt UTR 2 hits 70 687
--1------------------------1----------------------------------------------
------
>ENSG00000067798 hs-mir-140     70     77
AGUGGUUUUACCCUAUGGUAG&UUAAAAAAAUGUUUCAAAAGAAAGGUAUUUUCACUAAACCACUG
((((((((((((.........&.......................))))........)))))))). -16.00
>ENSG00000067798 hs-mir-140    687    694
AGUGGUUUUACCCUAUGGUAG&UUUUAUAAGGUUGUUUUUACCACAGUGGUCUUUUUAAACCACC
.(((((((.(((((.((((((&................)))))).)).)))......))))))). -21.80
mir-140 ENSMUSG00000020181 2000 nt UTR 2 hits 68 711
--1-------------------------1---------------------------------------------
------
>ENSMUSG00000020181 hs-mir-140     68     75
AGUGGUUUUACCCUAUGGUAG&UUCAAAAGGUGUUUUAAAAGACAGGUAUUGUCACUAAACCACUG
((((((((((((.........&.......................))))........)))))))). -16.00
>ENSMUSG00000020181 hs-mir-140    711    718
AGUGGUUUUACCCUAUGGUAG&UUUUAUAAGGUUGUUUUUACCACAGUGGUCUUUUCAAACCACC
.(((((((.(((((.((((((&................)))))).)).)))......))))))). -21.10
mir-140 ENSRNOG00000006682 2000 nt UTR 2 hits 70 701
--1-------------------------1---------------------------------------------
------
>ENSRNOG00000006682 hs-mir-140     70     77
AGUGGUUUUACCCUAUGGUAG&UUUCAAAAGGUGUUUAAAAGACAGGUAUUGUCACUAAACCACUG
((((((((((((.........&.......................))))........)))))))). -16.00
>ENSRNOG00000006682 hs-mir-140    701    708
AGUGGUUUUACCCUAUGGUAG&UUUUAUAAGGUUGUUUUUACCACAGUGGUCUUUUCAAACCACC
.(((((((.(((((.((((((&................)))))).)).)))......))))))). -21.10

miRNA: mir-140
Human predicted target: ENSG00000119906
Mouse predicted target: ENSMUSG00000036097
Rat predicted target: ENSRNOG00000014489
Hs Gene description: C10ORF6. [Source:RefSeq;Acc:NM_018121] NM_144592
mir-140 ENSG00000119906 2862 nt UTR 2 hits 531 1933
---------------------1----------------------------------------------------
---1-------------------------------------
>ENSG00000119906 hs-mir-140    531    538
AGUGGUUUUACCCUAUGGUAG&UAAUAAAAAGCAUAAAUCUCUUCUGUAACUUUUAUAAACCACA
.(((((((.....(((((.((&...................)).)))))........))))))). -14.12
>ENSG00000119906 hs-mir-140   1933   1940
AGUGGUUUUACCCUAUGGUAG&UUGCAGUUUCAACAGAUAACUGUCCAUCAAAUUUAAAACCACUU
((((((((((....(((((((&...................))).))))......)))))))))). -19.40
mir-140 ENSMUSG00000036097 4668 nt UTR 2 hits 981 1903



---------------------------------------1----------------------------------
--1-----------------------------------------------------------------------
---------------------------------------
>ENSMUSG00000036097 hs-mir-140    981    988
AGUGGUUUUACCCUAUGGUAG&CACUCAAGUUUGUAUCUUGAAGUUGUUGCACUUGAAAACCACA
.((((((((........((((&.........................)))).....)))))))). -15.42
>ENSMUSG00000036097 hs-mir-140   1903   1910
AGUGGUUUUACCCUAUGGUAG&UUGCAGUUUCAACCAAUAACCACCCAUCAAAUUUAAAACCACUU
((((((((((....((((...&.......................))))......)))))))))). -18.00
mir-140 ENSRNOG00000014489 4549 nt UTR 2 hits 869 1786
----------------------------------1------------------------------------1--
--------------------------------------------------------------------------
----------------------------------
>ENSRNOG00000014489 hs-mir-140    869    876
AGUGGUUUUACCCUAUGGUAG&CACUCAAGUCUGUAUCUUGAAGUUGUUGCACUUGAAAACCACA
.((((((((........((((&.........................)))).....)))))))). -15.42
>ENSRNOG00000014489 hs-mir-140   1786   1793
AGUGGUUUUACCCUAUGGUAG&UUGCAGUUUCAACCAAUAACCACCCAUCAAAUUUAAAACCACUU
((((((((((....((((...&.......................))))......)))))))))). -18.00

miRNA: mir-140
Human predicted target: ENSG00000126562
Mouse predicted target: ENSMUSG00000035112
Rat predicted target: ENSRNOG00000020476
Hs Gene description: PROTEIN KINASE, LYSINE DEFICIENT 4; PUTATIVE PROTEIN
KINASE WNK4. [Source:RefSeq;Acc:NM_032387]
mir-140 ENSG00000126562 2112 nt UTR 2 hits 1072 1499
------------------------------------------1----------------1--------------
-----------
>ENSG00000126562 hs-mir-140   1072   1079
AGUGGUUUUACCCUAUGGUAG&UCGUAACAACUGCGUCCCUGGAAGGUGAAGGGGGUAAACCACA
.(((((((.(((((...((((&.........)))).................)))))))))))). -22.15
>ENSG00000126562 hs-mir-140   1499   1506
AGUGGUUUUACCCUAUGGUAG&UAGAAGGUGUAACCAUCUGGGGAGGUAGGUUCAGGAAACCACA
.((((((((.(((.(((((..&...........)))))..))).............)))))))). -24.14
mir-140 ENSMUSG00000035112 2022 nt UTR 2 hits 1061 1440
------------------------------------------1--------------1----------------
-------
>ENSMUSG00000035112 hs-mir-140   1061   1068
AGUGGUUUUACCCUAUGGUAG&CCUUAAGAGUCGGGGCCCCUGGGAGGUGAAGGGGUAAACCACA
.(((((((.(((((.......&..............................)))))))))))). -22.40
>ENSMUSG00000035112 hs-mir-140   1440   1447
AGUGGUUUUACCCUAUGGUAG&UAGAAGGUGUAACCAUCUGACGGAGUGGGUUCAGGAAACCACA
.((((((((((((.(((((..&...........)))))..........))))....)))))))). -22.60
mir-140 ENSRNOG00000020476 2000 nt UTR 2 hits 1154 1534
----------------------------------------------1--------------1------------
------



>ENSRNOG00000020476 hs-mir-140   1154   1161
AGUGGUUUUACCCUAUGGUAG&CCCCUUAACAUUGGGCCCCUGGGAGGUGAAGAGGUAAACCACA
.(((((((((((((..(((..&..............)))....)).)))).......))))))). -19.81
>ENSRNOG00000020476 hs-mir-140   1534   1541
AGUGGUUUUACCCUAUGGUAG&UAGAAGGUGUAACCAUCUGGCGGGGUGGGUUCAGGAAACCACA
.((((((((((((((((((..&...........))))).....)))))........)))))))). -24.20

miRNA: mir-140
Human predicted target: ENSG00000143816
Mouse predicted target: ENSMUSG00000000126
Rat predicted target: ENSRNOG00000003066
Hs Gene description: WNT-14 PROTEIN PRECURSOR.
[Source:SWISSPROT;Acc:O14904] NM_003395
mir-140 ENSG00000143816 2522 nt UTR 2 hits 912 1210
------------------------------------1-----------1-------------------------
---------------------------
>ENSG00000143816 hs-mir-140    912    919
AGUGGUUUUACCCUAUGGUAG&GGCUGCCCCAACACCAGCACUGUCUUCAGAGACUCAAACCACUA
((((((((....((..(((((&..)))))......................))....)))))))). -16.05
>ENSG00000143816 hs-mir-140   1210   1217
AGUGGUUUUACCCUAUGGUAG&CUCCUAACCCUGCCUCUGAUCUGCUUAGUUGUUUGAAACCACUA
((((((((((..(...(((((&....................))))).....)..)))))))))). -20.80
mir-140 ENSMUSG00000000126 2001 nt UTR 2 hits 575 835
----------------------1----------1----------------------------------------
-------
>ENSMUSG00000000126 hs-mir-140    575    582
AGUGGUUUUACCCUAUGGUAG&CAGCCUGAUGCCAGCACUGUCUUCUUCAGAGAGCCAAACCACUA
((((((((..(.((.(((((.&........)))))................)).)..)))))))). -18.03
>ENSMUSG00000000126 hs-mir-140    835    842
AGUGGUUUUACCCUAUGGUAG&UCAUCGUCCCCCCCUCCUUUGCUUGCUCUAGUUUGAAACCACUA
((((((((((..(((.(((((&......................))))).)))..)))))))))). -23.10
mir-140 ENSRNOG00000003066 4058 nt UTR 2 hits 550 807
---------------------1----------1-----------------------------------------
--------------------------------------------------------------------------
---------------
>ENSRNOG00000003066 hs-mir-140    550    557
AGUGGUUUUACCCUAUGGUAG&CAGCAGCCUGACGCCAGCACUGUCUUCAGAGAGCCAAACCACUA
((((((((..(.((.((((..&............)))).............)).)..)))))))). -17.14
>ENSRNOG00000003066 hs-mir-140    807    814
AGUGGUUUUACCCUAUGGUAG&UUCAUACUCCCUCCUCGUCUGCUUGCUCUAGUUUGAAACCACUA
((((((((((..(((.(((((&......................))))).)))..)))))))))). -23.10

miRNA: mir-140
Human predicted target: ENSG00000149489
Mouse predicted target: ENSMUSG00000003675
Rat predicted target: ENSRNOG00000019858



Hs Gene description: ROD OUTER SEGMENT MEMBRANE PROTEIN 1 (ROSP1).
[Source:SWISSPROT;Acc:Q03395] NM_000327
mir-140 ENSG00000149489 2281 nt UTR 2 hits 780 1578
-------------------------------1-------------------------------1----------
------------------
>ENSG00000149489 hs-mir-140    780    787
AGUGGUUUUACCCUAUGGUAG&GGGGCCACUUCUGGCUCCAAGGGUCAGGACUUGGAAAACCACA
.(((((((((((((.(((.((&..............))))))))))..........)))))))). -22.80
>ENSG00000149489 hs-mir-140   1578   1585
AGUGGUUUUACCCUAUGGUAG&AGGCUGAUCAGAGAUCUGGAGAGUCCCUCCUGGUUAAACCACC
.(((((((.(((....((...&.........................))....))).))))))). -18.90
mir-140 ENSMUSG00000003675 2277 nt UTR 2 hits 173 753
------1-----------------------1-------------------------------------------
------------------
>ENSMUSG00000003675 hs-mir-140    173    180
AGUGGUUUUACCCUAUGGUAG&AGUCCAGGUGUCCUGGAACCCAGCUGUCUCGUUGGAAACCACC
.((((((((.......(..((&.......................))..)......)))))))). -16.22
>ENSMUSG00000003675 hs-mir-140    753    760
AGUGGUUUUACCCUAUGGUAG&GCCUCUGGUUCUCAGGGGUCAGGUCUUUAAAAAAAAAACCACA
.(((((((((((((.(((...&...........))))))))...............)))))))). -19.56
mir-140 ENSRNOG00000019858 2206 nt UTR 2 hits 88 295
---1-------1--------------------------------------------------------------
---------------
>ENSRNOG00000019858 hs-mir-140     88     95
AGUGGUUUUACCCUAUGGUAG&GAGAACUCAGAAUCCUUUACUCAGGCUCAGGGAAAAAACCACC
.((((((((.((((.((((((&................)))).)).....))))..)))))))). -20.10
>ENSRNOG00000019858 hs-mir-140    295    302
AGUGGUUUUACCCUAUGGUAG&AGGUCCAGUGUCCUGAAGCCCAGCCAUUGCGGUCAAAACCACC
.((((((((((((.(((((..&......................))))).).))).)))))))). -24.40

miRNA: mir-141
Human predicted target: ENSG00000003137
Mouse predicted target: ENSMUSG00000030015
Rat predicted target: ENSRNOG00000015076
Hs Gene description: CYTOCHROME P450 26A2 (EC 1.14.-.-) (P450RAI-2)
(RETINOIC-ACID METABOLIZING CYTOCHROME). [Source:SWISSPROT;Acc:Q9NR63]

NM_019885
mir-141 ENSG00000003137 2000 nt UTR 3 hits 276 301 1869
-----------11-------------------------------------------------------------
1-----
>ENSG00000003137 hs-mir-141    276    283
AACACUGUCUGGUAAAGAUGG&UGGGAAGGGCGUGGCAGGGGCUCUGCAUGCCCGUGACAGUGUUA
(((((((((.((((.(((...&.....................)))...))))...))))))))). -22.90
>ENSG00000003137 hs-mir-141    301    308
AACACUGUCUGGUAAAGAUGG&CAUGCCCGUGACAGUGUUAGGUGUCAGCGCGUGCUACAGUGUUU
((((((((..((((..(.(((&.......................))).)...)))))))))))). -16.60
>ENSG00000003137 hs-mir-141   1869   1876



AACACUGUCUGGUAAAGAUGG&GUUUCAUUUAUUUCCUACUUUUCCACUACUAAAAAACAGUGUG
.(((((((.(((.((((..((&.............))..)))).)))..........))))))). -16.60
mir-141 ENSMUSG00000030015 2000 nt UTR 3 hits 240 444 864
---------1-------1----------------1---------------------------------------
------
>ENSMUSG00000030015 hs-mir-141    240    247
AACACUGUCUGGUAAAGAUGG&AGCUCCUGGGACAGAGCCAGGACUGUAUGCCCAUGACAGUGUUA
(((((((((.((((.((.(((&................)))...))...))))...))))))))). -23.60
>ENSMUSG00000030015 hs-mir-141    444    451
AACACUGUCUGGUAAAGAUGG&UCCCUCUUUCUGUCACUGAUCAAAUGGUGACCAGAACAGUGUUC
((((((((((((((((((.((&.)).)))))....................))))).)))))))). -23.65
>ENSMUSG00000030015 hs-mir-141    864    871
AACACUGUCUGGUAAAGAUGG&CUCUGUCCUUUCCAGGGCUUCAGUGAGGCAAGAAGACAGUGUG
.(((((((((.((.(((.(((&...........)))...))).......))....))))))))). -20.30
mir-141 ENSRNOG00000015076 4645 nt UTR 3 hits 242 414 2687
---------1------1---------------------------------------------------------
---------------------------------1----------------------------------------
--------------------------------------
>ENSRNOG00000015076 hs-mir-141    242    249
AACACUGUCUGGUAAAGAUGG&AGCUCCUGGGACAGAGCCAGGACAAUUUGCCCAUGACAGUGUUA
(((((((((.((((((..(((&................)))......))))))...))))))))). -25.10
>ENSRNOG00000015076 hs-mir-141    414    421
AACACUGUCUGGUAAAGAUGG&UUGACACCUCUGUCACUGCUCAAAUGGUGCCCAGAACAGUGUUG
((((((((((((((.(((.((&......)))))................)))).)).)))))))). -21.13
>ENSRNOG00000015076 hs-mir-141   2687   2694
AACACUGUCUGGUAAAGAUGG&AUCCCCCCUCUGUCACUGCUCAAAUGGUGCCCAGAACAGUGUUG
((((((((((((((.(((.((&.....)).)))................)))).)).)))))))). -21.53

miRNA: mir-141
Human predicted target: ENSG00000112208
Mouse predicted target: ENSMUSG00000042215
Rat predicted target: ENSRNOG00000012709
Hs Gene description: BAG-FAMILY MOLECULAR CHAPERONE REGULATOR-2.
[Source:SWISSPROT;Acc:O95816] NM_004282
mir-141 ENSG00000112208 2745 nt UTR 2 hits 411 1852
----------------1---------------------------------------------------------
1-----------------------------------
>ENSG00000112208 hs-mir-141    411    418
AACACUGUCUGGUAAAGAUGG&CUUUACCUUAAGCAGCACACACAUUUACUACACACACAGUGUUA
((((((((.(((((.(((((.&.....................)))))..))).)).)))))))). -20.60
>ENSG00000112208 hs-mir-141   1852   1859
AACACUGUCUGGUAAAGAUGG&AUCCACAUUUCCAAGCUGCUUGGGGUCCCUGGUUUACAGUGUC
.(((((((.(((.(((..(((&..)))..))))))......................))))))). -15.00
mir-141 ENSMUSG00000042215 3121 nt UTR 3 hits 194 488 641
-------1-----------1-----1------------------------------------------------
---------------------------------------------------
>ENSMUSG00000042215 hs-mir-141    194    201



AACACUGUCUGGUAAAGAUGG&UAGGAAUAUUUCAGUCACCUACUUUGAAGUUUUGGACAGUGUUC
(((((((((..((((((..((&.................))..))))).....)..))))))))). -21.60
>ENSMUSG00000042215 hs-mir-141    488    495
AACACUGUCUGGUAAAGAUGG&ACACCGCAGUGUGAACAGAACACCCAGCCCCUGGAACAGUGUA
.((((((((..(......(((&.......................)))....)..).))))))). -18.80
>ENSMUSG00000042215 hs-mir-141    641    648
AACACUGUCUGGUAAAGAUGG&GAUCACUCAGCCCUUGAGCAGUGCACUCACAGCACACAGUGUA
.((((((((((.(.(((.(((&......)))...))).).)))..............))))))). -15.03
mir-141 ENSRNOG00000012709 2000 nt UTR 3 hits 174 382 430
------1--------1-1--------------------------------------------------------
------
>ENSRNOG00000012709 hs-mir-141    174    181
AACACUGUCUGGUAAAGAUGG&UAGGAAUAUUUCAGUCACCUACUUUGAGGUUUUGGACAGUGUUC
(((((((((..((((((..((&.................))..))))).....)..))))))))). -21.60
>ENSRNOG00000012709 hs-mir-141    382    389
AACACUGUCUGGUAAAGAUGG&AGAGCACCCAGUCCCUGGGGCAGUGCACUCACCCCACAGUGUG
.((((((((((.(..((.(((&.......)))....))..).)))............))))))). -17.20
>ENSRNOG00000012709 hs-mir-141    430    437
AACACUGUCUGGUAAAGAUGG&AGCACCCAGCCCCUGGAGGGGUGCAGUUACGCCACACAGUGUG
.(((((((.((((........&..............................)))).))))))). -20.10

miRNA: mir-141
Human predicted target: ENSG00000126740
Mouse predicted target: ENSMUSG00000004264
Rat predicted target: ENSRNOG00000012999
Hs Gene description: REPRESSOR OF ESTROGEN RECEPTOR ACTIVITY; B-CELL
ASSOCIATED PROTEIN. [Source:RefSeq;Acc:NM_007273] NM_007273
mir-141 ENSG00000126740 2326 nt UTR 2 hits 250 1522
---------1--------------------------------------------------1-------------
--------------------
>ENSG00000126740 hs-mir-141    250    257
AACACUGUCUGGUAAAGAUGG&GUUGGGGACAGUGCGUGAUUUCUCAGUGAUUUCCUACAGUGUUG
((((((((..((.(((..(((&......................)))....))))).)))))))). -16.60
>ENSG00000126740 hs-mir-141   1522   1529
AACACUGUCUGGUAAAGAUGG&GCCGAGAGAACCCACCCGGGAGCCAUCUUUACCAGACAGUGUUA
(((((((((((((((((((((&......................))))))))))))))))))))). -40.40
mir-141 ENSMUSG00000004264 2086 nt UTR 1 hits 1071
------------------------------------------1-------------------------------
----------
>ENSMUSG00000004264 hs-mir-141   1071   1078
AACACUGUCUGGUAAAGAUGG&GCUGAAGGAACUGACCCGGGGGCCAUCUUUACCAGACAGUGUUA
(((((((((((((((((((((&......................))))))))))))))))))))). -40.40
mir-141 ENSRNOG00000012999 2000 nt UTR 2 hits 820 1927
--------------------------------1-----------------------------------------
---1--
>ENSRNOG00000012999 hs-mir-141    820    827
AACACUGUCUGGUAAAGAUGG&UUCUUGUAUUGGCUGGGAAGGGGGGGGGACAGGAGACAGUGUG



.(((((((((...........&.................................))))))))). -18.50
>ENSRNOG00000012999 hs-mir-141   1927   1934
AACACUGUCUGGUAAAGAUGG&GCUGAGGGAACUGACCCGGGGGCCAUCUUUACCAGACAGUGUUA
(((((((((((((((((((((&......................))))))))))))))))))))). -40.40

miRNA: mir-141
Human predicted target: ENSG00000148516
Mouse predicted target: ENSMUSG00000024238
Rat predicted target: ENSRNOG00000017863
Hs Gene description: TRANSCRIPTION FACTOR 8 (NIL-2-A ZINC FINGER PROTEIN)
(NEGATIVE REGULATOR OF IL2). [Source:SWISSPROT;Acc:P37275] NM_030751
mir-141 ENSG00000148516 3932 nt UTR 3 hits 1407 1532 1772
--------------------------------------------------------1----1--------1---
--------------------------------------------------------------------------
----------
>ENSG00000148516 hs-mir-141   1407   1414
AACACUGUCUGGUAAAGAUGG&UAUGUGUCUUAUUUUUAUAUUUCUUUAUUUAUUACACAGUGUA
.(((((((.(((((((...((&......................))...))))))).))))))). -18.30
>ENSG00000148516 hs-mir-141   1532   1539
AACACUGUCUGGUAAAGAUGG&AUGCAAUUGGUUCUCCUGCAUUGAGAUUUGAUUUAACAGUGUUA
((((((((..(((...((((.&..................))))........)))..)))))))). -16.10
>ENSG00000148516 hs-mir-141   1772   1779
AACACUGUCUGGUAAAGAUGG&UCCUUAGUAAGCCAAAUUAGGAUUAACUUCUAUAAACAGUGUUG
((((((((...((((((....&..........................))).)))..)))))))). -15.80
mir-141 ENSMUSG00000024238 3845 nt UTR 4 hits 1318 1443 1684 3770
----------------------------------------------------1----1---------1------
--------------------------------------------------------------------------
--1---
>ENSMUSG00000024238 hs-mir-141   1318   1325
AACACUGUCUGGUAAAGAUGG&UAUGUGUCUUAUUUUUAUAUUUCUUUAUUUAUUACACAGUGUA
.(((((((.(((((((...((&......................))...))))))).))))))). -18.30
>ENSMUSG00000024238 hs-mir-141   1443   1450
AACACUGUCUGGUAAAGAUGG&AUGCAGUUGGUUCCCGUGCGUUGAGAUUUGAUUUAACAGUGUUC
((((((((..(((...(((((&.............)))).)...........)))..)))))))). -14.44
>ENSMUSG00000024238 hs-mir-141   1684   1691
AACACUGUCUGGUAAAGAUGG&CCCUUAGCAAGCCAAAUUAGAAUUGCCUUCUGUAAACAGUGUUG
((((((((....((.(((.((&.........................)).))).)).)))))))). -16.90
>ENSMUSG00000024238 hs-mir-141   3770   3777
AACACUGUCUGGUAAAGAUGG&UAGUAUAAAGUUAAGUGAUAUGUACAAGAGAAGGCACAGUGUUA
((((((((((...........&................................)).)))))))). -15.20
mir-141 ENSRNOG00000017863 3802 nt UTR 6 hits 1280 1405 1639 2991
3116 3350
---------------------------------------------------1----1--------1--------
---------------------------------------------1----1--------1--------------
-----
>ENSRNOG00000017863 hs-mir-141   1280   1287
AACACUGUCUGGUAAAGAUGG&UAUGUGUCUUAUUUUUAUAUUUCUUUAUUUAUUACACAGUGUA



.(((((((.(((((((...((&......................))...))))))).))))))). -18.30
>ENSRNOG00000017863 hs-mir-141   1405   1412
AACACUGUCUGGUAAAGAUGG&AUGCAAUUGGUUCUCGUGCAUUGAGAUUUGAUUUAACAGUGUUC
((((((((..(((...((((.&..................))))........)))..)))))))). -15.50
>ENSRNOG00000017863 hs-mir-141   1639   1646
AACACUGUCUGGUAAAGAUGG&CCCUUAGCAAGCCAAAUUAGAAUUGCCUUCUGUAAACAGUGUUG
((((((((....((.(((.((&.........................)).))).)).)))))))). -16.90
>ENSRNOG00000017863 hs-mir-141   2991   2998
AACACUGUCUGGUAAAGAUGG&UAUGUGUCUUAUUUUUAUAUUUCUUUAUUUAUUACACAGUGUA
.(((((((.(((((((...((&......................))...))))))).))))))). -18.30
>ENSRNOG00000017863 hs-mir-141   3116   3123
AACACUGUCUGGUAAAGAUGG&AUGCAAUUGGUUCUCGUGCAUUGAGAUUUGAUUUAACAGUGUUC
((((((((..(((...((((.&..................))))........)))..)))))))). -15.50
>ENSRNOG00000017863 hs-mir-141   3350   3357
AACACUGUCUGGUAAAGAUGG&CCCUUAGCAAGCCAAAUUAGAAUUGCCUUCUGUAAACAGUGUUG
((((((((....((.(((.((&.........................)).))).)).)))))))). -16.90

miRNA: mir-141
Human predicted target: ENSG00000168675
Mouse predicted target: ENSMUSG00000024544
Rat predicted target: ENSRNOG00000016879
Hs Gene description: PROTEIN C18ORF1. [Source:SWISSPROT;Acc:O15165]
mir-141 ENSG00000168675 9097 nt UTR 2 hits 72 210
--1-----1-----------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------
>ENSG00000168675 hs-mir-141     72     79
AACACUGUCUGGUAAAGAUGG&CAAGAAGGGAAGCGGCCGCUGGGCCCCUCCUGCGCACAGUGUUG
((((((((..(((..((.(((&...............)))))..)))..........)))))))). -18.40
>ENSG00000168675 hs-mir-141    210    217
AACACUGUCUGGUAAAGAUGG&GAAAUGAUACAAACUUCCAUCUGGUCUGACCGCAAACAGUGUUU
((((((((.((((..((((((&................))))))......))))...)))))))). -23.80
mir-141 ENSMUSG00000024544 2418 nt UTR 2 hits 74 213
--1-----1-----------------------------------------------------------------
-----------------------
>ENSMUSG00000024544 hs-mir-141     74     81
AACACUGUCUGGUAAAGAUGG&CGGCAGGGAGAGAGAGGCCCGCUGGCCCCACUGCCACAGUGUUG
((((((((..(((..((.(((&...........................)))))))))))))))). -18.90
>ENSMUSG00000024544 hs-mir-141    213    220
AACACUGUCUGGUAAAGAUGG&AACACGAUUCAAACUUCCAUCCAGUUUGACCACAGACAGUGUUC
(((((((((((.(((((((((&................)))))...))))....))))))))))). -26.30
mir-141 ENSRNOG00000016879 2417 nt UTR 4 hits 78 219 600 2180
---1----1--------------1--------------------------------------------------
-------------1---------
>ENSRNOG00000016879 hs-mir-141     78     85



AACACUGUCUGGUAAAGAUGG&GGCAGGGAGAGAGAGGGCCCGCUGGCCCCACUGCCACAGUGUUG
((((((((..(((..((.(((&...........................)))))))))))))))). -18.90
>ENSRNOG00000016879 hs-mir-141    219    226
AACACUGUCUGGUAAAGAUGG&AACACAAUACAAACUUCCAUCCGGUUUGACCACAAACAGUGUUC
((((((((.((((...(((((&................))))).......))))...)))))))). -21.80
>ENSRNOG00000016879 hs-mir-141    600    607
AACACUGUCUGGUAAAGAUGG&AACACAAUACAAACUUCCAUCCGGUUUGACCACAAACAGUGUUC
((((((((.((((...(((((&................))))).......))))...)))))))). -21.80
>ENSRNOG00000016879 hs-mir-141   2180   2187
AACACUGUCUGGUAAAGAUGG&UGAGAUUUGAAAUCUCCAUUGGAUUUAUCCGUAUUACAGUGUUG
(((((((((.(((((((((((&...............)))))...)))))).)....)))))))). -19.20

miRNA: mir-142as
Human predicted target: ENSG00000142178
Mouse predicted target: ENSMUSG00000024042
Rat predicted target: ENSRNOG00000001189
Hs Gene description: PROBABLE SERINE/THREONINE PROTEIN KINASE SNF1LK (EC
2.7.1.-). [Source:SWISSPROT;Acc:P57059] NM_173354
mir-142as ENSG00000142178 4227 nt UTR 2 hits 1085 2073
-------------------------------------------1------------------------------
--------1-----------------------------------------------------------------
----------------------
>ENSG00000142178 hs-mir-142as   1085   1092
UGUAGUGUUUCCUACUUUAUGG&AAUCCUGUAUAUGUAUCUACAUGGGAGACAGGUAGACACUACU
.((((((((((((.(((((((.&...................))))).))..))).))))))))). -22.30
>ENSG00000142178 hs-mir-142as   2073   2080
UGUAGUGUUUCCUACUUUAUGG&GUAAUACAGACGGCAAUGCAAUAGCCUAUUUAAAGACACUACGU
((((((((((............&.................................)))))))))). -15.40
mir-142as ENSMUSG00000024042 3967 nt UTR 3 hits 954 1781 2720
--------------------------------------1--------------------------------1--
----------------------------------1---------------------------------------
-----------
>ENSMUSG00000024042 hs-mir-142as    954    961
UGUAGUGUUUCCUACUUUAUGG&AGCAAAUACUGUAUGUGUAUAUAAAUAGGAAACAGACACUACU
.(((((((((((((.((((((.&...................))))))))))....))))))))). -20.90
>ENSMUSG00000024042 hs-mir-142as   1781   1788
UGUAGUGUUUCCUACUUUAUGG&CUGGACUGGACUGUAAUGGAAUCGCCUAUUUAAAGACACUACGU
((((((((((((....((((((&..........)))))).))..............)))))))))). -16.33
>ENSMUSG00000024042 hs-mir-142as   2720   2727
UGUAGUGUUUCCUACUUUAUGG&CUGGACUGGACUGUAAUGGAAUCGCCUAUUUAAAGACACUACGU
((((((((((((....((((((&..........)))))).))..............)))))))))). -16.33
mir-142as ENSRNOG00000001189 3642 nt UTR 6 hits 1064 1094 1456 2570
2600 3443
------------------------------------------11--------------1---------------
----------------------------11---------------------------------1--------
>ENSRNOG00000001189 hs-mir-142as   1064   1071
UGUAGUGUUUCCUACUUUAUGG&UAAGUCAGUGUUUGUAAAGUUUCUUUUUAAAGCAAACACUACAC



((((((((((.((((((((..(&...........)..))))))..........)).)))))))))). -20.70
>ENSRNOG00000001189 hs-mir-142as   1094   1101
UGUAGUGUUUCCUACUUUAUGG&AGCAAACACUACACAUGUAUAUAAAUAGGAGACAGACACUACU
.(((((((((((((.((((((.&...................))))))))))....))))))))). -20.90
>ENSRNOG00000001189 hs-mir-142as   1456   1463
UGUAGUGUUUCCUACUUUAUGG&CUGUGCUGGGCUGUAAUGGGAUCGCCUAUUUAAAGACACUACC
.(((((((((((((..((((((&..........)))))))))).............))))))))). -17.31
>ENSRNOG00000001189 hs-mir-142as   2570   2577
UGUAGUGUUUCCUACUUUAUGG&UAAGUCAGUGUUUGUAAAGUUUCUUUUUAAAGCAAACACUACAC
((((((((((.((((((((..(&...........)..))))))..........)).)))))))))). -20.70
>ENSRNOG00000001189 hs-mir-142as   2600   2607
UGUAGUGUUUCCUACUUUAUGG&AGCAAACACUACACAUGUAUAUAAAUAGGAGACAGACACUACU
.(((((((((((((.((((((.&...................))))))))))....))))))))). -20.90
>ENSRNOG00000001189 hs-mir-142as   3443   3450
UGUAGUGUUUCCUACUUUAUGG&CUGUGCUGGGCUGUAAUGGGAUCGCCUAUUUAAAGACACUACC
.(((((((((((((..((((((&..........)))))))))).............))))))))). -17.31

miRNA: mir-142s
Human predicted target: ENSG00000125798
Mouse predicted target: ENSMUSG00000037025
Rat predicted target: ENSRNOG00000013133
Hs Gene description: HEPATOCYTE NUCLEAR FACTOR 3-BETA (HNF-3B) (FORKHEAD
BOX PROTEIN A2). [Source:SWISSPROT;Acc:Q9Y261] NM_021784
mir-142s ENSG00000125798 2665 nt UTR 3 hits 565 587 1067
----------------------11------------------1-------------------------------
---------------------------------
>ENSG00000125798 hs-mir-142s    565    572
CCCAUAAAGUAGAAAGCACUAC&UGACACGGUGAAAUCCAGGUCUCGGGUCCGAUUAAUUUAUGGU
.(((((((.(((...(.(((..&........................))).)..))).))))))). -12.60
>ENSG00000125798 hs-mir-142s    587    594
CCCAUAAAGUAGAAAGCACUAC&CGGGUCCGAUUAAUUUAUGGUUUCUGCGUGCUUUAUUUAUGGC
.(((((((....(((((((...&...........................))))))).))))))). -20.90
>ENSG00000125798 hs-mir-142s   1067   1074
CCCAUAAAGUAGAAAGCACUAC&UAAAGCAAGCACAUUAUUAAAUGGAACUUGUAUGGUUUAUGGU
.(((((((.((..(((..(((.&.....................)))..)))...)).))))))). -15.60
mir-142s ENSMUSG00000037025 2591 nt UTR 2 hits 536 558
---------------------11---------------------------------------------------
------------------------------
>ENSMUSG00000037025 hs-mir-142s    536    543
CCCAUAAAGUAGAAAGCACUAC&GACAUGGUGAAAUCCAGGUCUCGGGUCUGAUUUAAUUUAUGGU
.(((((((.((((...(((((.&....)))))................))))......))))))). -15.11
>ENSMUSG00000037025 hs-mir-142s    558    565
CCCAUAAAGUAGAAAGCACUAC&GGGUCUGAUUUAAUUUAUGGUUUCUGCGUGCUUUAUUUAUGGC
.(((((((....(((((((...&...........................))))))).))))))). -20.90
mir-142s ENSRNOG00000013133 2650 nt UTR 4 hits 558 580 784 1438
----------------------11-------1-------------------------1----------------
--------------------------------



>ENSRNOG00000013133 hs-mir-142s    558    565
CCCAUAAAGUAGAAAGCACUAC&GACAUGGUGAAAUCCAGGUCUCGGGUCUGAUUUAAUUUAUGGU
.(((((((.((((...(((((.&....)))))................))))......))))))). -15.11
>ENSRNOG00000013133 hs-mir-142s    580    587
CCCAUAAAGUAGAAAGCACUAC&GGGUCUGAUUUAAUUUAUGGUUUCUGCGUGCUUUAUUUAUGGC
.(((((((....(((((((...&...........................))))))).))))))). -20.90
>ENSRNOG00000013133 hs-mir-142s    784    791
CCCAUAAAGUAGAAAGCACUAC&AUGGGAGAGAGCAGUGGGAGUUCCUUUUGAGGGGGUUUAUGGGG
((((((((.(.(((((..((((&.............))))......))))).....).)))))))). -18.90
>ENSRNOG00000013133 hs-mir-142s   1438   1445
CCCAUAAAGUAGAAAGCACUAC&GUCAGUGAGCCAAGUCUGGAUUUACCAAUUUUGGGUUUAUGGC
.(((((((.(.((((.((((((&)).)))).....................)))).).))))))). -13.35

miRNA: mir-142s
Human predicted target: ENSG00000147654
Mouse predicted target: ENSMUSG00000022339
Rat predicted target: ENSRNOG00000004220
Hs Gene description: RECEPTOR-BINDING CANCER ANTIGEN EXPRESSED ON SISO
CELLS (CANCER ASSOCIATED SURFACE ANTIGEN RCAS1) (ESTROGEN RECEPTOR-BINDING
FRAGMENT-ASSOCIATED GENE 9 PROTEIN). [Source:SWISSPROT;Acc:O00559]

NM_004215
mir-142s ENSG00000147654 3437 nt UTR 2 hits 327 1898
-------------1------------------------------------------------------------
-1--------------------------------------------------------------
>ENSG00000147654 hs-mir-142s    327    334
CCCAUAAAGUAGAAAGCACUAC&UAGUGUUUCUAGCUAAAUAAAUGGGUGUAUAUAAUUUUAUGGU
.(((((((((((.((((((((.&)))))))))).......................))))))))). -18.10
>ENSG00000147654 hs-mir-142s   1898   1905
CCCAUAAAGUAGAAAGCACUAC&UUCAUGGUAGCAUACUGUCUCUUUUAGCUACUAAAUUUAUGGU
.(((((((((((...((((((.&....)))).))................))))....))))))). -14.21
mir-142s ENSMUSG00000022339 2602 nt UTR 2 hits 336 1032
-------------1---------------------------1--------------------------------
-------------------------------
>ENSMUSG00000022339 hs-mir-142s    336    343
CCCAUAAAGUAGAAAGCACUAC&UAGUGUUUCUAGCUGAAUAAAUGGCUGUAAAUAAUUUUAUGGU
.(((((((((((.((((((((.&)))))))))).......................))))))))). -18.10
>ENSMUSG00000022339 hs-mir-142s   1032   1039
CCCAUAAAGUAGAAAGCACUAC&AUUGGUUGAUUUAAAGAAAUAAUUGCAUAUUGUGUUUUAUGGA
.((((((((((.((.(((....&.......................)))...)).)))))))))). -14.90
mir-142s ENSRNOG00000004220 2000 nt UTR 2 hits 337 1017
-------------1--------------------------1---------------------------------
------
>ENSRNOG00000004220 hs-mir-142s    337    344
CCCAUAAAGUAGAAAGCACUAC&UAGUUUUUCUAGCUGAAUAAAUGGGUGUAAAUAAUUUUAUGGU
.(((((((((.....(((((..&.......................))))).....))))))))). -18.10
>ENSRNOG00000004220 hs-mir-142s   1017   1024
CCCAUAAAGUAGAAAGCACUAC&GUUGAUUUGUUUAAAGAAAUAAUUGCAUAUUGUAUUUUAUGGGG



(((((((((((.((.(((....&.......................)))...)).))))))))))). -21.10

miRNA: mir-143
Human predicted target: ENSG00000105090
Mouse predicted target: ENSMUSG00000030731
Rat predicted target: ENSRNOG00000019318
Hs Gene description: SYNAPTOTAGMIN III (SYTIII).
[Source:SWISSPROT;Acc:Q9BQG1] NM_032298
mir-143 ENSG00000105090 2508 nt UTR 2 hits 73 783
--1----------------------------1------------------------------------------
---------------------------
>ENSG00000105090 hs-mir-143     73     80
UGAGAUGAAGCACUGUAGCUCA&UCAGGACCCCAUCCUUUCCUGCCCGGACCGUGAAUUCAUCUCC
.((((((((.(((.((.((...&....................))....)).)))..)))))))). -19.50
>ENSG00000105090 hs-mir-143    783    790
UGAGAUGAAGCACUGUAGCUCA&UCAGGACCCCAUCCUUUCCUGCCCGGACCGUGAAUUCAUCUCC
.((((((((.(((.((.((...&....................))....)).)))..)))))))). -19.50
mir-143 ENSMUSG00000030731 2496 nt UTR 2 hits 71 1197
--1--------------------------------------------1--------------------------
--------------------------
>ENSMUSG00000030731 hs-mir-143     71     78
UGAGAUGAAGCACUGUAGCUCA&CUCAGGACCCAUCCCUUCCUGCCCGGACUGUGAACUCAUCUCC
.(((((((..(((.((.((...&....................))....)).)))...))))))). -19.20
>ENSMUSG00000030731 hs-mir-143   1197   1204
UGAGAUGAAGCACUGUAGCUCA&UUGACAAGUCUGAUAAGCGUGCUAUAGGACCCUCCUCAUCUCC
.(((((((((..(((((((.(.&..................).)))))))....))..))))))). -23.30
mir-143 ENSRNOG00000019318 2496 nt UTR 2 hits 74 644
--1----------------------1------------------------------------------------
--------------------------
>ENSRNOG00000019318 hs-mir-143     74     81
UGAGAUGAAGCACUGUAGCUCA&CUCAGGACCCAUCCCUUCCUGCCCGGACUGUGAACUCAUCUCGA
((((((((..(((.((.((...&....................))....)).)))...)))))))). -20.10
>ENSRNOG00000019318 hs-mir-143    644    651
UGAGAUGAAGCACUGUAGCUCA&UACAGAUGGAAAUCAAAACAGAUUUCCCGACUGUUUCAUCUCU
.((((((((((((((((.....&)))))..........................))))))))))). -21.36

miRNA: mir-143
Human predicted target: ENSG00000166484
Mouse predicted target: ENSMUSG00000001034
Rat predicted target: ENSRNOG00000002412
Hs Gene description: MITOGEN-ACTIVATED PROTEIN KINASE 7 (EC 2.7.1.-)
(EXTRACELLULAR SIGNAL- REGULATED KINASE 5) (ERK-5) (ERK4) (BMK1 KINASE).
[Source:SWISSPROT;Acc:Q13164] NM_139032
mir-143 ENSG00000166484 2313 nt UTR 2 hits 120 1248
----1--------------------------------------------1------------------------
-------------------



>ENSG00000166484 hs-mir-143    120    127
UGAGAUGAAGCACUGUAGCUCA&AGCAGGUGAGGCUCGGCUUGGAUUAUUCUGCAGGUUCAUCUCAG
(((((((((.(.((((((((((&......)))).................)))))))))))))))). -24.32
>ENSG00000166484 hs-mir-143   1248   1255
UGAGAUGAAGCACUGUAGCUCA&CCUGAGGGGGCCAGCCCUUCAGGCCCGGCGGAUUUUCAUCUCAG
((((((((((..((((.(((..&.....................)))...))))..)))))))))). -23.10
mir-143 ENSMUSG00000001034 2301 nt UTR 2 hits 122 1136
----1----------------------------------------1----------------------------
-------------------
>ENSMUSG00000001034 hs-mir-143    122    129
UGAGAUGAAGCACUGUAGCUCA&GGCAGGUGAGGCUUGGCUUGAGUUACUCUGCAGGUUCAUCUCAG
((((((((((((..((((((((&..................))))))))..)))...))))))))). -29.60
>ENSMUSG00000001034 hs-mir-143   1136   1143
UGAGAUGAAGCACUGUAGCUCA&CCUGCUUGGGCCAGCCCCUCAGGCCCGACGAAUUUUCAUCUCC
.(((((((((...(((.(((((&......)))))................)))...))))))))). -18.13
mir-143 ENSRNOG00000002412 2302 nt UTR 2 hits 123 1126
----1----------------------------------------1----------------------------
-------------------
>ENSRNOG00000002412 hs-mir-143    123    130
UGAGAUGAAGCACUGUAGCUCA&GGCAGGUGAGGCUCAGCUUGAGUUACUCUGCAGGUUCAUCUCAG
((((((((((((..((((((((&..................))))))))..)))...))))))))). -29.60
>ENSRNOG00000002412 hs-mir-143   1126   1133
UGAGAUGAAGCACUGUAGCUCA&CCUGCUUGGGCCAGCCCUUCAGGCACGACGAAUUUUCAUCUCAG
((((((((((...(((.(((((&......)))))................)))...)))))))))). -19.73

miRNA: mir-143
Human predicted target: ENSG00000183755
Mouse predicted target: ENSMUSG00000047107
Rat predicted target: ENSRNOG00000016877
mir-143 ENSG00000183755 2000 nt UTR 3 hits 473 1757 1959
------------------1---------------------------------------------------1---
----1-
>ENSG00000183755 hs-mir-143    473    480
UGAGAUGAAGCACUGUAGCUCA&GGUGUCACUGCAGAGACAAUCUCACCUGGAUGAUGUCAUCUCU
.(((((((..((((((((....&.......)))))).................))...))))))). -19.72
>ENSG00000183755 hs-mir-143   1757   1764
UGAGAUGAAGCACUGUAGCUCA&UCAUCUUUCAGGAGCCACCACAGCUGACGGUGUCAUCAUCUCC
.(((((((.(((((((((((..&.....................))))).))))))..))))))). -27.20
>ENSG00000183755 hs-mir-143   1959   1966
UGAGAUGAAGCACUGUAGCUCA&AGUGUCAUCAUCAUUUGCAGGGAUGCAUGGUGUCAUCAUCUCC
.(((((((.(((((((.((((.&.....................)).)))))))))..))))))). -23.80
mir-143 ENSMUSG00000047107 3160 nt UTR 2 hits 1791 1866
-----------------------------------------------------------------------1--
1----------------------------------------------------
>ENSMUSG00000047107 hs-mir-143   1791   1798
UGAGAUGAAGCACUGUAGCUCA&AUCACCUCCCAGCAUCCAUCACAGCCAGGGGGUCUUCAUCUCC
.(((((((((.(((.(.(((..&......................)))...).)))))))))))). -22.70



>ENSMUSG00000047107 hs-mir-143   1866   1873
UGAGAUGAAGCACUGUAGCUCA&CCCAGAUGGUGAGAUCCAUCAGAACCACACUGUCCUCAUCUCU
.(((((((.(((.(((..((((&.........)))).............))).)))..))))))). -18.46
mir-143 ENSRNOG00000016877 3125 nt UTR 5 hits 1549 1621 1758 2336
2826
-------------------------------------------------------------1--1-----1---
-------------------1-------------------1-----------
>ENSRNOG00000016877 hs-mir-143   1549   1556
UGAGAUGAAGCACUGUAGCUCA&UCCAGGAUUCCAUAGGACUCACCUCAACUACCAUAUCAUCUCC
.(((((((......((((....&...........................))))....))))))). -15.60
>ENSRNOG00000016877 hs-mir-143   1621   1628
UGAGAUGAAGCACUGUAGCUCA&AUUGUCUCCCAAGAUUCCUCCCAACCAUGGUGUUAUCAUCUCC
.(((((((((((((((......&..........................)))))))).))))))). -21.50
>ENSRNOG00000016877 hs-mir-143   1758   1765
UGAGAUGAAGCACUGUAGCUCA&CCUCCUGGGAUCCAUCACAGCCUGGGGGGUCUUUAUCAUCUCC
.((((((((((.((.(((((..&..................))).)).)).).))...))))))). -17.60
>ENSRNOG00000016877 hs-mir-143   2336   2343
UGAGAUGAAGCACUGUAGCUCA&UCUCCAUGACUUAGGAUUUCUGAAAUCCAGUGAUAUCAUCUCU
.(((((((..(((((.(..(((&....................)))..).)))))...))))))). -21.90
>ENSRNOG00000016877 hs-mir-143   2826   2833
UGAGAUGAAGCACUGUAGCUCA&CUGUCCCUUGCCCAGCCAUCUGAUCGGUGACAGGGUCAUCUCU
.(((((((....((((.(((..&.........................))).))))..))))))). -21.40

miRNA: mir-143
Human predicted target: ENSG00000184185
Mouse predicted target: ENSMUSG00000042529
Rat predicted target: ENSRNOG00000002303
Hs Gene description: ATP-SENSITIVE INWARD RECTIFIER POTASSIUM CHANNEL 12
(POTASSIUM CHANNEL, INWARDLY RECTIFYING, SUBFAMILY J, MEMBER 12) (INWARD
RECTIFIER K+ CHANNEL KIR2.2) (IRK2). [Source:SWISSPROT;Acc:Q14500]

NM_021012
mir-143 ENSG00000184185 2448 nt UTR 2 hits 1063 2356
------------------------------------------1-------------------------------
--------------------1---
>ENSG00000184185 hs-mir-143   1063   1070
UGAGAUGAAGCACUGUAGCUCA&GAGACUCCGGGUUGUCCUGUUCUUUCUGGGCUUGCUCAUCUCC
.(((((((.(((....((((((&..........................)))))))))))))))). -23.30
>ENSG00000184185 hs-mir-143   2356   2363
UGAGAUGAAGCACUGUAGCUCA&CAGCCCCCACCCUGCGGGAGAGCAGCCCCAGCGCCUCAUCUCC
.(((((((.((.(((..(((..&.......................)))..))).)).))))))). -25.60
mir-143 ENSMUSG00000042529 2662 nt UTR 3 hits 1144 1705 1811
---------------------------------------------1----------------------1---1-
---------------------------------
>ENSMUSG00000042529 hs-mir-143   1144   1151
UGAGAUGAAGCACUGUAGCUCA&GGGCAGGAUGAUGAAGCCCUGCUGGUCCCAGCCAGUCAUCUCC
.(((((((....(((..(((..&.......................)))..)))....))))))). -19.60
>ENSMUSG00000042529 hs-mir-143   1705   1712



UGAGAUGAAGCACUGUAGCUCA&AUCCAGAGCAGGGUCUAGGGGCUCCUGCUCCCGGCUCAUCUCAG
(((((((((((.((.((((((.&..........))).))).)))))............)))))))). -24.80
>ENSMUSG00000042529 hs-mir-143   1811   1818
UGAGAUGAAGCACUGUAGCUCA&CCUGGGCCCUGCUGGAGAGCAGCUCAAACUGCCUUUCAUCUCU
.(((((((((((..((.((((.&................)))).))......))..))))))))). -20.90
mir-143 ENSRNOG00000002303 2626 nt UTR 3 hits 1108 1668 1783
--------------------------------------------1---------------------1----1--
--------------------------------
>ENSRNOG00000002303 hs-mir-143   1108   1115
UGAGAUGAAGCACUGUAGCUCA&GGGCAGAAUGAGGAAGCCCUGCUGGCCCCAGCCAGUCAUCUCC
.(((((((....(((..(((..&.......................)))..)))....))))))). -20.90
>ENSRNOG00000002303 hs-mir-143   1668   1675
UGAGAUGAAGCACUGUAGCUCA&UAGGGGCUCCUGGUCCUCCAAGGCCUGCUCCCAGCUCAUCUCAG
((((((((.((...((((((..&.....................))).))).....)))))))))). -21.20
>ENSRNOG00000002303 hs-mir-143   1783   1790
UGAGAUGAAGCACUGUAGCUCA&CCUGGGCCCUGCUGGAGAGCAGCUCAAGCCGCCUUUCAUCUCU
.(((((((((....((.((((.&................)))).))..........))))))))). -20.54

miRNA: mir-144
Human predicted target: ENSG00000112182
Mouse predicted target: ENSMUSG00000040270
Rat predicted target: ENSRNOG00000006170
Hs Gene description: TRANSCRIPTION REGULATOR PROTEIN BACH2 (BTB AND CNC
HOMOLOG 2). [Source:SWISSPROT;Acc:Q9BYV9] NM_021813
mir-144 ENSG00000112182 7879 nt UTR 2 hits 135 921
-----1------------------------------1-------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------
>ENSG00000112182 hs-mir-144    135    142
UACAGUAUAGAUGAUGUACUAG&CACAUUUGGUGCACACUACAGCGGUCUUAGCAGCAAUACUGUU
.(((((((((.((.((((((((&.....))))))))))))..................))))))). -16.46
>ENSG00000112182 hs-mir-144    921    928
UACAGUAUAGAUGAUGUACUAG&CUUAAAUGAAGUUGUAACUUCGGUAUAACUCAAGUAUACUGUAU
(((((((((..(((((((((..&.....................))))))..)))..))))))))). -20.80
mir-144 ENSMUSG00000040270 2000 nt UTR 3 hits 179 456 828
-------1----------1--------------1----------------------------------------
------
>ENSMUSG00000040270 hs-mir-144    179    186
UACAGUAUAGAUGAUGUACUAG&CGAAUUUGGUGCACACUACAGCAGUCUUAGCAGCAAUACUGUU
.(((((((((.((.((((((((&.....))))))))))))..................))))))). -16.46
>ENSMUSG00000040270 hs-mir-144    456    463
UACAGUAUAGAUGAUGUACUAG&AAGACAGCUUCUAUACACAUCAAAGUUUUAUAGCUAUACUGUGU
((((((((((.((((((..(((&..........)))...))))))...........)))))))))). -19.90
>ENSMUSG00000040270 hs-mir-144    828    835
UACAGUAUAGAUGAUGUACUAG&UCUUCUCCCCUUGUGUUUUCCCCUCGUCUCUGCGGAUACUGUAC



((((((((((((((........&.......................))))))......)))))))). -16.80
mir-144 ENSRNOG00000006170 2000 nt UTR 2 hits 151 430
------1----------1--------------------------------------------------------
------
>ENSRNOG00000006170 hs-mir-144    151    158
UACAGUAUAGAUGAUGUACUAG&CGAAUUUGGUGCACACUACAGCAGUCUUAGCAGCAAUACUGUU
.(((((((((.((.((((((((&.....))))))))))))..................))))))). -16.46
>ENSRNOG00000006170 hs-mir-144    430    437
UACAGUAUAGAUGAUGUACUAG&AAGACAGCUUCUAUACACAUCAAAGUUUUAUAGCUAUACUGUGU
((((((((((.((((((..(((&..........)))...))))))...........)))))))))). -19.90

miRNA: mir-144
Human predicted target: ENSG00000116044
Mouse predicted target: ENSMUSG00000015839
Rat predicted target: ENSRNOG00000001548
Hs Gene description: NUCLEAR FACTOR ERYTHROID 2 RELATED FACTOR 2 (NF-E2
RELATED FACTOR 2) (NFE2-RELATED FACTOR 2) (NUCLEAR FACTOR, ERYTHROID
DERIVED 2, LIKE 2) (HEBP1). [Source:SWISSPROT;Acc:Q16236] NM_006164
mir-144 ENSG00000116044 2477 nt UTR 2 hits 265 370
----------1---1-----------------------------------------------------------
--------------------------
>ENSG00000116044 hs-mir-144    265    272
UACAGUAUAGAUGAUGUACUAG&UUCUGUGUAAGUGUAAAUACUACAAAAACUUAUUUAUACUGUU
.(((((((((((((((((....&....................)))).....))))))))))))). -18.10
>ENSG00000116044 hs-mir-144    370    377
UACAGUAUAGAUGAUGUACUAG&UAUUGCAAAACUAACCACUAUGUACUUUUUUAUAAAUACUGUAU
((((((((..((((.(((((((&.................))).))))....))))..)))))))). -19.40
mir-144 ENSMUSG00000015839 2447 nt UTR 2 hits 257 349
----------1--1------------------------------------------------------------
------------------------
>ENSMUSG00000015839 hs-mir-144    257    264
UACAGUAUAGAUGAUGUACUAG&UUUCUGUUUAAGUGUAAAUACUACAGAACUUAUUUAUACUGUU
.(((((((((((((.((.((..&........................)).))))))))))))))). -19.40
>ENSMUSG00000015839 hs-mir-144    349    356
UACAGUAUAGAUGAUGUACUAG&UAUUGAAAACUAACCAGACCACUAUACUUUUUUAUAUACUGUAU
(((((((((...((.(((.(((&.....................)))))).))....))))))))). -16.30
mir-144 ENSRNOG00000001548 2452 nt UTR 2 hits 260 352
----------1---1-----------------------------------------------------------
-------------------------
>ENSRNOG00000001548 hs-mir-144    260    267
UACAGUAUAGAUGAUGUACUAG&UUUCUGUGUAAGUGUAAAUACUACAGAACUUAUUUAUACUGUU
.(((((((((((((.((.((..&........................)).))))))))))))))). -19.40
>ENSRNOG00000001548 hs-mir-144    352    359
UACAGUAUAGAUGAUGUACUAG&UAUUGAAAACUAACCAAACCACUAUACUUUUUUAUAUACUGUAU
(((((((((...((.(((.(((&.....................)))))).))....))))))))). -16.30



miRNA: mir-144
Human predicted target: ENSG00000132591
Mouse predicted target: ENSMUSG00000020832
Rat predicted target: ENSRNOG00000010673
Hs Gene description: GTP-BINDING PROTEIN ERA HOMOLOG (HERA) (FRAGMENT).
[Source:SWISSPROT;Acc:O75616] NM_005702
mir-144 ENSG00000132591 2508 nt UTR 1 hits 1007
----------------------------------------1---------------------------------
---------------------------
>ENSG00000132591 hs-mir-144   1007   1014
UACAGUAUAGAUGAUGUACUAG&CCAGAGCUGGGGGUGCCCGGACUAGUACAUCAUCUAUACUGUAG
((((((((((((((((((((((&.....................)))))))))))))))))))))). -38.90
mir-144 ENSMUSG00000020832 2675 nt UTR 1 hits 998
---------------------------------------1----------------------------------
---------------------------------
>ENSMUSG00000020832 hs-mir-144    998   1005
UACAGUAUAGAUGAUGUACUAG&UCUGGAGGUGGGGUACCCAGACUAGUACAUCAUCUAUACUGUAG
((((((((((((((((((((((&.....................)))))))))))))))))))))). -38.90
mir-144 ENSRNOG00000010673 2000 nt UTR 1 hits 1460
----------------------------------------------------------1---------------
------
>ENSRNOG00000010673 hs-mir-144   1460   1467
UACAGUAUAGAUGAUGUACUAG&UCUAGUCUUGGGGUACCCAGACUAGUACAUCAUCUAUACUGUAG
((((((((((((((((((((((&.....................)))))))))))))))))))))). -38.90

miRNA: mir-144
Human predicted target: ENSG00000175893
Mouse predicted target: ENSMUSG00000028403
Rat predicted target: ENSRNOG00000010484
mir-144 ENSG00000175893 5432 nt UTR 2 hits 1521 3198
------------------------------------------------------------1-------------
-----------------------------------------------------1--------------------
----------------------------------------------------------------------
>ENSG00000175893 hs-mir-144   1521   1528
UACAGUAUAGAUGAUGUACUAG&UUAAACAGAAGGUUACCAUUGUCAGCCAGUUGGCUAUACUGUGG
((((((((((..(((...((..&.......................))...)))..)))))))))). -18.40
>ENSG00000175893 hs-mir-144   3198   3205
UACAGUAUAGAUGAUGUACUAG&UGUCGACCUUCUGGAAAUGAAAGGUUUUUACCUAGAUACUGUAA
((((((((((.(((...(((..&......................)))..))).))..)))))))). -14.60
mir-144 ENSMUSG00000028403 3377 nt UTR 2 hits 1293 1315
---------------------------------------------------11---------------------
--------------------------------------------------------------
>ENSMUSG00000028403 hs-mir-144   1293   1300
UACAGUAUAGAUGAUGUACUAG&UAAGUAGUUGUAAAGUAAGGAAUCAUAGCUGGGAAAUACUGUGG
((((((((..(((((.((((..&.............))))....))))).........)))))))). -16.70
>ENSMUSG00000028403 hs-mir-144   1315   1322
UACAGUAUAGAUGAUGUACUAG&UCAUAGCUGGGAAAUACUGUGGCUAGUUCUUUCAGAUACUGUAA



((((((((...(((...(((((&......................)))))....))).)))))))). -20.40
mir-144 ENSRNOG00000010484 2000 nt UTR 2 hits 1311 1333
----------------------------------------------------11--------------------
------
>ENSRNOG00000010484 hs-mir-144   1311   1318
UACAGUAUAGAUGAUGUACUAG&AUAAGAGUUGUAAAGUAAGGAAUCAUAGCUGGGAAAUACUGUGG
((((((((..(((((.((((..&.............))))....))))).........)))))))). -16.70
>ENSRNOG00000010484 hs-mir-144   1333   1340
UACAGUAUAGAUGAUGUACUAG&UCAUAGCUGGGAAAUACUGUGGCUAGUUCUUUCAGAUACUGUAA
((((((((...(((...(((((&......................)))))....))).)))))))). -20.40

miRNA: mir-145
Human predicted target: ENSG00000126003
Mouse predicted target: ENSMUSG00000051413
Mouse predicted target: ENSMUSG00000045985
Rat predicted target: ENSRNOG00000010086
Hs Gene description: ZINC FINGER PROTEIN PLAGL2 (PLEIOMORPHIC ADENOMA-LIKE
PROTEIN 2). [Source:SWISSPROT;Acc:Q9UPG8] NM_002657
mir-145 ENSG00000126003 5948 nt UTR 2 hits 731 983
-----------------------------1---------1----------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
----------------
>ENSG00000126003 hs-mir-145    731    738
GUCCAGUUUUCCCAGGAAUCCCUU&UUGGCACCAGCCUGAACCAUUUGGUACCUGGUGUUAACUGGAG
.(((((((..((((((.(((....&......................))).))))).)..))))))). -
26.10
>ENSG00000126003 hs-mir-145    983    990
GUCCAGUUUUCCCAGGAAUCCCUU&UCCAAGUACAUUAUGACCCCCUCAUCCUUCUCUUGAACUGGAG
.((((((((....((((.......&........................))))......)))))))). -
19.00
mir-145 ENSMUSG00000051413 5720 nt UTR 3 hits 713 962 1933
----------------------------1---------1-----------------------------------
---1----------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000051413 hs-mir-145    713    720
GUCCAGUUUUCCCAGGAAUCCCUU&UUGCCACCAGCCUGAACCACUCGGUACCUGGUGUUAACUGGAG
.(((((((..((((((.(((....&......................))).))))).)..))))))). -
26.40
>ENSMUSG00000051413 hs-mir-145    962    969
GUCCAGUUUUCCCAGGAAUCCCUU&UUCUCCAAGUACAUCAUGACACCUUCGUCCUCCUGAACUGGAG
.((((((((....((((.......&...........................))))...)))))))). -
19.70
>ENSMUSG00000051413 hs-mir-145   1933   1940
GUCCAGUUUUCCCAGGAAUCCCUU&UAAGCAAGGUAGCUUGGAAUACCUUUUUUAAAAACAACUGGAUA



((((((((((.(((((....((((&.....))))...)))))))................)))))))). -
20.29
mir-145 ENSMUSG00000045985 5720 nt UTR 3 hits 713 962 1933
----------------------------1---------1-----------------------------------
---1----------------------------------------------------------------------
--------------------------------------------------------------------------
-------
>ENSMUSG00000045985 hs-mir-145    713    720
GUCCAGUUUUCCCAGGAAUCCCUU&UUGCCACCAGCCUGAACCACUCGGUACCUGGUGUUAACUGGAG
.(((((((..((((((.(((....&......................))).))))).)..))))))). -
26.40
>ENSMUSG00000045985 hs-mir-145    962    969
GUCCAGUUUUCCCAGGAAUCCCUU&UUCUCCAAGUACAUCAUGACACCUUCGUCCUCCUGAACUGGAG
.((((((((....((((.......&...........................))))...)))))))). -
19.70
>ENSMUSG00000045985 hs-mir-145   1933   1940
GUCCAGUUUUCCCAGGAAUCCCUU&UAAGCAAGGUAGCUUGGAAUACCUUUUUUAAAAACAACUGGAUA
((((((((((.(((((....((((&.....))))...)))))))................)))))))). -
20.29
mir-145 ENSRNOG00000010086 2000 nt UTR 3 hits 718 967 1926
----------------------------1---------1-----------------------------------
---1--
>ENSRNOG00000010086 hs-mir-145    718    725
GUCCAGUUUUCCCAGGAAUCCCUU&UUGCCACCAGUCUGAACCACUCGGUACCUGGUGUUAACUGGAG
.(((((((..((((((.(((....&......................))).))))).)..))))))). -
26.40
>ENSRNOG00000010086 hs-mir-145    967    974
GUCCAGUUUUCCCAGGAAUCCCUU&UUCUCCAAGUACAUCAUGACACCUUCGUCCUCCUGAACUGGAG
.((((((((....((((.......&...........................))))...)))))))). -
19.70
>ENSRNOG00000010086 hs-mir-145   1926   1933
GUCCAGUUUUCCCAGGAAUCCCUU&UAAGCAAGGUAGCUUGGAAUACCUUUUUAAAAGACAACUGGAUA
((((((((.(((((((....((((&.....))))...)))))...............)).)))))))). -
22.56

miRNA: mir-145
Human predicted target: ENSG00000136379
Mouse predicted target: ENSMUSG00000038459
Rat predicted target: ENSRNOG00000012683
mir-145 ENSG00000136379 3251 nt UTR 3 hits 439 574 1162
-----------------1----1-----------------------1---------------------------
---------------------------------------------------------
>ENSG00000136379 hs-mir-145    439    446
GUCCAGUUUUCCCAGGAAUCCCUU&AUGGGUUCAAUCCAUUUGUGAAGCUGUGAUAGUGUAACUGGAA
.(((((((.((.(((((((((...&..))))))...............))).))......))))))). -
19.86
>ENSG00000136379 hs-mir-145    574    581



GUCCAGUUUUCCCAGGAAUCCCUU&GUGUACAGCUUCAUCAACUGUAACCAUAUAAAUAUAACUGGAA
.(((((((................&...................................))))))). -
13.30
>ENSG00000136379 hs-mir-145   1162   1169
GUCCAGUUUUCCCAGGAAUCCCUU&GCCUUAAAUGUACUGUAAGCCUCAGAUCGUUGUACAACUGGACU
((((((((....(((..(((....&........................)))..)))...)))))))). -
18.60
mir-145 ENSMUSG00000038459 3222 nt UTR 3 hits 415 542 1138
----------------1----1-----------------------1----------------------------
-------------------------------------------------------
>ENSMUSG00000038459 hs-mir-145    415    422
GUCCAGUUUUCCCAGGAAUCCCUU&AUGGGUGAGAUUCAUAUGUGAAGCUAUGGUAGUGUAACUGGAA
.((((((((((.((.((((((((.&..)))...)))))...)).))).............))))))). -
19.81
>ENSMUSG00000038459 hs-mir-145    542    549
GUCCAGUUUUCCCAGGAAUCCCUU&UAUAACAGCUUCAUCAACUGUUACCAUUUAAAUACAACUGGAA
.(((((((................&...................................))))))). -
13.40
>ENSMUSG00000038459 hs-mir-145   1138   1145
GUCCAGUUUUCCCAGGAAUCCCUU&GCCUUAAAUGUACUGUAAGCCUCAGAUCGUUGUACAACUGGAUU
((((((((....(((..(((....&........................)))..)))...)))))))). -
16.20
mir-145 ENSRNOG00000012683 3201 nt UTR 3 hits 420 542 1116
----------------1----1----------------------1-----------------------------
-------------------------------------------------------
>ENSRNOG00000012683 hs-mir-145    420    427
GUCCAGUUUUCCCAGGAAUCCCUU&AAGGGUGCGAUUCCUUUGUGAAGCUGUGGUAGUGUAACUGGAA
.(((((((..((((((((((((((&)))))....))))))..........).))......))))))). -
22.10
>ENSRNOG00000012683 hs-mir-145    542    549
GUCCAGUUUUCCCAGGAAUCCCUU&ACUAACAGCUUCAUCAACUGUUACCAUUUAAAUACAACUGGAA
.(((((((................&...................................))))))). -
13.40
>ENSRNOG00000012683 hs-mir-145   1116   1123
GUCCAGUUUUCCCAGGAAUCCCUU&GCCUUAAAUGUACUGUAAGCCUCAGAUCGUUGUACAACUGGAUU
((((((((....(((..(((....&........................)))..)))...)))))))). -
16.20

miRNA: mir-145
Human predicted target: ENSG00000143952
Mouse predicted target: ENSMUSG00000020128
Rat predicted target: ENSRNOG00000007125
Hs Gene description: TUMOR ANTIGEN SLP-8P. [Source:RefSeq;Acc:NM_016516]
mir-145 ENSG00000143952 3326 nt UTR 2 hits 195 1773
-------1--------------------------------------------------------------1---
------------------------------------------------------------
>ENSG00000143952 hs-mir-145    195    202



GUCCAGUUUUCCCAGGAAUCCCUU&GGGGAAGGGAAAAAGGAAAGUAUCAAGUGUUGGGAAACUGGAUU
((((((((((((.((.(.((((((&....)))))).................).)))))))))))))). -
25.77
>ENSG00000143952 hs-mir-145   1773   1780
GUCCAGUUUUCCCAGGAAUCCCUU&AUAAUGGUAUGAUUAAGAUUCUUAGAAAUGCCAAAAACUGGACU
((((((((((..((((((((....&................))))))......))...)))))))))). -
21.80
mir-145 ENSMUSG00000020128 3275 nt UTR 2 hits 142 1338
-----1-----------------------------------------------1--------------------
---------------------------------------------------------
>ENSMUSG00000020128 hs-mir-145    142    149
GUCCAGUUUUCCCAGGAAUCCCUU&AGGUGGGGGAAGGGAAAAGAAGGAUCAGUGUUGGGAACUGGAUU
((((((((..(((.....((((((&.........))))))......)).........)..)))))))). -
24.10
>ENSMUSG00000020128 hs-mir-145   1338   1345
GUCCAGUUUUCCCAGGAAUCCCUU&UUAAACACACAGCCUUUUCAAAACAAAUAUGGAAGAACUGGAA
.(((((((((.(((..........&.............................))).))))))))). -
20.30
mir-145 ENSRNOG00000007125 2869 nt UTR 2 hits 331 1790
-------------1---------------------------------------------------------1--
-----------------------------------------
>ENSRNOG00000007125 hs-mir-145    331    338
GUCCAGUUUUCCCAGGAAUCCCUU&UAAGGCGGGGAAGGGAAGAGAAGAUCAGUGUUGGGAACUGGAUU
((((((((..(.((.((.((((((&..........))))))........))..))..)..)))))))). -
23.30
>ENSRNOG00000007125 hs-mir-145   1790   1797
GUCCAGUUUUCCCAGGAAUCCCUU&AAUAGUCUUAGAAAGAAAGGAAAAGCAAACAAAAAAACUGGACU
((((((((((.....(....((((&................)))).....).......)))))))))). -
19.20

miRNA: mir-145
Human predicted target: ENSG00000151702
Mouse predicted target: ENSMUSG00000016087
Rat predicted target: ENSRNOG00000008904
Hs Gene description: FRIEND LEUKEMIA INTEGRATION 1 TRANSCRIPTION FACTOR
(FLI-1 PROTO- ONCOGENE) (ERGB TRANSCRIPTION FACTOR).
[Source:SWISSPROT;Acc:Q01543] NM_002017
mir-145 ENSG00000151702 3428 nt UTR 3 hits 100 485 525
---1---------------11-----------------------------------------------------
----------------------------------------------------------------
>ENSG00000151702 hs-mir-145    100    107
GUCCAGUUUUCCCAGGAAUCCCUU&UCAACAGGACAUAUGUGGCCUUGAAGGGAAGACAAAACUGGAUG
((((((((((....(...((((((&.......................))))))...))))))))))). -
22.60
>ENSG00000151702 hs-mir-145    485    492
GUCCAGUUUUCCCAGGAAUCCCUU&AUCUAAUUUUAGGAGGACCAAAUUCAGUGGAUGGCAACUGGAA



.(((((((.(((((.((((.((((&............)))).....))))..)))..)).))))))). -
20.60
>ENSG00000151702 hs-mir-145    525    532
GUCCAGUUUUCCCAGGAAUCCCUU&GAACAUUGAUUGUAAGGCCAGUGAAGUUUUCACCCAACUGGAA
.((((((((((.(.((....((((&.............)))))).).)))..........))))))). -
15.00
mir-145 ENSMUSG00000016087 2126 nt UTR 3 hits 97 503 544
---1----------------11----------------------------------------------------
------------
>ENSMUSG00000016087 hs-mir-145     97    104
GUCCAGUUUUCCCAGGAAUCCCUU&CUCUAAAAGGCACAGUAGCCUUGAAGAGAUAAGAAAACUGGAUG
((((((((((((.(((....((((&......))))........))).).........))))))))))). -
20.80
>ENSMUSG00000016087 hs-mir-145    503    510
GUCCAGUUUUCCCAGGAAUCCCUU&AUCUUAUCUUCGGAGGACUCAAUUCAGUGGAUGGCAACUGGAA
.(((((((.(((((.((((.((((&............)))).....))))..)))..)).))))))). -
20.60
>ENSMUSG00000016087 hs-mir-145    544    551
GUCCAGUUUUCCCAGGAAUCCCUU&AACACUGGCUCUGAGGCCAGUGAAGUUUUUUGCCCAACUGGAA
.(((((((....((((((.(((((&............))))........).))))))...))))))). -
16.20
mir-145 ENSRNOG00000008904 2000 nt UTR 3 hits 102 536 576
----1----------------1-1--------------------------------------------------
------
>ENSRNOG00000008904 hs-mir-145    102    109
GUCCAGUUUUCCCAGGAAUCCCUU&CUCUAAAAGAUGCUGUAGCUUUGAAGAGAUAAGAAAACUGGAUG
(((((((((((......(((.(((&.......................))).)))..))))))))))). -
19.90
>ENSRNOG00000008904 hs-mir-145    536    543
GUCCAGUUUUCCCAGGAAUCCCUU&AUCUUUUCUUAGGAGGACUUAAUUCAGCGGAUGGCAACUGGAA
.(((((((.(((...((((.((((&............)))).....))))...)))....))))))). -
20.60
>ENSRNOG00000008904 hs-mir-145    576    583
GUCCAGUUUUCCCAGGAAUCCCUU&GAACACCGGCUGGGAGGCUGGUGAAGUCCCUGCCCAACUGGAA
.((((((((((((((...((((..&...........))))..)))).)))..........))))))). -
26.20

miRNA: mir-145
Human predicted target: ENSG00000165527
Mouse predicted target: ENSMUSG00000044147
Rat predicted target: ENSRNOG00000004791
Hs Gene description: ADP-RIBOSYLATION FACTOR 6.
[Source:SWISSPROT;Acc:P26438] NM_001663
mir-145 ENSG00000165527 2508 nt UTR 3 hits 973 1502 2171
--------------------------------------1---------------------1-------------
------------1--------------
>ENSG00000165527 hs-mir-145    973    980



GUCCAGUUUUCCCAGGAAUCCCUU&AUAAUUUGUAGAUAUUUUAAGUGACUUUUGGGCAAAACUGGAA
.((((((((((((((((.((.(((&..................))).)).))))))).))))))))). -
27.90
>ENSG00000165527 hs-mir-145   1502   1509
GUCCAGUUUUCCCAGGAAUCCCUU&UAACAAGAUUACUUGGUUAGCUGGUUAGGACCAGUAACUGGAUU
((((((((...(((((((((....&......)))).)))))...................)))))))). -
19.75
>ENSG00000165527 hs-mir-145   2171   2178
GUCCAGUUUUCCCAGGAAUCCCUU&CUGAAACAAAACAAGCACAAAGGUAUAAAUGCCUAAACUGGAG
.((((((((...((...((.((((&...................)))).))...))...)))))))). -
18.30
mir-145 ENSMUSG00000044147 2495 nt UTR 2 hits 910 2044
------------------------------------1-------------------------------------
-------1------------------
>ENSMUSG00000044147 hs-mir-145    910    917
GUCCAGUUUUCCCAGGAAUCCCUU&AUAUUUGUAGAUAUUUUAAAGUGACUUUUGGACAAAACUGGAA
.(((((((((.((((((.((.(((&..................))).)).))))))..))))))))). -
23.10
>ENSMUSG00000044147 hs-mir-145   2044   2051
GUCCAGUUUUCCCAGGAAUCCCUU&CUGAAACAAAAUAAGCACAAAGGUAUAAAUGCCUAAACUGGAG
.((((((((...((...((.((((&...................)))).))...))...)))))))). -
18.30
mir-145 ENSRNOG00000004791 2336 nt UTR 2 hits 908 2029
------------------------------------1-------------------------------------
-------1------------
>ENSRNOG00000004791 hs-mir-145    908    915
GUCCAGUUUUCCCAGGAAUCCCUU&GUAUUUGUAGAUACUUUAAAGUGACUUUUGGGCAAAACUGGAA
.((((((((((((((((.((.(((&..................))).)).))))))).))))))))). -
28.00
>ENSRNOG00000004791 hs-mir-145   2029   2036
GUCCAGUUUUCCCAGGAAUCCCUU&CUGAAACAAAAUAAGCACAAAGGUAUAAAUGCCUAAACUGGAG
.((((((((...((...((.((((&...................)))).))...))...)))))))). -
18.30

miRNA: mir-146
Human predicted target: ENSG00000089094
Mouse predicted target: ENSMUSG00000029475
Rat predicted target: ENSRNOG00000001334
Hs Gene description: JEMMA PROTEIN. [Source:SPTREMBL;Acc:Q8NHM5]
mir-146 ENSG00000089094 3109 nt UTR 2 hits 959 2306
--------------------------------------1-----------------------------------
------------------1--------------------------------
>ENSG00000089094 hs-mir-146    959    966
UGAGAACUGAAUUCCAUGGGUU&UUUGCUUUUGCUUCUCUCCUCUGAAGUGUGAGUUGAGUUCUCAU
((((((((.(((((((((((..&.................))).....))).))))).)))))))). -24.10
>ENSG00000089094 hs-mir-146   2306   2313
UGAGAACUGAAUUCCAUGGGUU&UCAUGAAUGGUAAUAUUUGUUUUCUUGACAGCCUGAGUUCUCC



.(((((((........((((((&.............................))))))))))))). -15.20
mir-146 ENSMUSG00000029475 3037 nt UTR 2 hits 930 2356
-------------------------------------1------------------------------------
--------------------1---------------------------
>ENSMUSG00000029475 hs-mir-146    930    937
UGAGAACUGAAUUCCAUGGGUU&CACCCUCUCCUUUGUCCUCCUCCUCUCAAGUGUUCAGUUCUCAC
((((((((((((....((((..&........................))))...)))))))))))). -24.00
>ENSMUSG00000029475 hs-mir-146   2356   2363
UGAGAACUGAAUUCCAUGGGUU&AUUGGCUGACCCUUCUGCAUAAGCUAUUGAUCUCAAGUUCUCAU
((((((((((..((.((((.((&....................)).)))).))..)).)))))))). -20.60
mir-146 ENSRNOG00000001334 3017 nt UTR 2 hits 922 1182
------------------------------------1----------1--------------------------
-----------------------------------------------
>ENSRNOG00000001334 hs-mir-146    922    929
UGAGAACUGAAUUCCAUGGGUU&AUAGCCUUUCCUCUGUCCCCUCCUUUCAAGUGUUCAGUUCUCAC
((((((((((((.....(((..&.....................))).......)))))))))))). -23.40
>ENSRNOG00000001334 hs-mir-146   1182   1189
UGAGAACUGAAUUCCAUGGGUU&AUAGCCUUUCCUCUGUCCCCUCCUUUCAAGUGUUCAGUUCUCAC
((((((((((((.....(((..&.....................))).......)))))))))))). -23.40

miRNA: mir-146
Human predicted target: ENSG00000118263
Mouse predicted target: ENSMUSG00000025959
Rat predicted target: ENSRNOG00000012961
Hs Gene description: KRUEPPEL-LIKE FACTOR 7 (UBIQUITOUS KRUEPPEL-LIKE
FACTOR). [Source:SWISSPROT;Acc:O75840]
mir-146 ENSG00000118263 2859 nt UTR 3 hits 106 1055 2347
----1-------------------------------------1-------------------------------
-------------------1---------------------
>ENSG00000118263 hs-mir-146    106    113
UGAGAACUGAAUUCCAUGGGUU&GACUUCAGGCGGGGACCCAUUGCCUCGCAGAAGAAAGUUCUCAC
((((((((...(((.(((((((&.............))))))).........)))...)))))))). -23.30
>ENSG00000118263 hs-mir-146   1055   1062
UGAGAACUGAAUUCCAUGGGUU&CAGCUCUCGAAGCAGCCAGUCAGAUGGGACAUCACAGUUCUCU
.((((((((..((((((.((((&.............))))......)))))).....)))))))). -22.20
>ENSG00000118263 hs-mir-146   2347   2354
UGAGAACUGAAUUCCAUGGGUU&ACAAUUUCUGGAGCACUGCUUGCUGACAAUCUCGUAGUUCUCU
.((((((((..(((((..((((&..))))..))))).....................)))))))). -17.90
mir-146 ENSMUSG00000025959 2038 nt UTR 2 hits 170 1139
------1--------------------------------------1----------------------------
--------
>ENSMUSG00000025959 hs-mir-146    170    177
UGAGAACUGAAUUCCAUGGGUU&GGACUUCAGGCGGGGAGAACUGCCUCGCAGAAGAAAGUUCUCGC
((((((((...(((..(((((.&.....................))).))..)))...)))))))). -20.40
>ENSMUSG00000025959 hs-mir-146   1139   1146
UGAGAACUGAAUUCCAUGGGUU&UAGCUCUCGAAGCAGCCAAUCAGAUGGGACAUCAGAGUUCUCU
.(((((((((.((((((.((((&.................))))..))))))..))..))))))). -20.10



mir-146 ENSRNOG00000012961 4230 nt UTR 2 hits 168 1138
------1--------------------------------------1----------------------------
--------------------------------------------------------------------------
----------------------
>ENSRNOG00000012961 hs-mir-146    168    175
UGAGAACUGAAUUCCAUGGGUU&UGGACUUCAGGCGGGAGCACUGCCUCGCAGAAGAAAGUUCUCAC
((((((((...(((..(((((.&.....................))).))..)))...)))))))). -21.10
>ENSRNOG00000012961 hs-mir-146   1138   1145
UGAGAACUGAAUUCCAUGGGUU&UAGCUCUCGAAGCAGCCAAUCAGACGGGACAUCAGAGUUCUCU
.(((((((((..(((.((((((&.............))))...))....)))..))..))))))). -18.30

miRNA: mir-146
Human predicted target: ENSG00000175104
Mouse predicted target: ENSMUSG00000027164
Rat predicted target: ENSRNOG00000004639
Hs Gene description: TNF RECEPTOR-ASSOCIATED FACTOR 6.
[Source:RefSeq;Acc:NM_004620] NM_145803
mir-146 ENSG00000175104 2665 nt UTR 3 hits 473 538 1272
------------------1--1----------------------------1-----------------------
---------------------------------
>ENSG00000175104 hs-mir-146    473    480
UGAGAACUGAAUUCCAUGGGUU&GUGCCCUCGAGAAGAGUUAUUGCUCUAGAAAGUUGAGUUCUCAU
((((((((.((((....((((.&.....................)))).....)))).)))))))). -20.60
>ENSG00000175104 hs-mir-146    538    545
UGAGAACUGAAUUCCAUGGGUU&UCAGAGGAUUUGAACCAUAAUCCUUGGAAAACUUAAGUUCUCAU
((((((((...(((((.(((((&..................))))).)))))......)))))))). -24.50
>ENSG00000175104 hs-mir-146   1272   1279
UGAGAACUGAAUUCCAUGGGUU&AGGCCUAUAUAUAGAUAUAAAAUAUCGUGGAAUCUAGUUCUCAG
(((((((((.(((((((((...&........................))))))))).))))))))). -28.50
mir-146 ENSMUSG00000027164 2439 nt UTR 3 hits 460 524 1336
------------------1-1--------------------------------1--------------------
------------------------
>ENSMUSG00000027164 hs-mir-146    460    467
UGAGAACUGAAUUCCAUGGGUU&CUGGUGCCAGUAGAGAAGUUACCGCUCUGGUGUUGAGUUCUCAU
((((((((.(((.(((.((((.&.......................))))))).))).)))))))). -25.60
>ENSMUSG00000027164 hs-mir-146    524    531
UGAGAACUGAAUUCCAUGGGUU&UCAGAGGCUUUGAACCAUGAUCCCUGGAAGGCUUAAGUUCUCAA
((((((((...(((((.(((((&..................))))).)))))......)))))))). -26.20
>ENSMUSG00000027164 hs-mir-146   1336   1343
UGAGAACUGAAUUCCAUGGGUU&UUAAUGUCCUGUACAUAUACAGUACUUUGGAGUCUAGUUCUCAG
(((((((((.((((((.((((.&.......................)))))))))).))))))))). -25.00
mir-146 ENSRNOG00000004639 2000 nt UTR 3 hits 443 507 1305
-----------------1--1-------------------------------1---------------------
------
>ENSRNOG00000004639 hs-mir-146    443    450
UGAGAACUGAAUUCCAUGGGUU&CUGCUGCCAGUGGAAAGGUUACUGCUCUGGUGUUGAGUUCUCAU
((((((((.(((.(((.((((.&.......................))))))).))).)))))))). -25.50



>ENSRNOG00000004639 hs-mir-146    507    514
UGAGAACUGAAUUCCAUGGGUU&UCAGAGGCUUUGAACCAUGAUCCCUGGAAAGCUGAAGUUCUCAU
((((((((...(((((.(((((&..................))))).)))))......)))))))). -24.90
>ENSRNOG00000004639 hs-mir-146   1305   1312
UGAGAACUGAAUUCCAUGGGUU&CUGUGUAUUUGUUAAUGUAUAGUACUUUGGAGUCUAGUUCUCAG
(((((((((.((((((.((((.&.......................)))))))))).))))))))). -25.00

miRNA: mir-146
Human predicted target: ENSG00000182149
Mouse predicted target: ENSMUSG00000031729
Rat predicted target: ENSRNOG00000015144
Hs Gene description: NM_014761
mir-146 ENSG00000182149 3210 nt UTR 2 hits 171 1865
------1-------------------------------------------------------------------
1------------------------------------------------------
>ENSG00000182149 hs-mir-146    171    178
UGAGAACUGAAUUCCAUGGGUU&CUCUCUGCCUGCUCCUCCAGAUUCUGCUGCUUUCCAGUUCUCU
.((((((((((......(((((&...................))))).......)).)))))))). -16.82
>ENSG00000182149 hs-mir-146   1865   1872
UGAGAACUGAAUUCCAUGGGUU&UCUAACCUUAAACAGUAUUCACAGUUGUAGAUCACAGUUCUCAA
(((((((((...((.(((((((&...)))))..................)).))...))))))))). -18.96
mir-146 ENSMUSG00000031729 3123 nt UTR 2 hits 48 576
-1---------------------1--------------------------------------------------
---------------------------------------------------
>ENSMUSG00000031729 hs-mir-146     48     55
UGAGAACUGAAUUCCAUGGGUU&AGGCAGCAUCCACAUUCUGGAAGUUGAUAGUGAACAGUUCUCC
.((((((((..((((((((((.&.......))))).....)))))............)))))))). -21.44
>ENSMUSG00000031729 hs-mir-146    576    583
UGAGAACUGAAUUCCAUGGGUU&CUGUUCCACCUGGAUCCAGUUGCAAAGUUUGGAAAAGUUCUCU
.(((((((...(((((((((((&............))))))...........))))).))))))). -22.50
mir-146 ENSRNOG00000015144 2000 nt UTR 2 hits 51 158
--1---1-------------------------------------------------------------------
------
>ENSRNOG00000015144 hs-mir-146     51     58
UGAGAACUGAAUUCCAUGGGUU&AGGCAACAUCCACGAUCUGGAAGUUGAUAUGGAACAGUUCUCC
.((((((((..(((((((....&...........................))))))))))))))). -23.10
>ENSRNOG00000015144 hs-mir-146    158    165
UGAGAACUGAAUUCCAUGGGUU&GGGCUCCUGCUGCUCUACCAACUGUGUUGCUUUCCAGUUCUCC
.((((((((((...(((.(((.&................)))....))).....)).)))))))). -17.10

miRNA: mir-148b
Human predicted target: ENSG00000055070
Mouse predicted target: ENSMUSG00000040842
Rat predicted target: ENSRNOG00000009183
Hs Gene description: NM_015609
mir-148b ENSG00000055070 5002 nt UTR 5 hits 65 119 165 1451 4268



--1-1-1---------------------------------------------------1---------------
--------------------------------------------------------------------------
----------------------1------------------------------
>ENSG00000055070 hs-mir-148b     65     72
UCAGUGCAUCACAGAACUUUGU&UGCCGUCACCGCCUCCUGGGUCGUCCGCCACGGGUUGCACUGC
.(((((((((.(((........&...............)))..............)).))))))). -15.46
>ENSG00000055070 hs-mir-148b    119    126
UCAGUGCAUCACAGAACUUUGU&GCUGGACUUGAGCAGAGGGAACGACCUGACUUACUUGCACUGU
.(((((((...(((..((((((&...........))))))........))).......))))))). -18.40
>ENSG00000055070 hs-mir-148b    165    172
UCAGUGCAUCACAGAACUUUGU&CCCCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGU
.(((((((((((((........&.................)))))............)))))))). -20.30
>ENSG00000055070 hs-mir-148b   1451   1458
UCAGUGCAUCACAGAACUUUGU&ACCUGGCUCCUCUCAGGCUUCCUGAUCCCUUCCGUUGCACUGC
.(((((((..((.(((......&.............................))).))))))))). -15.90
>ENSG00000055070 hs-mir-148b   4268   4275
UCAGUGCAUCACAGAACUUUGU&GGGGCUGCGGAUGUCAGGAUCCAGGCCAGGGGGUGUGCACUGGU
(((((((((.((....(((((.&..........................))))).))))))))))). -21.50
mir-148b ENSMUSG00000040842 2000 nt UTR 2 hits 116 162
----1-1-------------------------------------------------------------------
------
>ENSMUSG00000040842 hs-mir-148b    116    123
UCAGUGCAUCACAGAACUUUGU&GCUGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGU
.(((((((...(((..((((((&...........))))))........))).......))))))). -18.40
>ENSMUSG00000040842 hs-mir-148b    162    169
UCAGUGCAUCACAGAACUUUGU&CCCCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGU
.(((((((((((((........&.................)))))............)))))))). -20.30
mir-148b ENSRNOG00000009183 2530 nt UTR 4 hits 114 160 638 684
----1-1------------------1-1----------------------------------------------
----------------------------
>ENSRNOG00000009183 hs-mir-148b    114    121
UCAGUGCAUCACAGAACUUUGU&UCUGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGU
.(((((((...(((..((((((&...........))))))........))).......))))))). -18.40
>ENSRNOG00000009183 hs-mir-148b    160    167
UCAGUGCAUCACAGAACUUUGU&CCCCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGU
.(((((((((((((........&.................)))))............)))))))). -20.30
>ENSRNOG00000009183 hs-mir-148b    638    645
UCAGUGCAUCACAGAACUUUGU&UCUGGACUUGAGCAGAGGGAAUAACCUGACUUACUUGCACUGU
.(((((((...(((..((((((&...........))))))........))).......))))))). -18.40
>ENSRNOG00000009183 hs-mir-148b    684    691
UCAGUGCAUCACAGAACUUUGU&CCCCCUUGCUCCGCCCACUGUGACCUUGAACCCCAUGCACUGU
.(((((((((((((........&.................)))))............)))))))). -20.30

miRNA: mir-148b
Human predicted target: ENSG00000105983
Mouse predicted target: ENSMUSG00000010721
Rat predicted target: ENSRNOG00000005306



Hs Gene description: LIMB REGION 1 PROTEIN; LIMB REGION 1.
[Source:RefSeq;Acc:NM_022458]
mir-148b ENSG00000105983 5201 nt UTR 2 hits 1257 4010
--------------------------------------------------1-----------------------
--------------------------------------------------------------------------
------------1------------------------------------------------
>ENSG00000105983 hs-mir-148b   1257   1264
UCAGUGCAUCACAGAACUUUGU&GUAGUUAUGCAGUCUGCUAUAUAAAUAUGUUCACAUGCACUGU
.((((((((....((((.....&............................))))..)))))))). -18.80
>ENSG00000105983 hs-mir-148b   4010   4017
UCAGUGCAUCACAGAACUUUGU&CUGAAGCAAAAGUACUGUGUACGCAAAUUACUUGUUGCACUGU
.(((((((.(((((.(((((((&.....))))).)).)))))................))))))). -23.43
mir-148b ENSMUSG00000010721 2000 nt UTR 2 hits 1026 1849
-----------------------------------------1-------------------------------
1------
>ENSMUSG00000010721 hs-mir-148b   1026   1033
UCAGUGCAUCACAGAACUUUGU&AGCACACAUUUCACAGAAAUAUAGUGAUGCUCACAUGCACUGU
.((((((((..((..(((.(((&..................))).)))..)).....)))))))). -18.00
>ENSMUSG00000010721 hs-mir-148b   1849   1856
UCAGUGCAUCACAGAACUUUGU&UGUCUUACCUUGAUUCUUGGGCCUUCUGUGGUUGAUGCACUGC
.(((((((((((((((......&.......................)))))....)))))))))). -23.60
mir-148b ENSRNOG00000005306 2000 nt UTR 2 hits 1889 1967
--------------------------------------------------------------------------
-1--1-
>ENSRNOG00000005306 hs-mir-148b   1889   1896
UCAGUGCAUCACAGAACUUUGU&ACCUGGAGGGAGGUACUGGGUCCAGGUGCUGUCCCUGCACUGGG
((((((((..((((.((((...&.......................)))).))))...)))))))). -22.20
>ENSRNOG00000005306 hs-mir-148b   1967   1974
UCAGUGCAUCACAGAACUUUGU&GGACAGCCGUGUGCACACAGUUGCACGCAGGGUCCUGCACUGC
.(((((((.....(.(((((((&..........................))))))).)))))))). -18.70

miRNA: mir-148b
Human predicted target: ENSG00000106511
Mouse predicted target: ENSMUSG00000036144
Rat predicted target: ENSRNOG00000006588
Hs Gene description: HOMEOBOX PROTEIN MOX-2 (MESENCHYME HOMEOBOX 2)
(GROWTH ARREST-SPECIFIC HOMEOBOX). [Source:SWISSPROT;Acc:P50222] NM_005924
mir-148b ENSG00000106511 3175 nt UTR 2 hits 281 434
-----------1-----1--------------------------------------------------------
-----------------------------------------------------
>ENSG00000106511 hs-mir-148b    281    288
UCAGUGCAUCACAGAACUUUGU&GUAUGGCAGUGAGCAGGUAUGUGUUUGCUUUUGCUUGCACUGAA
((((((((.((((..((.((((&............)))))).))))............)))))))). -21.02
>ENSG00000106511 hs-mir-148b    434    441
UCAGUGCAUCACAGAACUUUGU&AUGUGUAUUACAGUGGGCAGGUAUUUGCUUUUGCUUGCACUGAA
((((((((.((((((((.((((&................)))))).))))....))..)))))))). -19.30
mir-148b ENSMUSG00000036144 3121 nt UTR 2 hits 271 427



----------1------1--------------------------------------------------------
---------------------------------------------------
>ENSMUSG00000036144 hs-mir-148b    271    278
UCAGUGCAUCACAGAACUUUGU&UAUGACAGAGAGGGAGAUGGAUGUUUGCUUUGGCUUGCACUGAA
((((((((...((((.((((((&....))))))..................))))...)))))))). -21.11
>ENSMUSG00000036144 hs-mir-148b    427    434
UCAGUGCAUCACAGAACUUUGU&AUGUGUGUGACACUAGGCAGGUAUUUGCUUUUGCUUGCACUGAA
((((((((.((((((((.((((&................)))))).))))....))..)))))))). -19.30
mir-148b ENSRNOG00000006588 3146 nt UTR 2 hits 275 425
----------1-----1---------------------------------------------------------
----------------------------------------------------
>ENSRNOG00000006588 hs-mir-148b    275    282
UCAGUGCAUCACAGAACUUUGU&UAUGACAGAGAGGGAGAUGAAUGUUUGCUUUGGCUUGCACUGAA
((((((((...((((.((((((&....))))))..................))))...)))))))). -21.11
>ENSRNOG00000006588 hs-mir-148b    425    432
UCAGUGCAUCACAGAACUUUGU&AUGUGUGUGACACUGGGCAGGUAUUUGCUUUUGCUUGCACUGAA
((((((((.((((((((.((((&................)))))).))))....))..)))))))). -19.30

miRNA: mir-148b
Human predicted target: ENSG00000113742
Mouse predicted target: ENSMUSG00000020300
Rat predicted target: ENSRNOG00000020689
mir-148b ENSG00000113742 6172 nt UTR 2 hits 1214 2384
------------------------------------------------1-------------------------
---------------------1----------------------------------------------------
--------------------------------------------------------------------------
-------------------------
>ENSG00000113742 hs-mir-148b   1214   1221
UCAGUGCAUCACAGAACUUUGU&ACAGUUAAAAAAAGUGAAGUAGUUGCAAAGUGUUUUGCACUGU
.(((((((..((...(((((((&........................)))))))))..))))))). -21.90
>ENSG00000113742 hs-mir-148b   2384   2391
UCAGUGCAUCACAGAACUUUGU&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUCGUGCACUGGC
(((((((((.(((.........&..............................))).))))))))). -20.10
mir-148b ENSMUSG00000020300 2665 nt UTR 2 hits 1146 2318
---------------------------------------------1----------------------------
------------------1--------------
>ENSMUSG00000020300 hs-mir-148b   1146   1153
UCAGUGCAUCACAGAACUUUGU&GUUAAAAAAAAAAGUCAAGUAGUUGCAAAGUGUUUUGCACUGU
.(((((((..((...(((((((&........................)))))))))..))))))). -21.90
>ENSMUSG00000020300 hs-mir-148b   2318   2325
UCAGUGCAUCACAGAACUUUGU&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUUGUGCACUGGC
(((((((((.(((.........&..............................))).))))))))). -20.10
mir-148b ENSRNOG00000020689 2667 nt UTR 2 hits 1149 2285
---------------------------------------------1----------------------------
-----------------1---------------
>ENSRNOG00000020689 hs-mir-148b   1149   1156
UCAGUGCAUCACAGAACUUUGU&GUUAAAAAAAAAAGUCAAGUAGUUGCAAAGUGUUUUGCACUGU



.(((((((..((...(((((((&........................)))))))))..))))))). -21.90
>ENSRNOG00000020689 hs-mir-148b   2285   2292
UCAGUGCAUCACAGAACUUUGU&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUUGUGCACUGGC
(((((((((.(((.........&..............................))).))))))))). -20.10

miRNA: mir-148b
Human predicted target: ENSG00000121871
Mouse predicted target: ENSMUSG00000048304
Rat predicted target: ENSRNOG00000009821
Hs Gene description: NM_014926
mir-148b ENSG00000121871 3175 nt UTR 2 hits 1304 1437
----------------------------------------------------1----1----------------
-----------------------------------------------------
>ENSG00000121871 hs-mir-148b   1304   1311
UCAGUGCAUCACAGAACUUUGU&UUGUUACACAGAAAGUAAUUUAUUAACGGGUUUGAUGCACUGU
.((((((((((...(((((...&...........................))))))))))))))). -21.70
>ENSG00000121871 hs-mir-148b   1437   1444
UCAGUGCAUCACAGAACUUUGU&CUUGAAUUAUGAAUUUCAGUCUUAGUAACCAGUGAUGCACUGU
.(((((((((((..........&...............................))))))))))). -24.40
mir-148b ENSMUSG00000048304 2000 nt UTR 2 hits 628 1354
-------------------------1----------------------------1-------------------
------
>ENSMUSG00000048304 hs-mir-148b    628    635
UCAGUGCAUCACAGAACUUUGU&CAGCAACUCCCUACAUACACUUAGGUCCCUCAGCCUGCACUGGG
((((((((....((.((((.((&..................))..))))..)).....)))))))). -16.00
>ENSMUSG00000048304 hs-mir-148b   1354   1361
UCAGUGCAUCACAGAACUUUGU&GGAUAUACAGAAAGCUAAAUGAUUAACAAGUUUGAUGCACUGU
.((((((((((...(((.((((&.........................))))))))))))))))). -22.50
mir-148b ENSRNOG00000009821 2000 nt UTR 2 hits 629 1320
-------------------------1--------------------------1---------------------
------
>ENSRNOG00000009821 hs-mir-148b    629    636
UCAGUGCAUCACAGAACUUUGU&CAACAAAUCCCUACAUACACGUAGGUCCCACAGCCUGCACUGGG
((((((((.......(((((((&..................))).)))).........)))))))). -16.19
>ENSRNOG00000009821 hs-mir-148b   1320   1327
UCAGUGCAUCACAGAACUUUGU&UGGUAUACAGAAAGCUAAAUGAUUAACAAGUUCGAUGCACUGU
.(((((((((...((((.((((&.........................))))))))))))))))). -23.80

miRNA: mir-148b
Human predicted target: ENSG00000133318
Mouse predicted target: ENSMUSG00000024758
Rat predicted target: ENSRNOG00000021202
Hs Gene description: RETICULON PROTEIN 3 (NEUROENDOCRINE-SPECIFIC PROTEIN-
LIKE 2) (NSP-LIKE PROTEIN II) (NSPLII). [Source:SWISSPROT;Acc:O95197]

NM_006054
mir-148b ENSG00000133318 3683 nt UTR 2 hits 869 1153



----------------------------------1-----------1---------------------------
--------------------------------------------------------------------------
>ENSG00000133318 hs-mir-148b    869    876
UCAGUGCAUCACAGAACUUUGU&UUUUCUUACUAUAAAAUAAAUGUCUGUAACUGCUGUGCACUGC
.((((((((.(((((..(((((&...............)))))..))))).......)))))))). -19.80
>ENSG00000133318 hs-mir-148b   1153   1160
UCAGUGCAUCACAGAACUUUGU&UUCUCACUCAUAGUCAUGAUCCUUCAGAGGGAAUAUGCACUGGC
(((((((((.......(((((.&........................))))).....))))))))). -20.10
mir-148b ENSMUSG00000024758 3929 nt UTR 3 hits 1667 3040 3413
------------------------------------------------------------------1-------
-----------------------------------------------1--------------1-----------
----------
>ENSMUSG00000024758 hs-mir-148b   1667   1674
UCAGUGCAUCACAGAACUUUGU&UGGUCUAUGGGGUCUCCUAACAAGGGACCUCGUUCUGCACUGGA
((((((((..((((..((((((&...................))))))...)).))..)))))))). -22.40
>ENSMUSG00000024758 hs-mir-148b   3040   3047
UCAGUGCAUCACAGAACUUUGU&AAGUGGGCCCCACCUGGAGUUCUGACUGGCAAGCCUGCACUGC
.(((((((((((((((((((..&...............)))))))))..)))......))))))). -23.40
>ENSMUSG00000024758 hs-mir-148b   3413   3420
UCAGUGCAUCACAGAACUUUGU&AGGGAUUUCUUUUCUUGUUUUCUCACCACAAGGGCUGCACUGGC
((((((((........((((((&...........................))))))..)))))))). -18.10
mir-148b ENSRNOG00000021202 3858 nt UTR 3 hits 1612 2344 3700
----------------------------------------------------------------1---------
-------------------1-----------------------------------------------------
1-------
>ENSRNOG00000021202 hs-mir-148b   1612   1619
UCAGUGCAUCACAGAACUUUGU&UGGUCUUUGGGGUCUCCCAACCAGGGACCCCAUUCUGCACUGGA
((((((((........(((((.&.....................))))).........)))))))). -17.73
>ENSRNOG00000021202 hs-mir-148b   2344   2351
UCAGUGCAUCACAGAACUUUGU&UGGUCUUUGGGGUCUCCCAACCAGGGACCCCAUUCUGCACUGGA
((((((((........(((((.&.....................))))).........)))))))). -17.73
>ENSRNOG00000021202 hs-mir-148b   3700   3707
UCAGUGCAUCACAGAACUUUGU&AGGUGGGCCCCACCUGGAGUUCUGACGGGCAAGCCUGCACUGC
.(((((((((.(((((((((..&...............)))))))))...))......))))))). -23.00

miRNA: mir-148b
Human predicted target: ENSG00000184602
Mouse predicted target: ENSMUSG00000037972
Rat predicted target: ENSRNOG00000002463
Hs Gene description: STANNIN (AG8_1). [Source:SWISSPROT;Acc:O75324]

NM_003498
mir-148b ENSG00000184602 4833 nt UTR 2 hits 138 967
-----1--------------------------------1-----------------------------------
--------------------------------------------------------------------------
----------------------------------------------
>ENSG00000184602 hs-mir-148b    138    145
UCAGUGCAUCACAGAACUUUGU&UUGCUGGCAUGGCCUCUGCGGGCUUCGUCAUCGCAUGCACUGAU



((((((((((.((((.((.(((&......))).))..)))).)..............))))))))). -21.23
>ENSG00000184602 hs-mir-148b    967    974
UCAGUGCAUCACAGAACUUUGU&AGGUUGUAUGUUUUGUGUUGGUGUUUCCUAUUUUCUGCACUGGA
((((((((.((((((((.....&.........))))))))..................)))))))). -22.21
mir-148b ENSMUSG00000037972 4388 nt UTR 4 hits 136 492 905 3222
-----1-------------1----------------1-------------------------------------
------------------------------------------------------1-------------------
----------------------------
>ENSMUSG00000037972 hs-mir-148b    136    143
UCAGUGCAUCACAGAACUUUGU&UUGCUGGCAUGGUCUCCUCGGGCUUUGUCAUCGCAUGCACUGGC
(((((((((((((((.(((...&...................))).)))))....).))))))))). -18.70
>ENSMUSG00000037972 hs-mir-148b    492    499
UCAGUGCAUCACAGAACUUUGU&UUGGACUGGUCAGGCCCCAGUUGCCCUCGGCAGGGUGCACUGAG
((((((((((...((.......&..........................)).....)))))))))). -21.30
>ENSMUSG00000037972 hs-mir-148b    905    912
UCAGUGCAUCACAGAACUUUGU&GAAGACAAGGUUUUGUUUUUGUAUUUAAUAUUUUCUGCACUGGA
((((((((..((((((((((((&....))))))))))))...................)))))))). -25.20
>ENSMUSG00000037972 hs-mir-148b   3222   3229
UCAGUGCAUCACAGAACUUUGU&GUGGUUCUUUGUAGAGUUGAGGAGCCCAACAGACUUGCACUGC
.(((((((.((.((((((....&..)))))).))........................))))))). -18.61
mir-148b ENSRNOG00000002463 4485 nt UTR 5 hits 133 483 882 2129 3328
-----1-------------1---------------1--------------------------------------
-----------1-----------------------------------------------1--------------
--------------------------------
>ENSRNOG00000002463 hs-mir-148b    133    140
UCAGUGCAUCACAGAACUUUGU&UUGCUGGCAUGGUCUCCUUGGGCUUUGACAUCGCAUGCACUGAC
(((((((((((..(((((.(((&......))).))).))..))..............))))))))). -18.83
>ENSRNOG00000002463 hs-mir-148b    483    490
UCAGUGCAUCACAGAACUUUGU&UUCGACUGGUCAGGCCCCAGGUGCCCUUGGCAGGGUGCACUGAG
((((((((((.(((.((((...&..................))))....)))....)))))))))). -22.40
>ENSRNOG00000002463 hs-mir-148b    882    889
UCAGUGCAUCACAGAACUUUGU&GAAGGCAAGGUUUGGUUUUUGUAUUUAAUAUUUUCUGCACUGGA
((((((((..((.(((((((((&....))))))))).))...................)))))))). -21.70
>ENSRNOG00000002463 hs-mir-148b   2129   2136
UCAGUGCAUCACAGAACUUUGU&CUGCCCUUGGUUAUCACUAGCUACCUUUUCAAGUGUGCACUGGA
(((((((((.((.(((......&...........................)))..))))))))))). -17.70
>ENSRNOG00000002463 hs-mir-148b   3328   3335
UCAGUGCAUCACAGAACUUUGU&GUGGUUCUUUGUGGAGUUGAGGAGCCCCACAGACUUGCACUGC
.(((((((((((((((((....&..))))))..)))).....................))))))). -19.79

miRNA: mir-148
Human predicted target: ENSG00000105983
Mouse predicted target: ENSMUSG00000010721
Rat predicted target: ENSRNOG00000005306
Hs Gene description: LIMB REGION 1 PROTEIN; LIMB REGION 1.
[Source:RefSeq;Acc:NM_022458]
mir-148 ENSG00000105983 5201 nt UTR 2 hits 1257 4010



--------------------------------------------------1-----------------------
--------------------------------------------------------------------------
------------1------------------------------------------------
>ENSG00000105983 hs-mir-148   1257   1264
UCAGUGCACUACAGAACUUUGU&GUAGUUAUGCAGUCUGCUAUAUAAAUAUGUUCACAUGCACUGU
.(((((((.....((((.....&............................))))...))))))). -17.40
>ENSG00000105983 hs-mir-148   4010   4017
UCAGUGCACUACAGAACUUUGU&CUGAAGCAAAAGUACUGUGUACGCAAAUUACUUGUUGCACUGU
.(((((((((((((.(((((((&.....))))).)).)))))..............).))))))). -20.33
mir-148 ENSMUSG00000010721 2000 nt UTR 2 hits 1026 1849
-----------------------------------------1-------------------------------
1------
>ENSMUSG00000010721 hs-mir-148   1026   1033
UCAGUGCACUACAGAACUUUGU&AGCACACAUUUCACAGAAAUAUAGUGAUGCUCACAUGCACUGU
.(((((((...((..(((.(((&..................))).)))..))......))))))). -16.70
>ENSMUSG00000010721 hs-mir-148   1849   1856
UCAGUGCACUACAGAACUUUGU&UGUCUUACCUUGAUUCUUGGGCCUUCUGUGGUUGAUGCACUGC
.(((((((((((((((......&.......................))))))))....))))))). -23.30
mir-148 ENSRNOG00000005306 2000 nt UTR 2 hits 1889 1967
--------------------------------------------------------------------------
-1--1-
>ENSRNOG00000005306 hs-mir-148   1889   1896
UCAGUGCACUACAGAACUUUGU&ACCUGGAGGGAGGUACUGGGUCCAGGUGCUGUCCCUGCACUGGG
((((((((..((((.((((...&.......................)))).))))...)))))))). -22.20
>ENSRNOG00000005306 hs-mir-148   1967   1974
UCAGUGCACUACAGAACUUUGU&GGACAGCCGUGUGCACACAGUUGCACGCAGGGUCCUGCACUGC
.(((((((.....(.(((((((&..........................))))))).)))))))). -18.70

miRNA: mir-148
Human predicted target: ENSG00000113742
Mouse predicted target: ENSMUSG00000020300
Rat predicted target: ENSRNOG00000020689
mir-148 ENSG00000113742 6172 nt UTR 2 hits 1214 2384
------------------------------------------------1-------------------------
---------------------1----------------------------------------------------
--------------------------------------------------------------------------
-------------------------
>ENSG00000113742 hs-mir-148   1214   1221
UCAGUGCACUACAGAACUUUGU&ACAGUUAAAAAAAGUGAAGUAGUUGCAAAGUGUUUUGCACUGU
.(((((((..((...(((((((&........................)))))))))..))))))). -22.00
>ENSG00000113742 hs-mir-148   2384   2391
UCAGUGCACUACAGAACUUUGU&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUCGUGCACUGGC
(((((((((.(((.........&..............................))).))))))))). -21.50
mir-148 ENSMUSG00000020300 2665 nt UTR 2 hits 1146 2318
---------------------------------------------1----------------------------
------------------1--------------
>ENSMUSG00000020300 hs-mir-148   1146   1153



UCAGUGCACUACAGAACUUUGU&GUUAAAAAAAAAAGUCAAGUAGUUGCAAAGUGUUUUGCACUGU
.(((((((..((...(((((((&........................)))))))))..))))))). -22.00
>ENSMUSG00000020300 hs-mir-148   2318   2325
UCAGUGCACUACAGAACUUUGU&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUUGUGCACUGGC
(((((((((.(((.........&..............................))).))))))))). -21.50
mir-148 ENSRNOG00000020689 2667 nt UTR 2 hits 1149 2285
---------------------------------------------1----------------------------
-----------------1---------------
>ENSRNOG00000020689 hs-mir-148   1149   1156
UCAGUGCACUACAGAACUUUGU&GUUAAAAAAAAAAGUCAAGUAGUUGCAAAGUGUUUUGCACUGU
.(((((((..((...(((((((&........................)))))))))..))))))). -22.00
>ENSRNOG00000020689 hs-mir-148   2285   2292
UCAGUGCACUACAGAACUUUGU&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUUGUGCACUGGC
(((((((((.(((.........&..............................))).))))))))). -21.50

miRNA: mir-148
Human predicted target: ENSG00000118707
Mouse predicted target: ENSMUSG00000038041
Rat predicted target: ENSRNOG00000020278
Hs Gene description: HOMEOBOX PROTEIN TGIF2 (TGFB-INDUCED FACTOR 2) (5'-
TG-3' INTERACTING FACTOR 2) (TGF(BETA)-INDUCED TRANSCRIPTION FACTOR 2).
[Source:SWISSPROT;Acc:Q9GZN2] NM_021809
mir-148 ENSG00000118707 4521 nt UTR 3 hits 159 566 2288
------1---------------1---------------------------------------------------
-----------------1--------------------------------------------------------
---------------------------------
>ENSG00000118707 hs-mir-148    159    166
UCAGUGCACUACAGAACUUUGU&GAGGUCUUCAACAGGAAGAUGCCAGCUGGCACCACUGCACUGU
.(((((((...(((..((((.(&............).)))).......))).......))))))). -15.50
>ENSG00000118707 hs-mir-148    566    573
UCAGUGCACUACAGAACUUUGU&ACGGCAGUAGUUAGCCCAGGUGUGGGGAACGAGAGUGCACUGC
.(((((((((...(..(((..(&.....................)..)))..)...))))))))). -21.60
>ENSG00000118707 hs-mir-148   2288   2295
UCAGUGCACUACAGAACUUUGU&GUAUUGGGCUGAGGUGGGAUUUUCCCUCCCCACAGUGCACUGAG
((((((((((............&.................................)))))))))). -21.50
mir-148 ENSMUSG00000038041 3882 nt UTR 2 hits 126 1678
-----1-------------------------------------------------------------1------
--------------------------------------------------------------------------
--------
>ENSMUSG00000038041 hs-mir-148    126    133
UCAGUGCACUACAGAACUUUGU&CCAUUCUGUCCAGUCCUCAGCGGAUGUCGCUGCGCUGCACUGU
.(((((((...(((.(((((((&...................))))).))..)))...))))))). -19.80
>ENSMUSG00000038041 hs-mir-148   1678   1685
UCAGUGCACUACAGAACUUUGU&GAUACUAGGAUGAGGGAUUUCUUUUCCCCCCACAGUGCACUGAG
((((((((((............&.................................)))))))))). -21.50
mir-148 ENSRNOG00000020278 3609 nt UTR 2 hits 117 1400



----1--------------------------------------------------1------------------
-----------------------------------------------------------------------
>ENSRNOG00000020278 hs-mir-148    117    124
UCAGUGCACUACAGAACUUUGU&CAUCAGGAUCAUCUGUCCAGCGGGCCUCAGCUCGCUGCACUGAG
(((((((((((((((.......&...........)))))..))...............)))))))). -18.56
>ENSRNOG00000020278 hs-mir-148   1400   1407
UCAGUGCACUACAGAACUUUGU&GGGUGAUACUAGGAUGAGGGAUUUUCCCCCCACAGUGCACUGAG
((((((((((............&.................................)))))))))). -21.50

miRNA: mir-148
Human predicted target: ENSG00000133318
Mouse predicted target: ENSMUSG00000024758
Rat predicted target: ENSRNOG00000021202
Hs Gene description: RETICULON PROTEIN 3 (NEUROENDOCRINE-SPECIFIC PROTEIN-
LIKE 2) (NSP-LIKE PROTEIN II) (NSPLII). [Source:SWISSPROT;Acc:O95197]

NM_006054
mir-148 ENSG00000133318 3683 nt UTR 2 hits 869 1153
----------------------------------1-----------1---------------------------
--------------------------------------------------------------------------
>ENSG00000133318 hs-mir-148    869    876
UCAGUGCACUACAGAACUUUGU&UUUUCUUACUAUAAAAUAAAUGUCUGUAACUGCUGUGCACUGC
.((((((((((((((..(((((&...............)))))..))))))......)))))))). -23.70
>ENSG00000133318 hs-mir-148   1153   1160
UCAGUGCACUACAGAACUUUGU&UUCUCACUCAUAGUCAUGAUCCUUCAGAGGGAAUAUGCACUGGC
((((((((........(((((.&........................)))))......)))))))). -18.84
mir-148 ENSMUSG00000024758 3929 nt UTR 3 hits 1667 3040 3413
------------------------------------------------------------------1-------
-----------------------------------------------1--------------1-----------
----------
>ENSMUSG00000024758 hs-mir-148   1667   1674
UCAGUGCACUACAGAACUUUGU&UGGUCUAUGGGGUCUCCUAACAAGGGACCUCGUUCUGCACUGGA
((((((((..((((..((((((&...................))))))...)).))..)))))))). -23.30
>ENSMUSG00000024758 hs-mir-148   3040   3047
UCAGUGCACUACAGAACUUUGU&AAGUGGGCCCCACCUGGAGUUCUGACUGGCAAGCCUGCACUGC
.(((((((((((((((((((..&...............)))))))))..)))......))))))). -23.40
>ENSMUSG00000024758 hs-mir-148   3413   3420
UCAGUGCACUACAGAACUUUGU&AGGGAUUUCUUUUCUUGUUUUCUCACCACAAGGGCUGCACUGGC
((((((((........((((((&...........................))))))..)))))))). -18.10
mir-148 ENSRNOG00000021202 3858 nt UTR 3 hits 1612 2344 3700
----------------------------------------------------------------1---------
-------------------1-----------------------------------------------------
1-------
>ENSRNOG00000021202 hs-mir-148   1612   1619
UCAGUGCACUACAGAACUUUGU&UGGUCUUUGGGGUCUCCCAACCAGGGACCCCAUUCUGCACUGGA
((((((((........(((((.&.....................))))).........)))))))). -17.73
>ENSRNOG00000021202 hs-mir-148   2344   2351
UCAGUGCACUACAGAACUUUGU&UGGUCUUUGGGGUCUCCCAACCAGGGACCCCAUUCUGCACUGGA



((((((((........(((((.&.....................))))).........)))))))). -17.73
>ENSRNOG00000021202 hs-mir-148   3700   3707
UCAGUGCACUACAGAACUUUGU&AGGUGGGCCCCACCUGGAGUUCUGACGGGCAAGCCUGCACUGC
.(((((((((.(((((((((..&...............)))))))))...))......))))))). -23.40

miRNA: mir-148
Human predicted target: ENSG00000134970
Mouse predicted target: ENSMUSG00000033184
Rat predicted target: ENSRNOG00000003691
mir-148 ENSG00000134970 4703 nt UTR 2 hits 452 953
------------------1-------------------1-----------------------------------
--------------------------------------------------------------------------
-----------------------------------------
>ENSG00000134970 hs-mir-148    452    459
UCAGUGCACUACAGAACUUUGU&ACCAAAUGUGAUGAACUGUAGCCCAAGCCCUAUUCUGCACUGU
.(((((((((((((.((((((.&..)))).))......))))))..............))))))). -19.73
>ENSG00000134970 hs-mir-148    953    960
UCAGUGCACUACAGAACUUUGU&CAUAAGUGCCAUACAUUUUAUCCUCAUGGAUGUGAUGCACUGAA
((((((((.((((...((.((.&........................)).)).)))).)))))))). -21.20
mir-148 ENSMUSG00000033184 2423 nt UTR 2 hits 455 879
------------------1----------------1--------------------------------------
-----------------------
>ENSMUSG00000033184 hs-mir-148    455    462
UCAGUGCACUACAGAACUUUGU&AACCAAAUGUGAUUAACUGUAGCCAAGCCCUAUUCUGCACUGC
.(((((((((((((.((((((.&...)))).))......)))))).............))))))). -19.61
>ENSMUSG00000033184 hs-mir-148    879    886
UCAGUGCACUACAGAACUUUGU&ACAUAAGUGCCAUAUGUCUUAUCCUCACAGUGUAAUGCACUGC
.(((((((.((((.........&..............................)))).))))))). -18.90
mir-148 ENSRNOG00000003691 2691 nt UTR 3 hits 254 637 1041
----------1--------------1---------------1--------------------------------
----------------------------------
>ENSRNOG00000003691 hs-mir-148    254    261
UCAGUGCACUACAGAACUUUGU&AACCAAAUGUGAUUAACUGUAGCCAAGCCCUAUUCUGCACUGC
.(((((((((((((.((((((.&...)))).))......)))))).............))))))). -19.61
>ENSRNOG00000003691 hs-mir-148    637    644
UCAGUGCACUACAGAACUUUGU&ACAUAAGUGCCAUAUGUCUUCUCCUCAUGAUGUGAUGCACUGAG
((((((((.((((..(((((((&))).))))......................)))).)))))))). -20.75
>ENSRNOG00000003691 hs-mir-148   1041   1048
UCAGUGCACUACAGAACUUUGU&ACAUAAGUGCCAUAUGUCUUCUCCUCAUGAUGUGAUGCACUGAG
((((((((.((((..(((((((&))).))))......................)))).)))))))). -20.75

miRNA: mir-148
Human predicted target: ENSG00000162374
Mouse predicted target: ENSMUSG00000028546
Rat predicted target: ENSRNOG00000008076
Rat predicted target: ENSRNOG00000008089



Hs Gene description: ELAV-LIKE PROTEIN 4 (PARANEOPLASTIC ENCEPHALOMYELITIS
ANTIGEN HUD) (HU-ANTIGEN D). [Source:SWISSPROT;Acc:P26378] NM_021952
mir-148 ENSG00000162374 2221 nt UTR 2 hits 840 1802
---------------------------------1--------------------------------------1-
---------------
>ENSG00000162374 hs-mir-148    840    847
UCAGUGCACUACAGAACUUUGU&UUUAGGGGAAAUUGACAACUUUGUCGCGUUCAUACUGCACUGGU
((((((((.((..((((.....&...........................)))).)).)))))))). -19.30
>ENSG00000162374 hs-mir-148   1802   1809
UCAGUGCACUACAGAACUUUGU&ACAAAAUGACUGAGGGAGCACUCUCCCACGUCCAGUGCACUGAU
((((((((((............&.................................)))))))))). -21.30
mir-148 ENSMUSG00000028546 2000 nt UTR 2 hits 828 1792
---------------------------------1-------------------------------------1--
------
>ENSMUSG00000028546 hs-mir-148    828    835
UCAGUGCACUACAGAACUUUGU&UUUAGGGGAAAUUGACAACUUUGUCGCGUUCAUACUGCACUGGU
((((((((.((..((((.....&...........................)))).)).)))))))). -19.30
>ENSMUSG00000028546 hs-mir-148   1792   1799
UCAGUGCACUACAGAACUUUGU&ACAAAAGGACCGUGGGAGCAAACUCCCACGUCCAGUGCACUGAU
((((((((((((.....(((((&.................))))).......))..)))))))))). -21.00
mir-148 ENSRNOG00000008076 2000 nt UTR 2 hits 826 1785
---------------------------------1-------------------------------------1--
------
>ENSRNOG00000008076 hs-mir-148    826    833
UCAGUGCACUACAGAACUUUGU&UUUAGGGGAAAUUGACAACUUUGUCGCGUUCAUACUGCACUGGU
((((((((.((..((((.....&...........................)))).)).)))))))). -19.30
>ENSRNOG00000008076 hs-mir-148   1785   1792
UCAGUGCACUACAGAACUUUGU&ACAAAAGGACUGUGGGAGCAAACUCCCACAUCCAGUGCACUGAU
((((((((((((((..((((((&))))).)..))))....................)))))))))). -24.95
mir-148 ENSRNOG00000008089 2000 nt UTR 2 hits 826 1785
---------------------------------1-------------------------------------1--
------
>ENSRNOG00000008089 hs-mir-148    826    833
UCAGUGCACUACAGAACUUUGU&UUUAGGGGAAAUUGACAACUUUGUCGCGUUCAUACUGCACUGGU
((((((((.((..((((.....&...........................)))).)).)))))))). -19.30
>ENSRNOG00000008089 hs-mir-148   1785   1792
UCAGUGCACUACAGAACUUUGU&ACAAAAGGACUGUGGGAGCAAACUCCCACAUCCAGUGCACUGAU
((((((((((((((..((((((&))))).)..))))....................)))))))))). -24.95

miRNA: mir-148
Human predicted target: ENSG00000184602
Mouse predicted target: ENSMUSG00000037972
Rat predicted target: ENSRNOG00000002463
Hs Gene description: STANNIN (AG8_1). [Source:SWISSPROT;Acc:O75324]

NM_003498
mir-148 ENSG00000184602 4833 nt UTR 2 hits 138 967



-----1--------------------------------1-----------------------------------
--------------------------------------------------------------------------
----------------------------------------------
>ENSG00000184602 hs-mir-148    138    145
UCAGUGCACUACAGAACUUUGU&UUGCUGGCAUGGCCUCUGCGGGCUUCGUCAUCGCAUGCACUGAU
(((((((((..((((.((.(((&......))).))..))))..)..............)))))))). -21.33
>ENSG00000184602 hs-mir-148    967    974
UCAGUGCACUACAGAACUUUGU&AGGUUGUAUGUUUUGUGUUGGUGUUUCCUAUUUUCUGCACUGGA
((((((((.((((((((.....&.........))))))))..................)))))))). -19.71
mir-148 ENSMUSG00000037972 4388 nt UTR 4 hits 136 492 905 3222
-----1-------------1----------------1-------------------------------------
------------------------------------------------------1-------------------
----------------------------
>ENSMUSG00000037972 hs-mir-148    136    143
UCAGUGCACUACAGAACUUUGU&UUGCUGGCAUGGUCUCCUCGGGCUUUGUCAUCGCAUGCACUGGC
((((((((..(((((.(((...&...................))).))))).......)))))))). -16.80
>ENSMUSG00000037972 hs-mir-148    492    499
UCAGUGCACUACAGAACUUUGU&UUGGACUGGUCAGGCCCCAGUUGCCCUCGGCAGGGUGCACUGAG
((((((((((...((.......&..........................)).....)))))))))). -22.00
>ENSMUSG00000037972 hs-mir-148    905    912
UCAGUGCACUACAGAACUUUGU&GAAGACAAGGUUUUGUUUUUGUAUUUAAUAUUUUCUGCACUGGA
((((((((..((((((((((((&....))))))))))))...................)))))))). -25.90
>ENSMUSG00000037972 hs-mir-148   3222   3229
UCAGUGCACUACAGAACUUUGU&GUGGUUCUUUGUAGAGUUGAGGAGCCCAACAGACUUGCACUGC
.(((((((((((((((((....&..))))))..)))).....................))))))). -20.09
mir-148 ENSRNOG00000002463 4485 nt UTR 5 hits 133 483 882 2129 3328
-----1-------------1---------------1--------------------------------------
-----------1-----------------------------------------------1--------------
--------------------------------
>ENSRNOG00000002463 hs-mir-148    133    140
UCAGUGCACUACAGAACUUUGU&UUGCUGGCAUGGUCUCCUUGGGCUUUGACAUCGCAUGCACUGAC
(((((((((((..(((((.(((&......))).))).))..)))..............)))))))). -18.73
>ENSRNOG00000002463 hs-mir-148    483    490
UCAGUGCACUACAGAACUUUGU&UUCGACUGGUCAGGCCCCAGGUGCCCUUGGCAGGGUGCACUGAG
((((((((((.(((.((((...&..................))))....)))....)))))))))). -23.10
>ENSRNOG00000002463 hs-mir-148    882    889
UCAGUGCACUACAGAACUUUGU&GAAGGCAAGGUUUGGUUUUUGUAUUUAAUAUUUUCUGCACUGGA
((((((((..((.(((((((((&....))))))))).))...................)))))))). -22.40
>ENSRNOG00000002463 hs-mir-148   2129   2136
UCAGUGCACUACAGAACUUUGU&CUGCCCUUGGUUAUCACUAGCUACCUUUUCAAGUGUGCACUGGA
(((((((((....(((......&...........................)))....))))))))). -19.90
>ENSRNOG00000002463 hs-mir-148   3328   3335
UCAGUGCACUACAGAACUUUGU&GUGGUUCUUUGUGGAGUUGAGGAGCCCCACAGACUUGCACUGC
.(((((((((((((((((....&..))))))..)))).....................))))))). -19.79

miRNA: mir-152
Human predicted target: ENSG00000105983



Mouse predicted target: ENSMUSG00000010721
Rat predicted target: ENSRNOG00000005306
Hs Gene description: LIMB REGION 1 PROTEIN; LIMB REGION 1.
[Source:RefSeq;Acc:NM_022458]
mir-152 ENSG00000105983 5201 nt UTR 2 hits 1257 4010
--------------------------------------------------1-----------------------
--------------------------------------------------------------------------
------------1------------------------------------------------
>ENSG00000105983 hs-mir-152   1257   1264
UCAGUGCAUGACAGAACUUGG&GUAGUUAUGCAGUCUGCUAUAUAAAUAUGUUCACAUGCACUGU
.(((((((((...((((....&............................)))).))))))))). -21.90
>ENSG00000105983 hs-mir-152   4010   4017
UCAGUGCAUGACAGAACUUGG&CUGAAGCAAAAGUACUGUGUACGCAAAUUACUUGUUGCACUGU
.(((((((..((((.((((..&.........)))).)))).................))))))). -18.81
mir-152 ENSMUSG00000010721 2000 nt UTR 2 hits 1026 1849
-----------------------------------------1-------------------------------
1------
>ENSMUSG00000010721 hs-mir-152   1026   1033
UCAGUGCAUGACAGAACUUGG&AGCACACAUUUCACAGAAAUAUAGUGAUGCUCACAUGCACUGU
.(((((((((.((..(((...&......................)))..))....))))))))). -20.30
>ENSMUSG00000010721 hs-mir-152   1849   1856
UCAGUGCAUGACAGAACUUGG&UGUCUUACCUUGAUUCUUGGGCCUUCUGUGGUUGAUGCACUGC
.((((((((.((((((((..(&................)..))..)))))).....)))))))). -21.20
mir-152 ENSRNOG00000005306 2000 nt UTR 2 hits 1889 1967
--------------------------------------------------------------------------
-1--1-
>ENSRNOG00000005306 hs-mir-152   1889   1896
UCAGUGCAUGACAGAACUUGG&ACCUGGAGGGAGGUACUGGGUCCAGGUGCUGUCCCUGCACUGGG
((((((((.(((((.((((((&.....................)))))).)))))..)))))))). -30.90
>ENSRNOG00000005306 hs-mir-152   1967   1974
UCAGUGCAUGACAGAACUUGG&GGACAGCCGUGUGCACACAGUUGCACGCAGGGUCCUGCACUGC
.(((((((.(((....((((.&...........................))))))).))))))). -20.70

miRNA: mir-152
Human predicted target: ENSG00000106511
Mouse predicted target: ENSMUSG00000036144
Rat predicted target: ENSRNOG00000006588
Hs Gene description: HOMEOBOX PROTEIN MOX-2 (MESENCHYME HOMEOBOX 2)
(GROWTH ARREST-SPECIFIC HOMEOBOX). [Source:SWISSPROT;Acc:P50222] NM_005924
mir-152 ENSG00000106511 3175 nt UTR 2 hits 281 434
-----------1-----1--------------------------------------------------------
-----------------------------------------------------
>ENSG00000106511 hs-mir-152    281    288
UCAGUGCAUGACAGAACUUGG&GUAUGGCAGUGAGCAGGUAUGUGUUUGCUUUUGCUUGCACUGAA
((((((((.((((.((((((.&.............))))).).))))..........)))))))). -22.70
>ENSG00000106511 hs-mir-152    434    441
UCAGUGCAUGACAGAACUUGG&AUGUGUAUUACAGUGGGCAGGUAUUUGCUUUUGCUUGCACUGAA



((((((((.(.(((((((((.&.................))))).......))))).)))))))). -22.11
mir-152 ENSMUSG00000036144 3121 nt UTR 2 hits 271 427
----------1------1--------------------------------------------------------
---------------------------------------------------
>ENSMUSG00000036144 hs-mir-152    271    278
UCAGUGCAUGACAGAACUUGG&UAUGACAGAGAGGGAGAUGGAUGUUUGCUUUGGCUUGCACUGAA
((((((((...((((......&............................))))...)))))))). -20.20
>ENSMUSG00000036144 hs-mir-152    427    434
UCAGUGCAUGACAGAACUUGG&AUGUGUGUGACACUAGGCAGGUAUUUGCUUUUGCUUGCACUGAA
((((((((.(.(((((((((.&.................))))).......))))).)))))))). -22.11
mir-152 ENSRNOG00000006588 3146 nt UTR 2 hits 275 425
----------1-----1---------------------------------------------------------
----------------------------------------------------
>ENSRNOG00000006588 hs-mir-152    275    282
UCAGUGCAUGACAGAACUUGG&UAUGACAGAGAGGGAGAUGAAUGUUUGCUUUGGCUUGCACUGAA
((((((((...((((......&............................))))...)))))))). -20.20
>ENSRNOG00000006588 hs-mir-152    425    432
UCAGUGCAUGACAGAACUUGG&AUGUGUGUGACACUGGGCAGGUAUUUGCUUUUGCUUGCACUGAA
((((((((.(.(((((((((.&.................))))).......))))).)))))))). -22.11

miRNA: mir-152
Human predicted target: ENSG00000113742
Mouse predicted target: ENSMUSG00000020300
Rat predicted target: ENSRNOG00000020689
mir-152 ENSG00000113742 6172 nt UTR 2 hits 1214 2384
------------------------------------------------1-------------------------
---------------------1----------------------------------------------------
--------------------------------------------------------------------------
-------------------------
>ENSG00000113742 hs-mir-152   1214   1221
UCAGUGCAUGACAGAACUUGG&ACAGUUAAAAAAAGUGAAGUAGUUGCAAAGUGUUUUGCACUGU
.(((((((.((((........&..............................)))).))))))). -19.10
>ENSG00000113742 hs-mir-152   2384   2391
UCAGUGCAUGACAGAACUUGG&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUCGUGCACUGGC
(((((((((((((........&..............................))))))))))))). -25.60
mir-152 ENSMUSG00000020300 2665 nt UTR 2 hits 1146 2318
---------------------------------------------1----------------------------
------------------1--------------
>ENSMUSG00000020300 hs-mir-152   1146   1153
UCAGUGCAUGACAGAACUUGG&GUUAAAAAAAAAAGUCAAGUAGUUGCAAAGUGUUUUGCACUGU
.(((((((.((((..((((((&..............))))))..........)))).))))))). -20.00
>ENSMUSG00000020300 hs-mir-152   2318   2325
UCAGUGCAUGACAGAACUUGG&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUUGUGCACUGGC
((((((((..(((........&..............................)))..)))))))). -22.90
mir-152 ENSRNOG00000020689 2667 nt UTR 2 hits 1149 2285
---------------------------------------------1----------------------------
-----------------1---------------



>ENSRNOG00000020689 hs-mir-152   1149   1156
UCAGUGCAUGACAGAACUUGG&GUUAAAAAAAAAAGUCAAGUAGUUGCAAAGUGUUUUGCACUGU
.(((((((.((((..((((((&..............))))))..........)))).))))))). -20.00
>ENSRNOG00000020689 hs-mir-152   2285   2292
UCAGUGCAUGACAGAACUUGG&CAGUGCUCUGCAUACAUUUUAAAUUAUGAAUGUUGUGCACUGGC
((((((((..(((........&..............................)))..)))))))). -22.90

miRNA: mir-152
Human predicted target: ENSG00000121871
Mouse predicted target: ENSMUSG00000048304
Rat predicted target: ENSRNOG00000009821
Hs Gene description: NM_014926
mir-152 ENSG00000121871 3175 nt UTR 2 hits 1304 1437
----------------------------------------------------1----1----------------
-----------------------------------------------------
>ENSG00000121871 hs-mir-152   1304   1311
UCAGUGCAUGACAGAACUUGG&UUGUUACACAGAAAGUAAUUUAUUAACGGGUUUGAUGCACUGU
.((((((((....(((((((.&..........................))))))).)))))))). -22.40
>ENSG00000121871 hs-mir-152   1437   1444
UCAGUGCAUGACAGAACUUGG&CUUGAAUUAUGAAUUUCAGUCUUAGUAACCAGUGAUGCACUGU
.((((((((.((...(((.((&....................)).))).....)).)))))))). -19.20
mir-152 ENSMUSG00000048304 2000 nt UTR 2 hits 628 1354
-------------------------1----------------------------1-------------------
------
>ENSMUSG00000048304 hs-mir-152    628    635
UCAGUGCAUGACAGAACUUGG&CAGCAACUCCCUACAUACACUUAGGUCCCUCAGCCUGCACUGGG
(((((((((((..(.((((((&....................)))))))..)))...)))))))). -19.10
>ENSMUSG00000048304 hs-mir-152   1354   1361
UCAGUGCAUGACAGAACUUGG&GGAUAUACAGAAAGCUAAAUGAUUAACAAGUUUGAUGCACUGU
.((((((((....(((((((.&..........................))))))).)))))))). -23.50
mir-152 ENSRNOG00000009821 2000 nt UTR 2 hits 629 1320
-------------------------1--------------------------1---------------------
------
>ENSRNOG00000009821 hs-mir-152    629    636
UCAGUGCAUGACAGAACUUGG&CAACAAAUCCCUACAUACACGUAGGUCCCACAGCCUGCACUGGG
((((((((.(...(.(((((.&.....................))))).).....).)))))))). -17.80
>ENSRNOG00000009821 hs-mir-152   1320   1327
UCAGUGCAUGACAGAACUUGG&UGGUAUACAGAAAGCUAAAUGAUUAACAAGUUCGAUGCACUGU
.((((((((....(((((((.&..........................))))))).)))))))). -25.30

miRNA: mir-152
Human predicted target: ENSG00000134970
Mouse predicted target: ENSMUSG00000033184
Rat predicted target: ENSRNOG00000003691
mir-152 ENSG00000134970 4703 nt UTR 2 hits 452 953



------------------1-------------------1-----------------------------------
--------------------------------------------------------------------------
-----------------------------------------
>ENSG00000134970 hs-mir-152    452    459
UCAGUGCAUGACAGAACUUGG&ACCAAAUGUGAUGAACUGUAGCCCAAGCCCUAUUCUGCACUGU
.(((((((.((.((..(((((&......................)))))..)).)).))))))). -22.50
>ENSG00000134970 hs-mir-152    953    960
UCAGUGCAUGACAGAACUUGG&CAUAAGUGCCAUACAUUUUAUCCUCAUGGAUGUGAUGCACUGAA
(((((((((.(((...(.(((&.......................))).)..))).))))))))). -23.80
mir-152 ENSMUSG00000033184 2423 nt UTR 2 hits 455 879
------------------1----------------1--------------------------------------
-----------------------
>ENSMUSG00000033184 hs-mir-152    455    462
UCAGUGCAUGACAGAACUUGG&AACCAAAUGUGAUUAACUGUAGCCAAGCCCUAUUCUGCACUGC
.(((((((.((.((..(((((&......................)))))..)).)).))))))). -22.20
>ENSMUSG00000033184 hs-mir-152    879    886
UCAGUGCAUGACAGAACUUGG&ACAUAAGUGCCAUAUGUCUUAUCCUCACAGUGUAAUGCACUGC
.((((((((.(((......((&......................))......))).)))))))). -18.90
mir-152 ENSRNOG00000003691 2691 nt UTR 3 hits 254 637 1041
----------1--------------1---------------1--------------------------------
----------------------------------
>ENSRNOG00000003691 hs-mir-152    254    261
UCAGUGCAUGACAGAACUUGG&AACCAAAUGUGAUUAACUGUAGCCAAGCCCUAUUCUGCACUGC
.(((((((.((.((..(((((&......................)))))..)).)).))))))). -22.20
>ENSRNOG00000003691 hs-mir-152    637    644
UCAGUGCAUGACAGAACUUGG&ACAUAAGUGCCAUAUGUCUUCUCCUCAUGAUGUGAUGCACUGAG
(((((((((.(((......((&......................))......))).))))))))). -24.30
>ENSRNOG00000003691 hs-mir-152   1041   1048
UCAGUGCAUGACAGAACUUGG&ACAUAAGUGCCAUAUGUCUUCUCCUCAUGAUGUGAUGCACUGAG
(((((((((.(((......((&......................))......))).))))))))). -24.30

miRNA: mir-152
Human predicted target: ENSG00000155111
Mouse predicted target: ENSMUSG00000038481
Rat predicted target: ENSRNOG00000000583
mir-152 ENSG00000155111 6557 nt UTR 3 hits 1220 2617 4063
------------------------------------------------1-------------------------
------------------------------1-------------------------------------------
--------------1-----------------------------------------------------------
-----------------------------------------
>ENSG00000155111 hs-mir-152   1220   1227
UCAGUGCAUGACAGAACUUGG&UACUGAAACUUAAUUCUAUCAAGAAUCUUUUUCAUUGCACUGAA
(((((((((((.(((.(((((&..................)))))..)))...))).)))))))). -22.10
>ENSG00000155111 hs-mir-152   2617   2624
UCAGUGCAUGACAGAACUUGG&AAUCUCCAUUCCACACAUGACUGAGUUCCUAUCCCUGCACUGGU
((((((((.((..(((((..(&....................)..)))))...))..)))))))). -23.60
>ENSG00000155111 hs-mir-152   4063   4070



UCAGUGCAUGACAGAACUUGG&AUAUGUAUGUAUUAUAUAAAAAAAAAAACCCUUAAUGCACUGU
.((((((((............&..................................)))))))). -16.30
mir-152 ENSMUSG00000038481 4297 nt UTR 3 hits 1164 2505 3538
----------------------------------------------1---------------------------
--------------------------1----------------------------------------1------
------------------------
>ENSMUSG00000038481 hs-mir-152   1164   1171
UCAGUGCAUGACAGAACUUGG&UACUGAGACUUAACGCUGUCAAGAAUCUUUUGUAUUGCACUGAA
((((((((..(((((((((((&..................)))))....))))))..)))))))). -23.60
>ENSMUSG00000038481 hs-mir-152   2505   2512
UCAGUGCAUGACAGAACUUGG&AACUCCACUCUCUGUACAGCUGGGUGCCACAUCACUGCACUGAU
(((((((((((....(((..(&...................)..)))......))).)))))))). -22.50
>ENSMUSG00000038481 hs-mir-152   3538   3545
UCAGUGCAUGACAGAACUUGG&GAGUGAUGCUAAUGUGUUACAUGGGAAAUACCUAAUGCACUGU
.((((((((..((..((((..&))))..))..........................)))))))). -16.99
mir-152 ENSRNOG00000000583 4096 nt UTR 2 hits 1148 3250
---------------------------------------------1----------------------------
-------------------------------------------------------1------------------
----------------
>ENSRNOG00000000583 hs-mir-152   1148   1155
UCAGUGCAUGACAGAACUUGG&UACUGAGACUUAACGCUGUCAAGAACCUUUUUUAUUGCACUGAA
((((((((((((((..((..(&..)..))........))))))..............)))))))). -23.03
>ENSRNOG00000000583 hs-mir-152   3250   3257
UCAGUGCAUGACAGAACUUGG&UACUGAGACUUAACGCUGUCAAGAACCUUUUUUAUUGCACUGAA
((((((((((((((..((..(&..)..))........))))))..............)))))))). -23.03

miRNA: mir-152
Human predicted target: ENSG00000162374
Mouse predicted target: ENSMUSG00000028546
Rat predicted target: ENSRNOG00000008076
Rat predicted target: ENSRNOG00000008089
Hs Gene description: ELAV-LIKE PROTEIN 4 (PARANEOPLASTIC ENCEPHALOMYELITIS
ANTIGEN HUD) (HU-ANTIGEN D). [Source:SWISSPROT;Acc:P26378] NM_021952
mir-152 ENSG00000162374 2221 nt UTR 2 hits 840 1802
---------------------------------1--------------------------------------1-
---------------
>ENSG00000162374 hs-mir-152    840    847
UCAGUGCAUGACAGAACUUGG&UUUAGGGGAAAUUGACAACUUUGUCGCGUUCAUACUGCACUGGU
(((((((((((((((......&...................))))))).........)))))))). -20.20
>ENSG00000162374 hs-mir-152   1802   1809
UCAGUGCAUGACAGAACUUGG&ACAAAAUGACUGAGGGAGCACUCUCCCACGUCCAGUGCACUGAU
(((((((((....((...(((&.........................)))..))..))))))))). -20.80
mir-152 ENSMUSG00000028546 2000 nt UTR 2 hits 828 1792
---------------------------------1-------------------------------------1--
------
>ENSMUSG00000028546 hs-mir-152    828    835
UCAGUGCAUGACAGAACUUGG&UUUAGGGGAAAUUGACAACUUUGUCGCGUUCAUACUGCACUGGU



(((((((((((((((......&...................))))))).........)))))))). -20.20
>ENSMUSG00000028546 hs-mir-152   1792   1799
UCAGUGCAUGACAGAACUUGG&ACAAAAGGACCGUGGGAGCAAACUCCCACGUCCAGUGCACUGAU
(((((((((....((...(((&.........................)))..))..))))))))). -20.80
mir-152 ENSRNOG00000008076 2000 nt UTR 2 hits 826 1785
---------------------------------1-------------------------------------1--
------
>ENSRNOG00000008076 hs-mir-152    826    833
UCAGUGCAUGACAGAACUUGG&UUUAGGGGAAAUUGACAACUUUGUCGCGUUCAUACUGCACUGGU
(((((((((((((((......&...................))))))).........)))))))). -20.20
>ENSRNOG00000008076 hs-mir-152   1785   1792
UCAGUGCAUGACAGAACUUGG&ACAAAAGGACUGUGGGAGCAAACUCCCACAUCCAGUGCACUGAU
(((((((((.((((..(((..&....)))..)))).....................))))))))). -21.65
mir-152 ENSRNOG00000008089 2000 nt UTR 2 hits 826 1785
---------------------------------1-------------------------------------1--
------
>ENSRNOG00000008089 hs-mir-152    826    833
UCAGUGCAUGACAGAACUUGG&UUUAGGGGAAAUUGACAACUUUGUCGCGUUCAUACUGCACUGGU
(((((((((((((((......&...................))))))).........)))))))). -20.20
>ENSRNOG00000008089 hs-mir-152   1785   1792
UCAGUGCAUGACAGAACUUGG&ACAAAAGGACUGUGGGAGCAAACUCCCACAUCCAGUGCACUGAU
(((((((((.((((..(((..&....)))..)))).....................))))))))). -21.65

miRNA: mir-152
Human predicted target: ENSG00000184602
Mouse predicted target: ENSMUSG00000037972
Rat predicted target: ENSRNOG00000002463
Hs Gene description: STANNIN (AG8_1). [Source:SWISSPROT;Acc:O75324]

NM_003498
mir-152 ENSG00000184602 4833 nt UTR 2 hits 138 967
-----1--------------------------------1-----------------------------------
--------------------------------------------------------------------------
----------------------------------------------
>ENSG00000184602 hs-mir-152    138    145
UCAGUGCAUGACAGAACUUGG&UUGCUGGCAUGGCCUCUGCGGGCUUCGUCAUCGCAUGCACUGAU
((((((((((...(((((((.&..................)))).))).......)))))))))). -24.60
>ENSG00000184602 hs-mir-152    967    974
UCAGUGCAUGACAGAACUUGG&AGGUUGUAUGUUUUGUGUUGGUGUUUCCUAUUUUCUGCACUGGA
((((((((.((((((((....&.........))))))..................)))))))))). -18.76
mir-152 ENSMUSG00000037972 4388 nt UTR 4 hits 136 492 905 3222
-----1-------------1----------------1-------------------------------------
------------------------------------------------------1-------------------
----------------------------
>ENSMUSG00000037972 hs-mir-152    136    143
UCAGUGCAUGACAGAACUUGG&UUGCUGGCAUGGUCUCCUCGGGCUUUGUCAUCGCAUGCACUGGC
(((((((((((((((.(((((&.................))))).))))).....)))))))))). -24.40
>ENSMUSG00000037972 hs-mir-152    492    499



UCAGUGCAUGACAGAACUUGG&UUGGACUGGUCAGGCCCCAGUUGCCCUCGGCAGGGUGCACUGAG
(((((((((((..(((((.((&...............)).)))).)..))......))))))))). -20.30
>ENSMUSG00000037972 hs-mir-152    905    912
UCAGUGCAUGACAGAACUUGG&GAAGACAAGGUUUUGUUUUUGUAUUUAAUAUUUUCUGCACUGGA
((((((((.((((((((((..&.......))))))))))..................)))))))). -22.71
>ENSMUSG00000037972 hs-mir-152   3222   3229
UCAGUGCAUGACAGAACUUGG&GUGGUUCUUUGUAGAGUUGAGGAGCCCAACAGACUUGCACUGC
.(((((((..((((((((...&..))))))..)).......................))))))). -16.81
mir-152 ENSRNOG00000002463 4485 nt UTR 5 hits 133 483 882 2129 3328
-----1-------------1---------------1--------------------------------------
-----------1-----------------------------------------------1--------------
--------------------------------
>ENSRNOG00000002463 hs-mir-152    133    140
UCAGUGCAUGACAGAACUUGG&UUGCUGGCAUGGUCUCCUUGGGCUUUGACAUCGCAUGCACUGAC
((((((((((.((((.((..(&.................)..)).))))......)))))))))). -23.50
>ENSRNOG00000002463 hs-mir-152    483    490
UCAGUGCAUGACAGAACUUGG&UUCGACUGGUCAGGCCCCAGGUGCCCUUGGCAGGGUGCACUGAG
(((((((((..(((.((((((&................))))))....))).....))))))))). -24.50
>ENSRNOG00000002463 hs-mir-152    882    889
UCAGUGCAUGACAGAACUUGG&GAAGGCAAGGUUUGGUUUUUGUAUUUAAUAUUUUCUGCACUGGA
((((((((.((((((.((((.&.....)))).))))...................)))))))))). -19.90
>ENSRNOG00000002463 hs-mir-152   2129   2136
UCAGUGCAUGACAGAACUUGG&CUGCCCUUGGUUAUCACUAGCUACCUUUUCAAGUGUGCACUGGA
((((((((((...(((...((&.......................))..)))...)))))))))). -20.10
>ENSRNOG00000002463 hs-mir-152   3328   3335
UCAGUGCAUGACAGAACUUGG&GUGGUUCUUUGUGGAGUUGAGGAGCCCCACAGACUUGCACUGC
.((((((((.((((((((...&..))))))..)).).....................))))))). -16.59

miRNA: mir-153
Human predicted target: ENSG00000164164
Mouse predicted target: ENSMUSG00000036990
Rat predicted target: ENSRNOG00000018477
Hs Gene description: NM_014928
mir-153 ENSG00000164164 2000 nt UTR 2 hits 801 1367
--------------------------------1---------------------1-------------------
------
>ENSG00000164164 hs-mir-153    801    808
UUGCAUAGUCACAAAAGUGA&AAUAUCAUGGUGCCUACUCGAAAGAAAUGUAGAUGCUAUGCAU
.(((((((((((....((((&....)))).)))......................)))))))). -16.84
>ENSG00000164164 hs-mir-153   1367   1374
UUGCAUAGUCACAAAAGUGA&UGUUGAGAUUAUCUUCUGAUCAGGAAGUUUGAGUGCUAUGCAAA
((((((((((.((((..(((&...................))).....)))).).))))))))). -17.30
mir-153 ENSMUSG00000036990 2271 nt UTR 2 hits 798 1345
-------------------------------1---------------------1--------------------
-----------------
>ENSMUSG00000036990 hs-mir-153    798    805
UUGCAUAGUCACAAAAGUGA&AAUAUCAUGGUGCCUACUGGAAGGGAAUGUAGAUGCUAUGCAU



.(((((((((((....((((&....)))).)))......................)))))))). -16.84
>ENSMUSG00000036990 hs-mir-153   1345   1352
UUGCAUAGUCACAAAAGUGA&UGUUGCAAUUACCUUGUGAUCAGGCAGCUUGAGUGCUAUGCAAA
(((((((((.((..((((..&..........................))))..))))))))))). -20.20
mir-153 ENSRNOG00000018477 2000 nt UTR 2 hits 810 1342
--------------------------------1--------------------1--------------------
------
>ENSRNOG00000018477 hs-mir-153    810    817
UUGCAUAGUCACAAAAGUGA&AAUAUCAUGGUGCCUACUCGAAGGGAAUGUAGAUGCUAUGCAU
.(((((((((((....((((&....)))).)))......................)))))))). -16.84
>ENSRNOG00000018477 hs-mir-153   1342   1349
UUGCAUAGUCACAAAAGUGA&UUUUAUGUCGCAAUUGUGAUCAGGCAGCUCGAGUGCUAUGCAAA
((((((((((((((..((((&.......))))..)))))................))))))))). -21.19

miRNA: mir-155
Human predicted target: ENSG00000136535
Mouse predicted target: ENSMUSG00000035033
Rat predicted target: ENSRNOG00000005049
Hs Gene description: T-BRAIN-1 PROTEIN (T-BOX BRAIN PROTEIN 1) (TBR-1)
(TES-56). [Source:SWISSPROT;Acc:Q16650] NM_006593
mir-155 ENSG00000136535 2835 nt UTR 2 hits 1248 1303
-------------------------------------------------1--1---------------------
----------------------------------------
>ENSG00000136535 hs-mir-155   1248   1255
UUAAUGCUAAUUGUGAUAGGGG&AAACAGCUGAAAUUUGACUUCCUUGGGAGAACACUAGCAUUAAU
(((((((((..(((..((((((&...................)))))).....))).))))))))). -19.10
>ENSG00000136535 hs-mir-155   1303   1310
UUAAUGCUAAUUGUGAUAGGGG&UGAUUUUCCCCUAAGUCUUGUUAUAUUUGAUAAGGAGCAUUAAU
((((((((..((((.(((((((&.......))))))..............).))))..)))))))). -22.23
mir-155 ENSMUSG00000035033 3673 nt UTR 2 hits 1280 1334
---------------------------------------------------1-1--------------------
-------------------------------------------------------------------------
>ENSMUSG00000035033 hs-mir-155   1280   1287
UUAAUGCUAAUUGUGAUAGGGG&AGACAGCUGAAAUUUGACUUUCUUGGGAAAACACUAGCAUUAU
.((((((((..(((..((((((&...................)))))).....))).)))))))). -15.60
>ENSMUSG00000035033 hs-mir-155   1334   1341
UUAAUGCUAAUUGUGAUAGGGG&CUGAUUCCCCCCAAGUCUUGUUAUAUUUGAUAAGGAGCAUUAAU
((((((((..(((((((.((((&........))))..)))............))))..)))))))). -19.90
mir-155 ENSRNOG00000005049 3624 nt UTR 2 hits 1232 1286
-------------------------------------------------1-1----------------------
-----------------------------------------------------------------------
>ENSRNOG00000005049 hs-mir-155   1232   1239
UUAAUGCUAAUUGUGAUAGGGG&GACAGCUGAAAUUUGACUUUCUUGGGAAAACACUUAGCAUUAU
.(((((((((.(((..((((((&..................)))))).....))).))))))))). -18.50
>ENSRNOG00000005049 hs-mir-155   1286   1293
UUAAUGCUAAUUGUGAUAGGGG&CUGAUUCCCCCCAAGUCUUGUUAUAUUUGAUAAGGAGCAUUAAU
((((((((..(((((((.((((&........))))..)))............))))..)))))))). -19.90



miRNA: mir-155
Human predicted target: ENSG00000156925
Mouse predicted target: ENSMUSG00000005314
Rat predicted target: ENSRNOG00000000861
Hs Gene description: ZINC FINGER PROTEIN ZIC3 (ZINC FINGER PROTEIN OF THE
CEREBELLUM 3). [Source:SWISSPROT;Acc:O60481] NM_003413
mir-155 ENSG00000156925 4032 nt UTR 2 hits 458 729
------------------1----------1--------------------------------------------
--------------------------------------------------------------------------
--------------
>ENSG00000156925 hs-mir-155    458    465
UUAAUGCUAAUUGUGAUAGGGG&GCCAAAGUCCUGUUAUGUCUUGAACUUUUCCUCAAAGCAUUAC
.(((((((...((((((((((.&.......))))))))))..................))))))). -17.30
>ENSG00000156925 hs-mir-155    729    736
UUAAUGCUAAUUGUGAUAGGGG&ACAAAUUCUGUACAGCUUUUGAUUAUAACUGCUUUAGCAUUAAA
((((((((((((((((((((((&...............)))))).)))))).....)))))))))). -17.40
mir-155 ENSMUSG00000005314 3354 nt UTR 2 hits 421 697
----------------1----------1----------------------------------------------
-------------------------------------------------------------
>ENSMUSG00000005314 hs-mir-155    421    428
UUAAUGCUAAUUGUGAUAGGGG&GCCAAAGUCCUGUUAUGUCUUGAACUUUUCUUCAAAGCAUUAC
.(((((((...((((((((((.&.......))))))))))..................))))))). -17.30
>ENSMUSG00000005314 hs-mir-155    697    704
UUAAUGCUAAUUGUGAUAGGGG&CAAAUUCUGUACAGCUUUUGAUUAUAACUGCUUUUAGCAUUAAA
((((((((((((((((((((((&..............)))))).))))))......)))))))))). -17.00
mir-155 ENSRNOG00000000861 3340 nt UTR 4 hits 425 700 1400 1675
----------------1----------1---------------------------1----------1-------
------------------------------------------------------------
>ENSRNOG00000000861 hs-mir-155    425    432
UUAAUGCUAAUUGUGAUAGGGG&GCCAAAGUCCUGUUAUGUCUUGAACUUUUCUUCAAAGCAUUAC
.(((((((...((((((((((.&.......))))))))))..................))))))). -17.30
>ENSRNOG00000000861 hs-mir-155    700    707
UUAAUGCUAAUUGUGAUAGGGG&ACAAAUUCUGUACAGCUUUUGAUUAUAACUACUUUAGCAUUAAA
((((((((((((((((((((((&...............)))))).)))))).....)))))))))). -17.40
>ENSRNOG00000000861 hs-mir-155   1400   1407
UUAAUGCUAAUUGUGAUAGGGG&GCCAAAGUCCUGUUAUGUCUUGAACUUUUCUUCAAAGCAUUAC
.(((((((...((((((((((.&.......))))))))))..................))))))). -17.30
>ENSRNOG00000000861 hs-mir-155   1675   1682
UUAAUGCUAAUUGUGAUAGGGG&ACAAAUUCUGUACAGCUUUUGAUUAUAACUACUUUAGCAUUAAA
((((((((((((((((((((((&...............)))))).)))))).....)))))))))). -17.40

miRNA: mir-181a
Human predicted target: ENSG00000005073
Mouse predicted target: ENSMUSG00000038210
Rat predicted target: ENSRNOG00000007627



Hs Gene description: HOMEOBOX PROTEIN HOX-A11 (HOX-1I).
[Source:SWISSPROT;Acc:P31270] NM_005523
mir-181a ENSG00000005073 3286 nt UTR 2 hits 1219 2413
------------------------------------------------1-------------------------
----------------------1-----------------------------------
>ENSG00000005073 hs-mir-181a   1219   1226
AACAUUCAACGCUGUCGGUGAGU&UUCCGUGGUUAAACUCGCUCACUGCUAAGAAUAUUUGAAUGUA
.((((((((..((..((((((((&................))))))))...)).....)))))))). -23.70
>ENSG00000005073 hs-mir-181a   2413   2420
AACAUUCAACGCUGUCGGUGAGU&AUCGAGCUGAAAGGGUAGUGGGACAGAUCUAGAGAUGAAUGUC
.(((((((((.((.(((((..(.&..)..))))).)).))...................))))))). -17.50
mir-181a ENSMUSG00000038210 3254 nt UTR 2 hits 1193 2351
-----------------------------------------------1--------------------------
--------------------1------------------------------------
>ENSMUSG00000038210 hs-mir-181a   1193   1200
AACAUUCAACGCUGUCGGUGAGU&GUUCCAAGGUUAAACUCGCUCACUGCUAAAAUAUUUGAAUGUA
.((((((((.((.((.(((((((&.............))))))).)).))........)))))))). -22.10
>ENSMUSG00000038210 hs-mir-181a   2351   2358
AACAUUCAACGCUGUCGGUGAGU&GCUUUCUGAAAGGGGAGAGGGACAGACCCUCUAGAUGAAUGUC
.(((((((.(.((.((((.((((&)))).)))).)).).....................))))))). -17.05
mir-181a ENSRNOG00000007627 3239 nt UTR 3 hits 1177 1739 2904
-----------------------------------------------1---------------------1----
------------------------------------------1-------------
>ENSRNOG00000007627 hs-mir-181a   1177   1184
AACAUUCAACGCUGUCGGUGAGU&UUCCAAGGUUUAAACUCGCUCACUGCUAAAAUAUUUGAAUGUA
.((((((((.((.((.(((((((&.............))))))).)).))........)))))))). -22.10
>ENSRNOG00000007627 hs-mir-181a   1739   1746
AACAUUCAACGCUGUCGGUGAGU&UUCCAAGGUUUAAACUCGCUCACUGCUAAAAUAUUUGAAUGUA
.((((((((.((.((.(((((((&.............))))))).)).))........)))))))). -22.10
>ENSRNOG00000007627 hs-mir-181a   2904   2911
AACAUUCAACGCUGUCGGUGAGU&GAGAGCUGAAAGGGGAGACGGACAGACCCUCUAGAUGAAUGUC
.(((((((.(.(((((.((....&.................)).)))))........).))))))). -19.40

miRNA: mir-181a
Human predicted target: ENSG00000081842
Mouse predicted target: ENSMUSG00000007440
Rat predicted target: ENSRNOG00000020119
Hs Gene description: PROTOCADHERIN ALPHA 13 PRECURSOR (PCDH-ALPHA13).
[Source:SWISSPROT;Acc:Q9Y5I0] NM_018900
mir-181a ENSG00000081842 4866 nt UTR 2 hits 1934 1982
--------------------------------------------------------------------------
---1-1--------------------------------------------------------------------
-----------------------------------------------
>ENSG00000081842 hs-mir-181a   1934   1941
AACAUUCAACGCUGUCGGUGAGU&ACUCCUGAAAUAUACUUACUCUGUGCUUGUGUAUGUGAAUGUUA
((((((((((((.((.(((((((&.............)))))))....))..))))...)))))))). -
21.00



>ENSG00000081842 hs-mir-181a   1982   1989
AACAUUCAACGCUGUCGGUGAGU&AACUAUUACCUAGAGUGAACUUUAAGCUUUAUUGUUGAAUGUA
.((((((((((((.(.(((((..&.....))))).).)).................)))))))))). -19.62
mir-181a ENSMUSG00000007440 4401 nt UTR 2 hits 1465 1513
----------------------------------------------------------1-1-------------
--------------------------------------------------------------------------
-----------------------------
>ENSMUSG00000007440 hs-mir-181a   1465   1472
AACAUUCAACGCUGUCGGUGAGU&ACUCCUGAGAUAUACUUACUCUGUGCUUGUGUAUGUGAAUGUUA
((((((((((((.((.(((((((&.............)))))))....))..))))...)))))))). -
21.00
>ENSMUSG00000007440 hs-mir-181a   1513   1520
AACAUUCAACGCUGUCGGUGAGU&AACUAUUACCUAGAGUGAACUUUAAGCUUUAUUGUUGAAUGUA
.((((((((((((.(.(((((..&.....))))).).)).................)))))))))). -19.62
mir-181a ENSRNOG00000020119 4387 nt UTR 2 hits 1507 4303
------------------------------------------------------------1-------------
--------------------------------------------------------------------------
------------------------1---
>ENSRNOG00000020119 hs-mir-181a   1507   1514
AACAUUCAACGCUGUCGGUGAGU&AACUAUUACCUAGAGUGAACUUUAAGCUUUAUUGUUGAAUGUA
.((((((((((((.(.(((((..&.....))))).).)).................)))))))))). -19.62
>ENSRNOG00000020119 hs-mir-181a   4303   4310
AACAUUCAACGCUGUCGGUGAGU&AACUAUUACCUAGAGUGAACUUUAAGCUUUAUUGUUGAAUGUA
.((((((((((((.(.(((((..&.....))))).).)).................)))))))))). -19.62

miRNA: mir-181a
Human predicted target: ENSG00000128000
Mouse predicted target: ENSMUSG00000037640
Rat predicted target: ENSRNOG00000018885
Rat predicted target: ENSRNOG00000018896
Rat predicted target: ENSRNOG00000018936
Hs Gene description: NM_032689
mir-181a ENSG00000128000 2000 nt UTR 5 hits 92 259 425 509 593
---1------1-----1---1--1--------------------------------------------------
------
>ENSG00000128000 hs-mir-181a     92     99
AACAUUCAACGCUGUCGGUGAGU&GGACAUUAUAGAUUUCAUAUUCGUGAGAACCCUUAUGAAUGUC
.(((((((......((..(((((&..................)))))...)).......))))))). -13.12
>ENSG00000128000 hs-mir-181a    259    266
AACAUUCAACGCUGUCGGUGAGU&AAACAUGUUAAAAUUCAUACUGAUGAGAAACCCUAUGAAUGUA
.(((((((...((((((((((((&............))))..)))))).))........))))))). -16.30
>ENSG00000128000 hs-mir-181a    425    432
AACAUUCAACGCUGUCGGUGAGU&UGCACAUCAAAGAAUUCAUACUGGUAUGAACCGUAUGAAUGUA
.((((((((((.(..((((((((&.............))))..))))..).....))).))))))). -17.10
>ENSG00000128000 hs-mir-181a    509    516
AACAUUCAACGCUGUCGGUGAGU&CAACAUGUUAAAAUUCAUACUGGUGAGCAACCCUGUGAAUGUA
.(((((((..(((..((((((((&............))))..))))..).)).......))))))). -17.30



>ENSG00000128000 hs-mir-181a    593    600
AACAUUCAACGCUGUCGGUGAGU&GCACAUCACAGAAUUCAUACUGGCAUGAAACCCUAUGAAUGUA
.(((((((...((((((((((((&............))))..))))))).)........))))))). -17.60
mir-181a ENSMUSG00000037640 2000 nt UTR 7 hits 78 171 468 477 561
1562 1730
---1--1-----------11--1---------------------------------------1------1----
------
>ENSMUSG00000037640 hs-mir-181a     78     85
AACAUUCAACGCUGUCGGUGAGU&CAGCAUCAAAGUAUUCAUACUGGAGAGAAGCCCUAUGAAUGUG
.(((((((..(((.(((((((((&............))))..))))).....)))....))))))). -17.90
>ENSMUSG00000037640 hs-mir-181a    171    178
AACAUUCAACGCUGUCGGUGAGU&AAGUUUCACAGUGGUGAGAAACCUUUCGAGUGUAAUGAAUGUG
.(((((((((((((..(((....&....................)))...).)))))..))))))). -18.40
>ENSMUSG00000037640 hs-mir-181a    468    475
AACAUUCAACGCUGUCGGUGAGU&AGGCACCAGAACAUUCACACUGGAGAGAAGUCAUUUGAAUGUC
.((((((((.(((.((((((...&.................)))))).....)))...)))))))). -19.80
>ENSMUSG00000037640 hs-mir-181a    477    484
AACAUUCAACGCUGUCGGUGAGU&AACAUUCACACUGGAGAGAAGUCAUUUGAAUGUCAUGAAUGUG
.(((((((((.((.((.((((((&...))))))....)).))..)).............))))))). -16.81
>ENSMUSG00000037640 hs-mir-181a    561    568
AACAUUCAACGCUGUCGGUGAGU&AAGUCUCACAGUGGUGAGAAACCUUUCAAAUGUAAUGAAUGUG
.(((((((.(((..(..(((((.&....))))).)..)))...................))))))). -18.45
>ENSMUSG00000037640 hs-mir-181a   1562   1569
AACAUUCAACGCUGUCGGUGAGU&CAACAUAUGGCCAUUCAUUCUGGUGUGAAAUCAUAUGAAUGUA
.(((((((((((((..(((((((&............))))))).)))))).........))))))). -18.20
>ENSMUSG00000037640 hs-mir-181a   1730   1737
AACAUUCAACGCUGUCGGUGAGU&CGGCACCAGAGCAUCCACACUGGAGAGAAAUCAUUUGAAUGUC
.((((((((.(((.(.((((...&...))))).)))......................)))))))). -17.60
mir-181a ENSRNOG00000018885 2000 nt UTR 1 hits 851
----------------------------------1---------------------------------------
------
>ENSRNOG00000018885 hs-mir-181a    851    858
AACAUUCAACGCUGUCGGUGAGU&CCGUUGUUCAUAGAAGAUACUGUUGAGAAUGUCUUUGAAUGUC
.((((((((((.((((.(((((.&......)))))....)))).))............)))))))). -15.50
mir-181a ENSRNOG00000018896 2672 nt UTR 8 hits 78 591 750 918 1002
1254 1338 2328
---1-------------------1-----1------1---1---------1--1--------------------
-------------------1-------------
>ENSRNOG00000018896 hs-mir-181a     78     85
AACAUUCAACGCUGUCGGUGAGU&CAGCAUCAGACUAUUCAUACUGGAGAGAAACCCUAUGAAUGUA
.(((((((...((.((.((((((&............))))))....)).))........))))))). -16.20
>ENSRNOG00000018896 hs-mir-181a    591    598
AACAUUCAACGCUGUCGGUGAGU&AAGUUUCACAGUGGUGACAAACCUUUCAAAUGUAAUGAAUGUG
.(((((((..((((((((((((.&....))))).....)))))............))..))))))). -16.60
>ENSRNOG00000018896 hs-mir-181a    750    757
AACAUUCAACGCUGUCGGUGAGU&CAACAUAGGCUUAUUCAUGCUGAUGUGAAACCAUUUGAAUGUA
.(((((((((((.((((((((((&............))))..))))))))).......)))))))). -19.21
>ENSRNOG00000018896 hs-mir-181a    918    925



AACAUUCAACGCUGUCGGUGAGU&AGGCACCAGAGGAUUCAUACUGGAGAGAAGCCAUUUGAAUGUA
.((((((((.(((.(((((((((&............))))..))))).....)))...)))))))). -19.30
>ENSRNOG00000018896 hs-mir-181a   1002   1009
AACAUUCAACGCUGUCGGUGAGU&CAGCACCAGCGAGUUCACACUGGUGAGAAACCCUUUGAAUGUA
.(((((((((((((..(.((...&)).)..))))).......................)))))))). -19.60
>ENSRNOG00000018896 hs-mir-181a   1254   1261
AACAUUCAACGCUGUCGGUGAGU&CAGCACCAGACCAUUCAUACUGGAGAGAAGUCAUUUGAAUGUA
.((((((((.((((((((((...&...)))).))).................)))...)))))))). -18.82
>ENSRNOG00000018896 hs-mir-181a   1338   1345
AACAUUCAACGCUGUCGGUGAGU&CAACACCAGCAUUUUCACACUGGUGAGAAACCUUUUGAAUGUA
.(((((((((((((...(((((.&.............)))))..))))).........)))))))). -18.30
>ENSRNOG00000018896 hs-mir-181a   2328   2335
AACAUUCAACGCUGUCGGUGAGU&CAACAUUGGGCUAUUCAUGCUGGUGUGAUAUCAUAUGAAUGUA
.((((((((((((((..((((((&............)))))))).))))).........))))))). -17.60
mir-181a ENSRNOG00000018936 5085 nt UTR 11 hits 78 171 330 498 507
591 918 1422 1927 2361 3473
---1--1------1-----11--1------------1-------------------1-----------------
---1----------------1-------------------------------------------1---------
--------------------------------------------------------
>ENSRNOG00000018936 hs-mir-181a     78     85
AACAUUCAACGCUGUCGGUGAGU&CAGCAUCAGACUAUUCAUACUGGAGAGAAACCCUAUGAAUGUA
.(((((((...((.((.((((((&............))))))....)).))........))))))). -16.20
>ENSRNOG00000018936 hs-mir-181a    171    178
AACAUUCAACGCUGUCGGUGAGU&AAGUUUCACAGUGGUGAGAAACCUUUCAAGUGCAAUGAAUGUG
.(((((((.((((...(((....&....................))).....))))...))))))). -17.00
>ENSRNOG00000018936 hs-mir-181a    330    337
AACAUUCAACGCUGUCGGUGAGU&GCACAUAGGAUUAUUCAUGCUGAUGUGAAACCAUAUGAAUGUA
.(((((((.(((.((((((((((&............))))..)))))))))........))))))). -17.30
>ENSRNOG00000018936 hs-mir-181a    498    505
AACAUUCAACGCUGUCGGUGAGU&AGGCACCAGAACAUUCACACUGGAGAGAAAUUGUUUGAAUGUC
.((((((((((((.((.((((((&............))))))....)).))....)).)))))))). -18.50
>ENSRNOG00000018936 hs-mir-181a    507    514
AACAUUCAACGCUGUCGGUGAGU&AACAUUCACACUGGAGAGAAAUUGUUUGAAUGUCAUGAAUGUG
.((((((((((((.((.((((((&...))))))....)).))............)))..))))))). -16.70
>ENSRNOG00000018936 hs-mir-181a    591    598
AACAUUCAACGCUGUCGGUGAGU&AAGUCUCACAGUGGUGAGAAACCUUUCAAGUGCAAUGAAUGUG
.(((((((.((((....(((((.&....)))))...................))))...))))))). -18.50
>ENSRNOG00000018936 hs-mir-181a    918    925
AACAUUCAACGCUGUCGGUGAGU&AGGCACCAAACUAUUCAUACUGGAGAGAAGUCAUUUGAAUGUA
.((((((((.(((.(((((((((&............))))..))))).....)))...)))))))). -17.50
>ENSRNOG00000018936 hs-mir-181a   1422   1429
AACAUUCAACGCUGUCGGUGAGU&AACCAUCAAAUUGUUCAUACAAGUAAGAGACCCUUUGAAUGUA
.((((((((.(..(((.(((((.&.............)))))..........))).).)))))))). -16.20
>ENSRNOG00000018936 hs-mir-181a   1927   1934
AACAUUCAACGCUGUCGGUGAGU&GGACAUUUUAGAAUUCAUAUUGACAAGAAUCCUUAUGAAUGUA
.(((((((...(((((.((((((&............))))))...)))).)........))))))). -17.00
>ENSRNOG00000018936 hs-mir-181a   2361   2368
AACAUUCAACGCUGUCGGUGAGU&GCUCAUCAGAGAGUCCAUAUAGGUCUGAAACUCUGUGAAUGUG



.(((((((..(((.(((((((((&))))))).)).))).....................))))))). -22.10
>ENSRNOG00000018936 hs-mir-181a   3473   3480
AACAUUCAACGCUGUCGGUGAGU&GCUCAUCAGAGAGUCCAUAUAGGUCUGAAACUCUGUGAAUGUG
.(((((((..(((.(((((((((&))))))).)).))).....................))))))). -22.10

miRNA: mir-181a
Human predicted target: ENSG00000146830
Mouse predicted target: ENSMUSG00000029714
Rat predicted target: ENSRNOG00000001410
Hs Gene description: PERQ AMINO ACID RICH WITH GYF DOMAIN PROTEIN 1.
[Source:SWISSPROT;Acc:O75420] NM_022574
mir-181a ENSG00000146830 3237 nt UTR 3 hits 875 1430 1774
----------------------------------1----------------------1------------1---
--------------------------------------------------------
>ENSG00000146830 hs-mir-181a    875    882
AACAUUCAACGCUGUCGGUGAGU&UGAACCUGAAAGCCCCAGCUCUCUGCCUUGCCACGUGAAUGUA
.(((((((..((.(.(((.((((&.................)))).))).)..))....))))))). -21.10
>ENSG00000146830 hs-mir-181a   1430   1437
AACAUUCAACGCUGUCGGUGAGU&GUAUUAGGGCAAGGCUUCGCCACUGCCUCCCUCCAUGAAUGUA
.(((((((..((.((.(((((((&.............))).)))))).)).........))))))). -18.80
>ENSG00000146830 hs-mir-181a   1774   1781
AACAUUCAACGCUGUCGGUGAGU&CUCUUGCCAGGUGUGGGGGAGACUCCUGUUGUGACUGAAUGUA
.(((((((.(((...(((.((((&.....................)))))))..)))..))))))). -20.90
mir-181a ENSMUSG00000029714 2368 nt UTR 3 hits 924 1443 1821
------------------------------------1--------------------1--------------1-
---------------------
>ENSMUSG00000029714 hs-mir-181a    924    931
AACAUUCAACGCUGUCGGUGAGU&GACACUGAAAGCCCCAGCUCCCUGCCUUUGCCACAUGAAUGUA
.(((((((..((.((.((.((((&................)))))).))....))....))))))). -19.40
>ENSMUSG00000029714 hs-mir-181a   1443   1450
AACAUUCAACGCUGUCGGUGAGU&AGGGCUAGCGAGCGAGCCUGCCACUGCCUCCUCCAUGAAUGUA
.(((((((.....(.(((((.((&...................))))))).).......))))))). -16.70
>ENSMUSG00000029714 hs-mir-181a   1821   1828
AACAUUCAACGCUGUCGGUGAGU&GGCAUUGGAGGGAUGGGAGAGACUCCUGUUGUGACUGAAUGUA
.(((((((.(((...(((.((((&.....................)))))))..)))..))))))). -20.90
mir-181a ENSRNOG00000001410 2000 nt UTR 3 hits 898 1422 1815
-----------------------------------1--------------------1---------------1-
------
>ENSRNOG00000001410 hs-mir-181a    898    905
AACAUUCAACGCUGUCGGUGAGU&GACACUGAAAGCCCCAGCUCCCUGCCUUUGCCACAUGAAUGUA
.(((((((..((.((.((.((((&................)))))).))....))....))))))). -19.40
>ENSRNOG00000001410 hs-mir-181a   1422   1429
AACAUUCAACGCUGUCGGUGAGU&GCAGUAUUAGGGCGAGCCUGUCACUGCCUCCUCCAUGAAUGUA
.(((((((.....(.((((((..&....................)))))).).......))))))). -17.90
>ENSRNOG00000001410 hs-mir-181a   1815   1822
AACAUUCAACGCUGUCGGUGAGU&GGCAUUGGAGGGGUGGGAGAGACUCCUGUUGUGACUGAAUGUA
.(((((((.(((...(((.((((&.....................)))))))..)))..))))))). -20.90



miRNA: mir-181a
Human predicted target: ENSG00000161940
Mouse predicted target: ENSMUSG00000000317
Rat predicted target: ENSRNOG00000018811
Hs Gene description: BAZF. [Source:SPTREMBL;Acc:Q8N143]
mir-181a ENSG00000161940 2438 nt UTR 2 hits 1113 1209
--------------------------------------------1---1-------------------------
------------------------
>ENSG00000161940 hs-mir-181a   1113   1120
AACAUUCAACGCUGUCGGUGAGU&AUGAUGUGACCUUUUCUGACUCUGCCCAGUCUCUAUGAAUGUUA
((((((((..((((..(((((((&..................)))).))))))).....)))))))). -
20.70
>ENSG00000161940 hs-mir-181a   1209   1216
AACAUUCAACGCUGUCGGUGAGU&GUUAACCCAUCCUUUACUACAGAGGCAUAUGGGUUUGAAUGUUA
((((((((((.(((((..(((((&...............))).))..))))...).).))))))))). -
19.70
mir-181a ENSMUSG00000000317 3899 nt UTR 3 hits 1093 1118 1284
-------------------------------------------11------1----------------------
--------------------------------------------------------------------------
--------
>ENSMUSG00000000317 hs-mir-181a   1093   1100
AACAUUCAACGCUGUCGGUGAGU&GAGUCUGAGUCCUUUACUGCAUGAACAGCUGGGUUUGAAUGUC
.((((((((.(((((..((((((&...............))).)))..))))).....)))))))). -21.10
>ENSMUSG00000000317 hs-mir-181a   1118   1125
AACAUUCAACGCUGUCGGUGAGU&CAGCUGGGUUUGAAUGUCCCUUGGCCCUCCUUCUUUGAAUGUG
.((((((((.(..(..(((.((.&....................)).)))..)...).)))))))). -15.90
>ENSMUSG00000000317 hs-mir-181a   1284   1291
AACAUUCAACGCUGUCGGUGAGU&AGACUACCCAACAUUCCAUUCCUGUCUGGGACCAGUGAAUGUA
.(((((((.(.(.(.(((.((((&.................))))))).).).).....))))))). -16.90
mir-181a ENSRNOG00000018811 2000 nt UTR 3 hits 662 1034 1183
--------------------------1--------------1-----1--------------------------
------
>ENSRNOG00000018811 hs-mir-181a    662    669
AACAUUCAACGCUGUCGGUGAGU&UUUGAGGACGACGGGAACCUUGUUUUGAUGAACUCUGAAUGUA
.(((((((...((((((......&........)))))).....................))))))). -16.45
>ENSRNOG00000018811 hs-mir-181a   1034   1041
AACAUUCAACGCUGUCGGUGAGU&UUAUGUCCCCUGGGACUCAAUAUGCCCUUCUUCUUUGAAUGUUU
(((((((((.(..(..(((((((&..............)))))......))..)..).))))))))). -
17.50
>ENSRNOG00000018811 hs-mir-181a   1183   1190
AACAUUCAACGCUGUCGGUGAGU&AGACUGCCCAUCAUUACAUUCCUGUCUGGGACCGGUGAAUGUA
.(((((((.((.(.((((.((((&.................))))....)))).).)).))))))). -18.50

miRNA: mir-181a
Human predicted target: ENSG00000164283



Mouse predicted target: ENSMUSG00000042379
Rat predicted target: ENSRNOG00000010797
Hs Gene description: ENDOTHELIAL CELL-SPECIFIC MOLECULE 1 PRECURSOR (ESM-1
SECRETORY PROTEIN) (ESM-1). [Source:SWISSPROT;Acc:Q9NQ30] NM_007036
mir-181a ENSG00000164283 3387 nt UTR 5 hits 1285 1307 1797 1819
2795
---------------------------------------------------11------------------11-
-------------------------------------1------------------------
>ENSG00000164283 hs-mir-181a   1285   1292
AACAUUCAACGCUGUCGGUGAGU&CUGUAUUUUAUUCUUGAAGUUGGCCAACAGAGUUGUGAAUGUG
.(((((((((.((((.(((.((.&...................)).))).)))).))..))))))). -22.20
>ENSG00000164283 hs-mir-181a   1307   1314
AACAUUCAACGCUGUCGGUGAGU&GCCAACAGAGUUGUGAAUGUGUGUGGGAAGGCCUUUGAAUGUA
.((((((((..((((.(((....&))).))))..........................)))))))). -17.29
>ENSG00000164283 hs-mir-181a   1797   1804
AACAUUCAACGCUGUCGGUGAGU&CUGUAUUUUAUUCUUGAAGUUGGCCAACAGAGUUGUGAAUGUG
.(((((((((.((((.(((.((.&...................)).))).)))).))..))))))). -22.20
>ENSG00000164283 hs-mir-181a   1819   1826
AACAUUCAACGCUGUCGGUGAGU&GCCAACAGAGUUGUGAAUGUGUGUGGGAAGGCCUUUGAAUGUA
.((((((((..((((.(((....&))).))))..........................)))))))). -17.29
>ENSG00000164283 hs-mir-181a   2795   2802
AACAUUCAACGCUGUCGGUGAGU&AUAGAAAUUGGGUGUGAAUGAGAUACAAAGUUACAUGAAUGUC
.(((((((..(((....(((...&.......................)))..)))....))))))). -13.20
mir-181a ENSMUSG00000042379 3359 nt UTR 2 hits 1254 1278
--------------------------------------------------11----------------------
-------------------------------------------------------------
>ENSMUSG00000042379 hs-mir-181a   1254   1261
AACAUUCAACGCUGUCGGUGAGU&UUAUAUUUUAUUCUCAAACCUUGCCAACAGAGUUGUGAAUGUA
.(((((((((.((((.((..((.&...................))..)).)))).))..))))))). -25.30
>ENSMUSG00000042379 hs-mir-181a   1278   1285
AACAUUCAACGCUGUCGGUGAGU&CAACAGAGUUGUGAAUGUACUCGUGGGAAGAUCCGUGAAUGUA
.(((((((...((..(.((((((&..................)))))).)..)).....))))))). -19.00
mir-181a ENSRNOG00000010797 2419 nt UTR 2 hits 1131 1155
---------------------------------------------11---------------------------
-----------------------
>ENSRNOG00000010797 hs-mir-181a   1131   1138
AACAUUCAACGCUGUCGGUGAGU&UUAUAUUUUAGUCUCAAACUUUGCCAACAGAGUUGUGAAUGUA
.(((((((((.((((.((..((.&...................))..)).)))).))..))))))). -23.10
>ENSRNOG00000010797 hs-mir-181a   1155   1162
AACAUUCAACGCUGUCGGUGAGU&CAACAGAGUUGUGAAUGUACUUGUGGGAAGAUCCUUGAAUGUA
.((((((((..((..(.(..(((&..................)))..).)..))....)))))))). -19.10

miRNA: mir-181a
Human predicted target: ENSG00000164463
Mouse predicted target: ENSMUSG00000048249
Rat predicted target: ENSRNOG00000020769



Hs Gene description: ADULT RETINA PROTEIN. [Source:RefSeq;Acc:NM_153607]
NM_153607

mir-181a ENSG00000164463 5222 nt UTR 3 hits 736 984 4518
-----------------------------1---------1----------------------------------
--------------------------------------------------------------------------
--------------------------------1----------------------------
>ENSG00000164463 hs-mir-181a    736    743
AACAUUCAACGCUGUCGGUGAGU&AAUGUUUUUUUGUUCCAACUCUUUUUCAGAUUUUUUGAAUGUA
.((((((((..(((.....((((&.................)))).....))).....)))))))). -18.50
>ENSG00000164463 hs-mir-181a    984    991
AACAUUCAACGCUGUCGGUGAGU&UAAGUAAAGUUUUGCACAGCUUACAUGAUACUGUAUGAAUGUA
.((((((((((.(((((((((((&..................)))))).))))).))).))))))). -23.70
>ENSG00000164463 hs-mir-181a   4518   4525
AACAUUCAACGCUGUCGGUGAGU&UUUUUUAAUACUUCAAACACAUUGGGAUGUAACAAUGAAUGUC
.((((((((((.(.((((((.((&................)).)))))).)))).....))))))). -15.80
mir-181a ENSMUSG00000048249 2000 nt UTR 2 hits 766 1016
------------------------------1---------1---------------------------------
------
>ENSMUSG00000048249 hs-mir-181a    766    773
AACAUUCAACGCUGUCGGUGAGU&AUGUCUUUUUGUUCCAACUCUUUUUCAGAUUUUUUUGAAUGUA
.((((((((..(((.....((((&................)))).....)))......)))))))). -17.90
>ENSMUSG00000048249 hs-mir-181a   1016   1023
AACAUUCAACGCUGUCGGUGAGU&UAAGUAAAGUUUUGCACAGCUUACAUGAUACUGUAUGAAUGUA
.((((((((((.(((((((((((&..................)))))).))))).))).))))))). -23.70
mir-181a ENSRNOG00000020769 3521 nt UTR 4 hits 779 1024 2120 2365
-------------------------------1--------1---------------------------------
----------1---------1----------------------------------------------
>ENSRNOG00000020769 hs-mir-181a    779    786
AACAUUCAACGCUGUCGGUGAGU&AAUGUCUUUUUGUUCCAACUCUUUUUCAGAUUUUUUGAAUGUA
.((((((((..(((.....((((&.................)))).....))).....)))))))). -18.50
>ENSRNOG00000020769 hs-mir-181a   1024   1031
AACAUUCAACGCUGUCGGUGAGU&UAAGUAAAGUUUUGCACAGCUUACAUGAUACUGUAUGAAUGUA
.((((((((((.(((((((((((&..................)))))).))))).))).))))))). -23.70
>ENSRNOG00000020769 hs-mir-181a   2120   2127
AACAUUCAACGCUGUCGGUGAGU&AAUGUCUUUUUGUUCCAACUCUUUUUCAGAUUUUUUGAAUGUA
.((((((((..(((.....((((&.................)))).....))).....)))))))). -18.50
>ENSRNOG00000020769 hs-mir-181a   2365   2372
AACAUUCAACGCUGUCGGUGAGU&UAAGUAAAGUUUUGCACAGCUUACAUGAUACUGUAUGAAUGUA
.((((((((((.(((((((((((&..................)))))).))))).))).))))))). -23.70

miRNA: mir-181a
Human predicted target: ENSG00000183756
Mouse predicted target: ENSMUSG00000030393
Rat predicted target: ENSRNOG00000011223
Hs Gene description: SIMILAR TO UBIQUITIN UBF-FL.
[Source:SPTREMBL;Acc:Q8IVY6]
mir-181a ENSG00000183756 2000 nt UTR 2 hits 519 1107



--------------------1-----------------------1-----------------------------
------
>ENSG00000183756 hs-mir-181a    519    526
AACAUUCAACGCUGUCGGUGAGU&GACCAUCAGCGAGUUCACACUGGAGAAAGACCUUAUGAAUGUG
.(((((((.(((((..(((....&.)))..)))))........................))))))). -20.21
>ENSG00000183756 hs-mir-181a   1107   1114
AACAUUCAACGCUGUCGGUGAGU&AAACAUCAACGAGUUCACACGGGAGAAAGACAUCAUGAAUGUUG
((((((((...((.((((((((.&.............))))).))).))..........)))))))). -
20.02
mir-181a ENSMUSG00000030393 3407 nt UTR 2 hits 586 3104
-----------------------1--------------------------------------------------
--------------------------------------------------1------------
>ENSMUSG00000030393 hs-mir-181a    586    593
AACAUUCAACGCUGUCGGUGAGU&AAGUAGCUUUUAAUCUGUGUCACAUGACAGUUAGGUGAAUGUUU
((((((((..(((((((((((..&...................)))).)))))))....)))))))). -
26.20
>ENSMUSG00000030393 hs-mir-181a   3104   3111
AACAUUCAACGCUGUCGGUGAGU&GAUUCCUGAUUGCUUGCUUUUUUAAUCUAUCCCUCUGAAUGUA
.(((((((..((.(((((.((((&.))))))))).))......................))))))). -17.55
mir-181a ENSRNOG00000011223 2000 nt UTR 2 hits 587 1268
-----------------------1--------------------------1-----------------------
------
>ENSRNOG00000011223 hs-mir-181a    587    594
AACAUUCAACGCUGUCGGUGAGU&AAGUAGUUUUUAAUCAGUGUCAUGUGACAGGUAGGUGAAUGUUU
((((((((((.((((((((((..&...................)))).))))))))...)))))))). -
22.10
>ENSRNOG00000011223 hs-mir-181a   1268   1275
AACAUUCAACGCUGUCGGUGAGU&UGUCUUUUGCUGUAUUCACAGGACUGAAAGAUCUGUGAAUGUA
.(((((((...(((((.((((((&.............))))))..)))....)).....))))))). -19.70

miRNA: mir-181b
Human predicted target: ENSG00000105132
Mouse predicted target: ENSMUSG00000030386
Rat predicted target: ENSRNOG00000011223
Hs Gene description: NM_153231
mir-181b ENSG00000105132 4466 nt UTR 2 hits 193 1996
-------1------------------------------------------------------------------
-----1--------------------------------------------------------------------
-------------------------------
>ENSG00000105132 hs-mir-181b    193    200
AACAUUCAUUGCUGUCGGUGGGUU&AGCAGUCACUUUGGAGAGAAGCCCUGUGAAUACAGUGAAUGUA
.((((((((((...(((..(((((&...................)))))..)))...)))))))))). -
25.60
>ENSG00000105132 hs-mir-181b   1996   2003
AACAUUCAUUGCUGUCGGUGGGUU&AGCACCAGAAGUGAUUUGGAAGAGAAAUCCUAAAAUGAAUGUG
.((((((((((((...((((....&..))))...))).....................))))))))). -
18.69



mir-181b ENSMUSG00000030386 2002 nt UTR 6 hits 444 528 621 705 789
1032
-----------------1---1--1---1--1---------1--------------------------------
-------
>ENSMUSG00000030386 hs-mir-181b    444    451
AACAUUCAUUGCUGUCGGUGGGUU&CAGCAUAAGAAAACUCAUCCUGGAGAGAAACCCUAUGAAUGUG
.((((((((..((.((((((((((&...........))))))))...)).)).......)))))))). -
21.80
>ENSMUSG00000030386 hs-mir-181b    528    535
AACAUUCAUUGCUGUCGGUGGGUU&AAGCAUGAACGGACACACACUGGAGUAAAACCCUAUGAAUGUA
.((((((((((((.((((((.(((&...........)))...)))))))))).......)))))))). -
22.11
>ENSMUSG00000030386 hs-mir-181b    621    628
AACAUUCAUUGCUGUCGGUGGGUU&AGAAUCCAUACAGGAGAAAAACCUUAUGUAUGUAAUGAAUGUG
.(((((((((((...((..(((((&...................)))))..))...))))))))))). -
23.40
>ENSMUSG00000030386 hs-mir-181b    705    712
AACAUUCAUUGCUGUCGGUGGGUU&AGAACUCACACUGGAGAAAAACCUUUUGAGUGCACUGAAUGUG
.(((((((.(((..((((.(((((&...................))))).))))..))).))))))). -
24.50
>ENSMUSG00000030386 hs-mir-181b    789    796
AACAUUCAUUGCUGUCGGUGGGUU&CGGAUGCAUACUGGAGAGAAACCCUUUAAAUGUGAUGAAUGUG
.((((((((..(.......(((((&...................))))).......)..)))))))). -
24.34
>ENSMUSG00000030386 hs-mir-181b   1032   1039
AACAUUCAUUGCUGUCGGUGGGUU&AAACAUGAAAUUAUCCAUUCUGGAAUUAAGCCCUAUGAAUGUA
.((((((((.(((.(((((((((.&............)))))..)))).....)))...)))))))). -
21.80
mir-181b ENSRNOG00000011223 2000 nt UTR 2 hits 587 1268
-----------------------1--------------------------1-----------------------
------
>ENSRNOG00000011223 hs-mir-181b    587    594
AACAUUCAUUGCUGUCGGUGGGUU&AAGUAGUUUUUAAUCAGUGUCAUGUGACAGGUAGGUGAAUGUUU
((((((((((.((((((((((...&...................)))).))))))...)))))))))). -
23.30
>ENSRNOG00000011223 hs-mir-181b   1268   1275
AACAUUCAUUGCUGUCGGUGGGUU&UGUCUUUUGCUGUAUUCACAGGACUGAAAGAUCUGUGAAUGUA
.((((((((..(((((.((((((.&.............))))))..)))....))....)))))))). -
20.10

miRNA: mir-181b
Human predicted target: ENSG00000120948
Mouse predicted target: ENSMUSG00000041459
Rat predicted target: ENSRNOG00000012455
Hs Gene description: TAR DNA-BINDING PROTEIN-43 (TDP-43).
[Source:SWISSPROT;Acc:Q13148] NM_007375
mir-181b ENSG00000120948 3391 nt UTR 2 hits 1047 3058



-----------------------------------------1--------------------------------
------------------------------------------------1-------------
>ENSG00000120948 hs-mir-181b   1047   1054
AACAUUCAUUGCUGUCGGUGGGUU&AAGUGAGUUUUUGUUCUUAGAUAACCCACAUUAGAUGAAUGUG
.(((((((((.......(((((((&......................)))))))....))))))))). -
24.80
>ENSG00000120948 hs-mir-181b   3058   3065
AACAUUCAUUGCUGUCGGUGGGUU&CAUGGAAUGGUAACUUUUAGUUAGACUGAAAAACUUGAAUGUUA
((((((((......(((((.....&........................)))))......)))))))). -
18.30
mir-181b ENSMUSG00000041459 2924 nt UTR 2 hits 445 1428
-----------------1---------------------------------------1----------------
-------------------------------------------
>ENSMUSG00000041459 hs-mir-181b    445    452
AACAUUCAUUGCUGUCGGUGGGUU&ACUUUGAGUUUUGUUCUUAGGAAACCCACUUUAGUUGAAUGUG
.(((((((..((((..((((((((&......................)))))))).))))))))))). -
25.80
>ENSMUSG00000041459 hs-mir-181b   1428   1435
AACAUUCAUUGCUGUCGGUGGGUU&GUGGCAGUCUUAAGUGAGGUAGGCUUUUGCCCUCCUGAAUGUG
.(((((((........((.((((.&............................)))).))))))))). -
18.60
mir-181b ENSRNOG00000012455 4728 nt UTR 3 hits 1065 1953 3030
------------------------------------------1-------------------------------
----1------------------------------------------1--------------------------
------------------------------------------
>ENSRNOG00000012455 hs-mir-181b   1065   1072
AACAUUCAUUGCUGUCGGUGGGUU&ACUUUGAGUUUUGUUCUUAGGAAACCCACAGUAGCUGAAUGUG
.(((((((..((((.(.(((((((&......................))))))).)))))))))))). -
26.60
>ENSRNOG00000012455 hs-mir-181b   1953   1960
AACAUUCAUUGCUGUCGGUGGGUU&GUGGCAGUCUUAAGUGAGGUAGGCUCCUACCCUCCUGAAUGUG
.(((((((.....(..((((((..&.........................))))))..).))))))). -
19.30
>ENSRNOG00000012455 hs-mir-181b   3030   3037
AACAUUCAUUGCUGUCGGUGGGUU&GUGGCAGUCUUAAGUGAGGUAGGCUCCUACCCUCCUGAAUGUG
.(((((((.....(..((((((..&.........................))))))..).))))))). -
19.30

miRNA: mir-181b
Human predicted target: ENSG00000128000
Mouse predicted target: ENSMUSG00000037640
Rat predicted target: ENSRNOG00000018885
Rat predicted target: ENSRNOG00000018896
Rat predicted target: ENSRNOG00000018936
Hs Gene description: NM_032689
mir-181b ENSG00000128000 2000 nt UTR 5 hits 92 259 425 509 593



---1------1-----1---1--1--------------------------------------------------
------
>ENSG00000128000 hs-mir-181b     92     99
AACAUUCAUUGCUGUCGGUGGGUU&GGACAUUAUAGAUUUCAUAUUCGUGAGAACCCUUAUGAAUGUC
.((((((((..........(((((&...........................)))))..)))))))). -
16.40
>ENSG00000128000 hs-mir-181b    259    266
AACAUUCAUUGCUGUCGGUGGGUU&AAACAUGUUAAAAUUCAUACUGAUGAGAAACCCUAUGAAUGUA
.((((((((..(((((((((....&.................))))))).)).......)))))))). -
19.00
>ENSG00000128000 hs-mir-181b    425    432
AACAUUCAUUGCUGUCGGUGGGUU&UGCACAUCAAAGAAUUCAUACUGGUAUGAACCGUAUGAAUGUA
.(((((((((((((...(((((((&............)))))))..)))))........)))))))). -
17.10
>ENSG00000128000 hs-mir-181b    509    516
AACAUUCAUUGCUGUCGGUGGGUU&CAACAUGUUAAAAUUCAUACUGGUGAGCAACCCUGUGAAUGUA
.((((((((((((..(((((....&.................)))))..).))).....)))))))). -
21.00
>ENSG00000128000 hs-mir-181b    593    600
AACAUUCAUUGCUGUCGGUGGGUU&GCACAUCACAGAAUUCAUACUGGCAUGAAACCCUAUGAAUGUA
.((((((((..(((((((((....&.................)))))))).).......)))))))). -
20.30
mir-181b ENSMUSG00000037640 2000 nt UTR 7 hits 78 171 468 477 561
1562 1730
---1--1-----------11--1---------------------------------------1------1----
------
>ENSMUSG00000037640 hs-mir-181b     78     85
AACAUUCAUUGCUGUCGGUGGGUU&CAGCAUCAAAGUAUUCAUACUGGAGAGAAGCCCUAUGAAUGUG
.((((((((.(((.((((((....&.................)))))).....)))...)))))))). -
20.80
>ENSMUSG00000037640 hs-mir-181b    171    178
AACAUUCAUUGCUGUCGGUGGGUU&AAGUUUCACAGUGGUGAGAAACCUUUCGAGUGUAAUGAAUGUG
.(((((((((((..((((.(((((&...................))))).))))..))))))))))). -
28.20
>ENSMUSG00000037640 hs-mir-181b    468    475
AACAUUCAUUGCUGUCGGUGGGUU&AGGCACCAGAACAUUCACACUGGAGAGAAGUCAUUUGAAUGUC
.(((((((.((((.((((((.(((&.........))).....)))))).....)).))..))))))). -
19.10
>ENSMUSG00000037640 hs-mir-181b    477    484
AACAUUCAUUGCUGUCGGUGGGUU&AACAUUCACACUGGAGAGAAGUCAUUUGAAUGUCAUGAAUGUG
.((((((((.((..((((((.(((&))).....)))))).................)).)))))))). -
18.21
>ENSMUSG00000037640 hs-mir-181b    561    568
AACAUUCAUUGCUGUCGGUGGGUU&AAGUCUCACAGUGGUGAGAAACCUUUCAAAUGUAAUGAAUGUG
.(((((((((((....((.(((((&...................))))).))....))))))))))). -
23.30
>ENSMUSG00000037640 hs-mir-181b   1562   1569
AACAUUCAUUGCUGUCGGUGGGUU&CAACAUAUGGCCAUUCAUUCUGGUGUGAAAUCAUAUGAAUGUA



.((((((((..((..(((..((((&........)))).......)))..).).......)))))))). -
15.50
>ENSMUSG00000037640 hs-mir-181b   1730   1737
AACAUUCAUUGCUGUCGGUGGGUU&CGGCACCAGAGCAUCCACACUGGAGAGAAAUCAUUUGAAUGUC
.(((((((...((.((.((((((.&............))))))....)).))........))))))). -
19.80
mir-181b ENSRNOG00000018885 2000 nt UTR 1 hits 851
----------------------------------1---------------------------------------
------
>ENSRNOG00000018885 hs-mir-181b    851    858
AACAUUCAUUGCUGUCGGUGGGUU&CCGUUGUUCAUAGAAGAUACUGUUGAGAAUGUCUUUGAAUGUC
.(((((((..(((.((((..(...&...................)..)))).)..))...))))))). -
16.50
mir-181b ENSRNOG00000018896 2672 nt UTR 8 hits 78 591 750 918 1002
1254 1338 2328
---1-------------------1-----1------1---1---------1--1--------------------
-------------------1-------------
>ENSRNOG00000018896 hs-mir-181b     78     85
AACAUUCAUUGCUGUCGGUGGGUU&CAGCAUCAGACUAUUCAUACUGGAGAGAAACCCUAUGAAUGUA
.((((((((..((.((.((((((.&............))))))....)).)).......)))))))). -
17.30
>ENSRNOG00000018896 hs-mir-181b    591    598
AACAUUCAUUGCUGUCGGUGGGUU&AAGUUUCACAGUGGUGACAAACCUUUCAAAUGUAAUGAAUGUG
.(((((((((((....((.(((((&...................))))).))....))))))))))). -
23.30
>ENSRNOG00000018896 hs-mir-181b    750    757
AACAUUCAUUGCUGUCGGUGGGUU&CAACAUAGGCUUAUUCAUGCUGAUGUGAAACCAUUUGAAUGUA
.((((((((..(.(((((((((((&.......)))))......)))))))..).......))))))). -
17.01
>ENSRNOG00000018896 hs-mir-181b    918    925
AACAUUCAUUGCUGUCGGUGGGUU&AGGCACCAGAGGAUUCAUACUGGAGAGAAGCCAUUUGAAUGUA
.(((((((..(((.((((((((((&...........)))))..))))).....)))....))))))). -
19.10
>ENSRNOG00000018896 hs-mir-181b   1002   1009
AACAUUCAUUGCUGUCGGUGGGUU&CAGCACCAGCGAGUUCACACUGGUGAGAAACCCUUUGAAUGUA
.((((((((..((((((.((((((&.))).))).)))........)))..).........))))))). -
19.10
>ENSRNOG00000018896 hs-mir-181b   1254   1261
AACAUUCAUUGCUGUCGGUGGGUU&CAGCACCAGACCAUUCAUACUGGAGAGAAGUCAUUUGAAUGUA
.(((((((.((((.((((((((((&........)))).....)))))).....)).))..))))))). -
19.50
>ENSRNOG00000018896 hs-mir-181b   1338   1345
AACAUUCAUUGCUGUCGGUGGGUU&CAACACCAGCAUUUUCACACUGGUGAGAAACCUUUUGAAUGUA
.(((((((.((((...((((....&...))))))))........................))))))). -
18.11
>ENSRNOG00000018896 hs-mir-181b   2328   2335
AACAUUCAUUGCUGUCGGUGGGUU&CAACAUUGGGCUAUUCAUGCUGGUGUGAUAUCAUAUGAAUGUA



.((((((((((.(((((((((((.&............)))))).......))))).)).)))))))). -
17.81
mir-181b ENSRNOG00000018936 5085 nt UTR 11 hits 78 171 330 498 507
591 918 1422 1927 2361 3473
---1--1------1-----11--1------------1-------------------1-----------------
---1----------------1-------------------------------------------1---------
--------------------------------------------------------
>ENSRNOG00000018936 hs-mir-181b     78     85
AACAUUCAUUGCUGUCGGUGGGUU&CAGCAUCAGACUAUUCAUACUGGAGAGAAACCCUAUGAAUGUA
.((((((((..((.((.((((((.&............))))))....)).)).......)))))))). -
17.30
>ENSRNOG00000018936 hs-mir-181b    171    178
AACAUUCAUUGCUGUCGGUGGGUU&AAGUUUCACAGUGGUGAGAAACCUUUCAAGUGCAAUGAAUGUG
.(((((((((((....((.(((((&...................))))).))....))))))))))). -
25.30
>ENSRNOG00000018936 hs-mir-181b    330    337
AACAUUCAUUGCUGUCGGUGGGUU&GCACAUAGGAUUAUUCAUGCUGAUGUGAAACCAUAUGAAUGUA
.((((((((((...(((((.(((.&..................))).)).)))...)).)))))))). -
16.70
>ENSRNOG00000018936 hs-mir-181b    498    505
AACAUUCAUUGCUGUCGGUGGGUU&AGGCACCAGAACAUUCACACUGGAGAGAAAUUGUUUGAAUGUC
.(((((((...((.((.((((((.&............))))))....)).))........))))))). -
17.00
>ENSRNOG00000018936 hs-mir-181b    507    514
AACAUUCAUUGCUGUCGGUGGGUU&AACAUUCACACUGGAGAGAAAUUGUUUGAAUGUCAUGAAUGUG
.((((((((.((..((((((.(((&))).....)))))).................)).)))))))). -
18.21
>ENSRNOG00000018936 hs-mir-181b    591    598
AACAUUCAUUGCUGUCGGUGGGUU&AAGUCUCACAGUGGUGAGAAACCUUUCAAGUGCAAUGAAUGUG
.(((((((((((....((.(((((&...................))))).))....))))))))))). -
25.30
>ENSRNOG00000018936 hs-mir-181b    918    925
AACAUUCAUUGCUGUCGGUGGGUU&AGGCACCAAACUAUUCAUACUGGAGAGAAGUCAUUUGAAUGUA
.(((((((.((((.((((((((((&........)))).....)))))).....)).))..))))))). -
17.40
>ENSRNOG00000018936 hs-mir-181b   1422   1429
AACAUUCAUUGCUGUCGGUGGGUU&AACCAUCAAAUUGUUCAUACAAGUAAGAGACCCUUUGAAUGUA
.((((((((((((....(((..(.&............)..)))...))))).........))))))). -
16.50
>ENSRNOG00000018936 hs-mir-181b   1927   1934
AACAUUCAUUGCUGUCGGUGGGUU&GGACAUUUUAGAAUUCAUAUUGACAAGAAUCCUUAUGAAUGUA
.((((((((..(((((.(((((((&...........)))))))...)))).).......)))))))). -
19.00
>ENSRNOG00000018936 hs-mir-181b   2361   2368
AACAUUCAUUGCUGUCGGUGGGUU&GCUCAUCAGAGAGUCCAUAUAGGUCUGAAACUCUGUGAAUGUG
.((((((((.(((.(((((((((.&))))))).)).)))....................)))))))). -
22.40
>ENSRNOG00000018936 hs-mir-181b   3473   3480



AACAUUCAUUGCUGUCGGUGGGUU&GCUCAUCAGAGAGUCCAUAUAGGUCUGAAACUCUGUGAAUGUG
.((((((((.(((.(((((((((.&))))))).)).)))....................)))))))). -
22.40

miRNA: mir-181b
Human predicted target: ENSG00000146830
Mouse predicted target: ENSMUSG00000029714
Rat predicted target: ENSRNOG00000001410
Hs Gene description: PERQ AMINO ACID RICH WITH GYF DOMAIN PROTEIN 1.
[Source:SWISSPROT;Acc:O75420] NM_022574
mir-181b ENSG00000146830 3237 nt UTR 3 hits 875 1430 1774
----------------------------------1----------------------1------------1---
--------------------------------------------------------
>ENSG00000146830 hs-mir-181b    875    882
AACAUUCAUUGCUGUCGGUGGGUU&UGAACCUGAAAGCCCCAGCUCUCUGCCUUGCCACGUGAAUGUA
.((((((((.((((..((((((((&..)))))....))).))))...............)))))))). -
21.99
>ENSG00000146830 hs-mir-181b   1430   1437
AACAUUCAUUGCUGUCGGUGGGUU&GUAUUAGGGCAAGGCUUCGCCACUGCCUCCCUCCAUGAAUGUA
.((((((((.((.((.((((((((&............)))).)))))).))........)))))))). -
19.60
>ENSG00000146830 hs-mir-181b   1774   1781
AACAUUCAUUGCUGUCGGUGGGUU&CUCUUGCCAGGUGUGGGGGAGACUCCUGUUGUGACUGAAUGUA
.((((((((..(...(((.(((((&....................))))))))..)..).))))))). -
21.50
mir-181b ENSMUSG00000029714 2368 nt UTR 3 hits 924 1443 1821
------------------------------------1--------------------1--------------1-
---------------------
>ENSMUSG00000029714 hs-mir-181b    924    931
AACAUUCAUUGCUGUCGGUGGGUU&GACACUGAAAGCCCCAGCUCCCUGCCUUUGCCACAUGAAUGUA
.((((((((.((....((..((..&....................))..))...))...)))))))). -
22.30
>ENSMUSG00000029714 hs-mir-181b   1443   1450
AACAUUCAUUGCUGUCGGUGGGUU&AGGGCUAGCGAGCGAGCCUGCCACUGCCUCCUCCAUGAAUGUA
.((((((((.((.((.((..((((&..............))))..)))).)).......)))))))). -
23.90
>ENSMUSG00000029714 hs-mir-181b   1821   1828
AACAUUCAUUGCUGUCGGUGGGUU&GGCAUUGGAGGGAUGGGAGAGACUCCUGUUGUGACUGAAUGUA
.((((((((..(...(((.(((((&....................))))))))..)..).))))))). -
21.50
mir-181b ENSRNOG00000001410 2000 nt UTR 3 hits 898 1422 1815
-----------------------------------1--------------------1---------------1-
------
>ENSRNOG00000001410 hs-mir-181b    898    905
AACAUUCAUUGCUGUCGGUGGGUU&GACACUGAAAGCCCCAGCUCCCUGCCUUUGCCACAUGAAUGUA
.((((((((.((....((..((..&....................))..))...))...)))))))). -
22.30



>ENSRNOG00000001410 hs-mir-181b   1422   1429
AACAUUCAUUGCUGUCGGUGGGUU&GCAGUAUUAGGGCGAGCCUGUCACUGCCUCCUCCAUGAAUGUA
.((((((((.((.((.((..((((&..............))))..)))).)).......)))))))). -
20.80
>ENSRNOG00000001410 hs-mir-181b   1815   1822
AACAUUCAUUGCUGUCGGUGGGUU&GGCAUUGGAGGGGUGGGAGAGACUCCUGUUGUGACUGAAUGUA
.((((((((..(...(((.(((((&....................))))))))..)..).))))))). -
21.50

miRNA: mir-181b
Human predicted target: ENSG00000161940
Mouse predicted target: ENSMUSG00000000317
Rat predicted target: ENSRNOG00000018811
Hs Gene description: BAZF. [Source:SPTREMBL;Acc:Q8N143]
mir-181b ENSG00000161940 2438 nt UTR 2 hits 1113 1209
--------------------------------------------1---1-------------------------
------------------------
>ENSG00000161940 hs-mir-181b   1113   1120
AACAUUCAUUGCUGUCGGUGGGUU&AUGAUGUGACCUUUUCUGACUCUGCCCAGUCUCUAUGAAUGUUA
(((((((((.((.(((((.(((((&.......)))))...)))))...)).........))))))))). -
24.30
>ENSG00000161940 hs-mir-181b   1209   1216
AACAUUCAUUGCUGUCGGUGGGUU&GUUAACCCAUCCUUUACUACAGAGGCAUAUGGGUUUGAAUGUUA
((((((((.((((...((((((((&...))))))))............))))........)))))))). -
22.96
mir-181b ENSMUSG00000000317 3899 nt UTR 3 hits 1093 1118 1284
-------------------------------------------11------1----------------------
--------------------------------------------------------------------------
--------
>ENSMUSG00000000317 hs-mir-181b   1093   1100
AACAUUCAUUGCUGUCGGUGGGUU&GAGUCUGAGUCCUUUACUGCAUGAACAGCUGGGUUUGAAUGUC
.(((((((..(((((..((((((.&...............))).)))..)))))......))))))). -
20.50
>ENSMUSG00000000317 hs-mir-181b   1118   1125
AACAUUCAUUGCUGUCGGUGGGUU&CAGCUGGGUUUGAAUGUCCCUUGGCCCUCCUUCUUUGAAUGUG
.(((((((.....(..((.(((((&......................))))).))..)..))))))). -
20.80
>ENSMUSG00000000317 hs-mir-181b   1284   1291
AACAUUCAUUGCUGUCGGUGGGUU&AGACUACCCAACAUUCCAUUCCUGUCUGGGACCAGUGAAUGUA
.((((((((((.(.(((((((((.&.....)))))...............)))).).)))))))))). -
24.56
mir-181b ENSRNOG00000018811 2000 nt UTR 3 hits 662 1034 1183
--------------------------1--------------1-----1--------------------------
------
>ENSRNOG00000018811 hs-mir-181b    662    669
AACAUUCAUUGCUGUCGGUGGGUU&UUUGAGGACGACGGGAACCUUGUUUUGAUGAACUCUGAAUGUA



.(((((((..(..(((((.(((((&...............)))))....)))))...)..))))))). -
18.20
>ENSRNOG00000018811 hs-mir-181b   1034   1041
AACAUUCAUUGCUGUCGGUGGGUU&UUAUGUCCCCUGGGACUCAAUAUGCCCUUCUUCUUUGAAUGUUU
((((((((..(..(..((((((((&.............))))))......))..)..)..)))))))). -
18.00
>ENSRNOG00000018811 hs-mir-181b   1183   1190
AACAUUCAUUGCUGUCGGUGGGUU&AGACUGCCCAUCAUUACAUUCCUGUCUGGGACCGGUGAAUGUA
.((((((((((..((((((((((.&.....))))))).................))))))))))))). -
24.82

miRNA: mir-181b
Human predicted target: ENSG00000164283
Mouse predicted target: ENSMUSG00000042379
Rat predicted target: ENSRNOG00000010797
Hs Gene description: ENDOTHELIAL CELL-SPECIFIC MOLECULE 1 PRECURSOR (ESM-1
SECRETORY PROTEIN) (ESM-1). [Source:SWISSPROT;Acc:Q9NQ30] NM_007036
mir-181b ENSG00000164283 3387 nt UTR 5 hits 1285 1307 1797 1819
2795
---------------------------------------------------11------------------11-
-------------------------------------1------------------------
>ENSG00000164283 hs-mir-181b   1285   1292
AACAUUCAUUGCUGUCGGUGGGUU&CUGUAUUUUAUUCUUGAAGUUGGCCAACAGAGUUGUGAAUGUG
.((((((((..((((.(((.((..&...................)).))).))))....)))))))). -
23.10
>ENSG00000164283 hs-mir-181b   1307   1314
AACAUUCAUUGCUGUCGGUGGGUU&GCCAACAGAGUUGUGAAUGUGUGUGGGAAGGCCUUUGAAUGUA
.(((((((..(((.((.((.(((.&))).))....................)).)))...))))))). -
16.50
>ENSG00000164283 hs-mir-181b   1797   1804
AACAUUCAUUGCUGUCGGUGGGUU&CUGUAUUUUAUUCUUGAAGUUGGCCAACAGAGUUGUGAAUGUG
.((((((((..((((.(((.((..&...................)).))).))))....)))))))). -
23.10
>ENSG00000164283 hs-mir-181b   1819   1826
AACAUUCAUUGCUGUCGGUGGGUU&GCCAACAGAGUUGUGAAUGUGUGUGGGAAGGCCUUUGAAUGUA
.(((((((..(((.((.((.(((.&))).))....................)).)))...))))))). -
16.50
>ENSG00000164283 hs-mir-181b   2795   2802
AACAUUCAUUGCUGUCGGUGGGUU&AUAGAAAUUGGGUGUGAAUGAGAUACAAAGUUACAUGAAUGUC
.((((((((.(((....(((..((&...................))..)))..)))...)))))))). -
14.90
mir-181b ENSMUSG00000042379 3359 nt UTR 2 hits 1254 1278
--------------------------------------------------11----------------------
-------------------------------------------------------------
>ENSMUSG00000042379 hs-mir-181b   1254   1261
AACAUUCAUUGCUGUCGGUGGGUU&UUAUAUUUUAUUCUCAAACCUUGCCAACAGAGUUGUGAAUGUA



.((((((((..((((.((((((((&................))))).))).))))....)))))))). -
26.10
>ENSMUSG00000042379 hs-mir-181b   1278   1285
AACAUUCAUUGCUGUCGGUGGGUU&CAACAGAGUUGUGAAUGUACUCGUGGGAAGAUCCGUGAAUGUA
.((((((((..((..(.((((((.&..................)))))).)..))....)))))))). -
18.80
mir-181b ENSRNOG00000010797 2419 nt UTR 2 hits 1131 1155
---------------------------------------------11---------------------------
-----------------------
>ENSRNOG00000010797 hs-mir-181b   1131   1138
AACAUUCAUUGCUGUCGGUGGGUU&UUAUAUUUUAGUCUCAAACUUUGCCAACAGAGUUGUGAAUGUA
.((((((((..((((.((..((((&................))).)..)).))))....)))))))). -
24.50
>ENSRNOG00000010797 hs-mir-181b   1155   1162
AACAUUCAUUGCUGUCGGUGGGUU&CAACAGAGUUGUGAAUGUACUUGUGGGAAGAUCCUUGAAUGUA
.(((((((...((..(.(..(((.&..................)))..).)..)).....))))))). -
18.70

miRNA: mir-181b
Human predicted target: ENSG00000165527
Mouse predicted target: ENSMUSG00000044147
Rat predicted target: ENSRNOG00000004791
Hs Gene description: ADP-RIBOSYLATION FACTOR 6.
[Source:SWISSPROT;Acc:P26438] NM_001663
mir-181b ENSG00000165527 2508 nt UTR 2 hits 1406 2318
--------------------------------------------------------1-----------------
------------------1--------
>ENSG00000165527 hs-mir-181b   1406   1413
AACAUUCAUUGCUGUCGGUGGGUU&ACGUAGGAUGAAGAGAAAGAACCUACAGAUGACAAUGAAUGUA
.((((((((((..(((.(((((((&...................))))))).)))..)))))))))). -
30.10
>ENSG00000165527 hs-mir-181b   2318   2325
AACAUUCAUUGCUGUCGGUGGGUU&AGUUAAAAUUUUAUACAUCAAGUGAUUGCUAUUAUUGAAUGUUG
((((((((..((.((((.(.(((.&................))).).)))).))......)))))))). -
17.90
mir-181b ENSMUSG00000044147 2495 nt UTR 2 hits 1316 2187
----------------------------------------------------1---------------------
-------------1------------
>ENSMUSG00000044147 hs-mir-181b   1316   1323
AACAUUCAUUGCUGUCGGUGGGUU&AAGUAGGCUGGACGGGAAGAACCUACAGAUGACAAUGAAUGUA
.((((((((((..(((.(((((((&...................))))))).)))..)))))))))). -
30.10
>ENSMUSG00000044147 hs-mir-181b   2187   2194
AACAUUCAUUGCUGUCGGUGGGUU&CAUAGUUAAAAUUUUAUACAAGUGAUUGCUGUUACUGAAUGUUG
((((((((..((.((((.(..((.&.................)).).)))).))......)))))))). -
16.30
mir-181b ENSRNOG00000004791 2336 nt UTR 2 hits 1298 2173



---------------------------------------------------1----------------------
------------1-------
>ENSRNOG00000004791 hs-mir-181b   1298   1305
AACAUUCAUUGCUGUCGGUGGGUU&GGGAAGUAGGCAGAGAAAGAACCUACAGAUGACAAUGAAUGUA
.((((((((((..(((.(((((((&...................))))))).)))..)))))))))). -
30.10
>ENSRNOG00000004791 hs-mir-181b   2173   2180
AACAUUCAUUGCUGUCGGUGGGUU&CAUAGUUAAAAUUUUAUACAAGUGAUUGCUGUUACUGAAUGUUG
((((((((..((.((((.(..((.&.................)).).)))).))......)))))))). -
16.30

miRNA: mir-181b
Human predicted target: ENSG00000176624
Mouse predicted target: ENSMUSG00000037253
Rat predicted target: ENSRNOG00000015777
Hs Gene description: NM_016626
mir-181b ENSG00000176624 2000 nt UTR 3 hits 703 1807 1963
----------------------------1-------------------------------------------1-
----1-
>ENSG00000176624 hs-mir-181b    703    710
AACAUUCAUUGCUGUCGGUGGGUU&UGCAAUUGUGAAUUCCUGCCCAUUGCCUCUCUUGGUGAAUGUG
.(((((((((...(.((((((((.&.................)))))))).)......))))))))). -
23.20
>ENSG00000176624 hs-mir-181b   1807   1814
AACAUUCAUUGCUGUCGGUGGGUU&AAAAGUUACUUAAUAAAGACUUGUUUCCAUUAACUUGAAUGUA
.(((((((.....((..(((((..&.........................)))))..)).))))))). -
19.30
>ENSG00000176624 hs-mir-181b   1963   1970
AACAUUCAUUGCUGUCGGUGGGUU&CUUGUAGUUAUUUUGUGUGUGUGUGCUCUUGGUUUUGAAUGUG
.(((((((..((((..((((.(..&.....................).))))..))))..))))))). -
18.10
mir-181b ENSMUSG00000037253 2000 nt UTR 2 hits 687 1785
---------------------------1-------------------------------------------1--
------
>ENSMUSG00000037253 hs-mir-181b    687    694
AACAUUCAUUGCUGUCGGUGGGUU&UUUGAUUGUGAAUUCCUACCCAUUGCCUCUCUCAGUGAAUGUG
.((((((((((..(.((((((((.&.................)))))))).).....)))))))))). -
26.00
>ENSMUSG00000037253 hs-mir-181b   1785   1792
AACAUUCAUUGCUGUCGGUGGGUU&AAAAGUUACUUAAUAAAGACUUGUUUCCAUUAACUUGAAUGUA
.(((((((.....((..(((((..&.........................)))))..)).))))))). -
19.30
mir-181b ENSRNOG00000015777 2000 nt UTR 2 hits 681 1737
---------------------------1-----------------------------------------1----
------
>ENSRNOG00000015777 hs-mir-181b    681    688
AACAUUCAUUGCUGUCGGUGGGUU&UUUGAUUGUGAAUUCCUACCCAUUGCCUCUCUCAGUGAAUGUG



.((((((((((..(.((((((((.&.................)))))))).).....)))))))))). -
26.00
>ENSRNOG00000015777 hs-mir-181b   1737   1744
AACAUUCAUUGCUGUCGGUGGGUU&UUUGAUUGUGAAUUCCUACCCAUUGCCUCUCUCAGUGAAUGUG
.((((((((((..(.((((((((.&.................)))))))).).....)))))))))). -
26.00

miRNA: mir-181c
Human predicted target: ENSG00000005073
Mouse predicted target: ENSMUSG00000038210
Rat predicted target: ENSRNOG00000007627
Hs Gene description: HOMEOBOX PROTEIN HOX-A11 (HOX-1I).
[Source:SWISSPROT;Acc:P31270] NM_005523
mir-181c ENSG00000005073 3286 nt UTR 2 hits 1219 2413
------------------------------------------------1-------------------------
----------------------1-----------------------------------
>ENSG00000005073 hs-mir-181c   1219   1226
AACAUUCAACCUGUCGGUGAGU&UUCCGUGGUUAAACUCGCUCACUGCUAAGAAUAUUUGAAUGUA
.((((((((.((..((((((((&................))))))))...)).....)))))))). -22.30
>ENSG00000005073 hs-mir-181c   2413   2420
AACAUUCAACCUGUCGGUGAGU&AUCGAGCUGAAAGGGUAGUGGGACAGAUCUAGAGAUGAAUGUC
.(((((((((((.(((((..(.&..)..)))))..))))...................))))))). -17.60
mir-181c ENSMUSG00000038210 3254 nt UTR 2 hits 1193 2351
-----------------------------------------------1--------------------------
--------------------1------------------------------------
>ENSMUSG00000038210 hs-mir-181c   1193   1200
AACAUUCAACCUGUCGGUGAGU&GUUCCAAGGUUAAACUCGCUCACUGCUAAAAUAUUUGAAUGUA
.((((((((...(.((((((((&.................)))))))))........)))))))). -21.30
>ENSMUSG00000038210 hs-mir-181c   2351   2358
AACAUUCAACCUGUCGGUGAGU&GCUUUCUGAAAGGGGAGAGGGACAGACCCUCUAGAUGAAUGUC
.(((((((.(((.((((.((((&)))).)))).)))......................))))))). -18.60
mir-181c ENSRNOG00000007627 3239 nt UTR 3 hits 1177 1739 2904
-----------------------------------------------1---------------------1----
------------------------------------------1-------------
>ENSRNOG00000007627 hs-mir-181c   1177   1184
AACAUUCAACCUGUCGGUGAGU&UUCCAAGGUUUAAACUCGCUCACUGCUAAAAUAUUUGAAUGUA
.((((((((...(.((((((((&.................)))))))))........)))))))). -21.30
>ENSRNOG00000007627 hs-mir-181c   1739   1746
AACAUUCAACCUGUCGGUGAGU&UUCCAAGGUUUAAACUCGCUCACUGCUAAAAUAUUUGAAUGUA
.((((((((...(.((((((((&.................)))))))))........)))))))). -21.30
>ENSRNOG00000007627 hs-mir-181c   2904   2911
AACAUUCAACCUGUCGGUGAGU&GAGAGCUGAAAGGGGAGACGGACAGACCCUCUAGAUGAAUGUC
.(((((((.((((((.((....&.................)).)))))........).))))))). -17.90

miRNA: mir-181c
Human predicted target: ENSG00000057663



Mouse predicted target: ENSMUSG00000038160
Rat predicted target: ENSRNOG00000000322
Hs Gene description: AUTOPHAGY PROTEIN 5-LIKE (APG5-LIKE) (APOPTOSIS-
SPECIFIC PROTEIN). [Source:SWISSPROT;Acc:Q9H1Y0] NM_004849
mir-181c ENSG00000057663 4064 nt UTR 2 hits 1193 1271
-----------------------------------------------1--1-----------------------
--------------------------------------------------------------------------
---------------
>ENSG00000057663 hs-mir-181c   1193   1200
AACAUUCAACCUGUCGGUGAGU&AUUUCAUUUCUUGUGAGCUAGCUGGCUGUCCAUAUUGAAUGUUG
(((((((((..((.((((.(((&....................))).))))..))..))))))))). -21.80
>ENSG00000057663 hs-mir-181c   1271   1278
AACAUUCAACCUGUCGGUGAGU&AGACACGAUCAUGGUUUUAGAUCCCAUAAUAAAAAUGAAUGUUU
((((((((((((((((((....&..)).))).)).)))....................)))))))). -16.05
mir-181c ENSMUSG00000038160 2250 nt UTR 2 hits 1153 1225
----------------------------------------------1-1-------------------------
----------------
>ENSMUSG00000038160 hs-mir-181c   1153   1160
AACAUUCAACCUGUCGGUGAGU&UGCUGUUGAUUUGUGAGCUAGCUUGCUGUCCACAUUGAAUGUC
.((((((((..((.(((..(((&....................)))..)))..))..)))))))). -21.60
>ENSMUSG00000038160 hs-mir-181c   1225   1232
AACAUUCAACCUGUCGGUGAGU&UCAUAAAAUAAUGGUUCUAGAUUCAAUAAUAAAGAUGAAUGUUU
((((((((..((.....(((((&....................))))).......)).)))))))). -13.90
mir-181c ENSRNOG00000000322 2000 nt UTR 2 hits 1119 1191
--------------------------------------------1--1--------------------------
------
>ENSRNOG00000000322 hs-mir-181c   1119   1126
AACAUUCAACCUGUCGGUGAGU&CUGCCAUUGACUGUGAGCUAGCUUGCUGUCCAUAUUGAAUGUC
.((((((((..((.(((..(((&....................)))..)))..))..)))))))). -21.60
>ENSRNOG00000000322 hs-mir-181c   1191   1198
AACAUUCAACCUGUCGGUGAGU&UCAUAAAAUAAUGGUUUUAGAUUUAAAAAUAAAGGUGAAUGUUU
((((((((.(((.....(((((&....................))))).......))))))))))). -16.40

miRNA: mir-181c
Human predicted target: ENSG00000128000
Mouse predicted target: ENSMUSG00000037640
Rat predicted target: ENSRNOG00000018885
Rat predicted target: ENSRNOG00000018896
Rat predicted target: ENSRNOG00000018936
Hs Gene description: NM_032689
mir-181c ENSG00000128000 2000 nt UTR 5 hits 92 259 425 509 593
---1------1-----1---1--1--------------------------------------------------
------
>ENSG00000128000 hs-mir-181c     92     99
AACAUUCAACCUGUCGGUGAGU&GGACAUUAUAGAUUUCAUAUUCGUGAGAACCCUUAUGAAUGUC
.(((((((.....((..(((((&..................)))))...)).......))))))). -12.70
>ENSG00000128000 hs-mir-181c    259    266



AACAUUCAACCUGUCGGUGAGU&AAACAUGUUAAAAUUCAUACUGAUGAGAAACCCUAUGAAUGUA
.(((((((.(..((((((((((&............))))..))))))..)........))))))). -15.20
>ENSG00000128000 hs-mir-181c    425    432
AACAUUCAACCUGUCGGUGAGU&UGCACAUCAAAGAAUUCAUACUGGUAUGAACCGUAUGAAUGUA
.((((((((((.((..((((((&.............)))))))).)))..........))))))). -16.60
>ENSG00000128000 hs-mir-181c    509    516
AACAUUCAACCUGUCGGUGAGU&CAACAUGUUAAAAUUCAUACUGGUGAGCAACCCUGUGAAUGUA
.((((((((((.((..((((((&............)))))))).)))...........))))))). -16.50
>ENSG00000128000 hs-mir-181c    593    600
AACAUUCAACCUGUCGGUGAGU&GCACAUCACAGAAUUCAUACUGGCAUGAAACCCUAUGAAUGUA
.(((((((...(((((((((((&............))))..)))))))..........))))))). -16.82
mir-181c ENSMUSG00000037640 2000 nt UTR 7 hits 78 171 468 477 561
1562 1730
---1--1-----------11--1---------------------------------------1------1----
------
>ENSMUSG00000037640 hs-mir-181c     78     85
AACAUUCAACCUGUCGGUGAGU&CAGCAUCAAAGUAUUCAUACUGGAGAGAAGCCCUAUGAAUGUG
.(((((((..((.((.((((((&............))))))....)).))........))))))). -14.70
>ENSMUSG00000037640 hs-mir-181c    171    178
AACAUUCAACCUGUCGGUGAGU&AAGUUUCACAGUGGUGAGAAACCUUUCGAGUGUAAUGAAUGUG
.((((((((((.....(((((.&....)))))...)))....................))))))). -16.25
>ENSMUSG00000037640 hs-mir-181c    468    475
AACAUUCAACCUGUCGGUGAGU&AGGCACCAGAACAUUCACACUGGAGAGAAGUCAUUUGAAUGUC
.((((((((.((.((.((((((&............))))))....)).)).......)))))))). -16.80
>ENSMUSG00000037640 hs-mir-181c    477    484
AACAUUCAACCUGUCGGUGAGU&AACAUUCACACUGGAGAGAAGUCAUUUGAAUGUCAUGAAUGUG
.(((((((((((.((.((((((&...))))))....)).))..)).............))))))). -15.71
>ENSMUSG00000037640 hs-mir-181c    561    568
AACAUUCAACCUGUCGGUGAGU&AAGUCUCACAGUGGUGAGAAACCUUUCAAAUGUAAUGAAUGUG
.((((((((((.....(((((.&....)))))...)))....................))))))). -18.15
>ENSMUSG00000037640 hs-mir-181c   1562   1569
AACAUUCAACCUGUCGGUGAGU&CAACAUAUGGCCAUUCAUUCUGGUGUGAAAUCAUAUGAAUGUA
.((((((((((....(((((((&............)))))))..)))...........))))))). -16.00
>ENSMUSG00000037640 hs-mir-181c   1730   1737
AACAUUCAACCUGUCGGUGAGU&CGGCACCAGAGCAUCCACACUGGAGAGAAAUCAUUUGAAUGUC
.(((((((((((.((((((...&.................)))))))).).......)))))))). -16.51
mir-181c ENSRNOG00000018885 2000 nt UTR 1 hits 851
----------------------------------1---------------------------------------
------
>ENSRNOG00000018885 hs-mir-181c    851    858
AACAUUCAACCUGUCGGUGAGU&CCGUUGUUCAUAGAAGAUACUGUUGAGAAUGUCUUUGAAUGUC
.((((((((..((((.(((((.&......)))))....))))...............)))))))). -13.93
mir-181c ENSRNOG00000018896 2672 nt UTR 8 hits 78 591 750 918 1002
1254 1338 2328
---1-------------------1-----1------1---1---------1--1--------------------
-------------------1-------------
>ENSRNOG00000018896 hs-mir-181c     78     85
AACAUUCAACCUGUCGGUGAGU&CAGCAUCAGACUAUUCAUACUGGAGAGAAACCCUAUGAAUGUA



.(((((((..((.((.((((((&............))))))....)).))........))))))). -14.70
>ENSRNOG00000018896 hs-mir-181c    591    598
AACAUUCAACCUGUCGGUGAGU&AAGUUUCACAGUGGUGACAAACCUUUCAAAUGUAAUGAAUGUG
.((((((((((.....(((((.&....)))))...)))....................))))))). -16.25
>ENSRNOG00000018896 hs-mir-181c    750    757
AACAUUCAACCUGUCGGUGAGU&CAACAUAGGCUUAUUCAUGCUGAUGUGAAACCAUUUGAAUGUA
.(((((((((.(((((((((((&............))))..))))))).).......)))))))). -16.31
>ENSRNOG00000018896 hs-mir-181c    918    925
AACAUUCAACCUGUCGGUGAGU&AGGCACCAGAGGAUUCAUACUGGAGAGAAGCCAUUUGAAUGUA
.(((((((((((.(.((((...&...))))).)))......................)))))))). -18.94
>ENSRNOG00000018896 hs-mir-181c   1002   1009
AACAUUCAACCUGUCGGUGAGU&CAGCACCAGCGAGUUCACACUGGUGAGAAACCCUUUGAAUGUA
.(((((((((.(..(((((...&.................)))))..).).......)))))))). -17.61
>ENSRNOG00000018896 hs-mir-181c   1254   1261
AACAUUCAACCUGUCGGUGAGU&CAGCACCAGACCAUUCAUACUGGAGAGAAGUCAUUUGAAUGUA
.((((((((((.(((((((...&...)))).)))..........))...........)))))))). -17.20
>ENSRNOG00000018896 hs-mir-181c   1338   1345
AACAUUCAACCUGUCGGUGAGU&CAACACCAGCAUUUUCACACUGGUGAGAAACCUUUUGAAUGUA
.(((((((((.(..(((((...&.................)))))..).).......)))))))). -17.61
>ENSRNOG00000018896 hs-mir-181c   2328   2335
AACAUUCAACCUGUCGGUGAGU&CAACAUUGGGCUAUUCAUGCUGGUGUGAUAUCAUAUGAAUGUA
.((((((((((.((..((((((&............)))))))).)))...........))))))). -16.70
mir-181c ENSRNOG00000018936 5085 nt UTR 11 hits 78 171 330 498 507
591 918 1422 1927 2361 3473
---1--1------1-----11--1------------1-------------------1-----------------
---1----------------1-------------------------------------------1---------
--------------------------------------------------------
>ENSRNOG00000018936 hs-mir-181c     78     85
AACAUUCAACCUGUCGGUGAGU&CAGCAUCAGACUAUUCAUACUGGAGAGAAACCCUAUGAAUGUA
.(((((((..((.((.((((((&............))))))....)).))........))))))). -14.70
>ENSRNOG00000018936 hs-mir-181c    171    178
AACAUUCAACCUGUCGGUGAGU&AAGUUUCACAGUGGUGAGAAACCUUUCAAGUGCAAUGAAUGUG
.((((((((((.....(((((.&....)))))...)))....................))))))). -16.25
>ENSRNOG00000018936 hs-mir-181c    330    337
AACAUUCAACCUGUCGGUGAGU&GCACAUAGGAUUAUUCAUGCUGAUGUGAAACCAUAUGAAUGUA
.(((((((((..((((((((((&............))))..)))))))).........))))))). -15.00
>ENSRNOG00000018936 hs-mir-181c    498    505
AACAUUCAACCUGUCGGUGAGU&AGGCACCAGAACAUUCACACUGGAGAGAAAUUGUUUGAAUGUC
.(((((((((((.((.((((((&............))))))....)).)).....).)))))))). -17.20
>ENSRNOG00000018936 hs-mir-181c    507    514
AACAUUCAACCUGUCGGUGAGU&AACAUUCACACUGGAGAGAAAUUGUUUGAAUGUCAUGAAUGUG
.(((((((((((.((.((((((&...))))))....)).)).............))..))))))). -15.71
>ENSRNOG00000018936 hs-mir-181c    591    598
AACAUUCAACCUGUCGGUGAGU&AAGUCUCACAGUGGUGAGAAACCUUUCAAGUGCAAUGAAUGUG
.((((((((((.....(((((.&....)))))...)))....................))))))). -18.15
>ENSRNOG00000018936 hs-mir-181c    918    925
AACAUUCAACCUGUCGGUGAGU&AGGCACCAAACUAUUCAUACUGGAGAGAAGUCAUUUGAAUGUA
.((((((((.((.((.((((((&............))))))....)).)).......)))))))). -15.80



>ENSRNOG00000018936 hs-mir-181c   1422   1429
AACAUUCAACCUGUCGGUGAGU&AACCAUCAAAUUGUUCAUACAAGUAAGAGACCCUUUGAAUGUA
.((((((((...(((.(((((.&.............)))))..........)))...)))))))). -16.80
>ENSRNOG00000018936 hs-mir-181c   1927   1934
AACAUUCAACCUGUCGGUGAGU&GGACAUUUUAGAAUUCAUAUUGACAAGAAUCCUUAUGAAUGUA
.(((((((...((((.((((((&............))))))...))))..........))))))). -16.22
>ENSRNOG00000018936 hs-mir-181c   2361   2368
AACAUUCAACCUGUCGGUGAGU&GCUCAUCAGAGAGUCCAUAUAGGUCUGAAACUCUGUGAAUGUG
.(((((((((((((((((((((&))))))).)).........)))))...........))))))). -20.60
>ENSRNOG00000018936 hs-mir-181c   3473   3480
AACAUUCAACCUGUCGGUGAGU&GCUCAUCAGAGAGUCCAUAUAGGUCUGAAACUCUGUGAAUGUG
.(((((((((((((((((((((&))))))).)).........)))))...........))))))). -20.60

miRNA: mir-181c
Human predicted target: ENSG00000144677
Mouse predicted target: ENSMUSG00000038995
Rat predicted target: ENSRNOG00000011393
Hs Gene description: NUCLEAR LIM INTERACTOR-INTERACTING FACTOR 1 (NLI-
INTERACTING FACTOR 1) (NIF-LIKE PROTEIN) (YA22 PROTEIN) (HYA22).
[Source:SWISSPROT;Acc:O15194] NM_005808
mir-181c ENSG00000144677 5601 nt UTR 4 hits 120 406 1972 3469
----1-----------1---------------------------------------------------------
----1-----------------------------------------------------------1---------
--------------------------------------------------------------------------
---
>ENSG00000144677 hs-mir-181c    120    127
AACAUUCAACCUGUCGGUGAGU&GAAAGUGAGGAUACUCCGUGCUCCAGGCCACAGGGUGAAUGUG
.(((((((.(((((.(((((((&...................))))...)))))))).))))))). -27.00
>ENSG00000144677 hs-mir-181c    406    413
AACAUUCAACCUGUCGGUGAGU&CUCAGAAUCUCUUUCCUACAGGAUGAAGUGCCUUUUGAAUGUUA
((((((((((((((.((.(((.&........)))...)).)))))............))))))))). -23.00
>ENSG00000144677 hs-mir-181c   1972   1979
AACAUUCAACCUGUCGGUGAGU&GUAGUCAUUAAAUGAACCCACUGCCUUAAAUGUCUUGAAUGUUG
(((((((((..((((((((.((&...............)).)))))......)))..))))))))). -16.30
>ENSG00000144677 hs-mir-181c   3469   3476
AACAUUCAACCUGUCGGUGAGU&GGUGUCUGGGUAGUCAUGGAUUUCUGCUGGACAUUUGAAUGUG
.((((((((..((((((((((.&.....................))).)))).))).)))))))). -18.30
mir-181c ENSMUSG00000038995 5349 nt UTR 3 hits 115 432 3351
----1------------1--------------------------------------------------------
------------------------------------------------------------1-------------
------------------------------------------------------------------
>ENSMUSG00000038995 hs-mir-181c    115    122
AACAUUCAACCUGUCGGUGAGU&CAGCCCAGGAAGACUCCGUGCUCCGGGCCACAGGGUGAAUGUC
.(((((((.(((((.(((((((&...................))))...)))))))).))))))). -26.40
>ENSMUSG00000038995 hs-mir-181c    432    439
AACAUUCAACCUGUCGGUGAGU&UCAGAAUCUCUUUCCUACAGGAUGAAGUGCCUUUUUGAAUGUUA
((((((((((((((.((.(((.&.......)))...)).))))).............))))))))). -22.91



>ENSMUSG00000038995 hs-mir-181c   3351   3358
AACAUUCAACCUGUCGGUGAGU&GGUGUCUGGGGAGUUACAGUUUUCUGCUGGAUGUUUGAAUGUG
.((((((((....((((((((.&.....................))).)))))....)))))))). -18.00
mir-181c ENSRNOG00000011393 2000 nt UTR 2 hits 123 445
----1------------1--------------------------------------------------------
------
>ENSRNOG00000011393 hs-mir-181c    123    130
AACAUUCAACCUGUCGGUGAGU&GAGCCUGGGAAGACUCCACGCUUUGGGCCACAAGGUGAAUGUC
.(((((((.(((((.(((((((&...................))))...)))))).))))))))). -20.60
>ENSRNOG00000011393 hs-mir-181c    445    452
AACAUUCAACCUGUCGGUGAGU&CAGAAUCUCUUUCCUACAAGAUGAAGUGCCUUUUUUGAAUGUUA
((((((((((.(((.((.(((.&......)))...)).))).)..............))))))))). -16.33

miRNA: mir-181c
Human predicted target: ENSG00000146830
Mouse predicted target: ENSMUSG00000029714
Rat predicted target: ENSRNOG00000001410
Hs Gene description: PERQ AMINO ACID RICH WITH GYF DOMAIN PROTEIN 1.
[Source:SWISSPROT;Acc:O75420] NM_022574
mir-181c ENSG00000146830 3237 nt UTR 3 hits 875 1430 1774
----------------------------------1----------------------1------------1---
--------------------------------------------------------
>ENSG00000146830 hs-mir-181c    875    882
AACAUUCAACCUGUCGGUGAGU&UGAACCUGAAAGCCCCAGCUCUCUGCCUUGCCACGUGAAUGUA
.(((((((...(((.((..((.&..........................))..)))))))))))). -19.20
>ENSG00000146830 hs-mir-181c   1430   1437
AACAUUCAACCUGUCGGUGAGU&GUAUUAGGGCAAGGCUUCGCCACUGCCUCCCUCCAUGAAUGUA
.(((((((...((..((.(((.&..........................)))))..))))))))). -17.20
>ENSG00000146830 hs-mir-181c   1774   1781
AACAUUCAACCUGUCGGUGAGU&CUCUUGCCAGGUGUGGGGGAGACUCCUGUUGUGACUGAAUGUA
.((((((((((((.(((.(((.&)))))).))))).......................))))))). -19.10
mir-181c ENSMUSG00000029714 2368 nt UTR 3 hits 924 1443 1821
------------------------------------1--------------------1--------------1-
---------------------
>ENSMUSG00000029714 hs-mir-181c    924    931
AACAUUCAACCUGUCGGUGAGU&GACACUGAAAGCCCCAGCUCCCUGCCUUUGCCACAUGAAUGUA
.(((((((...(((.((..((.&..........................))..)))))))))))). -17.70
>ENSMUSG00000029714 hs-mir-181c   1443   1450
AACAUUCAACCUGUCGGUGAGU&AGGGCUAGCGAGCGAGCCUGCCACUGCCUCCUCCAUGAAUGUA
.(((((((....(.(((((.((&...................))))))).).......))))))). -16.30
>ENSMUSG00000029714 hs-mir-181c   1821   1828
AACAUUCAACCUGUCGGUGAGU&GGCAUUGGAGGGAUGGGAGAGACUCCUGUUGUGACUGAAUGUA
.(((((((..(...(((.((((&.....................)))))))....)..))))))). -17.90
mir-181c ENSRNOG00000001410 2000 nt UTR 3 hits 898 1422 1815
-----------------------------------1--------------------1---------------1-
------
>ENSRNOG00000001410 hs-mir-181c    898    905



AACAUUCAACCUGUCGGUGAGU&GACACUGAAAGCCCCAGCUCCCUGCCUUUGCCACAUGAAUGUA
.(((((((...(((.((..((.&..........................))..)))))))))))). -17.70
>ENSRNOG00000001410 hs-mir-181c   1422   1429
AACAUUCAACCUGUCGGUGAGU&GCAGUAUUAGGGCGAGCCUGUCACUGCCUCCUCCAUGAAUGUA
.(((((((....(.((((((..&....................)))))).).......))))))). -17.50
>ENSRNOG00000001410 hs-mir-181c   1815   1822
AACAUUCAACCUGUCGGUGAGU&GGCAUUGGAGGGGUGGGAGAGACUCCUGUUGUGACUGAAUGUA
.(((((((..(...(((.((((&.....................)))))))....)..))))))). -17.90

miRNA: mir-181c
Human predicted target: ENSG00000161940
Mouse predicted target: ENSMUSG00000000317
Rat predicted target: ENSRNOG00000018811
Hs Gene description: BAZF. [Source:SPTREMBL;Acc:Q8N143]
mir-181c ENSG00000161940 2438 nt UTR 2 hits 1113 1209
--------------------------------------------1---1-------------------------
------------------------
>ENSG00000161940 hs-mir-181c   1113   1120
AACAUUCAACCUGUCGGUGAGU&AUGAUGUGACCUUUUCUGACUCUGCCCAGUCUCUAUGAAUGUUA
((((((((..(((..(((((((&..................)))).))))))......)))))))). -18.30
>ENSG00000161940 hs-mir-181c   1209   1216
AACAUUCAACCUGUCGGUGAGU&GUUAACCCAUCCUUUACUACAGAGGCAUAUGGGUUUGAAUGUUA
(((((((((((((((..(((((&...............))).))..))))....)).))))))))). -20.90
mir-181c ENSMUSG00000000317 3899 nt UTR 3 hits 1093 1118 1284
-------------------------------------------11------1----------------------
--------------------------------------------------------------------------
--------
>ENSMUSG00000000317 hs-mir-181c   1093   1100
AACAUUCAACCUGUCGGUGAGU&GAGUCUGAGUCCUUUACUGCAUGAACAGCUGGGUUUGAAUGUC
.((((((((((((((((((((.&............)))))))........)).))).)))))))). -19.10
>ENSMUSG00000000317 hs-mir-181c   1118   1125
AACAUUCAACCUGUCGGUGAGU&CAGCUGGGUUUGAAUGUCCCUUGGCCCUCCUUCUUUGAAUGUG
.((((((((...(..(((.((.&....................)).)))..).....)))))))). -15.30
>ENSMUSG00000000317 hs-mir-181c   1284   1291
AACAUUCAACCUGUCGGUGAGU&AGACUACCCAACAUUCCAUUCCUGUCUGGGACCAGUGAAUGUA
.(((((((.((.(.(((.((((&.................))))))).).))......))))))). -18.90
mir-181c ENSRNOG00000018811 2000 nt UTR 3 hits 662 1034 1183
--------------------------1--------------1-----1--------------------------
------
>ENSRNOG00000018811 hs-mir-181c    662    669
AACAUUCAACCUGUCGGUGAGU&UUUGAGGACGACGGGAACCUUGUUUUGAUGAACUCUGAAUGUA
.(((((((.(((((((......&........)))))))....................))))))). -19.90
>ENSRNOG00000018811 hs-mir-181c   1034   1041
AACAUUCAACCUGUCGGUGAGU&UUAUGUCCCCUGGGACUCAAUAUGCCCUUCUUCUUUGAAUGUUU
(((((((((...(..(((((((&..............)))))......))..)....))))))))). -16.20
>ENSRNOG00000018811 hs-mir-181c   1183   1190
AACAUUCAACCUGUCGGUGAGU&AGACUGCCCAUCAUUACAUUCCUGUCUGGGACCGGUGAAUGUA



.(((((((.((.(.(((.((((&.................))))))).).))......))))))). -18.90

miRNA: mir-181c
Human predicted target: ENSG00000164283
Mouse predicted target: ENSMUSG00000042379
Rat predicted target: ENSRNOG00000010797
Hs Gene description: ENDOTHELIAL CELL-SPECIFIC MOLECULE 1 PRECURSOR (ESM-1
SECRETORY PROTEIN) (ESM-1). [Source:SWISSPROT;Acc:Q9NQ30] NM_007036
mir-181c ENSG00000164283 3387 nt UTR 5 hits 1285 1307 1797 1819
2795
---------------------------------------------------11------------------11-
-------------------------------------1------------------------
>ENSG00000164283 hs-mir-181c   1285   1292
AACAUUCAACCUGUCGGUGAGU&CUGUAUUUUAUUCUUGAAGUUGGCCAACAGAGUUGUGAAUGUG
.(((((((((((((.(((.((.&...................)).))).)))).))..))))))). -21.60
>ENSG00000164283 hs-mir-181c   1307   1314
AACAUUCAACCUGUCGGUGAGU&GCCAACAGAGUUGUGAAUGUGUGUGGGAAGGCCUUUGAAUGUA
.(((((((((((((.(((....&))).)))).)........................)))))))). -16.65
>ENSG00000164283 hs-mir-181c   1797   1804
AACAUUCAACCUGUCGGUGAGU&CUGUAUUUUAUUCUUGAAGUUGGCCAACAGAGUUGUGAAUGUG
.(((((((((((((.(((.((.&...................)).))).)))).))..))))))). -21.60
>ENSG00000164283 hs-mir-181c   1819   1826
AACAUUCAACCUGUCGGUGAGU&GCCAACAGAGUUGUGAAUGUGUGUGGGAAGGCCUUUGAAUGUA
.(((((((((((((.(((....&))).)))).)........................)))))))). -16.65
>ENSG00000164283 hs-mir-181c   2795   2802
AACAUUCAACCUGUCGGUGAGU&AUAGAAAUUGGGUGUGAAUGAGAUACAAAGUUACAUGAAUGUC
.(((((((((((..........&.........))))......................))))))). -11.94
mir-181c ENSMUSG00000042379 3359 nt UTR 2 hits 1254 1278
--------------------------------------------------11----------------------
-------------------------------------------------------------
>ENSMUSG00000042379 hs-mir-181c   1254   1261
AACAUUCAACCUGUCGGUGAGU&UUAUAUUUUAUUCUCAAACCUUGCCAACAGAGUUGUGAAUGUA
.(((((((((((((.((..((.&...................))..)).)))).))..))))))). -24.70
>ENSMUSG00000042379 hs-mir-181c   1278   1285
AACAUUCAACCUGUCGGUGAGU&CAACAGAGUUGUGAAUGUACUCGUGGGAAGAUCCGUGAAUGUA
.(((((((..((..(.((((((&..................)))))).)..)).....))))))). -17.50
mir-181c ENSRNOG00000010797 2419 nt UTR 2 hits 1131 1155
---------------------------------------------11---------------------------
-----------------------
>ENSRNOG00000010797 hs-mir-181c   1131   1138
AACAUUCAACCUGUCGGUGAGU&UUAUAUUUUAGUCUCAAACUUUGCCAACAGAGUUGUGAAUGUA
.(((((((((((((.((..((.&...................))..)).)))).))..))))))). -22.50
>ENSRNOG00000010797 hs-mir-181c   1155   1162
AACAUUCAACCUGUCGGUGAGU&CAACAGAGUUGUGAAUGUACUUGUGGGAAGAUCCUUGAAUGUA
.((((((((.((..(.(..(((&..................)))..).)..))....)))))))). -17.70



miRNA: mir-181c
Human predicted target: ENSG00000164463
Mouse predicted target: ENSMUSG00000048249
Rat predicted target: ENSRNOG00000020769
Hs Gene description: ADULT RETINA PROTEIN. [Source:RefSeq;Acc:NM_153607]

NM_153607
mir-181c ENSG00000164463 5222 nt UTR 3 hits 736 984 4518
-----------------------------1---------1----------------------------------
--------------------------------------------------------------------------
--------------------------------1----------------------------
>ENSG00000164463 hs-mir-181c    736    743
AACAUUCAACCUGUCGGUGAGU&AAUGUUUUUUUGUUCCAACUCUUUUUCAGAUUUUUUGAAUGUA
.((((((((...(((((.((((&.................))))....)).)))...)))))))). -17.30
>ENSG00000164463 hs-mir-181c    984    991
AACAUUCAACCUGUCGGUGAGU&UAAGUAAAGUUUUGCACAGCUUACAUGAUACUGUAUGAAUGUA
.(((((((((.(((((((((((&..................)))))).)))))..)).))))))). -21.00
>ENSG00000164463 hs-mir-181c   4518   4525
AACAUUCAACCUGUCGGUGAGU&UUUUUUAAUACUUCAAACACAUUGGGAUGUAACAAUGAAUGUC
.(((((((((.(.((((((.((&................)).)))))).).)).....))))))). -15.70
mir-181c ENSMUSG00000048249 2000 nt UTR 2 hits 766 1016
------------------------------1---------1---------------------------------
------
>ENSMUSG00000048249 hs-mir-181c    766    773
AACAUUCAACCUGUCGGUGAGU&AUGUCUUUUUGUUCCAACUCUUUUUCAGAUUUUUUUGAAUGUA
.((((((((...(((((.((((&................))))....)).)))....)))))))). -16.60
>ENSMUSG00000048249 hs-mir-181c   1016   1023
AACAUUCAACCUGUCGGUGAGU&UAAGUAAAGUUUUGCACAGCUUACAUGAUACUGUAUGAAUGUA
.(((((((((.(((((((((((&..................)))))).)))))..)).))))))). -21.00
mir-181c ENSRNOG00000020769 3521 nt UTR 4 hits 779 1024 2120 2365
-------------------------------1--------1---------------------------------
----------1---------1----------------------------------------------
>ENSRNOG00000020769 hs-mir-181c    779    786
AACAUUCAACCUGUCGGUGAGU&AAUGUCUUUUUGUUCCAACUCUUUUUCAGAUUUUUUGAAUGUA
.((((((((...(((((.((((&.................))))....)).)))...)))))))). -17.30
>ENSRNOG00000020769 hs-mir-181c   1024   1031
AACAUUCAACCUGUCGGUGAGU&UAAGUAAAGUUUUGCACAGCUUACAUGAUACUGUAUGAAUGUA
.(((((((((.(((((((((((&..................)))))).)))))..)).))))))). -21.00
>ENSRNOG00000020769 hs-mir-181c   2120   2127
AACAUUCAACCUGUCGGUGAGU&AAUGUCUUUUUGUUCCAACUCUUUUUCAGAUUUUUUGAAUGUA
.((((((((...(((((.((((&.................))))....)).)))...)))))))). -17.30
>ENSRNOG00000020769 hs-mir-181c   2365   2372
AACAUUCAACCUGUCGGUGAGU&UAAGUAAAGUUUUGCACAGCUUACAUGAUACUGUAUGAAUGUA
.(((((((((.(((((((((((&..................)))))).)))))..)).))))))). -21.00

miRNA: mir-182
Human predicted target: ENSG00000043093
Mouse predicted target: ENSMUSG00000027708



Rat predicted target: ENSRNOG00000012734
Hs Gene description: RP42 HOMOLOG; SQUAMOUS CELL CARCINOMA-RELATED
ONCOGENE. [Source:RefSeq;Acc:NM_020640] NM_020640
mir-182 ENSG00000043093 2906 nt UTR 2 hits 1139 2513
---------------------------------------------1----------------------------
--------------------------1----------------
>ENSG00000043093 hs-mir-182   1139   1146
UUUGGCAAUGGUAGAACUCACA&UUUGUUGAAAUUGCUUUAACUGCUAAUCACUGUGGUUGCCAAAU
(((((((((..(((........&.............................)))..))))))))). -19.10
>ENSG00000043093 hs-mir-182   2513   2520
UUUGGCAAUGGUAGAACUCACA&UUGUUUUAAACUGAACCAUAGGUACAGUUUCCUUUUUGCCAAAU
((((((((.((..(((((....&.........................)))))))...)))))))). -18.10
mir-182 ENSMUSG00000027708 4896 nt UTR 3 hits 1131 2353 3171
---------------------------------------------1----------------------------
--------------------1-------------------------------1---------------------
------------------------------------------------
>ENSMUSG00000027708 hs-mir-182   1131   1138
UUUGGCAAUGGUAGAACUCACA&GACUGUUGAGAUGGCUUACUGCUAAAUCACUGUGGUUGCCAAGU
((((((((((((((((((((((&...))).))).....)).)))))...........))))))))). -18.20
>ENSMUSG00000027708 hs-mir-182   2353   2360
UUUGGCAAUGGUAGAACUCACA&UCUUUCCAGACAGAACCAUAGGGAGAGUUUACUUUUUGCCAAAU
((((((((.(((.((((((...&........................)))))))))..)))))))). -23.30
>ENSMUSG00000027708 hs-mir-182   3171   3178
UUUGGCAAUGGUAGAACUCACA&UCUUUCCAGACAGAACCAUAGGGAGAGUUUACUUUUUGCCAAAU
((((((((.(((.((((((...&........................)))))))))..)))))))). -23.30
mir-182 ENSRNOG00000012734 3943 nt UTR 3 hits 1123 2004 3308
--------------------------------------------1-----------------------------
------1---------------------------------------------------1---------------
----------
>ENSRNOG00000012734 hs-mir-182   1123   1130
UUUGGCAAUGGUAGAACUCACA&GCUGCUGAAAUGGCUUUACUGCUAAAUCACUGUGGUUGCCAAGU
(((((((((..(((........&.............................)))..))))))))). -18.80
>ENSRNOG00000012734 hs-mir-182   2004   2011
UUUGGCAAUGGUAGAACUCACA&GCUGCUGAAAUGGCUUUACUGCUAAAUCACUGUGGUUGCCAAGU
(((((((((..(((........&.............................)))..))))))))). -18.80
>ENSRNOG00000012734 hs-mir-182   3308   3315
UUUGGCAAUGGUAGAACUCACA&UUUUUUUAGACAGAGCCACAAGGAGAGUUUACUUUUUGCCAAAU
((((((((.(((.((((((...&........................)))))))))..)))))))). -23.30

miRNA: mir-182
Human predicted target: ENSG00000075429
Mouse predicted target: ENSMUSG00000040373
Rat predicted target: ENSRNOG00000003288
Hs Gene description: VOLTAGE-DEPENDENT CALCIUM CHANNEL GAMMA-5 SUBUNIT
(NEURONAL VOLTAGE- GATED CALCIUM CHANNEL GAMMA-5 SUBUNIT).
[Source:SWISSPROT;Acc:Q9UF02] NM_145811
mir-182 ENSG00000075429 2000 nt UTR 2 hits 675 1348



--------------------------1--------------------------1--------------------
------
>ENSG00000075429 hs-mir-182    675    682
UUUGGCAAUGGUAGAACUCACA&AAGCUCCUUACACAGAUGCAGCUGGACUCGUGCACUUGCCAAC
.(((((((..(((((..(((..&......................)))..)).)))..))))))). -16.60
>ENSG00000075429 hs-mir-182   1348   1355
UUUGGCAAUGGUAGAACUCACA&CUGCUCUCCGAAGGCUGCCUGUGAACAUUGGGGGGUUGCCAAU
.(((((((((((((...((...&.........))...)))))...............)))))))). -20.26
mir-182 ENSMUSG00000040373 2000 nt UTR 2 hits 345 993
-------------1-------------------------1----------------------------------
------
>ENSMUSG00000040373 hs-mir-182    345    352
UUUGGCAAUGGUAGAACUCACA&CCUGCACUUCCAGGUUAGCCAAGGCCAGGCUGGAGUUGCCAAGU
(((((((((..(((........&.............................)))..))))))))). -18.20
>ENSMUSG00000040373 hs-mir-182    993   1000
UUUGGCAAUGGUAGAACUCACA&CUGCCCUGCUGAUGGUGCCUGUGAACAUCUGGACGUUGCCAAC
.(((((((((.((((..(((((&...................)))))...))))..))))))))). -24.30
mir-182 ENSRNOG00000003288 4477 nt UTR 3 hits 350 912 2948
-------------1----------------------1-------------------------------------
-------------------------------------------1------------------------------
--------------------------------
>ENSRNOG00000003288 hs-mir-182    350    357
UUUGGCAAUGGUAGAACUCACA&CCUGCACUUCCGGGUUAGCCAAGGUCAGUCUGGAGUUGCCAAGU
(((((((((..(((.(((.((.&.......................)).))))))..))))))))). -22.00
>ENSRNOG00000003288 hs-mir-182    912    919
UUUGGCAAUGGUAGAACUCACA&GAGCCCAAACAAGCAUGCCUGUGAACAUUUGGGGGUUGCCAAC
.((((((((....(((.(((((&...................)))))...)))....)))))))). -18.20
>ENSRNOG00000003288 hs-mir-182   2948   2955
UUUGGCAAUGGUAGAACUCACA&CUGCUUUGCCGAGGAUGCCUGUGAACAUUUGGGGGUUGCCAAC
.((((((((((((...(((...&..........)))..))))...............)))))))). -20.96

miRNA: mir-182
Human predicted target: ENSG00000085733
Mouse predicted target: ENSMUSG00000031078
Rat predicted target: ENSRNOG00000020823
Hs Gene description: SRC SUBSTRATE CORTACTIN (AMPLAXIN) (ONCOGENE EMS1).
[Source:SWISSPROT;Acc:Q14247] NM_138565
mir-182 ENSG00000085733 3413 nt UTR 2 hits 278 974
-----------1--------------------------1-----------------------------------
---------------------------------------------------------------
>ENSG00000085733 hs-mir-182    278    285
UUUGGCAAUGGUAGAACUCACA&UUGGUUUUAUGCAUUGAUGGUUUUUUUUUUCUUUUUUGCCAAAU
((((((((((((((((((....&..)))))))).))......................)))))))). -16.34
>ENSG00000085733 hs-mir-182    974    981
UUUGGCAAUGGUAGAACUCACA&GGAACCCUCCUCCUGUCAAUGGGGGUGUAGUAUUUUUGCCAAAA
((((((((..(((..((((.((&...................)).))))....)))..)))))))). -19.90
mir-182 ENSMUSG00000031078 2096 nt UTR 2 hits 260 849



----------1----------------------1----------------------------------------
----------
>ENSMUSG00000031078 hs-mir-182    260    267
UUUGGCAAUGGUAGAACUCACA&GGUGAUUACUUGCAGCCAUCCCAGGUGUUUUAGUUUUGCCAAGC
((((((((.(.((((((((((.&.)))).....................)))))).).)))))))). -20.49
>ENSMUSG00000031078 hs-mir-182    849    856
UUUGGCAAUGGUAGAACUCACA&UUCCUGCAAGCUUCCAGAAGCACGCUGUGUUCUUUUUGCCAAAU
((((((((....(((((.((..&.........................)).)))))..)))))))). -20.80
mir-182 ENSRNOG00000020823 2000 nt UTR 2 hits 261 859
----------1-----------------------1---------------------------------------
------
>ENSRNOG00000020823 hs-mir-182    261    268
UUUGGCAAUGGUAGAACUCACA&GGGUGAUUACUUUCAGCCAUCCAGGUGUUUUAGCUUUGCCAAGC
((((((((.(.((((((((((.&..))))....................)))))).).)))))))). -21.75
>ENSRNOG00000020823 hs-mir-182    859    866
UUUGGCAAUGGUAGAACUCACA&CAGAAACAUGCUCCCUGUGGGGAGCUGUGUUCUUUUUGCCAAAU
((((((((.(((((..((((((&...............))))))...)))...))...)))))))). -21.60

miRNA: mir-182
Human predicted target: ENSG00000091844
Mouse predicted target: ENSMUSG00000019775
Rat predicted target: ENSRNOG00000018690
Hs Gene description: REGULATOR OF G-PROTEIN SIGNALING 17 (RGS17).
[Source:SWISSPROT;Acc:Q9UGC6] NM_012419
mir-182 ENSG00000091844 2856 nt UTR 2 hits 203 413
--------1-------1---------------------------------------------------------
-----------------------------------------
>ENSG00000091844 hs-mir-182    203    210
UUUGGCAAUGGUAGAACUCACA&UUAAGUUUGGAGAAAAUACCACACAAAACAAUGAAUUGCCAAAU
(((((((((((((...(((.((&.......)))))....))))..............))))))))). -19.33
>ENSG00000091844 hs-mir-182    413    420
UUUGGCAAUGGUAGAACUCACA&UAAGGACUUUUGUGCAAUAUGGUCUUAAGAAAUAAUUGCCAAAA
(((((((((..((..(((((((&..........))))......)))..)).......))))))))). -16.80
mir-182 ENSMUSG00000019775 2676 nt UTR 2 hits 222 432
--------1--------1--------------------------------------------------------
----------------------------------
>ENSMUSG00000019775 hs-mir-182    222    229
UUUGGCAAUGGUAGAACUCACA&AACAACAACAAAAAAAGCCUAUAUGAGACAAUGAAUUGCCAAAU
(((((((((.......((((..&.......................)))).......))))))))). -19.24
>ENSMUSG00000019775 hs-mir-182    432    439
UUUGGCAAUGGUAGAACUCACA&AAGGACUUUUGUGCAAUAUGGUCUCUUAGAAACAAUUGCCAAC
.((((((((.((((((((((((&.........))))......))).))).....)).)))))))). -17.20
mir-182 ENSRNOG00000018690 2641 nt UTR 2 hits 211 421
--------1-------1---------------------------------------------------------
--------------------------------
>ENSRNOG00000018690 hs-mir-182    211    218
UUUGGCAAUGGUAGAACUCACA&UGUUAGGGGGUAAAAAGCCUGUGUAAGAAAAUGAGUUGCCAAAU



(((((((((.........((((&...................))))...........))))))))). -17.95
>ENSRNOG00000018690 hs-mir-182    421    428
UUUGGCAAUGGUAGAACUCACA&AAGGACUUCUGUGCAAUAUGGUCUCUUAGAAACAAUUGCCAAC
.((((((((.((((((((((((&.........))))......))).))).....)).)))))))). -17.10

miRNA: mir-182
Human predicted target: ENSG00000105137
Mouse predicted target: ENSMUSG00000032714
Rat predicted target: ENSRNOG00000007307
Hs Gene description: NM_033025
mir-182 ENSG00000105137 3316 nt UTR 2 hits 499 579
-------------------1---1--------------------------------------------------
-----------------------------------------------------------
>ENSG00000105137 hs-mir-182    499    506
UUUGGCAAUGGUAGAACUCACA&UUCCCAGUUUCCAGGGCCCGGUAUUUGGACACUAGUUGCCAAGU
((((((((((((.(((((....&.....))))).....)))................))))))))). -16.79
>ENSG00000105137 hs-mir-182    579    586
UUUGGCAAUGGUAGAACUCACA&CCAUCUUUCCUGAGCACCAAGGGCUUCCCCUUUUGUUGCCAAAA
((((((((..(..((((((...&....................))).))).....)..)))))))). -19.90
mir-182 ENSMUSG00000032714 2994 nt UTR 2 hits 164 1097
------1------------------------------------1------------------------------
----------------------------------------------
>ENSMUSG00000032714 hs-mir-182    164    171
UUUGGCAAUGGUAGAACUCACA&GAGUUGCUCAGACUGAGCACCUGGUUGCUAGGGAGUUGCCAAGG
(((((((((..(((((((....&......................)))).)))....))))))))). -18.70
>ENSMUSG00000032714 hs-mir-182   1097   1104
UUUGGCAAUGGUAGAACUCACA&GUACAGCUGAACCUUUUGGAAAGAGCUACCCAGGGUUGCCAAGG
((((((((((((((..(((...&......................))))))))....))))))))). -23.40
mir-182 ENSRNOG00000007307 2000 nt UTR 3 hits 53 159 1099
--1---1------------------------------------1------------------------------
------
>ENSRNOG00000007307 hs-mir-182     53     60
UUUGGCAAUGGUAGAACUCACA&GGAUGGAUUUUCGUUACUAGGGAAUUGCUUCCUGGUUGCCAAGG
((((((((((((((..(((...&...................)))..))))).....))))))))). -19.60
>ENSRNOG00000007307 hs-mir-182    159    166
UUUGGCAAUGGUAGAACUCACA&GAGUUGCUCAGACUGAGCUCCUGGUUGCUAGGGAGUUGCCAAGG
(((((((((((((((.((((..&.............)))).)).....)))).....))))))))). -19.10
>ENSRNOG00000007307 hs-mir-182   1099   1106
UUUGGCAAUGGUAGAACUCACA&GGUACAAGCUGGGCCUGUGGAAAGAGCUACCGGGGUUGCCAAGG
((((((((((((((..((((((&...............))))...))..)))))...))))))))). -24.50

miRNA: mir-182
Human predicted target: ENSG00000130147
Mouse predicted target: ENSMUSG00000036206
Rat predicted target: ENSRNOG00000019316



Hs Gene description: SH3-DOMAIN BINDING PROTEIN 4.
[Source:RefSeq;Acc:NM_014521]
mir-182 ENSG00000130147 3898 nt UTR 2 hits 199 1049
-------1---------------------------------1--------------------------------
--------------------------------------------------------------------------
--------
>ENSG00000130147 hs-mir-182    199    206
UUUGGCAAUGGUAGAACUCACA&GGGAGAGGCCUGAAGGGACUGCCUACUGCAGCUCGUUGCCAAU
.(((((((((((((..(((...&....)))..)))....................)))))))))). -20.95
>ENSG00000130147 hs-mir-182   1049   1056
UUUGGCAAUGGUAGAACUCACA&GCCUUAUGCUGAUGUGCAGAGGUGCCAGCUGCCAUUUGCCAAAC
((((((((((((((.(((((((&............))))....))).....)))))).)))))))). -25.80
mir-182 ENSMUSG00000036206 2441 nt UTR 2 hits 274 1074
----------1-------------------------------1-------------------------------
------------------------
>ENSMUSG00000036206 hs-mir-182    274    281
UUUGGCAAUGGUAGAACUCACA&UCCAGGGGCAGGUCCCAGGGGCUUUCUACUUCCAGUUGCCAAU
.((((((((((((((((((...&..................)))..)))))))....)))))))). -22.80
>ENSMUSG00000036206 hs-mir-182   1074   1081
UUUGGCAAUGGUAGAACUCACA&CAUCAUAUGCUGGCGUGUAGAGGUGCCAUCUGCCAUUGCCAAAC
(((((((((((((((.((((((&...............))).)))......))))))))))))))). -30.60
mir-182 ENSRNOG00000019316 2470 nt UTR 2 hits 300 1084
-----------1-------------------------------1------------------------------
-------------------------
>ENSRNOG00000019316 hs-mir-182    300    307
UUUGGCAAUGGUAGAACUCACA&CCAGGGGCAGGUCCCAGGGGGCUUUCUACUUCCAGUUGCCAAU
.((((((((((((((((((...&..................)))..)))))))....)))))))). -22.80
>ENSRNOG00000019316 hs-mir-182   1084   1091
UUUGGCAAUGGUAGAACUCACA&CAUCACAUGCUGGCAUGUAGAGGUGUCAUCUGCCAUUGCCAAAC
(((((((((((((((...(((.&......................)))...))))))))))))))). -32.10

miRNA: mir-182
Human predicted target: ENSG00000140941
Mouse predicted target: ENSMUSG00000031812
Rat predicted target: ENSRNOG00000017905
Hs Gene description: MICROTUBULE-ASSOCIATED PROTEINS 1A/1B LIGHT CHAIN 3B
(MAP1A/MAP1B LC3 B) (MAP1A/1B LIGHT CHAIN 3 B).
[Source:SWISSPROT;Acc:Q9GZQ8] NM_022818
mir-182 ENSG00000140941 3682 nt UTR 2 hits 274 2544
----------1---------------------------------------------------------------
---------------------------1----------------------------------------------
>ENSG00000140941 hs-mir-182    274    281
UUUGGCAAUGGUAGAACUCACA&UAAAAGUUUAAAAAUAAAAUACUUUGCAUUCUAAGUUGCCAAU
.((((((((..(((((..((..&........................))..))))).)))))))). -19.80
>ENSG00000140941 hs-mir-182   2544   2551
UUUGGCAAUGGUAGAACUCACA&UCCCUGGGAAAGAGCUACUUCAGGGUAGGGCCACAUUGCCAAGG
((((((((((((...((((...&......................))))...))..)))))))))). -21.90



mir-182 ENSMUSG00000031812 3278 nt UTR 2 hits 245 2368
---------1----------------------------------------------------------------
--------------------1-------------------------------------
>ENSMUSG00000031812 hs-mir-182    245    252
UUUGGCAAUGGUAGAACUCACA&AGAAGUUAAAAAUAAAAUACUUUUUGCAUCCUAAGUUGCCAAU
.((((((((.((((((......&.....................)))))).......)))))))). -17.10
>ENSMUSG00000031812 hs-mir-182   2368   2375
UUUGGCAAUGGUAGAACUCACA&UGGGCCUGCCAGUACAGUAUGUGGUUUCUGAAAUAUUGCCAAGU
((((((((((.(((((..((((&...................))))..)))))...)))))))))). -26.10
mir-182 ENSRNOG00000017905 2412 nt UTR 2 hits 232 2236
---------1----------------------------------------------------------------
---------------1-------
>ENSRNOG00000017905 hs-mir-182    232    239
UUUGGCAAUGGUAGAACUCACA&CUUUAGUUUAAAAAUAAAAUACUUUGCAUCCUAAGUUGCCAAU
.((((((((..(((........&..............................))).)))))))). -17.30
>ENSRNOG00000017905 hs-mir-182   2236   2243
UUUGGCAAUGGUAGAACUCACA&GGCCCUGCCAGUACAGUAUGUGGUUUGCUGAAGUAUUGCCAAGU
((((((((((.(.((((.((((&..................)))))))).....).)))))))))). -21.70

miRNA: mir-182
Human predicted target: ENSG00000168374
Mouse predicted target: ENSMUSG00000021877
Rat predicted target: ENSRNOG00000012623
Hs Gene description: ADP-RIBOSYLATION FACTOR 4.
[Source:SWISSPROT;Acc:P18085] NM_001660
mir-182 ENSG00000168374 2849 nt UTR 2 hits 132 423
-----1----------1---------------------------------------------------------
----------------------------------------
>ENSG00000168374 hs-mir-182    132    139
UUUGGCAAUGGUAGAACUCACA&GGGACUGGUUUGGGCAGAAUAUUAAACUUAUUUUGUUGCCAAU
.(((((((..(..(((((....&......))))).....................)..))))))). -15.80
>ENSG00000168374 hs-mir-182    423    430
UUUGGCAAUGGUAGAACUCACA&AAAUGUAGCAUUCCAUUUGUAUUUAUUUCUCUCCCUUGCCAAAA
((((((((.((.((((......&..........................))))..)).)))))))). -19.60
mir-182 ENSMUSG00000021877 2853 nt UTR 2 hits 141 428
-----1-----------1--------------------------------------------------------
-----------------------------------------
>ENSMUSG00000021877 hs-mir-182    141    148
UUUGGCAAUGGUAGAACUCACA&UUGGGCAGAAAUUACAGCGUUUAAAACUUGUUUUGUUGCCAAU
.(((((((..(...........&................................)..))))))). -15.80
>ENSMUSG00000021877 hs-mir-182    428    435
UUUGGCAAUGGUAGAACUCACA&AAAUGUAGCAUUCCAUUUGUAUUUAUUUCUACCCUUUGCCAAAA
((((((((.(((((((......&..........................)))))))..)))))))). -24.20
mir-182 ENSRNOG00000012623 2847 nt UTR 2 hits 143 430
-----1-----------1--------------------------------------------------------
----------------------------------------
>ENSRNOG00000012623 hs-mir-182    143    150



UUUGGCAAUGGUAGAACUCACA&UUGGGCAGAAAUUACAGCAUUUAAAACUUGUUUUGUUGCCAAU
.(((((((..(...........&................................)..))))))). -15.80
>ENSRNOG00000012623 hs-mir-182    430    437
UUUGGCAAUGGUAGAACUCACA&AAAAAUGUAGCAUUCCAUUUGUAUUUAUUUCCCCCUUGCCAAAA
((((((((.((..(((......&............................)))..)))))))))). -19.00

miRNA: mir-183
Human predicted target: ENSG00000147676
Mouse predicted target: ENSMUSG00000024479
Rat predicted target: ENSRNOG00000008615
Hs Gene description: MAL2 PROTEIN. [Source:SWISSPROT;Acc:Q969L2] NM_052886
mir-183 ENSG00000147676 4185 nt UTR 2 hits 1469 1782
----------------------------------------------------------1------------1--
--------------------------------------------------------------------------
--------------------
>ENSG00000147676 hs-mir-183   1469   1476
UAUGGCACUGGUAGAAUUCACUG&AGCCCUUUACUUUCUGGCUGAAGCAUCCCCUUGGAGUGCCAUGU
(((((((((((..((.((((((.&...............)).))))...))..))...))))))))). -
21.00
>ENSG00000147676 hs-mir-183   1782   1789
UAUGGCACUGGUAGAAUUCACUG&CUGUAUUAUGAAUUACAUAUUACAAAGUCAUAAAUGUGCCAUAU
(((((((((((((.((((((...&........))))))...))))).............)))))))). -
19.91
mir-183 ENSMUSG00000024479 4105 nt UTR 2 hits 1394 1703
-------------------------------------------------------1------------1-----
--------------------------------------------------------------------------
-----------------
>ENSMUSG00000024479 hs-mir-183   1394   1401
UAUGGCACUGGUAGAAUUCACUG&UGGGAAUUGCUCUCGAGCUGACCCAUCACCUAAGAGUGCCAUGU
(((((((((..((((((((.((.&.))))))).....................)))..))))))))). -
20.99
>ENSMUSG00000024479 hs-mir-183   1703   1710
UAUGGCACUGGUAGAAUUCACUG&CUGUAUUAUGAAUUAUAUACUAUGAAGUCACAAAUGUGCCAUAA
(((((((((((((.((((((...&........))))))...))))).............)))))))). -
22.51
mir-183 ENSRNOG00000008615 2000 nt UTR 2 hits 1388 1694
-------------------------------------------------------1-----------1------
------
>ENSRNOG00000008615 hs-mir-183   1388   1395
UAUGGCACUGGUAGAAUUCACUG&UGACAAUUGCUUUCUAGCUGACUCAUCACCUAAGAGUGCCAUGC
((((((((((((.((..((((((&..............))).)))....)))))....))))))))). -
20.60
>ENSRNOG00000008615 hs-mir-183   1694   1701
UAUGGCACUGGUAGAAUUCACUG&GAAACCUGUAUUAUGAAUACUAUGAAGUCACAAAUGUGCCAUAA
((((((((..((.((.((((...&......................)))).))))....)))))))). -
21.50



miRNA: mir-184
Human predicted target: ENSG00000168066
Mouse predicted target: ENSMUSG00000024949
Rat predicted target: ENSRNOG00000021085
Hs Gene description: SPLICING FACTOR 1; ZINC FINGER PROTEIN 162.
[Source:RefSeq;Acc:NM_004630]
mir-184 ENSG00000168066 2783 nt UTR 2 hits 108 386
----1----------1----------------------------------------------------------
--------------------------------------
>ENSG00000168066 hs-mir-184    108    115
UGGACGGAGAACUGAUAAGGGU&CUUUGUUACUUCUUUAUCUUUUCCUUUCUUCAGACUCCGUCCAA
(((((((((..((((.(((((.&.....................)))))...)))).))))))))). -30.10
>ENSG00000168066 hs-mir-184    386    393
UGGACGGAGAACUGAUAAGGGU&GAGGGUAGGUUCAUCUCCAGGUUUCGGGAUUCCCAUCCGUCCU
.(((((((((.((((....((.&................)).....))))...))...))))))). -21.70
mir-184 ENSMUSG00000024949 2000 nt UTR 1 hits 538
---------------------1----------------------------------------------------
------
>ENSMUSG00000024949 hs-mir-184    538    545
UGGACGGAGAACUGAUAAGGGU&CUUUGUUAUUUCCUUAUCUUUUCCUUUCUUCAGACUCCGUCCAA
(((((((((..((((.(((((.&.....................)))))...)))).))))))))). -30.10
mir-184 ENSRNOG00000021085 2000 nt UTR 1 hits 111
----1---------------------------------------------------------------------
------
>ENSRNOG00000021085 hs-mir-184    111    118
UGGACGGAGAACUGAUAAGGGU&CUUUGUUAUUUCCUUAUCUUUUCCUUUCUUCAGACUCCGUCCAA
(((((((((..((((.(((((.&.....................)))))...)))).))))))))). -30.10

miRNA: mir-190
Human predicted target: ENSG00000146247
Mouse predicted target: ENSMUSG00000032253
Rat predicted target: ENSRNOG00000008652
Hs Gene description: PLECKSTRIN HOMOLOGY DOMAIN INTERACTING PROTEIN.
[Source:RefSeq;Acc:NM_017934]
mir-190 ENSG00000146247 2147 nt UTR 2 hits 643 1013
-------------------------1--------------1---------------------------------
------------
>ENSG00000146247 hs-mir-190    643    650
UGAUAUGUUUGAUAUAUUAGGU&CUGCCAAACAAGAGAAAAUGUACUGAUGAAGGGAAACAUAUCC
.(((((((((..(.((((((..&......................)))))).)...))))))))). -16.80
>ENSG00000146247 hs-mir-190   1013   1020
UGAUAUGUUUGAUAUAUUAGGU&UGUUGAUCUGGAUUAAUGUCAUUUCUAAACUUUAGACAUAUCU
.(((((((((((....(((((.&.......................)))))...))))))))))). -18.30
mir-190 ENSMUSG00000032253 4167 nt UTR 2 hits 751 1127



------------------------------1--------------1----------------------------
--------------------------------------------------------------------------
-------------------
>ENSMUSG00000032253 hs-mir-190    751    758
UGAUAUGUUUGAUAUAUUAGGU&CAAACUUAGGAGAAAAAUGUAUUGAUGCAAAGGAAACAUAUCC
.(((((((((((((((((....&...............))))))))..........))))))))). -15.50
>ENSMUSG00000032253 hs-mir-190   1127   1134
UGAUAUGUUUGAUAUAUUAGGU&ACUUGAUCUGGAUUAAUGUCAUUUUUAAACUUCAGACAUAUCC
.(((((((((((...(((((((&)))))))........................))))))))))). -17.93
mir-190 ENSRNOG00000008652 2000 nt UTR 2 hits 751 1127
------------------------------1--------------1----------------------------
------
>ENSRNOG00000008652 hs-mir-190    751    758
UGAUAUGUUUGAUAUAUUAGGU&CCAAACUUAGGAGAAAAUGUAUUGAUGCAAAAGAAACAUAUCC
.(((((((((((((((((....&...............))))))))..........))))))))). -15.50
>ENSRNOG00000008652 hs-mir-190   1127   1134
UGAUAUGUUUGAUAUAUUAGGU&ACGUGAUCUGGAUUAAUGUCAUUUUUAAACUUCAGACAUAUCC
.(((((((((((..........&...............................))))))))))). -17.70

miRNA: mir-194
Human predicted target: ENSG00000055609
Mouse predicted target: ENSMUSG00000028935
Rat predicted target: ENSRNOG00000007997
Hs Gene description: MYELOID/LYMPHOID OR MIXED-LINEAGE LEUKEMIA 3; ALR-
LIKE PROTEIN. [Source:RefSeq;Acc:NM_021230] NM_021230
mir-194 ENSG00000055609 2248 nt UTR 2 hits 722 747
----------------------------11--------------------------------------------
----------------
>ENSG00000055609 hs-mir-194    722    729
UGUAACAGCAACUCCAUGUGGA&UUUUUAAAUAAAGUUAGAAGAAAGCCAAGCUGCUGCUGUUACC
.(((((((((.(......(((.&........................)))....).))))))))). -20.30
>ENSG00000055609 hs-mir-194    747    754
UGUAACAGCAACUCCAUGUGGA&CAAGCUGCUGCUGUUACCUGCAGAACUAACAAACCCUGUUACU
.(((((((........((..(.&.................)..)).............))))))). -14.50
mir-194 ENSMUSG00000028935 2001 nt UTR 2 hits 715 740
----------------------------11--------------------------------------------
-------
>ENSMUSG00000028935 hs-mir-194    715    722
UGUAACAGCAACUCCAUGUGGA&UUUUAAAUAAAAGUUAGAAGAAAGCCAAGCUGCUGCUGUUACC
.(((((((((.(......(((.&........................)))....).))))))))). -20.30
>ENSMUSG00000028935 hs-mir-194    740    747
UGUAACAGCAACUCCAUGUGGA&CAAGCUGCUGCUGUUACCUGCAGAACUAACAAACCCUGUUACU
.(((((((........((..(.&.................)..)).............))))))). -14.50
mir-194 ENSRNOG00000007997 2000 nt UTR 2 hits 717 742
----------------------------11--------------------------------------------
------
>ENSRNOG00000007997 hs-mir-194    717    724



UGUAACAGCAACUCCAUGUGGA&UUUUAAAUAAAAGUUAGAAGAAAGCCAAGCUGCUGCUGUUACC
.(((((((((.(......(((.&........................)))....).))))))))). -20.30
>ENSRNOG00000007997 hs-mir-194    742    749
UGUAACAGCAACUCCAUGUGGA&CAAGCUGCUGCUGUUACCUGCAGAACUAACAAACCCUGUUACU
.(((((((........((..(.&.................)..)).............))))))). -14.50

miRNA: mir-195
Human predicted target: ENSG00000100116
Mouse predicted target: ENSMUSG00000006378
Rat predicted target: ENSRNOG00000010596
Hs Gene description: 2-AMINO-3-KETOBUTYRATE COENZYME A LIGASE,
MITOCHONDRIAL PRECURSOR (EC 2.3.1.29) (AKB LIGASE) (GLYCINE
ACETYLTRANSFERASE). [Source:SWISSPROT;Acc:O75600] NM_014291
mir-195 ENSG00000100116 2000 nt UTR 3 hits 687 1194 1580
---------------------------1-------------------1---------------1----------
------
>ENSG00000100116 hs-mir-195    687    694
UAGCAGCACAGAAAUAUUGGC&AGGCCCAGUCCACCGUUUGUCUCGGGUAGUUUCUGUGCUGCUGU
((((((((((((((((((((.&....)))))...................))))))))))))))). -29.80
>ENSG00000100116 hs-mir-195   1194   1201
UAGCAGCACAGAAAUAUUGGC&AGGCUGCCCAGCAGUCAAGGCCAGGAGAGGCGAUUUGCUGCUGC
((((((((..(.....(((((&...................)))))......)....)))))))). -21.40
>ENSG00000100116 hs-mir-195   1580   1587
UAGCAGCACAGAAAUAUUGGC&AUUCAGGGAAUCCCAGCCUGCGAUCCGGAGGACCUUGCUGCUGG
((((((((.((.....((((.&........................)))).....)))))))))). -18.20
mir-195 ENSMUSG00000006378 2165 nt UTR 4 hits 317 772 829 937
------------1-----------------1--1---1------------------------------------
-------------
>ENSMUSG00000006378 hs-mir-195    317    324
UAGCAGCACAGAAAUAUUGGC&UCUGGGAGCCACCGUUUCGUACAUAAAGCAUUCUGUGCUGCUGU
(((((((((((((((..((((&.......))))..))...............))))))))))))). -27.56
>ENSMUSG00000006378 hs-mir-195    772    779
UAGCAGCACAGAAAUAUUGGC&UGGGCAGCCCUCAAGCCAGGCCAGAAGGGCUGGUUUGCUGCUAC
(((((((((((.....(((((&...................))))).....)))...)))))))). -24.30
>ENSMUSG00000006378 hs-mir-195    829    836
UAGCAGCACAGAAAUAUUGGC&UUCUACCCUGUCUUCCUACCGGCAACCAUCACACCUGCUGCUC
.(((((((.........(((.&.........................))).......))))))). -16.59
>ENSMUSG00000006378 hs-mir-195    937    944
UAGCAGCACAGAAAUAUUGGC&GGAAUCUCGCAGGCUCAGCCCCGCAGGCUUAUGACUGCUGCUGU
((((((((((........(((&.................)))...........))..)))))))). -17.71
mir-195 ENSRNOG00000010596 2000 nt UTR 3 hits 853 885 1930
----------------------------------11--------------------------------------
---1--
>ENSRNOG00000010596 hs-mir-195    853    860
UAGCAGCACAGAAAUAUUGGC&UAGGCAGCCCUGAGGCAAGGCCAGAAGGGCUGGUUUGCUGCUGC
(((((((((((.....(((((&...................))))).....)))...)))))))). -24.00
>ENSRNOG00000010596 hs-mir-195    885    892



UAGCAGCACAGAAAUAUUGGC&GUUUGCUGCUGCGAGGGCCGUGUCCUUUGUCUUCUUGCUGCUU
.(((((((.(((((((..((.&.......................))..))).))))))))))). -20.70
>ENSRNOG00000010596 hs-mir-195   1930   1937
UAGCAGCACAGAAAUAUUGGC&CAGCAGGAGAGCCACCUCCUGCAGCUCCCAGUCACUGCUGCUGG
(((((((((((......((((&..........))))....)))..............)))))))). -19.73

miRNA: mir-195
Human predicted target: ENSG00000116688
Mouse predicted target: ENSMUSG00000029020
Rat predicted target: ENSRNOG00000006904
Hs Gene description: MITOFUSIN 2; MITOCHONDRIAL ASSEMBLY REGULATORY
FACTOR. [Source:RefSeq;Acc:NM_014874] NM_014874
mir-195 ENSG00000116688 3940 nt UTR 3 hits 620 1784 3078
------------------------1----------------------------------------------1--
-------------------------------------------------1------------------------
----------
>ENSG00000116688 hs-mir-195    620    627
UAGCAGCACAGAAAUAUUGGC&UGAGGCGGGCCCUGUGCUGGGGGUGGUAGAAAGGAUGCUGCUGA
(((((((((((.......(((&........))).....)))................)))))))). -18.89
>ENSG00000116688 hs-mir-195   1784   1791
UAGCAGCACAGAAAUAUUGGC&CCUUUCUGAAAGAAGUAUGGCCAAAAGCACUUUAAUGCUGCUGA
((((((((..(((.(.(((((&...................))))).)....)))..)))))))). -20.60
>ENSG00000116688 hs-mir-195   3078   3085
UAGCAGCACAGAAAUAUUGGC&AUAGUUUGAAAAAGGGCCUUCUUGCCUUAUGCAAAUGCUGCUU
.(((((((.....(((..(((&.......................))).))).....))))))). -19.30
mir-195 ENSMUSG00000029020 3790 nt UTR 4 hits 1042 1107 1110 1636
-----------------------------------------1--2--------------------1--------
--------------------------------------------------------------------------
----
>ENSMUSG00000029020 hs-mir-195   1042   1049
UAGCAGCACAGAAAUAUUGGC&GGCAGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUU
.((((((((((((.....(((&.....)))........)))))..............))))))). -19.15
>ENSMUSG00000029020 hs-mir-195   1107   1114
UAGCAGCACAGAAAUAUUGGC&GGCAGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUGC
(((((((((((((.....(((&.....)))........)))))..............)))))))). -20.35
>ENSMUSG00000029020 hs-mir-195   1110   1117
UAGCAGCACAGAAAUAUUGGC&AGGCCUCCUCCUCUUCUGCCCCUGAAGCCUCCUGCUGCUGCUC
.((((((((((.......(((&..........................)))..))).))))))). -20.30
>ENSMUSG00000029020 hs-mir-195   1636   1643
UAGCAGCACAGAAAUAUUGGC&CUGAGAGACAUUUAGCAGAGAGCACUUUAGUUUUUUGCUGCUAA
((((((((.((((.((..(((&.....................)).)..)).)))).)))))))). -20.50
mir-195 ENSRNOG00000006904 3283 nt UTR 3 hits 945 1911 2516
-------------------------------------1------------------------------------
--1-----------------------1-------------------------------
>ENSRNOG00000006904 hs-mir-195    945    952
UAGCAGCACAGAAAUAUUGGC&CUCAAGCCUCCUCCUCUUCUGCUCCUGAAGCCUCCUGCUGCUU
.((((((((((((.....(((&.....)))........)))))..............))))))). -19.35



>ENSRNOG00000006904 hs-mir-195   1911   1918
UAGCAGCACAGAAAUAUUGGC&CUCAAGCCUCCUCCUCUUCUGCUCCUGAAGCCUCCUGCUGCUU
.((((((((((((.....(((&.....)))........)))))..............))))))). -19.35
>ENSRNOG00000006904 hs-mir-195   2516   2523
UAGCAGCACAGAAAUAUUGGC&CUGAGAGACGUUUAGCAGAGAGCACUUUAGUUUCUUGCUGCUAA
((((((((.((((((....((&.....................))......)))))))))))))). -22.10

miRNA: mir-195
Human predicted target: ENSG00000119403
Mouse predicted target: ENSMUSG00000026873
Rat predicted target: ENSRNOG00000018874
mir-195 ENSG00000119403 4252 nt UTR 4 hits 501 1377 1480 2216
--------------------1----------------------------------1---1--------------
--------------1-----------------------------------------------------------
-----------------------
>ENSG00000119403 hs-mir-195    501    508
UAGCAGCACAGAAAUAUUGGC&CUUUGAGAGAGCAUGGGAGAAGGUGGAUAAGAGGAUGCUGCUC
.((((((((.....((((.((&......................)).))))....).))))))). -17.50
>ENSG00000119403 hs-mir-195   1377   1384
UAGCAGCACAGAAAUAUUGGC&CAAAAUUGGGAGGGGGAAGAGGACCCCUGAUGUUUUGCUGCUU
.(((((((...((((((..(.&..........................)..))))))))))))). -20.30
>ENSG00000119403 hs-mir-195   1480   1487
UAGCAGCACAGAAAUAUUGGC&AGGGUGGGCACCAGAUGGGGACCAGCCUUGCCAACUGCUGCUGU
((((((((........(((((&.............................))))).)))))))). -19.20
>ENSG00000119403 hs-mir-195   2216   2223
UAGCAGCACAGAAAUAUUGGC&CCUCUGCACCUUCAAAAAGAUUCAUGGUUUUUAAUUGCUGCUU
.(((((((.((((((..(((.&.....................)))..))))))...))))))). -17.40
mir-195 ENSMUSG00000026873 3964 nt UTR 3 hits 153 1219 1905
------1-----------------------------------------1-------------------------
--1-----------------------------------------------------------------------
-----------
>ENSMUSG00000026873 hs-mir-195    153    160
UAGCAGCACAGAAAUAUUGGC&GCCCCUGCCUGCUGCCUGCCAGGCCAAGGCCUGUGUGCUGCUGU
((((((((((.(....(((((&......................)))))....).)))))))))). -28.10
>ENSMUSG00000026873 hs-mir-195   1219   1226
UAGCAGCACAGAAAUAUUGGC&GGCAAGGGCACCAGACUGAGACUAGCCUCCCUGACUGCUGCUGU
(((((((((((.......(((&........................)))...)))..)))))))). -20.30
>ENSMUSG00000026873 hs-mir-195   1905   1912
UAGCAGCACAGAAAUAUUGGC&CCCUGUGCACCUUUGAAAAGAUUUUGGUUUUAAAUUGCUGCUU
.(((((((.......((..(.&.......................)..)).......))))))). -15.94
mir-195 ENSRNOG00000018874 2000 nt UTR 3 hits 155 1234 1944
------1------------------------------------------1------------------------
---1--
>ENSRNOG00000018874 hs-mir-195    155    162
UAGCAGCACAGAAAUAUUGGC&GCCCCUGCCUGCUGUCUGCCAGGCCAAGGUCUGUGUGCUGCUGU
((((((((((.(.((.(((((&......................))))).)).).)))))))))). -28.70
>ENSRNOG00000018874 hs-mir-195   1234   1241



UAGCAGCACAGAAAUAUUGGC&GGCAGGGGCACCAGACUGGGACCAGCUUCCCUGACUGCUGCUGU
(((((((((((..(..((((.&.....................))))..)..)))..)))))))). -21.30
>ENSRNOG00000018874 hs-mir-195   1944   1951
UAGCAGCACAGAAAUAUUGGC&CCCUGUGCACCUUUGAAGAGAUUCUGGUUUUAAAUUGCUGCUU
.((((((((((((........&.....................))))).........))))))). -17.80

miRNA: mir-195
Human predicted target: ENSG00000123329
Mouse predicted target: ENSMUSG00000040345
Rat predicted target: ENSRNOG00000006946
Hs Gene description: RHO GTPASE ACTIVATING PROTEIN 9.
[Source:RefSeq;Acc:NM_032496]
mir-195 ENSG00000123329 2252 nt UTR 3 hits 816 2132 2144
--------------------------------1-----------------------------------------
-----------2-----
>ENSG00000123329 hs-mir-195    816    823
UAGCAGCACAGAAAUAUUGGC&UAGCAAGUGGGCAAUGGGGGCAGAAGUCGAGGUGGUGCUGCUGC
(((((((((....((.(((((&.........................))))).)).))))))))). -23.20
>ENSG00000123329 hs-mir-195   2132   2139
UAGCAGCACAGAAAUAUUGGC&GGAGGAGCGGCGGCUGACAGUAUAGGCAGAGCUGAUGCUGCUGG
(((((((((((..((((((((&............))...))))))........))).)))))))). -20.70
>ENSG00000123329 hs-mir-195   2144   2151
UAGCAGCACAGAAAUAUUGGC&GCUGACAGUAUAGGCAGAGCUGAUGCUGCUGGAGCUGCUGCUGC
(((((((((((...(((..((&..................))..)))...)))....)))))))). -23.90
mir-195 ENSMUSG00000040345 2274 nt UTR 4 hits 737 869 2062 2074
-----------------------------1----1---------------------------------------
--------2--------
>ENSMUSG00000040345 hs-mir-195    737    744
UAGCAGCACAGAAAUAUUGGC&UAGCAAGGGGACAGCGGGGGCAGAAGUCGGGGUGGUGCUGCUGG
(((((((((....((.(((((&.........................))))).)).))))))))). -22.70
>ENSMUSG00000040345 hs-mir-195    869    876
UAGCAGCACAGAAAUAUUGGC&GCAGGUGCAAAGCCAGAUCCAUAUGCUGCCGCCGCUGCUGCUGG
(((((((((((.....(((((&...........))))).........))).......)))))))). -20.75
>ENSMUSG00000040345 hs-mir-195   2062   2069
UAGCAGCACAGAAAUAUUGGC&GGAGGACCUGCGGCUGACUGUGUAAGCAGAGCUCAUGCUGCUGG
((((((((.((..((((..((&............))..).)))..........))..)))))))). -17.30
>ENSMUSG00000040345 hs-mir-195   2074   2081
UAGCAGCACAGAAAUAUUGGC&GCUGACUGUGUAAGCAGAGCUCAUGCUGCUGGAGCUGCUGCUGC
(((((((((((...(((.(((&..................))).)))...)))....)))))))). -20.80
mir-195 ENSRNOG00000006946 2245 nt UTR 7 hits 725 854 857 860 863
2053 2065
----------------------------1-----#---------------------------------------
--------2-------
>ENSRNOG00000006946 hs-mir-195    725    732
UAGCAGCACAGAAAUAUUGGC&UAGCAAGGUGGUAGCGGGGGCAGAAGCCGGGGUGGUGCUGCUGG
(((((((((....((.(((((&.........................))))).)).))))))))). -25.40
>ENSRNOG00000006946 hs-mir-195    854    861



UAGCAGCACAGAAAUAUUGGC&AAAGCAGGUGAUGCAAAGCCAGAUCCAAACGUAGCUGCUGCUGC
((((((((........(((((&.................))))).............)))))))). -18.60
>ENSRNOG00000006946 hs-mir-195    857    864
UAGCAGCACAGAAAUAUUGGC&GCAGGUGAUGCAAAGCCAGAUCCAAACGUAGCUGCUGCUGCUGC
(((((((((((...(((((((&..............)))).........))).))).)))))))). -23.50
>ENSRNOG00000006946 hs-mir-195    860    867
UAGCAGCACAGAAAUAUUGGC&GGUGAUGCAAAGCCAGAUCCAAACGUAGCUGCUGCUGCUGCUGC
(((((((((((...(((((((&...........)))).........)))....))).)))))))). -23.50
>ENSRNOG00000006946 hs-mir-195    863    870
UAGCAGCACAGAAAUAUUGGC&GAUGCAAAGCCAGAUCCAAACGUAGCUGCUGCUGCUGCUGCUGG
(((((((((((.....(((((&........)))))..................))).)))))))). -22.70
>ENSRNOG00000006946 hs-mir-195   2053   2060
UAGCAGCACAGAAAUAUUGGC&CGAGGACCGGCGGCUGACUGUGUACGCGGAGCUAAUGCUGCUGG
((((((((........(((((&..............................))))))))))))). -18.40
>ENSRNOG00000006946 hs-mir-195   2065   2072
UAGCAGCACAGAAAUAUUGGC&GCUGACUGUGUACGCGGAGCUAAUGCUGCUGGAGCUGCUGCUGC
(((((((((((...(((((((&..................)))))))...)))....)))))))). -24.40

miRNA: mir-195
Human predicted target: ENSG00000158796
Mouse predicted target: ENSMUSG00000013973
Rat predicted target: ENSRNOG00000003779
Hs Gene description: DEATH EFFECTOR DOMAIN-CONTAINING PROTEIN (DEATH
EFFECTOR DOMAIN- CONTAINING TESTICULAR MOLECULE) (DEDPRO1) (FLDED-1)
(KE05). [Source:SWISSPROT;Acc:O75618] NM_004216
mir-195 ENSG00000158796 3166 nt UTR 3 hits 535 1112 1595
---------------------1----------------------1------------------1----------
-----------------------------------------------------
>ENSG00000158796 hs-mir-195    535    542
UAGCAGCACAGAAAUAUUGGC&AGCUGUGGCCCUUUCCACUCUCUCCUGGCCUCUGGUGCUGCUC
.(((((((((((......(((&...........................)))))).)))))))). -21.80
>ENSG00000158796 hs-mir-195   1112   1119
UAGCAGCACAGAAAUAUUGGC&ACAGACUUUAUGAUUAUUAUAUUUUUCAAUGCCAGUGCUGCUC
.((((((((........((((&..............................)))))))))))). -20.80
>ENSG00000158796 hs-mir-195   1595   1602
UAGCAGCACAGAAAUAUUGGC&UAACUUGCUCUCUUCUCAUGGUGGCGUCCACACUGUGCUGCUGC
(((((((((((......((.(&......................).))......))))))))))). -23.40
mir-195 ENSMUSG00000013973 2412 nt UTR 3 hits 524 1069 1543
--------------------1---------------------1------------------1------------
-----------------------
>ENSMUSG00000013973 hs-mir-195    524    531
UAGCAGCACAGAAAUAUUGGC&AAGCUGUGGCCCUUUGCAGUCUCUCCUGGCCUUGGUGCUGCUC
.((((((((.........(((&............................)))...)))))))). -20.00
>ENSMUSG00000013973 hs-mir-195   1069   1076
UAGCAGCACAGAAAUAUUGGC&ACAUUAUGAUUAUUAUAUUUUUUUUUCAAUGCCAGUGCUGCUC
.((((((((........((((&..............................)))))))))))). -20.80
>ENSMUSG00000013973 hs-mir-195   1543   1550



UAGCAGCACAGAAAUAUUGGC&CUUGCUCUUGUUUCAUGGUGGCGUCCACACUGCGCUGCUGCUAU
((((((((((((((((..(((&...)))..)))))).))..................)))))))). -21.66
mir-195 ENSRNOG00000003779 2487 nt UTR 4 hits 534 1076 1545 1548
---------------------1---------------------1-----------------2------------
--------------------------
>ENSRNOG00000003779 hs-mir-195    534    541
UAGCAGCACAGAAAUAUUGGC&AGCUGUGGCCCUUUGCACUGUCUCCUGGCCUCGGGUGCUGCUC
.((((((((.((......(((&...........................)))))..)))))))). -21.00
>ENSRNOG00000003779 hs-mir-195   1076   1083
UAGCAGCACAGAAAUAUUGGC&UUAUGAUUGAUUAUUAUAUUUUUUUUCAAUGCCAGUGCUGCUC
.((((((((........((((&..............................)))))))))))). -20.80
>ENSRNOG00000003779 hs-mir-195   1545   1552
UAGCAGCACAGAAAUAUUGGC&UAACUUGCUCUUGUCUCAUGGUGGCGUCCACACUGUGCUGCUGC
(((((((((((......((.(&......................).))......))))))))))). -23.40
>ENSRNOG00000003779 hs-mir-195   1548   1555
UAGCAGCACAGAAAUAUUGGC&CUUGCUCUUGUCUCAUGGUGGCGUCCACACUGUGCUGCUGCUAU
((((((((((((.(((..(((&...)))..))).))..................)).)))))))). -18.26

miRNA: mir-195
Human predicted target: ENSG00000161939
Mouse predicted target: ENSMUSG00000020831
Rat predicted target: ENSRNOG00000018829
mir-195 ENSG00000161939 2255 nt UTR 2 hits 415 727
----------------1------------1--------------------------------------------
-----------------
>ENSG00000161939 hs-mir-195    415    422
UAGCAGCACAGAAAUAUUGGC&AUUGGCAGACUCGCUUCCCUGUGCCAAUAUUUCUGUGCUGCUAG
(((((((((((((((((((((&......................))))))))))))))))))))). -40.60
>ENSG00000161939 hs-mir-195    727    734
UAGCAGCACAGAAAUAUUGGC&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
((((((((((.......((((&.................))))............)))))))))). -22.51
mir-195 ENSMUSG00000020831 2252 nt UTR 3 hits 391 723 1308
---------------1------------1-----------------------1---------------------
-----------------
>ENSMUSG00000020831 hs-mir-195    391    398
UAGCAGCACAGAAAUAUUGGC&AUUGGCAGACUCACUUCCCCAUGCCAAUAUUUCUGUGCUGCUAG
(((((((((((((((((((((&......................))))))))))))))))))))). -40.60
>ENSMUSG00000020831 hs-mir-195    723    730
UAGCAGCACAGAAAUAUUGGC&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
((((((((((.......((((&.................))))............)))))))))). -22.51
>ENSMUSG00000020831 hs-mir-195   1308   1315
UAGCAGCACAGAAAUAUUGGC&CAUCUGGACCAGAGGGCAAAGUAUUCAACCCCAAGUGCUGCUU
.((((((((.......((((.&..............................)))))))))))). -19.11
mir-195 ENSRNOG00000018829 2258 nt UTR 3 hits 877 1214 1811
-----------------------------------1------------1-----------------------1-
-----------------
>ENSRNOG00000018829 hs-mir-195    877    884



UAGCAGCACAGAAAUAUUGGC&AUUGGCAGACUCACUUACCCGUGCCAAUAUUUCUGUGCUGCUAG
(((((((((((((((((((((&......................))))))))))))))))))))). -40.60
>ENSRNOG00000018829 hs-mir-195   1214   1221
UAGCAGCACAGAAAUAUUGGC&UUGGACGUGGCCACAGUGCCGUACAAACCACAGUGUGCUGCUGG
((((((((((.......((((&.................))))............)))))))))). -22.51
>ENSRNOG00000018829 hs-mir-195   1811   1818
UAGCAGCACAGAAAUAUUGGC&CUUCUGGACCAGAGGGCAAAGUAUUCAACCCCAAGUGCUGCUC
.((((((((.......((((.&..............................)))))))))))). -19.11

miRNA: mir-195
Human predicted target: ENSG00000163444
Mouse predicted target: ENSMUSG00000042305
Rat predicted target: ENSRNOG00000003594
Hs Gene description: NM_138391
mir-195 ENSG00000163444 2500 nt UTR 3 hits 1146 1300 1504
---------------------------------------------1-----1--------1-------------
--------------------------
>ENSG00000163444 hs-mir-195   1146   1153
UAGCAGCACAGAAAUAUUGGC&AUAAGCACUUAGCGACUUUGCUCUGCCCUGUACUGUGCUGCUU
.((((((((((...(((.(((&........................)))..))))))))))))). -25.00
>ENSG00000163444 hs-mir-195   1300   1307
UAGCAGCACAGAAAUAUUGGC&AAUCACGUUUUUCUGUUUUGCUAAGGAGAAAACCUUGCUGCUU
.(((((((........(((((&...................)))))...........))))))). -17.41
>ENSG00000163444 hs-mir-195   1504   1511
UAGCAGCACAGAAAUAUUGGC&CCUAGGAAUAUUCCUAGAAAGCAUCUGCUUAAUUUUGCUGCUAA
((((((((...((((...(((&..........................)))..)))))))))))). -18.00
mir-195 ENSMUSG00000042305 3912 nt UTR 4 hits 399 1599 1602 2468
---------------1-----------------------------------------------11---------
------------------------1-------------------------------------------------
---------
>ENSMUSG00000042305 hs-mir-195    399    406
UAGCAGCACAGAAAUAUUGGC&AGGAACUCAGAGGCUUAAAAUGGUUGCUCCAAUGUUGCUGCUC
.(((((((.....(((((((.&............................)))))))))))))). -20.30
>ENSMUSG00000042305 hs-mir-195   1599   1606
UAGCAGCACAGAAAUAUUGGC&UGCUAUUUAAAGACCAUUCUUAAGCAUCUGUUUAAUGCUGCUGC
((((((((...(((((...((&.......................))...)))))..)))))))). -19.80
>ENSMUSG00000042305 hs-mir-195   1602   1609
UAGCAGCACAGAAAUAUUGGC&UAUUUAAAGACCAUUCUUAAGCAUCUGUUUAAUGCUGCUGCUGA
((((((((((.(((((...((&....................))...)))))..)).)))))))). -20.00
>ENSMUSG00000042305 hs-mir-195   2468   2475
UAGCAGCACAGAAAUAUUGGC&CUGCCUAUGUGCACAUUGUAUAUAGAACAGUUCACUGCUGCUGG
((((((((..(((((((.(((&..))).))))....................)))..)))))))). -19.95
mir-195 ENSRNOG00000003594 2487 nt UTR 3 hits 400 1617 2462
---------------1------------------------------------------------1---------
------------------------1-
>ENSRNOG00000003594 hs-mir-195    400    407
UAGCAGCACAGAAAUAUUGGC&AGGAACCCAGAGGCUUAAAACAGUUGUUCCAAUGUUGCUGCUC



.(((((((.....(((((((.&............................)))))))))))))). -20.30
>ENSRNOG00000003594 hs-mir-195   1617   1624
UAGCAGCACAGAAAUAUUGGC&UAUUUACAGAACAUCCUUUAGCAUCUGUUUAAUACUGCUGCUGA
((((((((((((..((..((.&..............))..))...))))........)))))))). -20.30
>ENSRNOG00000003594 hs-mir-195   2462   2469
UAGCAGCACAGAAAUAUUGGC&GCCUGUGUGCACAUUGUACAUAUAGAACAGUUCUCUGCUGCUGG
((((((((.((((((((.(((&))).))))......................)))).)))))))). -22.84

miRNA: mir-195
Human predicted target: ENSG00000167778
Mouse predicted target: ENSMUSG00000036966
Rat predicted target: ENSRNOG00000010793
Hs Gene description: NM_032840
mir-195 ENSG00000167778 3227 nt UTR 3 hits 467 912 1125
------------------1-----------------1-------1-----------------------------
--------------------------------------------------------
>ENSG00000167778 hs-mir-195    467    474
UAGCAGCACAGAAAUAUUGGC&CUUUCUUGUUUUCUUUCCUGGUUGUGUGAACCAGUUGCUGCUGU
((((((((.......(((((.&..............................))))))))))))). -19.01
>ENSG00000167778 hs-mir-195    912    919
UAGCAGCACAGAAAUAUUGGC&CCUCCCCUUUUCCUGCCCCGUCCCAUGCCUCAGCUUGCUGCUU
.(((((((.((.......(((&..........................)))....))))))))). -18.60
>ENSG00000167778 hs-mir-195   1125   1132
UAGCAGCACAGAAAUAUUGGC&CGGGUAGGGCUGUAGGGAAAGCGGGUGAGCUGUUGUGCUGCUGG
(((((((((((...((((.((&....................)).)))).....))))))))))). -25.30
mir-195 ENSMUSG00000036966 3040 nt UTR 3 hits 356 749 933
--------------1--------------1-------1------------------------------------
------------------------------------------------
>ENSMUSG00000036966 hs-mir-195    356    363
UAGCAGCACAGAAAUAUUGGC&AAUUCUCUUCAUCCCCUCUCCUCAUGUAAGCCAGUUGCUGCUGU
((((((((.......((((((&.............................)))))))))))))). -21.71
>ENSMUSG00000036966 hs-mir-195    749    756
UAGCAGCACAGAAAUAUUGGC&CUUCACCUACCCACCCCCCACCCUGUGCCCCAGCUUGCUGCUU
.(((((((.((.......(((&..........................)))....))))))))). -17.90
>ENSMUSG00000036966 hs-mir-195    933    940
UAGCAGCACAGAAAUAUUGGC&ACAGUGGGUAGGGCUGGGGAGGGGGUUUGUUGUCGUGCUGCUGG
(((((((((...(((((..((&............))..)..........))))...))))))))). -21.40
mir-195 ENSRNOG00000010793 2974 nt UTR 4 hits 307 868 1321 1897
------------1---------------------1-----------------1---------------------
-1-------------------------------------------
>ENSRNOG00000010793 hs-mir-195    307    314
UAGCAGCACAGAAAUAUUGGC&AAUUCUCUUCAUUCCUUCUCCUCGUGUGAACCAGUUGCUGCUGU
((((((((.......(((((.&..............................))))))))))))). -19.01
>ENSRNOG00000010793 hs-mir-195    868    875
UAGCAGCACAGAAAUAUUGGC&GCACAGUGGUGGGACUGGGGAGGGAUUCGUUGUCAUGCUGCUGG
(((((((((((...(((((((&)).)))))......)))..................)))))))). -19.16
>ENSRNOG00000010793 hs-mir-195   1321   1328



UAGCAGCACAGAAAUAUUGGC&AAUUCUCUUCAUUCCUUCUCCUCGUGUGAACCAGUUGCUGCUGU
((((((((.......(((((.&..............................))))))))))))). -19.01
>ENSRNOG00000010793 hs-mir-195   1897   1904
UAGCAGCACAGAAAUAUUGGC&GCACAGUGGUGGGACUGGGGAGGGAUUCGUUGUCAUGCUGCUGG
(((((((((((...(((((((&)).)))))......)))..................)))))))). -19.16

miRNA: mir-195
Human predicted target: ENSG00000175602
Mouse predicted target: ENSMUSG00000042878
Rat predicted target: ENSRNOG00000020565
Hs Gene description: DELTA-INTERACTING PROTEIN A (HEPATITIS DELTA ANTIGEN
INTERACTING PROTEIN A). [Source:SWISSPROT;Acc:Q15834] NM_006848
mir-195 ENSG00000175602 2243 nt UTR 4 hits 1048 1051 1547 1550
-----------------------------------------11------------------2------------
----------------
>ENSG00000175602 hs-mir-195   1048   1055
UAGCAGCACAGAAAUAUUGGC&AGGAGGGGGCGGCAGAAUGGCCUGGUCCAAUCACCUGCUGCUGC
((((((((..((......(((&...................)))........))...)))))))). -18.44
>ENSG00000175602 hs-mir-195   1051   1058
UAGCAGCACAGAAAUAUUGGC&AGGGGGCGGCAGAAUGGCCUGGUCCAAUCACCUGCUGCUGCUGG
(((((((((((....(((((.&.......................)))))...))).)))))))). -23.60
>ENSG00000175602 hs-mir-195   1547   1554
UAGCAGCACAGAAAUAUUGGC&UGGAGAGCCAAGGGGGUCAGAGGAUGGGUCUCCGCUGCUGCUGC
(((((((((.((.((.(((((&......)))))................)).)).).)))))))). -20.93
>ENSG00000175602 hs-mir-195   1550   1557
UAGCAGCACAGAAAUAUUGGC&AGAGCCAAGGGGGUCAGAGGAUGGGUCUCCGCUGCUGCUGCUAC
(((((((((((.....(((((&...))))).......................))).)))))))). -23.89
mir-195 ENSMUSG00000042878 2000 nt UTR 3 hits 1051 1534 1537
------------------------------------------1------------------2------------
------
>ENSMUSG00000042878 hs-mir-195   1051   1058
UAGCAGCACAGAAAUAUUGGC&UUGUGCCAUUCAGGAGGAGCCUGCAGGAUGUCCGGUGCUGCUGG
(((((((((....((((((((&..................))).....)))))...))))))))). -23.60
>ENSMUSG00000042878 hs-mir-195   1534   1541
UAGCAGCACAGAAAUAUUGGC&AGGAGAGCCCAGGGGGUCGGAGGAGGGGUCGCCACUGCUGCUGC
((((((((.........((((&..............................)))).)))))))). -18.40
>ENSMUSG00000042878 hs-mir-195   1537   1544
UAGCAGCACAGAAAUAUUGGC&AGAGCCCAGGGGGUCGGAGGAGGGGUCGCCACUGCUGCUGCUAC
(((((((((((......((((&...........................))))))).)))))))). -23.30
mir-195 ENSRNOG00000020565 2245 nt UTR 4 hits 1031 1497 1500 1704
-----------------------------------------1-----------------2--------1-----
----------------
>ENSRNOG00000020565 hs-mir-195   1031   1038
UAGCAGCACAGAAAUAUUGGC&CCUCCUGAUCAGGAGGAGCCUACAGGGUGUCCUGGUGCUGCUGG
(((((((((....((((((((&.................))).....)))))....))))))))). -23.50
>ENSRNOG00000020565 hs-mir-195   1497   1504
UAGCAGCACAGAAAUAUUGGC&GGGAGAACCUAGGGGGUCGGAGGAGGGGUCACCACUGCUGCUGC



((((((((.............&...................................)))))))). -16.30
>ENSRNOG00000020565 hs-mir-195   1500   1507
UAGCAGCACAGAAAUAUUGGC&AGAACCUAGGGGGUCGGAGGAGGGGUCACCACUGCUGCUGCUAC
(((((((((((......((((&........................))))...))).)))))))). -20.60
>ENSRNOG00000020565 hs-mir-195   1704   1711
UAGCAGCACAGAAAUAUUGGC&GCGGCAGGGGCCCGGUGGGCUACCCGCCCCACUCGUGCUGCUGG
(((((((((.((......(((&.........................)))....))))))))))). -22.50

miRNA: mir-196
Human predicted target: ENSG00000015171
Mouse predicted target: ENSMUSG00000021156
Rat predicted target: ENSRNOG00000014670
Hs Gene description: ADENOVIRUS 5 E1A-BINDING PROTEIN (BS69 PROTEIN).
[Source:SWISSPROT;Acc:Q15326] NM_006624
mir-196 ENSG00000015171 2000 nt UTR 2 hits 406 791
----------------1--------------1------------------------------------------
------
>ENSG00000015171 hs-mir-196    406    413
UAGGUAGUUUCAUGUUGUUGGG&GUAAGAACUACAGAACUGUUUCAGAAAUAAAACAUACUACCUU
.(((((((...(((((.(((((&...................)))))......)))))))))))). -15.60
>ENSG00000015171 hs-mir-196    791    798
UAGGUAGUUUCAUGUUGUUGGG&UUGUAACAAAAUAAACAACAAAAACAAAGCCAAAAACUACCUU
.(((((((((..(((((((...&.............))))))).............))))))))). -18.36
mir-196 ENSMUSG00000021156 4018 nt UTR 2 hits 371 748
--------------1--------------1--------------------------------------------
--------------------------------------------------------------------------
-------------
>ENSMUSG00000021156 hs-mir-196    371    378
UAGGUAGUUUCAUGUUGUUGGG&CGGAGCUGAAUGUAAGAGCGGAUGCUUCAGAACAGACUACCUGG
((((((((((...(((.(((((&.........................)))))))))))))))))). -17.60
>ENSMUSG00000021156 hs-mir-196    748    755
UAGGUAGUUUCAUGUUGUUGGG&AAAUCAGCAGCAAAAACAAAAAUCAAAAGCCAAAAACUACCUGU
((((((((((..(((((((((.&...))))))))).....................)))))))))). -22.90
mir-196 ENSRNOG00000014670 2000 nt UTR 2 hits 382 764
---------------1--------------1-------------------------------------------
------
>ENSRNOG00000014670 hs-mir-196    382    389
UAGGUAGUUUCAUGUUGUUGGG&UGAAUGUAAGAGCAGCAGAUGCUUCAGAAGAACAGACUACCUGG
((((((((((..(((((((...&..........)))))))................)))))))))). -20.97
>ENSRNOG00000014670 hs-mir-196    764    771
UAGGUAGUUUCAUGUUGUUGGG&AAAUCAGCAGCAAAAACAAACAUCAAAAGCCAAAAACUACCUGU
((((((((((..(((((((((.&...))))))))).....................)))))))))). -22.90

miRNA: mir-196
Human predicted target: ENSG00000122592
Mouse predicted target: ENSMUSG00000038236



Rat predicted target: ENSRNOG00000006544
Hs Gene description: HOMEOBOX PROTEIN HOX-A7 (HOX-1A) (HOX 1.1).
[Source:SWISSPROT;Acc:P31268] NM_006896
mir-196 ENSG00000122592 2238 nt UTR 4 hits 302 339 454 472
------------11----2-------------------------------------------------------
----------------
>ENSG00000122592 hs-mir-196    302    309
UAGGUAGUUUCAUGUUGUUGGG&CAGGCCAGCCGGCCCUGCUCUGGCGCGUCCAAAAUACUACCUAG
((((((((...(((.(((..((&..................))..)))))).......)))))))). -19.60
>ENSG00000122592 hs-mir-196    339    346
UAGGUAGUUUCAUGUUGUUGGG&UACCUAGCACAGGCCUCUGCUCGAGGCACCCCCAAACUACCUAU
((((((((((..((.(((((((&..)))))))))......................)))))))))). -22.25
>ENSG00000122592 hs-mir-196    454    461
UAGGUAGUUUCAUGUUGUUGGG&CACCCUCCCAGACCCGCAAGAAAGUGAAUCUCACUACUACCUAC
(((((((((((((.(((.((((&............)))))))....))))).......)))))))). -22.31
>ENSG00000122592 hs-mir-196    472    479
UAGGUAGUUUCAUGUUGUUGGG&AGAAAGUGAAUCUCACUACUACCUACUCCCCUAAAACUACCUAU
((((((((((........((((&.....................))))........)))))))))). -18.89
mir-196 ENSMUSG00000038236 2094 nt UTR 4 hits 310 347 479 500
------------11-----2------------------------------------------------------
----------
>ENSMUSG00000038236 hs-mir-196    310    317
UAGGUAGUUUCAUGUUGUUGGG&CCUGGGCCAGUGUUGUGCGCAGGCACAGCCAAAAUACUACCUAG
((((((((.....(((((((.(&.................).))...)))))......)))))))). -18.90
>ENSMUSG00000038236 hs-mir-196    347    354
UAGGUAGUUUCAUGUUGUUGGG&UACCUAGCACAGGCCUCUUUGAGAGGCACUCCCAAACUACCUAU
((((((((((..((.(((((((&..)))))))))......................)))))))))). -22.25
>ENSMUSG00000038236 hs-mir-196    479    486
UAGGUAGUUUCAUGUUGUUGGG&ACACACCCGGCCAAUACCUGCAAACCAUGAUCAAUACUACCUAC
((((((((.(((((..((((((&.....))))))..............))))).....)))))))). -23.69
>ENSMUSG00000038236 hs-mir-196    500    507
UAGGUAGUUUCAUGUUGUUGGG&AAACCAUGAUCAAUACUACCUACUACUAGCCCUAAACUACCUAU
((((((((((...(((((((((&..................))))..)).)))...)))))))))). -20.40
mir-196 ENSRNOG00000006544 3037 nt UTR 7 hits 184 221 314 332 1117
1135 2425
-------11---11------------------------------11----------------------------
----------------------1-------------------------
>ENSRNOG00000006544 hs-mir-196    184    191
UAGGUAGUUUCAUGUUGUUGGG&CCUGGGCCAGUGUUGUGCACAGGCACAGCUAAAAUACUACCUAG
((((((((.....(((((....&........................)))))......)))))))). -19.70
>ENSRNOG00000006544 hs-mir-196    221    228
UAGGUAGUUUCAUGUUGUUGGG&UACCUAGCACAGGCCUCUUUGAGAGACCAUCCCAAACUACCUAU
((((((((((..((.(((((((&..)))))))))......................)))))))))). -22.25
>ENSRNOG00000006544 hs-mir-196    314    321
UAGGUAGUUUCAUGUUGUUGGG&CACCUGCUCCCCCGUACCUGCCAACACUGAUCAGUACUACCUAC
((((((((.((((((((..(((&................)))..))))).))).....)))))))). -25.10
>ENSRNOG00000006544 hs-mir-196    332    339
UAGGUAGUUUCAUGUUGUUGGG&UGCCAACACUGAUCAGUACUACCUACUAGCCCUAAACUACCUAU



((((((((((...((((.((((&.....................)))).))))...)))))))))). -23.00
>ENSRNOG00000006544 hs-mir-196   1117   1124
UAGGUAGUUUCAUGUUGUUGGG&CACCUGCUCCCCCGUACCUGCCAACACUGAUCAGUACUACCUAC
((((((((.((((((((..(((&................)))..))))).))).....)))))))). -25.10
>ENSRNOG00000006544 hs-mir-196   1135   1142
UAGGUAGUUUCAUGUUGUUGGG&UGCCAACACUGAUCAGUACUACCUACUAGCCCUAAACUACCUAU
((((((((((...((((.((((&.....................)))).))))...)))))))))). -23.00
>ENSRNOG00000006544 hs-mir-196   2425   2432
UAGGUAGUUUCAUGUUGUUGGG&UUCCUCUAAAGAUGUAGACUGAGCUCUAAAAGGGUACUACCUAC
((((((((.((.....(((.((&..................)).)))........)).)))))))). -17.92

miRNA: mir-196
Human predicted target: ENSG00000135999
Mouse predicted target: ENSMUSG00000026763
Rat predicted target: ENSRNOG00000004790
Hs Gene description: NM_015630
mir-196 ENSG00000135999 3190 nt UTR 3 hits 174 1367 1776
------1-----------------------------------------------1----------------1--
------------------------------------------------------
>ENSG00000135999 hs-mir-196    174    181
UAGGUAGUUUCAUGUUGUUGGG&AUAUAUGAUGUAUAUUUUGUAAAAUUGGGAAAAUCACUACCUU
.(((((((.((((((.......&..))))))...........................))))))). -13.49
>ENSG00000135999 hs-mir-196   1367   1374
UAGGUAGUUUCAUGUUGUUGGG&GUGGGCUCUAUUGGGUUUCAGAUAAUCCAAUAUAAACUACCUU
.(((((((((.....(((((((&.........................))))))).))))))))). -20.10
>ENSG00000135999 hs-mir-196   1776   1783
UAGGUAGUUUCAUGUUGUUGGG&UGUGACCUGAUAGGAUCCAUGCUCGUUUCUGCCAUACUACCUC
.(((((((..((((((((..((&.....))..))))....))))..............))))))). -18.49
mir-196 ENSMUSG00000026763 2406 nt UTR 3 hits 175 1357 1762
------1-----------------------------------------------1---------------1---
-----------------------
>ENSMUSG00000026763 hs-mir-196    175    182
UAGGUAGUUUCAUGUUGUUGGG&AUAUAUGAUGUAUAUUUUGUAAAAUUGGGAAAAUCACUACCUU
.(((((((.((((((.......&..))))))...........................))))))). -13.49
>ENSMUSG00000026763 hs-mir-196   1357   1364
UAGGUAGUUUCAUGUUGUUGGG&CUGGGCUCCAUUGGGUUUCAGAUAAUCCAAUAUAAACUACCUU
.(((((((((.....(((((((&.........................))))))).))))))))). -20.10
>ENSMUSG00000026763 hs-mir-196   1762   1769
UAGGUAGUUUCAUGUUGUUGGG&UGUGACCUGAUAGGAUCCAUGCUCGUUUUUGCCAUACUACCUC
.(((((((..((((((((..((&.....))..))))....))))..............))))))). -18.49
mir-196 ENSRNOG00000004790 3186 nt UTR 4 hits 173 1356 1763 2901
------1-----------------------------------------------1---------------1---
------------------------------------------1-----------
>ENSRNOG00000004790 hs-mir-196    173    180
UAGGUAGUUUCAUGUUGUUGGG&AUGUAUGAUGUAUAUUUUGUAAAAUUGGGAAAAUCACUACCUU
.(((((((......((.(..(.&........................)..).))....))))))). -14.00
>ENSRNOG00000004790 hs-mir-196   1356   1363



UAGGUAGUUUCAUGUUGUUGGG&CUGGGCUCGAUUGGGUUUCAGAUAAUCCAAUAUAAACUACCUU
.(((((((((.....(((((((&.........................))))))).))))))))). -20.10
>ENSRNOG00000004790 hs-mir-196   1763   1770
UAGGUAGUUUCAUGUUGUUGGG&UGUGACCUGAUAGGAUCCAUGCUCGUUUUUGCCAUACUACCUC
.(((((((..((((((((..((&.....))..))))....))))..............))))))). -18.49
>ENSRNOG00000004790 hs-mir-196   2901   2908
UAGGUAGUUUCAUGUUGUUGGG&GUCUCUCCCCCUUUGGUAUGAAAGUCUCCUCUGGAACUACCUC
.(((((((((((((..(..(((&........)))..)..)).............))))))))))). -21.61

miRNA: mir-196
Human predicted target: ENSG00000140028
Mouse predicted target: ENSMUSG00000001175
Rat predicted target: ENSRNOG00000004060
Hs Gene description: CALMODULIN. [Source:SWISSPROT;Acc:P02593] NM_006888
mir-196 ENSG00000140028 2893 nt UTR 2 hits 237 2314
---------1----------------------------------------------------------------
------------------1-----------------------
>ENSG00000140028 hs-mir-196    237    244
UAGGUAGUUUCAUGUUGUUGGG&AAGCUACACAUCAGUUUUACAAUAUAAAUACUUGUACUACCUU
.(((((((((.(((((((....&..................))))))).)).......))))))). -15.11
>ENSG00000140028 hs-mir-196   2314   2321
UAGGUAGUUUCAUGUUGUUGGG&UGGACUCUUAGUGGUCCUGCAGCGUAUCCUAAAAGACUACCUU
.(((((((((.(((((((.(((&..............))).)))))))........))))))))). -22.00
mir-196 ENSMUSG00000001175 2883 nt UTR 2 hits 234 1298
---------1-----------------------------------------1----------------------
------------------------------------------
>ENSMUSG00000001175 hs-mir-196    234    241
UAGGUAGUUUCAUGUUGUUGGG&AGCCCCUACAUCAGUUUUACAGUAUAAAUACUCGUACUACCUU
.(((((((....((.(((.(((&...))).))).))......................))))))). -18.07
>ENSMUSG00000001175 hs-mir-196   1298   1305
UAGGUAGUUUCAUGUUGUUGGG&UCACUGUGUAUGGCAAAAGCAGGCCAGACAAAGACACUACCUU
.(((((((.((...(((((.((&.......................)).))))).)).))))))). -20.30
mir-196 ENSRNOG00000004060 5346 nt UTR 2 hits 243 1282
---------1-----------------------------------------1----------------------
--------------------------------------------------------------------------
------------------------------------------------------------------
>ENSRNOG00000004060 hs-mir-196    243    250
UAGGUAGUUUCAUGUUGUUGGG&GCCCCCUACAUGAGUUUUACAGUAUAAAUACUCGUACUACCUU
.((((((((((((((....(((&...))).))))))).....................))))))). -21.09
>ENSRNOG00000004060 hs-mir-196   1282   1289
UAGGUAGUUUCAUGUUGUUGGG&UCACUGUGUCUGGUGGAAGCAGGCCAGUCAAAGACACUACCUU
.(((((((.((...(((((((.&.......................)))).))).)).))))))). -20.60

miRNA: mir-196
Human predicted target: ENSG00000148200
Mouse predicted target: ENSMUSG00000026752



Rat predicted target: ENSRNOG00000013232
Hs Gene description: ORPHAN NUCLEAR RECEPTOR NR6A1 (GERM CELL NUCLEAR
FACTOR) (GCNF) (RETINOID RECEPTOR-RELATED TESTIS SPECIFIC RECEPTOR) (RTR).
[Source:SWISSPROT;Acc:Q15406] NM_033335
mir-196 ENSG00000148200 2000 nt UTR 3 hits 387 1358 1425
---------------1--------------------------------------1-1-----------------
------
>ENSG00000148200 hs-mir-196    387    394
UAGGUAGUUUCAUGUUGUUGGG&CUAAGAUGACUAUUUCCAUAAUGUUGACAAAGAUGACUACCUC
.((((((((.....((((..(.&.......................)..))))....)))))))). -20.40
>ENSG00000148200 hs-mir-196   1358   1365
UAGGUAGUUUCAUGUUGUUGGG&AGCCAGAAGCACCUGGAAGGGAAGGGGGGCUUUAAACUACCUC
.(((((((((...(((.(..((&...........))..)...........)))...))))))))). -17.10
>ENSG00000148200 hs-mir-196   1425   1432
UAGGUAGUUUCAUGUUGUUGGG&CCUCUGCAGACAUGGCCUGGACUCCUUGACCUCUCACUACCUGC
((((((((.(((((((((.(((&)))..)))).)))))....................)))))))). -19.80
mir-196 ENSMUSG00000026752 6457 nt UTR 5 hits 370 1227 3826 4362
6100
--------------1----------------------------------1------------------------
--------------------------------------------------------------------------
-----1--------------------1-----------------------------------------------
---------------------1---------------
>ENSMUSG00000026752 hs-mir-196    370    377
UAGGUAGUUUCAUGUUGUUGGG&ACUAGAUGAGUAUUUCCAUAAUGUUGACAAAGACAACUACCUC
.((((((((((...((((..(.&.......................)..)))).)).)))))))). -19.70
>ENSMUSG00000026752 hs-mir-196   1227   1234
UAGGUAGUUUCAUGUUGUUGGG&GAGCCAGAAAGACCUAGAAAGGAAAGGGGCAUUAAACUACCUC
.(((((((((.(((((.(((((&............)))))..........))))).))))))))). -20.90
>ENSMUSG00000026752 hs-mir-196   3826   3833
UAGGUAGUUUCAUGUUGUUGGG&AUGUUUUUUACUCAAAUUUCCAUGGGGGAAAAAAGACUACCUC
.(((((((((((((...(((((&..........))))).....)))).........))))))))). -19.10
>ENSMUSG00000026752 hs-mir-196   4362   4369
UAGGUAGUUUCAUGUUGUUGGG&CUGCUGGCAAGGGGUGGGCCCUGUUCUGUGAAUUGACUACCUGU
((((((((((((((..(..(((&..................)))..)..)))))...))))))))). -21.60
>ENSMUSG00000026752 hs-mir-196   6100   6107
UAGGUAGUUUCAUGUUGUUGGG&GAACACCCCACUUAGCCCAGCCAGGAUGCACCAAAACUACCUGU
(((((((((((((.((((((((&...............)))))).)).))).....)))))))))). -26.10
mir-196 ENSRNOG00000013232 5506 nt UTR 5 hits 373 1222 2874 3411
4192
--------------1---------------------------------1-------------------------
----------------------------------------1---------------------1-----------
-------------------1-----------------------------------------------------
>ENSRNOG00000013232 hs-mir-196    373    380
UAGGUAGUUUCAUGUUGUUGGG&ACUAGGUGACUAUUUCCAUAAUGUUGACAAAGACAACUACCUC
.((((((((((...((((..(.&.......................)..)))).)).)))))))). -19.70
>ENSRNOG00000013232 hs-mir-196   1222   1229
UAGGUAGUUUCAUGUUGUUGGG&GAGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUC
.(((((((((...(((.(((((&............)))))..........)))...))))))))). -17.40



>ENSRNOG00000013232 hs-mir-196   2874   2881
UAGGUAGUUUCAUGUUGUUGGG&AUGUUUUUUAUCAAGUUUCCAUGGGGGGGAAAAAGACUACCUC
.(((((((((..(.((..((((&.................))))..)).)......))))))))). -15.80
>ENSRNOG00000013232 hs-mir-196   3411   3418
UAGGUAGUUUCAUGUUGUUGGG&CUGCUGGCAAGAAGUGGGCCCUGUUCUGUGAAUUGACUACCUGU
((((((((((((((..(..(((&..................)))..)..)))))...))))))))). -21.60
>ENSRNOG00000013232 hs-mir-196   4192   4199
UAGGUAGUUUCAUGUUGUUGGG&GAGCCAGAAGCACCUAGAAGGGAAAGGGGCUUUAAACUACCUC
.(((((((((...(((.(((((&............)))))..........)))...))))))))). -17.40

miRNA: mir-199a
Human predicted target: ENSG00000103257
Mouse predicted target: ENSMUSG00000040010
Rat predicted target: ENSRNOG00000018824
Hs Gene description: LARGE NEUTRAL AMINO ACIDS TRANSPORTER SMALL SUBUNIT 1
(L-TYPE AMINO ACID TRANSPORTER 1) (4F2 LIGHT CHAIN) (4F2 LC) (4F2LC) (CD98
LIGHT CHAIN) (INTEGRAL MEMBRANE PROTEIN E16) (HLAT1).
[Source:SWISSPROT;Acc:Q01650] NM_003486
mir-199a ENSG00000103257 4947 nt UTR 2 hits 2871 4225
--------------------------------------------------------------------------
----------------------------------------1---------------------------------
--------------------1-----------------------------
>ENSG00000103257 hs-mir-199a   2871   2878
CCCAGUGUUCAGACUACCUGUUC&GACCUUCUUUAUUCUGUGUUAAUGGCUAACCUGUUACACUGGGC
((((((((.(((..((.(((((.&....................))))).))..)))..)))))))). -
22.30
>ENSG00000103257 hs-mir-199a   4225   4232
CCCAGUGUUCAGACUACCUGUUC&AGGAAGGAGAGAACUCACAGGCUGCCCCACCCCCGACACUGGC
.(((((((((((....(((((..&................))))))))..........)))))))). -20.80
mir-199a ENSMUSG00000040010 3891 nt UTR 2 hits 1710 2901
--------------------------------------------------------------------1-----
------------------------------------------1-------------------------------
--------
>ENSMUSG00000040010 hs-mir-199a   1710   1717
CCCAGUGUUCAGACUACCUGUUC&CCUGGCCCCUUUCAAUGGUCAGUGUCUGACCCACCACACUGGGU
((((((((((((((...(((..(&................)..))).))))))......)))))))). -
26.40
>ENSMUSG00000040010 hs-mir-199a   2901   2908
CCCAGUGUUCAGACUACCUGUUC&CCUGGCCCCUUUCAAUGGUCAGUGUCUGACCCACCACACUGGGU
((((((((((((((...(((..(&................)..))).))))))......)))))))). -
26.40
mir-199a ENSRNOG00000018824 3455 nt UTR 2 hits 1276 3115
---------------------------------------------------1----------------------
--------------------------------------------------1--------------
>ENSRNOG00000018824 hs-mir-199a   1276   1283
CCCAGUGUUCAGACUACCUGUUC&UGCCUGGCCCUUUUCAGUGGUCAGUGUCUCCCACCACACUGGGU



((((((((..((((...(((..(&..................)..))).))))......)))))))). -
21.60
>ENSRNOG00000018824 hs-mir-199a   3115   3122
CCCAGUGUUCAGACUACCUGUUC&UCAGUGUCCAGUGCUGGGUACGGUGUGUUCCCACCACACUGGGU
((((((((...(((((((((..(&...............)..)).)))).)))......)))))))). -
23.30

miRNA: mir-199a
Human predicted target: ENSG00000133639
Mouse predicted target: ENSMUSG00000036478
Rat predicted target: ENSRNOG00000004284
Hs Gene description: BTG1 PROTEIN (B-CELL TRANSLOCATION GENE 1 PROTEIN).
[Source:SWISSPROT;Acc:P31607] NM_001731
mir-199a ENSG00000133639 2957 nt UTR 2 hits 1039 1750
-----------------------------------------1---------------------------1----
---------------------------------------------
>ENSG00000133639 hs-mir-199a   1039   1046
CCCAGUGUUCAGACUACCUGUUC&UAGAAGACAGGUUCUAUAAACUGAAUCUCUGUUGCACACUGGU
.(((((((.((((..(((((((.&.....)))))))...............))))....))))))). -24.53
>ENSG00000133639 hs-mir-199a   1750   1757
CCCAGUGUUCAGACUACCUGUUC&AGUGGCCUUUUUUUGGUAUAUAUGUAAACAUGUUGACACUGGA
.((((((((..(((....((((.&..........................)))).))))))))))). -18.20
mir-199a ENSMUSG00000036478 2982 nt UTR 3 hits 1073 1724 2323
------------------------------------------1-------------------------1-----
------------------1---------------------------
>ENSMUSG00000036478 hs-mir-199a   1073   1080
CCCAGUGUUCAGACUACCUGUUC&GUCUUAGAUUUGUAAGCUGUGUGGAUGUCACUUGCACACUGGU
.(((((((.(((((..((.....&......................))..)))...)).))))))). -19.90
>ENSMUSG00000036478 hs-mir-199a   1724   1731
CCCAGUGUUCAGACUACCUGUUC&GGAUUGGGGGAGGGGCAGCAUGUGAAAACAUGUGAACACUGGGA
(((((((((((.(((.(((.(((&........))).))).))............).))))))))))). -
28.20
>ENSMUSG00000036478 hs-mir-199a   2323   2330
CCCAGUGUUCAGACUACCUGUUC&UGGGAACUCCUUGGAAGCUGCCUGACUGGCUUUGAACACUGGA
.((((((((((((...((.(((.&.......................))).)).)))))))))))). -25.50
mir-199a ENSRNOG00000004284 2951 nt UTR 2 hits 1682 2265
-------------------------------------------------------------------1------
----------------1----------------------------
>ENSRNOG00000004284 hs-mir-199a   1682   1689
CCCAGUGUUCAGACUACCUGUUC&GGGUUGGGGGAGGGGCAGCGUGUGUAAACAUGUUAACACUGGGU
(((((((((((.(((((((((((&............)))))).))).)).....))..))))))))). -
26.30
>ENSRNOG00000004284 hs-mir-199a   2265   2272
CCCAGUGUUCAGACUACCUGUUC&AAGCUGCUUAACUGGUAAUAAUGGUAAGGCCUUGAACACUGGA
.(((((((((((.(((((.....&......................)))).)...))))))))))). -25.40



miRNA: mir-199a
Human predicted target: ENSG00000135596
Mouse predicted target: ENSMUSG00000019823
Rat predicted target: ENSRNOG00000000307
Hs Gene description: CASL INTERACTING MOLECULE.
[Source:SWISSPROT;Acc:Q8TDZ2]
mir-199a ENSG00000135596 2000 nt UTR 2 hits 473 1562
------------------1-------------------------------------------1-----------
------
>ENSG00000135596 hs-mir-199a    473    480
CCCAGUGUUCAGACUACCUGUUC&AGAGGUAGAAUGCACCUGCCCACAGCACCAGCCCUACACUGGGG
((((((((.((..((((((.(..&).))))))..)).......................)))))))). -
24.35
>ENSG00000135596 hs-mir-199a   1562   1569
CCCAGUGUUCAGACUACCUGUUC&UCCCAUCCCACUUCCCAUUUCAAGCCCAGGCUCACACACUGGA
.(((((((...((...((((...&..........................)))).))..))))))). -19.80
mir-199a ENSMUSG00000019823 2140 nt UTR 2 hits 493 1541
-------------------1-----------------------------------------1------------
------------
>ENSMUSG00000019823 hs-mir-199a    493    500
CCCAGUGUUCAGACUACCUGUUC&AGAGGUAGACUGCACCUGCUACCAGCACCAGACCCACACUGGGU
((((((((.(((.((((((.(..&).)))))).))).......................)))))))). -
25.15
>ENSMUSG00000019823 hs-mir-199a   1541   1548
CCCAGUGUUCAGACUACCUGUUC&UCCCACCCCACAGCCCCCAUCAAGCCCAGGCUCACACACUGGA
.(((((((...((...((((...&..........................)))).))..))))))). -19.80
mir-199a ENSRNOG00000000307 2000 nt UTR 2 hits 492 1563
-------------------1------------------------------------------1-----------
------
>ENSRNOG00000000307 hs-mir-199a    492    499
CCCAGUGUUCAGACUACCUGUUC&ACAGGUAGACUGCGCCUGCCCCCAGCACCAGACCCACACUGGGU
((((((((.(((.((((((((..&)))))))).))).......................)))))))). -
29.05
>ENSRNOG00000000307 hs-mir-199a   1563   1570
CCCAGUGUUCAGACUACCUGUUC&CCCCACCCCACAUCCCCCAUGAAGCCCAGGCUCACACACUGGA
.(((((((...((...((((...&..........................)))).))..))))))). -19.80

miRNA: mir-199a
Human predicted target: ENSG00000137332
Mouse predicted target: ENSMUSG00000003534
Rat predicted target: ENSRNOG00000000830
Hs Gene description: EPITHELIAL DISCOIDIN DOMAIN RECEPTOR 1 PRECURSOR (EC
2.7.1.112) (TYROSINE-PROTEIN KINASE CAK) (CELL ADHESION KINASE) (TYROSINE
KINASE DDR) (DISCOIDIN RECEPTOR TYROSINE KINASE) (TRK E) (PROTEIN-TYROSINE
KINASE RTK 6) (CD167A ANTIGEN). [Source:SWISSPROT;Acc:Q08345]
mir-199a ENSG00000137332 2000 nt UTR 3 hits 321 416 539



------------1---1----1----------------------------------------------------
------
>ENSG00000137332 hs-mir-199a    321    328
CCCAGUGUUCAGACUACCUGUUC&UCCCUUGGGGAAGGGUGGGGAGAAAUAUAGGAUAGACACUGGA
.(((((((..(..(((((..(((&............)))..))........)))..)..))))))). -23.30
>ENSG00000137332 hs-mir-199a    416    423
CCCAGUGUUCAGACUACCUGUUC&GGUGGCUGCGCCCCCAGCUUCUCUCUCCCUGUCACACACUGGA
.(((((((.(((.(((((.....&))))))))...........................))))))). -21.69
>ENSG00000137332 hs-mir-199a    539    546
CCCAGUGUUCAGACUACCUGUUC&CUCAGCUUGGGCUUCUUCCUCCUCCAUCACCUGAAACACUGGA
.(((((((((((...........&..............................))).)))))))). -20.50
mir-199a ENSMUSG00000003534 2797 nt UTR 8 hits 278 302 351 455 946
970 1019 1123
-----------11-1---1------------------11-1---1-----------------------------
--------------------------------------
>ENSMUSG00000003534 hs-mir-199a    278    285
CCCAGUGUUCAGACUACCUGUUC&CCCCUUGGGGAAGAACGGGGGCAAAUGCUGGGCGUACACUGGA
.(((((((((((....(((((((&............)))))))........))))....))))))). -26.50
>ENSMUSG00000003534 hs-mir-199a    302    309
CCCAGUGUUCAGACUACCUGUUC&AUGCUGGGCGUACACUGGACAAGGCCCACUGGACAACACUGGU
.(((((((((((....(((((((&................))))).))....)))...)))))))). -22.70
>ENSMUSG00000003534 hs-mir-199a    351    358
CCCAGUGUUCAGACUACCUGUUC&GAGGUGACGGUGCCCCCCAGCUUUCUUCUUGUCACACACUGGA
.(((((((...(((((((.(((.&.....)))))))..................)))..))))))). -19.36
>ENSMUSG00000003534 hs-mir-199a    455    462
CCCAGUGUUCAGACUACCUGUUC&CUCAGCCCUGGCUUCCUUCUGUUCCGCCCCCUGACACACUGGA
.(((((((((((...........&..............................)))).))))))). -20.50
>ENSMUSG00000003534 hs-mir-199a    946    953
CCCAGUGUUCAGACUACCUGUUC&CCCCUUGGGGAAGAACGGGGGCAAAUGCUGGGCGUACACUGGA
.(((((((((((....(((((((&............)))))))........))))....))))))). -26.50
>ENSMUSG00000003534 hs-mir-199a    970    977
CCCAGUGUUCAGACUACCUGUUC&AUGCUGGGCGUACACUGGACAAGGCCCACUGGACAACACUGGU
.(((((((((((....(((((((&................))))).))....)))...)))))))). -22.70
>ENSMUSG00000003534 hs-mir-199a   1019   1026
CCCAGUGUUCAGACUACCUGUUC&GAGGUGACGGUGCCCCCCAGCUUUCUUCUUGUCACACACUGGA
.(((((((...(((((((.(((.&.....)))))))..................)))..))))))). -19.36
>ENSMUSG00000003534 hs-mir-199a   1123   1130
CCCAGUGUUCAGACUACCUGUUC&CUCAGCCCUGGCUUCCUUCUGUUCCGCCCCCUGACACACUGGA
.(((((((((((...........&..............................)))).))))))). -20.50
mir-199a ENSRNOG00000000830 2003 nt UTR 4 hits 307 331 379 483
------------11-1---1------------------------------------------------------
-------
>ENSRNOG00000000830 hs-mir-199a    307    314
CCCAGUGUUCAGACUACCUGUUC&UCCCCUAGGGAAAGACAGGGGCGAAUGCUGGGCACACACUGGA
.(((((((((((....((((((.&.............))))))........))))....))))))). -24.90
>ENSRNOG00000000830 hs-mir-199a    331    338
CCCAGUGUUCAGACUACCUGUUC&AUGCUGGGCACACACUGGACAAGGCCCACUGGACAACACUGGU
.(((((((((((....(((((((&................))))).))....)))...)))))))). -22.70



>ENSRNOG00000000830 hs-mir-199a    379    386
CCCAGUGUUCAGACUACCUGUUC&GGAGGUGACGGUACCCCCCAGCUUCUUCUUGUCACACACUGGA
.(((((((...(((((((.(((.&......))))))).................)))..))))))). -19.72
>ENSRNOG00000000830 hs-mir-199a    483    490
CCCAGUGUUCAGACUACCUGUUC&AGCCCUGGCUUCCUUCUGCACCCUCCGCCUCUGACACACUGGA
.((((((((((((..........&.............................))))).))))))). -21.60

miRNA: mir-199a
Human predicted target: ENSG00000159214
Mouse predicted target: ENSMUSG00000050868
Rat predicted target: ENSRNOG00000019586
Hs Gene description: NM_152499
mir-199a ENSG00000159214 2000 nt UTR 2 hits 926 1214
-------------------------------------1----------1-------------------------
------
>ENSG00000159214 hs-mir-199a    926    933
CCCAGUGUUCAGACUACCUGUUC&GAUAAACAGGGCUGGGCAGCACAGCCUGACAAGUAACACUGGGC
((((((((((((....((((((.&....)))))).)))....................))))))))). -
26.05
>ENSG00000159214 hs-mir-199a   1214   1221
CCCAGUGUUCAGACUACCUGUUC&CCCAGCUGCUAUCUUGGCAUCCAAAGGACAUGUAAACACUGGGG
(((((((((.....(((.(((((&.........................))))).)))))))))))). -
24.20
mir-199a ENSMUSG00000050868 3121 nt UTR 4 hits 634 1070 1267 1491
-------------------------1----------------1-------1--------1--------------
---------------------------------------------------
>ENSMUSG00000050868 hs-mir-199a    634    641
CCCAGUGUUCAGACUACCUGUUC&UAAAACCUACGGACUUUAAAACCCUAGUUCUGCACACACUGGGC
((((((((.(((((((...(((.&...................)))..)))).)))...)))))))). -
22.70
>ENSMUSG00000050868 hs-mir-199a   1070   1077
CCCAGUGUUCAGACUACCUGUUC&AGCAGCCAAGUGAGGUGCAGGCAGGCCUGGAAGACACACUGGA
.(((((((((((.((.(((((..&................))))).))..)))).....))))))). -26.30
>ENSMUSG00000050868 hs-mir-199a   1267   1274
CCCAGUGUUCAGACUACCUGUUC&CUGGGCAGAGGCUAGGGUCUGUUCUGGGGUCAGGAACACUGGU
.((((((((((((((.(((((((&..)))))).).....))))).............))))))))). -27.01
>ENSMUSG00000050868 hs-mir-199a   1491   1498
CCCAGUGUUCAGACUACCUGUUC&CCCAGCUGCUGUCUUGGCAUCCAAAGGAUGUGUAAACACUGGGG
(((((((((.(.((..(((....&........................)))..)).).))))))))). -
24.90
mir-199a ENSRNOG00000019586 3121 nt UTR 2 hits 2035 2282
--------------------------------------------------------------------------
-------1---------1---------------------------------
>ENSRNOG00000019586 hs-mir-199a   2035   2042
CCCAGUGUUCAGACUACCUGUUC&UGGGCAAGAGGCUAGGGUCUGUUCUGGGGUCAGGAACACUGGU
.(((((((((.((((.((((..(&.........)..))))...........))))..))))))))). -25.60
>ENSRNOG00000019586 hs-mir-199a   2282   2289



CCCAGUGUUCAGACUACCUGUUC&CCCAGCUGCUGUCUUGGCAUCCAAAGGAUGUGUAAACACUGGGG
(((((((((.(.((..(((....&........................)))..)).).))))))))). -
24.90

miRNA: mir-199a
Human predicted target: ENSG00000159388
Mouse predicted target: ENSMUSG00000041551
Rat predicted target: ENSRNOG00000003300
Hs Gene description: BTG2 PROTEIN (NGF-INDUCIBLE ANTI-PROLIFERATIVE
PROTEIN PC3). [Source:SWISSPROT;Acc:P78543] NM_006763
mir-199a ENSG00000159388 4164 nt UTR 2 hits 1412 3135
--------------------------------------------------------1-----------------
---------------------------------------------------1----------------------
-------------------
>ENSG00000159388 hs-mir-199a   1412   1419
CCCAGUGUUCAGACUACCUGUUC&AUAUACUGUUGUGGGUUGGAGAAAAGUGGAAAGCUACACUGGGA
((((((((.....((((...(((&....................)))..))))......)))))))). -
22.20
>ENSG00000159388 hs-mir-199a   3135   3142
CCCAGUGUUCAGACUACCUGUUC&CAGGUUAGCUAGAGAGCAGCUACUUCUGACAGCAAACACUGGA
.((((((((((((.((.((((((&.............)))))).))..))))......)))))))). -24.40
mir-199a ENSMUSG00000041551 4042 nt UTR 2 hits 1379 3300
-------------------------------------------------------1------------------
---------------------------------------------------------1----------------
--------------
>ENSMUSG00000041551 hs-mir-199a   1379   1386
CCCAGUGUUCAGACUACCUGUUC&AAUAUUUACUGUUCUGGGUUGGAGAAAAUUGGGAAACACUGGGA
((((((((((((.((.((.(..(&...............)..).))))....)))...))))))))). -
20.30
>ENSMUSG00000041551 hs-mir-199a   3300   3307
CCCAGUGUUCAGACUACCUGUUC&AGCUCCCCACUAAAGCUACAGGUUCAUUUUGACCCACACUGGA
.((((((((((((..((((((..&.................))))))....)))))...))))))). -25.60
mir-199a ENSRNOG00000003300 3981 nt UTR 2 hits 1343 3101
-----------------------------------------------------1--------------------
--------------------------------------------------1-----------------------
------------
>ENSRNOG00000003300 hs-mir-199a   1343   1350
CCCAGUGUUCAGACUACCUGUUC&AAUAUUUACUGUUCUGGGUUGGAGAAAAUCGGGAAACACUGGGA
((((((((((.((((.((.(..(&...............)..).))))....))..).))))))))). -
21.80
>ENSRNOG00000003300 hs-mir-199a   3101   3108
CCCAGUGUUCAGACUACCUGUUC&UUGUUAGACAAGAGCAGUUGGGUUUCAGGGUCUGUACACUGGGG
((((((((.((((((..((((((&...........))))))...........)))))).)))))))). -
32.92

miRNA: mir-199a



Human predicted target: ENSG00000166747
Mouse predicted target: ENSMUSG00000031731
Rat predicted target: ENSRNOG00000015390
Hs Gene description: ADAPTER-RELATED PROTEIN COMPLEX 1 GAMMA 1 SUBUNIT
(GAMMA-ADAPTIN) (ADAPTOR PROTEIN COMPLEX AP-1 GAMMA-1 SUBUNIT) (GOLGI
ADAPTOR HA1/AP1 ADAPTIN GAMMA-1 SUBUNIT) (CLATHRIN ASSEMBLY PROTEIN
COMPLEX 1 GAMMA-1 LARGE CHAIN). [Source:SWISSPROT;Acc:O43747] NM_001128
mir-199a ENSG00000166747 4039 nt UTR 2 hits 667 1141
--------------------------1------------------1----------------------------
--------------------------------------------------------------------------
--------------
>ENSG00000166747 hs-mir-199a    667    674
CCCAGUGUUCAGACUACCUGUUC&CAAGAACUGGUCAGACCUUGCGAGUUUAUUUGUAAACACUGGA
.(((((((((((((((((.((((&...)))).))).))..............))))..)))))))). -21.63
>ENSG00000166747 hs-mir-199a   1141   1148
CCCAGUGUUCAGACUACCUGUUC&UUCCUUCUAACUGGAACAUUUGUGUUGUAUCUGUAACACUGGC
.((((((((((((.(((.(((((&.............)))))........))))))).)))))))). -23.10
mir-199a ENSMUSG00000031731 2000 nt UTR 2 hits 648 1126
-------------------------1-------------------1----------------------------
------
>ENSMUSG00000031731 hs-mir-199a    648    655
CCCAGUGUUCAGACUACCUGUUC&AAAAAGCUGGUUAGACCUUGAGAGGUUGUUUGUAAACACUGGA
.(((((((((((((.((((.((.&...................)).)))).)))))..)))))))). -27.20
>ENSMUSG00000031731 hs-mir-199a   1126   1133
CCCAGUGUUCAGACUACCUGUUC&CUUCUUCUAACUGGAACAUUUGUGUUGUAUCUGUAACACUGGC
.((((((((((((.(((.(((((&.............)))))........))))))).)))))))). -23.10
mir-199a ENSRNOG00000015390 3310 nt UTR 2 hits 619 1095
------------------------1------------------1------------------------------
-----------------------------------------------------------
>ENSRNOG00000015390 hs-mir-199a    619    626
CCCAGUGUUCAGACUACCUGUUC&AAAAAUCUGGUCAGACCUUGAGAGGUGGUUUGUAAACACUGGA
.((((((((((((((((((.((.&...................)).))))))))))..)))))))). -31.40
>ENSRNOG00000015390 hs-mir-199a   1095   1102
CCCAGUGUUCAGACUACCUGUUC&CUUCUUCUAACUGGAACAUUUGUGUUGUAUCUGUAACACUGGC
.((((((((((((.(((.(((((&.............)))))........))))))).)))))))). -23.10

miRNA: mir-199b
Human predicted target: ENSG00000137332
Mouse predicted target: ENSMUSG00000003534
Rat predicted target: ENSRNOG00000000830
Hs Gene description: EPITHELIAL DISCOIDIN DOMAIN RECEPTOR 1 PRECURSOR (EC
2.7.1.112) (TYROSINE-PROTEIN KINASE CAK) (CELL ADHESION KINASE) (TYROSINE
KINASE DDR) (DISCOIDIN RECEPTOR TYROSINE KINASE) (TRK E) (PROTEIN-TYROSINE
KINASE RTK 6) (CD167A ANTIGEN). [Source:SWISSPROT;Acc:Q08345]
mir-199b ENSG00000137332 2000 nt UTR 3 hits 321 416 539
------------1---1----1----------------------------------------------------
------



>ENSG00000137332 hs-mir-199b    321    328
CCCAGUGUUUAGACUAUCUGUUC&UCCCUUGGGGAAGGGUGGGGAGAAAUAUAGGAUAGACACUGGA
.((((((((((..((((((.(((&................))).)))....)))..)))))))))). -25.40
>ENSG00000137332 hs-mir-199b    416    423
CCCAGUGUUUAGACUAUCUGUUC&GGUGGCUGCGCCCCCAGCUUCUCUCUCCCUGUCACACACUGGA
.(((((((...(((.........&..............................)))..))))))). -18.20
>ENSG00000137332 hs-mir-199b    539    546
CCCAGUGUUUAGACUAUCUGUUC&CUCAGCUUGGGCUUCUUCCUCCUCCAUCACCUGAAACACUGGA
.(((((((((((.(((.(((...&..)))..))).))....................))))))))). -18.15
mir-199b ENSMUSG00000003534 2797 nt UTR 8 hits 278 302 351 455 946
970 1019 1123
-----------11-1---1------------------11-1---1-----------------------------
--------------------------------------
>ENSMUSG00000003534 hs-mir-199b    278    285
CCCAGUGUUUAGACUAUCUGUUC&CCCCUUGGGGAAGAACGGGGGCAAAUGCUGGGCGUACACUGGA
.(((((((((((....(((((((&............)))))))........))))....))))))). -21.90
>ENSMUSG00000003534 hs-mir-199b    302    309
CCCAGUGUUUAGACUAUCUGUUC&AUGCUGGGCGUACACUGGACAAGGCCCACUGGACAACACUGGU
.(((((((((((....(((((((&................))))).))....)))...)))))))). -18.60
>ENSMUSG00000003534 hs-mir-199b    351    358
CCCAGUGUUUAGACUAUCUGUUC&GAGGUGACGGUGCCCCCCAGCUUUCUUCUUGUCACACACUGGA
.(((((((...(((...(((((.&.....)))))....................)))..))))))). -18.80
>ENSMUSG00000003534 hs-mir-199b    455    462
CCCAGUGUUUAGACUAUCUGUUC&CUCAGCCCUGGCUUCCUUCUGUUCCGCCCCCUGACACACUGGA
.(((((((((((...........&..............................)))).))))))). -18.30
>ENSMUSG00000003534 hs-mir-199b    946    953
CCCAGUGUUUAGACUAUCUGUUC&CCCCUUGGGGAAGAACGGGGGCAAAUGCUGGGCGUACACUGGA
.(((((((((((....(((((((&............)))))))........))))....))))))). -21.90
>ENSMUSG00000003534 hs-mir-199b    970    977
CCCAGUGUUUAGACUAUCUGUUC&AUGCUGGGCGUACACUGGACAAGGCCCACUGGACAACACUGGU
.(((((((((((....(((((((&................))))).))....)))...)))))))). -18.60
>ENSMUSG00000003534 hs-mir-199b   1019   1026
CCCAGUGUUUAGACUAUCUGUUC&GAGGUGACGGUGCCCCCCAGCUUUCUUCUUGUCACACACUGGA
.(((((((...(((...(((((.&.....)))))....................)))..))))))). -18.80
>ENSMUSG00000003534 hs-mir-199b   1123   1130
CCCAGUGUUUAGACUAUCUGUUC&CUCAGCCCUGGCUUCCUUCUGUUCCGCCCCCUGACACACUGGA
.(((((((((((...........&..............................)))).))))))). -18.30
mir-199b ENSRNOG00000000830 2003 nt UTR 4 hits 307 331 379 483
------------11-1---1------------------------------------------------------
-------
>ENSRNOG00000000830 hs-mir-199b    307    314
CCCAGUGUUUAGACUAUCUGUUC&UCCCCUAGGGAAAGACAGGGGCGAAUGCUGGGCACACACUGGA
.(((((((((((....((((((.&.............))))))........))))....))))))). -20.30
>ENSRNOG00000000830 hs-mir-199b    331    338
CCCAGUGUUUAGACUAUCUGUUC&AUGCUGGGCACACACUGGACAAGGCCCACUGGACAACACUGGU
.(((((((((((....(((((((&................))))).))....)))...)))))))). -18.60
>ENSRNOG00000000830 hs-mir-199b    379    386
CCCAGUGUUUAGACUAUCUGUUC&GGAGGUGACGGUACCCCCCAGCUUCUUCUUGUCACACACUGGA



.(((((((...(((...(((((.&......)))))...................)))..))))))). -18.85
>ENSRNOG00000000830 hs-mir-199b    483    490
CCCAGUGUUUAGACUAUCUGUUC&AGCCCUGGCUUCCUUCUGCACCCUCCGCCUCUGACACACUGGA
.((((((((((((..........&.............................))))).))))))). -19.40

miRNA: mir-199b
Human predicted target: ENSG00000159214
Mouse predicted target: ENSMUSG00000050868
Rat predicted target: ENSRNOG00000019586
Hs Gene description: NM_152499
mir-199b ENSG00000159214 2000 nt UTR 2 hits 926 1214
-------------------------------------1----------1-------------------------
------
>ENSG00000159214 hs-mir-199b    926    933
CCCAGUGUUUAGACUAUCUGUUC&GAUAAACAGGGCUGGGCAGCACAGCCUGACAAGUAACACUGGGC
((((((((((((.((..((((((&.............))))))...)).)))......))))))))). -
23.70
>ENSG00000159214 hs-mir-199b   1214   1221
CCCAGUGUUUAGACUAUCUGUUC&CCCAGCUGCUAUCUUGGCAUCCAAAGGACAUGUAAACACUGGGG
(((((((((((.(.....(((((&.........................)))))).))))))))))). -
24.40
mir-199b ENSMUSG00000050868 3121 nt UTR 4 hits 634 1070 1267 1491
-------------------------1----------------1-------1--------1--------------
---------------------------------------------------
>ENSMUSG00000050868 hs-mir-199b    634    641
CCCAGUGUUUAGACUAUCUGUUC&UAAAACCUACGGACUUUAAAACCCUAGUUCUGCACACACUGGGC
((((((((.((((((((((((..&........)))))...........)))).)))...)))))))). -
22.80
>ENSMUSG00000050868 hs-mir-199b   1070   1077
CCCAGUGUUUAGACUAUCUGUUC&AGCAGCCAAGUGAGGUGCAGGCAGGCCUGGAAGACACACUGGA
.(((((((((((.((..((((..&................))))..))..)))).....))))))). -22.60
>ENSMUSG00000050868 hs-mir-199b   1267   1274
CCCAGUGUUUAGACUAUCUGUUC&CUGGGCAGAGGCUAGGGUCUGUUCUGGGGUCAGGAACACUGGU
.(((((((((.((((.(((((((&..)))))))..................))))..))))))))). -27.11
>ENSMUSG00000050868 hs-mir-199b   1491   1498
CCCAGUGUUUAGACUAUCUGUUC&CCCAGCUGCUGUCUUGGCAUCCAAAGGAUGUGUAAACACUGGGG
(((((((((((.((.((((....&.........................)))))).))))))))))). -
28.70
mir-199b ENSRNOG00000019586 3121 nt UTR 2 hits 2035 2282
--------------------------------------------------------------------------
-------1---------1---------------------------------
>ENSRNOG00000019586 hs-mir-199b   2035   2042
CCCAGUGUUUAGACUAUCUGUUC&UGGGCAAGAGGCUAGGGUCUGUUCUGGGGUCAGGAACACUGGU
.(((((((((.((((.(((((((&.))))).))..................))))..))))))))). -23.31
>ENSRNOG00000019586 hs-mir-199b   2282   2289
CCCAGUGUUUAGACUAUCUGUUC&CCCAGCUGCUGUCUUGGCAUCCAAAGGAUGUGUAAACACUGGGG



(((((((((((.((.((((....&.........................)))))).))))))))))). -
28.70

miRNA: mir-199b
Human predicted target: ENSG00000159388
Mouse predicted target: ENSMUSG00000041551
Rat predicted target: ENSRNOG00000003300
Hs Gene description: BTG2 PROTEIN (NGF-INDUCIBLE ANTI-PROLIFERATIVE
PROTEIN PC3). [Source:SWISSPROT;Acc:P78543] NM_006763
mir-199b ENSG00000159388 4164 nt UTR 2 hits 1412 3135
--------------------------------------------------------1-----------------
---------------------------------------------------1----------------------
-------------------
>ENSG00000159388 hs-mir-199b   1412   1419
CCCAGUGUUUAGACUAUCUGUUC&AUAUACUGUUGUGGGUUGGAGAAAAGUGGAAAGCUACACUGGGA
((((((((..((.((.((..((.&........................))..)).)))))))))))). -
22.70
>ENSG00000159388 hs-mir-199b   3135   3142
CCCAGUGUUUAGACUAUCUGUUC&CAGGUUAGCUAGAGAGCAGCUACUUCUGACAGCAAACACUGGA
.((((((((((((.((.((((((&.............)))))).))..)))......))))))))). -22.70
mir-199b ENSMUSG00000041551 4042 nt UTR 2 hits 1379 3300
-------------------------------------------------------1------------------
---------------------------------------------------------1----------------
--------------
>ENSMUSG00000041551 hs-mir-199b   1379   1386
CCCAGUGUUUAGACUAUCUGUUC&AAUAUUUACUGUUCUGGGUUGGAGAAAAUUGGGAAACACUGGGA
((((((((((...(((....(((&.......................)))...))).)))))))))). -
23.30
>ENSMUSG00000041551 hs-mir-199b   3300   3307
CCCAGUGUUUAGACUAUCUGUUC&AGCUCCCCACUAAAGCUACAGGUUCAUUUUGACCCACACUGGA
.((((((((((((..((((((..&.................))))))....)))))...))))))). -20.80
mir-199b ENSRNOG00000003300 3981 nt UTR 2 hits 1343 3101
-----------------------------------------------------1--------------------
--------------------------------------------------1-----------------------
------------
>ENSRNOG00000003300 hs-mir-199b   1343   1350
CCCAGUGUUUAGACUAUCUGUUC&AAUAUUUACUGUUCUGGGUUGGAGAAAAUCGGGAAACACUGGGA
((((((((((.((.(.(((.(..&....................).))).).))...)))))))))). -
22.70
>ENSRNOG00000003300 hs-mir-199b   3101   3108
CCCAGUGUUUAGACUAUCUGUUC&UUGUUAGACAAGAGCAGUUGGGUUUCAGGGUCUGUACACUGGGG
((((((((.((((((..((((((&...........))))))...........)))))).)))))))). -
31.92

miRNA: mir-199b
Human predicted target: ENSG00000166747



Mouse predicted target: ENSMUSG00000031731
Rat predicted target: ENSRNOG00000015390
Hs Gene description: ADAPTER-RELATED PROTEIN COMPLEX 1 GAMMA 1 SUBUNIT
(GAMMA-ADAPTIN) (ADAPTOR PROTEIN COMPLEX AP-1 GAMMA-1 SUBUNIT) (GOLGI
ADAPTOR HA1/AP1 ADAPTIN GAMMA-1 SUBUNIT) (CLATHRIN ASSEMBLY PROTEIN
COMPLEX 1 GAMMA-1 LARGE CHAIN). [Source:SWISSPROT;Acc:O43747] NM_001128
mir-199b ENSG00000166747 4039 nt UTR 2 hits 667 1141
--------------------------1------------------1----------------------------
--------------------------------------------------------------------------
--------------
>ENSG00000166747 hs-mir-199b    667    674
CCCAGUGUUUAGACUAUCUGUUC&CAAGAACUGGUCAGACCUUGCGAGUUUAUUUGUAAACACUGGA
.(((((((((((((((...((((&...)))))))))....................)))))))))). -22.05
>ENSG00000166747 hs-mir-199b   1141   1148
CCCAGUGUUUAGACUAUCUGUUC&UUCCUUCUAACUGGAACAUUUGUGUUGUAUCUGUAACACUGGC
.(((((((((((((((..(((((&.............)))))..)).).....)))).)))))))). -19.60
mir-199b ENSMUSG00000031731 2000 nt UTR 2 hits 648 1126
-------------------------1-------------------1----------------------------
------
>ENSMUSG00000031731 hs-mir-199b    648    655
CCCAGUGUUUAGACUAUCUGUUC&AAAAAGCUGGUUAGACCUUGAGAGGUUGUUUGUAAACACUGGA
.(((((((((((((.((((.((.&...................)).)))).)))..)))))))))). -23.60
>ENSMUSG00000031731 hs-mir-199b   1126   1133
CCCAGUGUUUAGACUAUCUGUUC&CUUCUUCUAACUGGAACAUUUGUGUUGUAUCUGUAACACUGGC
.(((((((((((((((..(((((&.............)))))..)).).....)))).)))))))). -19.60
mir-199b ENSRNOG00000015390 3310 nt UTR 2 hits 619 1095
------------------------1------------------1------------------------------
-----------------------------------------------------------
>ENSRNOG00000015390 hs-mir-199b    619    626
CCCAGUGUUUAGACUAUCUGUUC&AAAAAUCUGGUCAGACCUUGAGAGGUGGUUUGUAAACACUGGA
.((((((((((((((((((.((.&...................)).))))))))..)))))))))). -27.80
>ENSRNOG00000015390 hs-mir-199b   1095   1102
CCCAGUGUUUAGACUAUCUGUUC&CUUCUUCUAACUGGAACAUUUGUGUUGUAUCUGUAACACUGGC
.(((((((((((((((..(((((&.............)))))..)).).....)))).)))))))). -19.60

miRNA: mir-199b
Human predicted target: ENSG00000173327
Mouse predicted target: ENSMUSG00000004054
Rat predicted target: ENSRNOG00000020773
Hs Gene description: MITOGEN-ACTIVATED PROTEIN KINASE KINASE KINASE 11;
MIXED LINEAGE KINASE 3; SH3 DOMAIN-CONTAINING PROLINE-RICH KINASE;
PROTEIN-TYROSINE KINASE PTK1. [Source:RefSeq;Acc:NM_002419] NM_002419
mir-199b ENSG00000173327 2536 nt UTR 2 hits 54 158
--1---1-------------------------------------------------------------------
----------------------------
>ENSG00000173327 hs-mir-199b     54     61
CCCAGUGUUUAGACUAUCUGUUC&CCGAGCUCCAGCUGCCUUAGGAGGAGUCACAGCAUACACUGGA



.(((((((...((((.(((((((&..)))).............)))..)))).......))))))). -20.31
>ENSG00000173327 hs-mir-199b    158    165
CCCAGUGUUUAGACUAUCUGUUC&GGGGUCAGGAACACUACACUGCACAGGAAGCCUUCACACUGGA
.(((((((..((.((.(((((..&......................))))).)).))..))))))). -23.40
mir-199b ENSMUSG00000004054 2518 nt UTR 2 hits 52 154
--1---1-------------------------------------------------------------------
---------------------------
>ENSMUSG00000004054 hs-mir-199b     52     59
CCCAGUGUUUAGACUAUCUGUUC&CCCACGCUUCGGCUGCCUUCGAGGAGGCAUAGCAUACACUGGA
.(((((((...(.((((((.(((&....................))).))..)))))..))))))). -19.70
>ENSMUSG00000004054 hs-mir-199b    154    161
CCCAGUGUUUAGACUAUCUGUUC&GGGGUCAGGAACACUACACUGCACAGAAAGCCUUCACACUGGA
.(((((((..((.((.(((((..&......................))))).)).))..))))))). -24.30
mir-199b ENSRNOG00000020773 2000 nt UTR 2 hits 212 315
--------1---1-------------------------------------------------------------
------
>ENSRNOG00000020773 hs-mir-199b    212    219
CCCAGUGUUUAGACUAUCUGUUC&CUUGCGCUCCAGCUGCCUCAGAGGAGGCAUAGCAUACACUGGA
.(((((((...(.((((((.(((&....................))).))..)))))..))))))). -19.60
>ENSRNOG00000020773 hs-mir-199b    315    322
CCCAGUGUUUAGACUAUCUGUUC&GCGGUCAGGAACACUACACUGCACAGAAAGCCUUCACACUGGA
.(((((((..((.((.(((((..&......................))))).)).))..))))))). -24.30

miRNA: mir-200b
Human predicted target: ENSG00000008710
Mouse predicted target: ENSMUSG00000032855
Rat predicted target: ENSRNOG00000010771
Hs Gene description: POLYCYSTIN 1 PRECURSOR (AUTOSOMAL DOMINANT POLYCYSTIC
KIDNEY DISEASE PROTEIN 1). [Source:SWISSPROT;Acc:P98161]
mir-200b ENSG00000008710 3017 nt UTR 2 hits 49 223
-1------1-----------------------------------------------------------------
-----------------------------------------------
>ENSG00000008710 hs-mir-200b     49     56
UAAUACUGCCUGGUAAUGAUGAC&CGGGGGUGGGCCGUGGAGUCGGAGUGGACACCGCUCAGUAUUAC
((((((((..((((.((..((((&.................))))..))....))))..)))))))). -
19.80
>ENSG00000008710 hs-mir-200b    223    230
UAAUACUGCCUGGUAAUGAUGAC&GGGUCCCCUCCCCAGCUCCCUUGGGAAGGACACAGCAGUAUUGG
(((((((((((((....(..(((&..)))..)...))))...................))))))))). -
17.80
mir-200b ENSMUSG00000032855 2944 nt UTR 3 hits 82 256 546
---1------1----------1----------------------------------------------------
--------------------------------------------
>ENSMUSG00000032855 hs-mir-200b     82     89
UAAUACUGCCUGGUAAUGAUGAC&CACACUGGCCUCUCAGAGCCAGGGUGGACACCACUCAGUAUUAC
((((((((((((((..(((.((.&..........)))))..))))))............)))))))). -
23.00



>ENSMUSG00000032855 hs-mir-200b    256    263
UAAUACUGCCUGGUAAUGAUGAC&AGGACCCAGGGUCCCCUCCCCACAGGAGGACACAGCAGUAUUGG
(((((((((.((((..(..((..&......................))..)..)).))))))))))). -
18.80
>ENSMUSG00000032855 hs-mir-200b    546    553
UAAUACUGCCUGGUAAUGAUGAC&UUAUAUGGGGUUAAAAUGUAUAUAUUUUUGUAUGUCAGUAUUU
.((((((((((.(((........&...))).))).........................))))))). -12.71
mir-200b ENSRNOG00000010771 2961 nt UTR 3 hits 84 258 540
---1------1----------1----------------------------------------------------
---------------------------------------------
>ENSRNOG00000010771 hs-mir-200b     84     91
UAAUACUGCCUGGUAAUGAUGAC&UACACUGGCCUCUCAGAGCCAGGGUGGACACCACUCAGUAUUAC
((((((((((((((..(((.((.&..........)))))..))))))............)))))))). -
23.00
>ENSRNOG00000010771 hs-mir-200b    258    265
UAAUACUGCCUGGUAAUGAUGAC&AGGACCCAGGGUCCCCUCCGCACAGGAGGACACAGCAGUAUUGG
((((((((((((((...(..(((&..........)))..)...)).))).........))))))))). -
17.30
>ENSRNOG00000010771 hs-mir-200b    540    547
UAAUACUGCCUGGUAAUGAUGAC&UUAUAUGGGGUUAAAAUGUAUAUAUUUUUGUAUGUCAGUAUUU
.((((((((((.(((........&...))).))).........................))))))). -12.71

miRNA: mir-200b
Human predicted target: ENSG00000100034
Mouse predicted target: ENSMUSG00000041847
Rat predicted target: ENSRNOG00000001849
Hs Gene description: CA(2+)/CALMODULIN-DEPENDENT PROTEIN KINASE
PHOSPHATASE (EC 3.1.3.16) (CAM-KINASE PHOSPHATASE) (CAMKPASE) (PARTNER OF
PIX 2) (HFEM-2). [Source:SWISSPROT;Acc:P49593] NM_014634
mir-200b ENSG00000100034 5665 nt UTR 3 hits 719 866 5203
----------------------------1-----1---------------------------------------
--------------------------------------------------------------------------
------------------------------------------------------------1-------------
-----
>ENSG00000100034 hs-mir-200b    719    726
UAAUACUGCCUGGUAAUGAUGAC&UGUUUGUUUUUUUCCAGGGAGGUCUAAUUCCGAAGCAGUAUUC
.((((((((.(((.(((...(((&.....................)))..))))))..)))))))). -18.50
>ENSG00000100034 hs-mir-200b    866    873
UAAUACUGCCUGGUAAUGAUGAC&UUUUUUAAAGCUAUUUUUCAAGGAACCUUUUUUUGCAGUAUUAU
(((((((((..(((..(..(((.&.................))).)..))).......))))))))). -
16.50
>ENSG00000100034 hs-mir-200b   5203   5210
UAAUACUGCCUGGUAAUGAUGAC&ACGGCUUCAGAGCCUUCUCAGUGCCCUCAGGGGGUCAGUAUUGA
(((((((((((((((.(((.((.&...............))))).))))......))).)))))))). -
21.60
mir-200b ENSMUSG00000041847 2000 nt UTR 2 hits 699 835



---------------------------1-----1----------------------------------------
------
>ENSMUSG00000041847 hs-mir-200b    699    706
UAAUACUGCCUGGUAAUGAUGAC&UUAGAUUUAUUGCAGGGAAAGGUCUAAUCCAGAAUCAGUAUUC
.(((((((.((((....(((...&.....................)))....))))...))))))). -17.80
>ENSMUSG00000041847 hs-mir-200b    835    842
UAAUACUGCCUGGUAAUGAUGAC&UAUUUUACUUUUUUGUGUGUUCGUGGAGACAUUUGCAGUAUUAA
(((((((((...((..(.((((.&....................)))).)..))....))))))))). -
19.40
mir-200b ENSRNOG00000001849 2492 nt UTR 3 hits 628 764 2429
-------------------------1----1-------------------------------------------
-----------------------1--
>ENSRNOG00000001849 hs-mir-200b    628    635
UAAUACUGCCUGGUAAUGAUGAC&UUGGAUUUACUGCAGGGAAAGGUCUAAUCCAGAAUCAGUAUUC
.(((((((.((((....(((...&.....................)))....))))...))))))). -17.80
>ENSRNOG00000001849 hs-mir-200b    764    771
UAAUACUGCCUGGUAAUGAUGAC&UAUUUUACUUUUUUGUGUGUUCGUGGAGACAUUUGCAGUAUUAC
(((((((((...((..(.((((.&....................)))).)..))....))))))))). -
19.10
>ENSRNOG00000001849 hs-mir-200b   2429   2436
UAAUACUGCCUGGUAAUGAUGAC&GGGAGCCCAUCCUCCACCAGCAGCAGAGAGGGAUUCAGUAUUAU
((((((((.(((((...((((..&.......))))....)))))...............)))))))). -
18.39

miRNA: mir-200b
Human predicted target: ENSG00000110422
Mouse predicted target: ENSMUSG00000027177
Rat predicted target: ENSRNOG00000011358
Hs Gene description: HOMEODOMAIN INTERACTING PROTEIN KINASE 3;
HOMEODOMAIN-INTERACTING PROTEIN KINASE 3. [Source:RefSeq;Acc:NM_005734]

NM_005734
mir-200b ENSG00000110422 2737 nt UTR 4 hits 1038 1738 2139 2652
-----------------------------------------1---------------------------1----
-----------1--------------------1---
>ENSG00000110422 hs-mir-200b   1038   1045
UAAUACUGCCUGGUAAUGAUGAC&AUGAUGUGGUUUUAUCUUAGCUUGGGCAAACCAUGCAGUAUUU
.((((((((.((((.........&.............................)))).)))))))). -19.90
>ENSG00000110422 hs-mir-200b   1738   1745
UAAUACUGCCUGGUAAUGAUGAC&AUUGCAUUUGUUACUUUGGGGUGUGUUAUUUGCAUCAGUAUUU
.(((((((((((((((..(....&.......)..)))))..)))...............))))))). -15.06
>ENSG00000110422 hs-mir-200b   2139   2146
UAAUACUGCCUGGUAAUGAUGAC&GAAAUAAAUGUGCCUGAAAUUGAUUUUAAAAAUUACAGUAUUAG
((((((((...((((........&..........)))).....................)))))))). -
12.85
>ENSG00000110422 hs-mir-200b   2652   2659
UAAUACUGCCUGGUAAUGAUGAC&UGACAUAAAUGGUAAACUUCAACAUUUUCAUAAUACAGUAUUAA



((((((((..(((.((((.(((.&..................))).)))).))).....)))))))). -
16.50
mir-200b ENSMUSG00000027177 2090 nt UTR 2 hits 1058 1748
------------------------------------------1--------------------------1----
----------
>ENSMUSG00000027177 hs-mir-200b   1058   1065
UAAUACUGCCUGGUAAUGAUGAC&CAUGAUGUGCGCCCUCCUUGCUUGGGCAGACCGUGCAGUAUUU
.((((((((.((((.........&.............................)))).)))))))). -19.30
>ENSMUSG00000027177 hs-mir-200b   1748   1755
UAAUACUGCCUGGUAAUGAUGAC&AGUUGCCUAUGUUAUUUUGGGGUGUGUUAUUGCAUCAGUAUUU
.(((((((....((((((((...&.........................))))))))..))))))). -17.20
mir-200b ENSRNOG00000011358 2072 nt UTR 2 hits 1057 1749
------------------------------------------1--------------------------1----
---------
>ENSRNOG00000011358 hs-mir-200b   1057   1064
UAAUACUGCCUGGUAAUGAUGAC&CCAUGAUGUGCUCUUUCUUGCUUGGGCAGACCAUGCAGUAUUU
.((((((((.((((.........&.............................)))).)))))))). -20.00
>ENSRNOG00000011358 hs-mir-200b   1749   1756
UAAUACUGCCUGGUAAUGAUGAC&AUUGCCUAUGUUAUUUUGGGGUGUGUUAUUUGCAUCAGUAUUU
.(((((((....(((..((((((&........................)))))))))..))))))). -14.20

miRNA: mir-200b
Human predicted target: ENSG00000115963
Mouse predicted target: ENSMUSG00000017144
Rat predicted target: ENSRNOG00000004624
Hs Gene description: RHO-RELATED GTP-BINDING PROTEIN RHOE (RHO8) (RND3).
[Source:SWISSPROT;Acc:P52199] NM_005168
mir-200b ENSG00000115963 3792 nt UTR 2 hits 1584 1729
---------------------------------------------------------------1-----1----
--------------------------------------------------------------------------
----
>ENSG00000115963 hs-mir-200b   1584   1591
UAAUACUGCCUGGUAAUGAUGAC&AAUAUGCUUUGAUUGAUGCAGCAUUAUGCUUUGGGCAGUAUUAC
((((((((((..(..((((((..&.....................))))))...)..)))))))))). -
27.20
>ENSG00000115963 hs-mir-200b   1729   1736
UAAUACUGCCUGGUAAUGAUGAC&AGUCACUGUGUAUGUUUGUUUGGUCAAUGUUUCCGCAGUAUUU
.((((((((..((.((((.((((&......................)))).)))).)))))))))). -19.30
mir-200b ENSMUSG00000017144 3855 nt UTR 2 hits 1647 1797
-----------------------------------------------------------------1-----1--
--------------------------------------------------------------------------
-------
>ENSMUSG00000017144 hs-mir-200b   1647   1654
UAAUACUGCCUGGUAAUGAUGAC&AAUACGCUCUGACUGGUACAGCAUUAUGCUUUGGGCAGUAUUAC
((((((((((..(..((((((..&.....................))))))...)..)))))))))). -
27.20
>ENSMUSG00000017144 hs-mir-200b   1797   1804



UAAUACUGCCUGGUAAUGAUGAC&AGUCACUUUGUAUGUUUGUUUGGUCAGUGUUUCCACAGUAUUU
.(((((((..(((.(((..((((&......................))))..))).)))))))))). -17.70
mir-200b ENSRNOG00000004624 2000 nt UTR 2 hits 1658 1806
------------------------------------------------------------------1-----1-
------
>ENSRNOG00000004624 hs-mir-200b   1658   1665
UAAUACUGCCUGGUAAUGAUGAC&AAUAUGCUCUGACUGGUACAGCGUCAUGCUUUGGGCAGUAUUAC
((((((((((..(..((((((..&.....................))))))...)..)))))))))). -
29.00
>ENSRNOG00000004624 hs-mir-200b   1806   1813
UAAUACUGCCUGGUAAUGAUGAC&GUCACUUUGUAUGUUUGUUUGGUCAGUGUUUUCCACAGUAUUU
.(((((((..(((.(((..((((&.....................))))..)))..)))))))))). -16.80

miRNA: mir-200b
Human predicted target: ENSG00000127314
Mouse predicted target: ENSMUSG00000020200
Rat predicted target: ENSRNOG00000007048
Hs Gene description: RAS-RELATED PROTEIN RAP-1B (GTP-BINDING PROTEIN SMG
P21B). [Source:SWISSPROT;Acc:P09526] NM_015646
mir-200b ENSG00000127314 3273 nt UTR 3 hits 250 1125 1516
---------1----------------------------------1---------------1-------------
---------------------------------------------------------
>ENSG00000127314 hs-mir-200b    250    257
UAAUACUGCCUGGUAAUGAUGAC&UAGAGUUUGCAGCUGGUAAAACCAGAGGCUACAUCCAGUAUUAC
((((((((((((((.........&....................))))).)........)))))))). -
16.00
>ENSG00000127314 hs-mir-200b   1125   1132
UAAUACUGCCUGGUAAUGAUGAC&AUGUAAAGAUUGUGUGUCUAUCCAACAGGGAGCCACAGUAUUU
.(((((((((((.....((((((&...............))).)))...))))......))))))). -16.80
>ENSG00000127314 hs-mir-200b   1516   1523
UAAUACUGCCUGGUAAUGAUGAC&GAACUUUUCCUUGAGAAAUAAUUUUGUAAAUCAAGCAGUAUUAC
(((((((((.((((.........&.............................)))).))))))))). -
18.80
mir-200b ENSMUSG00000020200 3340 nt UTR 3 hits 246 1121 3119
---------1----------------------------------1-----------------------------
--------------------------------------------------1---------
>ENSMUSG00000020200 hs-mir-200b    246    253
UAAUACUGCCUGGUAAUGAUGAC&UAGAGUAUGCAGCUGGUAAAACCAGAGGCUACAUCCAGUAUUAC
((((((((((((((.........&....................))))).)........)))))))). -
16.00
>ENSMUSG00000020200 hs-mir-200b   1121   1128
UAAUACUGCCUGGUAAUGAUGAC&GUGUAAAGAUUGUGUGUCCAUCCAACAGGGAGCCACAGUAUUU
.(((((((((((.....((((((&...............))).)))...))))......))))))). -16.80
>ENSMUSG00000020200 hs-mir-200b   3119   3126
UAAUACUGCCUGGUAAUGAUGAC&UAGAGUAUGCAGCUGGUAAAACCAGAGGCUACAUCCAGUAUUAC
((((((((((((((.........&....................))))).)........)))))))). -
16.00



mir-200b ENSRNOG00000007048 3254 nt UTR 4 hits 251 1125 1610 3055
----------1---------------------------------1-------------------1---------
------------------------------------------------1--------
>ENSRNOG00000007048 hs-mir-200b    251    258
UAAUACUGCCUGGUAAUGAUGAC&UAGAGUAUGCAGCUGGUAAAACCAGAGGCUACAUCCAGUAUUAC
((((((((((((((.........&....................))))).)........)))))))). -
16.00
>ENSRNOG00000007048 hs-mir-200b   1125   1132
UAAUACUGCCUGGUAAUGAUGAC&GUGUAAAGAUUGUGUGUCCAUCCAACAGGGAGCCACAGUAUUU
.(((((((((((.....((((((&...............))).)))...))))......))))))). -16.80
>ENSRNOG00000007048 hs-mir-200b   1610   1617
UAAUACUGCCUGGUAAUGAUGAC&GGACGUCUGCAACAAGCCUUCCAGGCAAGAGCUCUCAGUAUUC
.((((((((((((....((((..&...)))).............)))))..........))))))). -17.53
>ENSRNOG00000007048 hs-mir-200b   3055   3062
UAAUACUGCCUGGUAAUGAUGAC&UAGAGUAUGCAGCUGGUAAAACCAGAGGCUACAUCCAGUAUUAC
((((((((((((((.........&....................))))).)........)))))))). -
16.00

miRNA: mir-200b
Human predicted target: ENSG00000138668
Mouse predicted target: ENSMUSG00000000568
Rat predicted target: ENSRNOG00000002292
Hs Gene description: HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN D0 (HNRNP D0)
(AU-RICH ELEMENT RNA-BINDING PROTEIN 1). [Source:SWISSPROT;Acc:Q14103]
mir-200b ENSG00000138668 2844 nt UTR 5 hits 40 258 1886 2003 2221
-1--------1---------------------------------------------------------------
-1----1-------1-------------------------
>ENSG00000138668 hs-mir-200b     40     47
UAAUACUGCCUGGUAAUGAUGAC&UUCCAUUUGCAACUUAUCCCCAACAGGUGGUGAAGCAGUAUUU
.(((((((((((.....(((((.&.............))))).....)))........)))))))). -16.90
>ENSG00000138668 hs-mir-200b    258    265
UAAUACUGCCUGGUAAUGAUGAC&CUUCAGAAUCAAUUUGUGUUUUAUGCCCUUUCCCCCAGUAUUGU
((((((((...((..((((.(((&.................)))))))..)).......)))))))). -
13.10
>ENSG00000138668 hs-mir-200b   1886   1893
UAAUACUGCCUGGUAAUGAUGAC&UAAUUUAUAAAACAUAUCACACAUUUAAUGUUAUACAGUAUUU
.(((((((..(..((..((((..&.....................))))...))..)..))))))). -13.20
>ENSG00000138668 hs-mir-200b   2003   2010
UAAUACUGCCUGGUAAUGAUGAC&UUCUAUUUUUUCUUCUUUGUCUCCAGGUGGUGAAGCAGUAUUU
.((((((((((((..(..(.((.&.............)).)..)..))))........)))))))). -19.00
>ENSG00000138668 hs-mir-200b   2221   2228
UAAUACUGCCUGGUAAUGAUGAC&CUUCAGAAUCAAUUUGUGUUUUAUGCCCUUUCCCCCAGUAUUGU
((((((((...((..((((.(((&.................)))))))..)).......)))))))). -
13.10
mir-200b ENSMUSG00000000568 2357 nt UTR 5 hits 40 261 1431 1548 1769
-1--------1----------------------------------------------1---1--------1---
---------------------



>ENSMUSG00000000568 hs-mir-200b     40     47
UAAUACUGCCUGGUAAUGAUGAC&UUCCAUUUGCAACUUAUCCCCAACAGGUGGUGAAGCAGUAUUU
.(((((((((((.....(((((.&.............))))).....)))........)))))))). -16.90
>ENSMUSG00000000568 hs-mir-200b    261    268
UAAUACUGCCUGGUAAUGAUGAC&AGUAUCAAUUUGUGUUUUAUGCCCCCCCUCCCCCCCAGUAUUGU
((((((((...((..........&..............................))...)))))))). -
13.00
>ENSMUSG00000000568 hs-mir-200b   1431   1438
UAAUACUGCCUGGUAAUGAUGAC&UUUAUAAAGCAUACCCACACAUUUAAUGUUAUAUACAGUAUUU
.(((((((....(((((((((..&...................))))....)))))...))))))). -13.70
>ENSMUSG00000000568 hs-mir-200b   1548   1555
UAAUACUGCCUGGUAAUGAUGAC&CUUUGUCCCUUUUUCUUUGUCUCCAGGUGGUGAAGCAGUAUUU
.((((((((((((..(..(.((.&.............)).)..)..))))........)))))))). -19.00
>ENSMUSG00000000568 hs-mir-200b   1769   1776
UAAUACUGCCUGGUAAUGAUGAC&AGUAUCAAUUUGUGUUUUAUGCCCCCCCUCCCCCCCAGUAUUGU
((((((((...((..........&..............................))...)))))))). -
13.00
mir-200b ENSRNOG00000002292 2000 nt UTR 3 hits 1122 1239 1459
--------------------------------------------1----1--------1---------------
------
>ENSRNOG00000002292 hs-mir-200b   1122   1129
UAAUACUGCCUGGUAAUGAUGAC&UUUAUAAAACAUACCCACACAUUUAAUGUUAUAUACAGUAUUU
.(((((((....(((((((((..&...................))))....)))))...))))))). -13.70
>ENSRNOG00000002292 hs-mir-200b   1239   1246
UAAUACUGCCUGGUAAUGAUGAC&CUGUGUCCCCUUCUCUUUGUCUCCAGGUGGUGAAGCAGUAUUU
.((((((((((((..(..(.((.&.............)).)..)..))))........)))))))). -18.90
>ENSRNOG00000002292 hs-mir-200b   1459   1466
UAAUACUGCCUGGUAAUGAUGAC&CAGUAUCAAUUUGUGUUUUAUGCCCCCCUCCCCCCCAGUAUUGU
((((((((...((..........&..............................))...)))))))). -
13.00

miRNA: mir-200b
Human predicted target: ENSG00000139910
Mouse predicted target: ENSMUSG00000021047
Rat predicted target: ENSRNOG00000004331
Hs Gene description: ONCONEURAL VENTRAL ANTIGEN-1 (NOVA-1) (PARANEOPLASTIC
RI ANTIGEN) (VENTRAL NEURON-SPECIFIC PROTEIN 1).
[Source:SWISSPROT;Acc:P51513]
mir-200b ENSG00000139910 2000 nt UTR 2 hits 330 1128
-------------1-------------------------------1----------------------------
------
>ENSG00000139910 hs-mir-200b    330    337
UAAUACUGCCUGGUAAUGAUGAC&UGAUUGAAUGUAGACAGGGAUAUGCGUAUAGUUUUCAGUAUUAG
((((((((((((...........&..............)))).................)))))))). -
15.12
>ENSG00000139910 hs-mir-200b   1128   1135
UAAUACUGCCUGGUAAUGAUGAC&AUGUUUUGUGGAGCAUUUUUAUGUCACCAACCAGACAGUAUUU



.(((((((.(((((..((.((((&......................)))).))))))).))))))). -22.70
mir-200b ENSMUSG00000021047 3999 nt UTR 3 hits 329 1127 2303
-------------1-------------------------------1----------------------------
------------------1-------------------------------------------------------
------------
>ENSMUSG00000021047 hs-mir-200b    329    336
UAAUACUGCCUGGUAAUGAUGAC&UGAUUGAAUGUAGACAGGGAUAUGCGUAUAGUUUUCAGUAUUAG
((((((((((((...........&..............)))).................)))))))). -
15.12
>ENSMUSG00000021047 hs-mir-200b   1127   1134
UAAUACUGCCUGGUAAUGAUGAC&AUGUUUUGUGGAGCAUUUUUAUGUCACCAACCAGACAGUAUUU
.(((((((.(((((..((.((((&......................)))).))))))).))))))). -22.70
>ENSMUSG00000021047 hs-mir-200b   2303   2310
UAAUACUGCCUGGUAAUGAUGAC&GCAUUUCAAAUGUCGGGUCUUGAAAAUGUUUUGUUCAGUAUUAG
((((((((((((..(.(((....&.....)))..)..))))..................)))))))). -
15.66
mir-200b ENSRNOG00000004331 7451 nt UTR 2 hits 1126 2300
---------------------------------------------1----------------------------
-----------------1--------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
---
>ENSRNOG00000004331 hs-mir-200b   1126   1133
UAAUACUGCCUGGUAAUGAUGAC&AUGUUUUGUGGAGCAUUUUUAUGUCACCAACCAGACAGUAUUU
.(((((((.(((((..((.((((&......................)))).))))))).))))))). -22.70
>ENSRNOG00000004331 hs-mir-200b   2300   2307
UAAUACUGCCUGGUAAUGAUGAC&GCAUUUCAAAUGUCGGGUCUUUAAAAUGUUUUGUUCAGUAUUAG
((((((((((((..(.(((....&.....)))..)..))))..................)))))))). -
15.66

miRNA: mir-200b
Human predicted target: ENSG00000148516
Mouse predicted target: ENSMUSG00000024238
Rat predicted target: ENSRNOG00000017863
Hs Gene description: TRANSCRIPTION FACTOR 8 (NIL-2-A ZINC FINGER PROTEIN)
(NEGATIVE REGULATOR OF IL2). [Source:SWISSPROT;Acc:P37275] NM_030751
mir-200b ENSG00000148516 3932 nt UTR 7 hits 369 463 892 1243 1313
1964 2960
--------------1---1----------------1-------------1--1---------------------
----1---------------------------------------1-----------------------------
----------
>ENSG00000148516 hs-mir-200b    369    376
UAAUACUGCCUGGUAAUGAUGAC&UAAUUAGAUAUGCAUCUGGCAUUGUUUUAUCUUAUCAGUAUUAU
((((((((...(((((.((((..&...................))))...)))))....)))))))). -
16.60
>ENSG00000148516 hs-mir-200b    463    470
UAAUACUGCCUGGUAAUGAUGAC&AAUUUUUUAUUGGUAAACAUAUGCUAAAUCCGCUUCAGUAUUU



.(((((((..(((..........&.............................)))...))))))). -11.90
>ENSG00000148516 hs-mir-200b    892    899
UAAUACUGCCUGGUAAUGAUGAC&UUAAGCAAGACCUGUGUGCUGUAAGUGCCAUUUCUCAGUAUUU
.(((((((..(((((...((..(&.................)..))...))))).....))))))). -13.90
>ENSG00000148516 hs-mir-200b   1243   1250
UAAUACUGCCUGGUAAUGAUGAC&CAAUUUAUUAACAACAUUAGCUGAUUUUUACCUAUCAGUAUUAU
((((((((...(((((.(((.(.&.....................).))).)))))...)))))))). -
18.70
>ENSG00000148516 hs-mir-200b   1313   1320
UAAUACUGCCUGGUAAUGAUGAC&UGCAACAUUUUUGUACUGUAUGUCUUCAAACCUGGCAGUAUUAA
((((((((((.(((..(((.(((&.....................))).))).))).)))))))))). -
27.20
>ENSG00000148516 hs-mir-200b   1964   1971
UAAUACUGCCUGGUAAUGAUGAC&CAAGCCUGAACUGCUGUCAUUCUUUUCAUCAUUAUCAGUAUUU
.(((((((....((((((((((.&.........................))))))))))))))))). -20.40
>ENSG00000148516 hs-mir-200b   2960   2967
UAAUACUGCCUGGUAAUGAUGAC&AACUUUUCAGAAAGAAAACGUACAUGGACCUUUCCCAGUAUUC
.(((((((...(((.((((((..&..................))).)))..))).....))))))). -16.70
mir-200b ENSMUSG00000024238 3845 nt UTR 4 hits 303 811 1156 1226
------------1-------------------1-------------1--1------------------------
--------------------------------------------------------------------------
------
>ENSMUSG00000024238 hs-mir-200b    303    310
UAAUACUGCCUGGUAAUGAUGAC&UUACAGGAGGCUGGAUGGGCGUCCGGCAUGGCUAGCAGUAUUAU
(((((((((.((((.(((..(((&....................)))...))).))))))))))))). -
23.60
>ENSMUSG00000024238 hs-mir-200b    811    818
UAAUACUGCCUGGUAAUGAUGAC&GCCUUAAGCAAGACCUGUGCUCUAAGUGCCAUUCUCAGUAUUGC
((((((((..(((((..((..((&................))..))....)))))....)))))))). -
16.20
>ENSMUSG00000024238 hs-mir-200b   1156   1163
UAAUACUGCCUGGUAAUGAUGAC&CAGGUGAUGAACAACAGCAGCUGAUUUUUACCUACCAGUAUUAU
((((((((...(((((.(((.(.&.....................).))).)))))...)))))))). -
18.70
>ENSMUSG00000024238 hs-mir-200b   1226   1233
UAAUACUGCCUGGUAAUGAUGAC&UGCAACAUUUUUGUACUGUAUGUCUUUAAGCCUGGCAGUAUUAA
((((((((((.(((..(((.(((&.....................))).))).))).)))))))))). -
25.30
mir-200b ENSRNOG00000017863 3802 nt UTR 10 hits 280 371 934 1118 1188
1983 2074 2645 2829 2899
-----------1--1----------------------1------1--1--------------------------
-----1--1----------------------1-------1-1--------------------------------
-----
>ENSRNOG00000017863 hs-mir-200b    280    287
UAAUACUGCCUGGUAAUGAUGAC&UUACAGGAAGCUCGAUGGGCAUCUGGCUUGGCUGGCAGUAUUAU
((((((((((.(((...((((..&...................))))..))).....)))))))))). -
24.80
>ENSRNOG00000017863 hs-mir-200b    371    378



UAAUACUGCCUGGUAAUGAUGAC&AAUUUUUUAUUGGUAAACAUAUGCUAAAUCCACUUCAGUAUUU
.(((((((..(((..........&.............................)))...))))))). -12.60
>ENSRNOG00000017863 hs-mir-200b    934    941
UAAUACUGCCUGGUAAUGAUGAC&GCUGAAGCACUGGGACAUUUCACACUUCUGUUCCUCAGUAUUC
.(((((((((..((.........&........))..)).....................))))))). -13.99
>ENSRNOG00000017863 hs-mir-200b   1118   1125
UAAUACUGCCUGGUAAUGAUGAC&ACCCAGGUGAUGAACAGCAGCUGAUUUUUACCUACCAGUAUUAU
((((((((...(((((.(((.(.&.....................).))).)))))...)))))))). -
18.70
>ENSRNOG00000017863 hs-mir-200b   1188   1195
UAAUACUGCCUGGUAAUGAUGAC&UGCAACAUUUUUGUACUGUACGUCUUCAAGCCUGGCAGUAUUAA
((((((((((.(((..(((.(((&.....................))).))).))).)))))))))). -
27.80
>ENSRNOG00000017863 hs-mir-200b   1983   1990
UAAUACUGCCUGGUAAUGAUGAC&UUACAGGAAGCUCGAUGGGCAUCUGGCUUGGCUGGCAGUAUUAU
((((((((((.(((...((((..&...................))))..))).....)))))))))). -
24.80
>ENSRNOG00000017863 hs-mir-200b   2074   2081
UAAUACUGCCUGGUAAUGAUGAC&AAUUUUUUAUUGGUAAACAUAUGCUAAAUCCACUUCAGUAUUU
.(((((((..(((..........&.............................)))...))))))). -12.60
>ENSRNOG00000017863 hs-mir-200b   2645   2652
UAAUACUGCCUGGUAAUGAUGAC&GCUGAAGCACUGGGACAUUUCACACUUCUGUUCCUCAGUAUUC
.(((((((((..((.........&........))..)).....................))))))). -13.99
>ENSRNOG00000017863 hs-mir-200b   2829   2836
UAAUACUGCCUGGUAAUGAUGAC&ACCCAGGUGAUGAACAGCAGCUGAUUUUUACCUACCAGUAUUAU
((((((((...(((((.(((.(.&.....................).))).)))))...)))))))). -
18.70
>ENSRNOG00000017863 hs-mir-200b   2899   2906
UAAUACUGCCUGGUAAUGAUGAC&UGCAACAUUUUUGUACUGUACGUCUUCAAGCCUGGCAGUAUUAA
((((((((((.(((..(((.(((&.....................))).))).))).)))))))))). -
27.80

miRNA: mir-200b
Human predicted target: ENSG00000169554
Mouse predicted target: ENSMUSG00000026872
Rat predicted target: ENSRNOG00000004677
Hs Gene description: ZINC FINGER HOMEOBOX PROTEIN 1B (SMAD INTERACTING
PROTEIN 1) (SMADIP1). [Source:SWISSPROT;Acc:O60315] NM_014795
mir-200b ENSG00000169554 3433 nt UTR 5 hits 392 455 813 898 1029
---------------1--1-------------1--1-----1--------------------------------
----------------------------------------------------------------
>ENSG00000169554 hs-mir-200b    392    399
UAAUACUGCCUGGUAAUGAUGAC&AUACAUUUUAAAAAGGUGCCCGCACUACCAUACAUCAGUAUUU
.(((((((..(((((.((.((..&....................)))).))))).....))))))). -15.90
>ENSG00000169554 hs-mir-200b    455    462
UAAUACUGCCUGGUAAUGAUGAC&CCUUUUUAAUUUAAUGUGCUCGCACUACAAUGCAUCAGUAUUAU



((((((((....(((.((.(((.&...................))))).))).......)))))))). -
14.60
>ENSG00000169554 hs-mir-200b    813    820
UAAUACUGCCUGGUAAUGAUGAC&UGUUAAGCUCACCCUGUUCUUUGAAGCACCCAUGUCAGUAUUAG
(((((((((.(((..........&.............................))).).)))))))). -
16.10
>ENSG00000169554 hs-mir-200b    898    905
UAAUACUGCCUGGUAAUGAUGAC&AUUAUUUUCUGUACUUUUUUGUUCAUUAAUUUUGUCAGUAUUAC
((((((((.(...((((((....&......................)))))).....).)))))))). -
16.50
>ENSG00000169554 hs-mir-200b   1029   1036
UAAUACUGCCUGGUAAUGAUGAC&AUUUCCUAAUUUUAUUUAUUUCAUACUGUAGUGUACAGUAUUAU
((((((((..((.((...((((.&....................))))....)).))..)))))))). -
14.80
mir-200b ENSMUSG00000026872 2149 nt UTR 4 hits 464 826 911 1045
------------------1--------------1--1----1--------------------------------
------------
>ENSMUSG00000026872 hs-mir-200b    464    471
UAAUACUGCCUGGUAAUGAUGAC&CCUGUUUAAUUUAAUGUGCCCGCACUACAGUGCAUCAGUAUUAC
((((((((....(((.((.....&...........................)).)))..)))))))). -
14.60
>ENSMUSG00000026872 hs-mir-200b    826    833
UAAUACUGCCUGGUAAUGAUGAC&UGUUAAGCUCACCGUGUUCUUUGAAGCACCCGUGUCAGUAUUAG
((((((((((.(((.(((.(((.&........))).)))............))).).).)))))))). -
15.72
>ENSMUSG00000026872 hs-mir-200b    911    918
UAAUACUGCCUGGUAAUGAUGAC&AUUAUUUUCUGUACUUUUUUGUUCAUUAAUUUUGUCAGUAUUAC
((((((((.(...((((((....&......................)))))).....).)))))))). -
16.50
>ENSMUSG00000026872 hs-mir-200b   1045   1052
UAAUACUGCCUGGUAAUGAUGAC&AUUUCCUAAUUUUAUUUAUUUCAUACUGUAGUGUACAGUAUUAU
((((((((..((.((...((((.&....................))))....)).))..)))))))). -
14.80
mir-200b ENSRNOG00000004677 3784 nt UTR 5 hits 461 816 905 1038 3530
------------------1-------------1---1----1--------------------------------
-------------------------------------------------------------------1------
----
>ENSRNOG00000004677 hs-mir-200b    461    468
UAAUACUGCCUGGUAAUGAUGAC&CCUGUUUAAUUUAAUGUGCCCGCACUACAGUGCAUCAGUAUUAC
((((((((....(((.((.....&...........................)).)))..)))))))). -
14.60
>ENSRNOG00000004677 hs-mir-200b    816    823
UAAUACUGCCUGGUAAUGAUGAC&UGUUAAGCUCACUCUGUUCUUUGAAGCACCCGUGUCAGUAUUAG
((((((((((.(((.........&...........................))).).).)))))))). -
16.00
>ENSRNOG00000004677 hs-mir-200b    905    912
UAAUACUGCCUGGUAAUGAUGAC&UUUUCUGUACUUUUUUUUUGUUCAUUAAUUUUUGUCAGUAUUAC



((((((((.(......((((((.&.....................))))))......).)))))))). -
16.00
>ENSRNOG00000004677 hs-mir-200b   1038   1045
UAAUACUGCCUGGUAAUGAUGAC&AUUUCCUAAUUUUAUUUAUUUCAUACUGUAGUGUACAGUAUUAU
((((((((..((.((...((((.&....................))))....)).))..)))))))). -
14.80
>ENSRNOG00000004677 hs-mir-200b   3530   3537
UAAUACUGCCUGGUAAUGAUGAC&GUAAGCUUAGUUCUGAGAAACUGGGGAAGAGAGACCAGUAUUU
.(((((((((..((..(.(.(((&.........))).).)...))..))..........))))))). -14.10

miRNA: mir-200b
Human predicted target: ENSG00000176165
Mouse predicted target: ENSMUSG00000020950
Rat predicted target: ENSRNOG00000004156
Hs Gene description: FORKHEAD BOX PROTEIN G1B (FORKHEAD-RELATED PROTEIN
FKHL1) (TRANSCRIPTION FACTOR BF-1) (BRAIN FACTOR 1) (BF1) (HFK1).
[Source:SWISSPROT;Acc:P55315] NM_005249
mir-200b ENSG00000176165 2922 nt UTR 2 hits 315 1959
------------1-------------------------------------------------------------
----1--------------------------------------
>ENSG00000176165 hs-mir-200b    315    322
UAAUACUGCCUGGUAAUGAUGAC&GUCUAUCUCUAAGAGCCGCCAGAUUUCCAUGUGUGCAGUAUUAU
((((((((((((((...((((((&))).)))..........)))))............))))))))). -
20.02
>ENSG00000176165 hs-mir-200b   1959   1966
UAAUACUGCCUGGUAAUGAUGAC&AUUUGUUACAAUUGUAUAGUCUGAAAUGUGUUCUGCAGUAUUGG
(((((((((..((..((...(((&..................)))....))....)).))))))))). -
16.30
mir-200b ENSMUSG00000020950 2925 nt UTR 2 hits 314 2614
------------1-------------------------------------------------------------
------------------------------1------------
>ENSMUSG00000020950 hs-mir-200b    314    321
UAAUACUGCCUGGUAAUGAUGAC&GUCUAUCUCAACAGGCUGCCAGAUUUCCAUGUGUGCAGUAUUAU
(((((((((((((((.((.(((.&.......))).))...))))))............))))))))). -
23.00
>ENSMUSG00000020950 hs-mir-200b   2614   2621
UAAUACUGCCUGGUAAUGAUGAC&UUAUGGAAUAAGUAUGUACUACCACGGAGGAAACACAGUAUUAA
(((((((((((((((.((...((&...........))...)).))))).))........)))))))). -
17.60
mir-200b ENSRNOG00000004156 2930 nt UTR 2 hits 315 2649
------------1-------------------------------------------------------------
-------------------------------1------------
>ENSRNOG00000004156 hs-mir-200b    315    322
UAAUACUGCCUGGUAAUGAUGAC&GUCUAUCUCUAAAGGCUGCCAGAUUUCCAUGUGUGCAGUAUUAU
(((((((((((((((..((((((&))).))).........))))))............))))))))). -
21.20
>ENSRNOG00000004156 hs-mir-200b   2649   2656



UAAUACUGCCUGGUAAUGAUGAC&UUUAUGGAAUGAGUAUGUACUACACAGAGGAAAUACAGUAUUGA
(((((((((((((((.((...((&............))...)).))).))).)......)))))))). -
13.80

miRNA: mir-200b
Human predicted target: ENSG00000177189
Mouse predicted target: ENSMUSG00000031309
Rat predicted target: ENSRNOG00000006632
Hs Gene description: RIBOSOMAL PROTEIN S6 KINASE ALPHA 3 (EC 2.7.1.37)
(S6K-ALPHA 3) (90 KDA RIBOSOMAL PROTEIN S6 KINASE 3) (P90-RSK 3)
(RIBOSOMAL S6 KINASE 2) (RSK-2) (PP90RSK2) (INSULIN-STIMULATED PROTEIN
KINASE 1) (ISPK-1). [Source:SWISSPROT;Acc:P51812] NM_004586
mir-200b ENSG00000177189 2577 nt UTR 2 hits 588 1295
-----------------------1---------------------------1----------------------
------------------------------
>ENSG00000177189 hs-mir-200b    588    595
UAAUACUGCCUGGUAAUGAUGAC&CUAUUAAAUCUGGUUAAAUAGUUCACCUGGAUUAACAGUAUUGU
((((((((((.((((((..((((&............))))....))).))).)).....)))))))). -
16.20
>ENSG00000177189 hs-mir-200b   1295   1302
UAAUACUGCCUGGUAAUGAUGAC&AGUUUUCAUAAUGGCCACUGGGCCUGCUUAGAUUGCAGUAUUC
.((((((((.((((.((((.(((&.))).))))....)))).................)))))))). -17.97
mir-200b ENSMUSG00000031309 2553 nt UTR 3 hits 566 1249 1256
----------------------1--------------------------11-----------------------
-----------------------------
>ENSMUSG00000031309 hs-mir-200b    566    573
UAAUACUGCCUGGUAAUGAUGAC&CUAUUAAAUCUGGAUAAAUAGUUCACCUGGAUUAACAGUAUUGU
((((((((((.(((.........&........................))).)).....)))))))). -
15.70
>ENSMUSG00000031309 hs-mir-200b   1249   1256
UAAUACUGCCUGGUAAUGAUGAC&AGAUUUCACAAUGGCCCCUGGCUGCACUUCAAGUGCAGUAUUC
.(((((((((((((..((.(((.&.....)))))...)))...............)).)))))))). -17.06
>ENSMUSG00000031309 hs-mir-200b   1256   1263
UAAUACUGCCUGGUAAUGAUGAC&ACAAUGGCCCCUGGCUGCACUUCAAGUGCAGUAUUCAGUAUUC
.(((((((....(((.(((....&.....................)))..)))......))))))). -12.30
mir-200b ENSRNOG00000006632 2003 nt UTR 2 hits 570 1298
----------------------1----------------------------1----------------------
-------
>ENSRNOG00000006632 hs-mir-200b    570    577
UAAUACUGCCUGGUAAUGAUGAC&CUAUUAAAUCUGGAUAAAUAGUUCACCUGGAUUAACAGUAUUGU
((((((((((.(((.........&........................))).)).....)))))))). -
15.70
>ENSRNOG00000006632 hs-mir-200b   1298   1305
UAAUACUGCCUGGUAAUGAUGAC&CAGAUUUCGCAAUGGCCUCCGGCUGCACUUCGGUGCAGUAUUC
.((((((((((((..........&.............................)))).)))))))). -17.70



miRNA: mir-200b
Human predicted target: ENSG00000179387
Mouse predicted target: ENSMUSG00000035151
Rat predicted target: ENSRNOG00000011225
Hs Gene description: NM_153702
mir-200b ENSG00000179387 2322 nt UTR 3 hits 611 701 1591
------------------------1---1----------------------------------1----------
-------------------
>ENSG00000179387 hs-mir-200b    611    618
UAAUACUGCCUGGUAAUGAUGAC&UCUGUGAUUAUUGAGCAUAACUGAUGAGAGAAUGACAGUAUUGG
((((((((.(...(((((((.((&...)).)))))))....................).)))))))). -
14.30
>ENSG00000179387 hs-mir-200b    701    708
UAAUACUGCCUGGUAAUGAUGAC&UGUUAUUUGAAAGCUUAAAGGCAUUUUCUCAUCUUCAGUAUUU
.(((((((((((((...((((((&.)))))).....)))...)))..............))))))). -12.93
>ENSG00000179387 hs-mir-200b   1591   1598
UAAUACUGCCUGGUAAUGAUGAC&GUUCACUUUAUUACAAUAGUGGCAAUUUAGCUUUUCAGUAUUAC
((((((((((..((((((((((.&..)))..)))))))......)).............)))))))). -
15.31
mir-200b ENSMUSG00000035151 2000 nt UTR 2 hits 676 1538
---------------------------1---------------------------------1------------
------
>ENSMUSG00000035151 hs-mir-200b    676    683
UAAUACUGCCUGGUAAUGAUGAC&UUUUAUCCUAAGGAGUCUAGGCAUUUACUCCAGGUCAGUAUUU
.((((((((((((.((((..(((&..............)))....))))....))))).))))))). -25.00
>ENSMUSG00000035151 hs-mir-200b   1538   1545
UAAUACUGCCUGGUAAUGAUGAC&CUUUGUUUUAUAAUACUAGAAAGGAUUCAGCUUUUCAGUAUUAU
((((((((.((((((...((((.&.......))))..))))))................)))))))). -
14.73
mir-200b ENSRNOG00000011225 2000 nt UTR 2 hits 665 1390
--------------------------1----------------------------1------------------
------
>ENSRNOG00000011225 hs-mir-200b    665    672
UAAUACUGCCUGGUAAUGAUGAC&UCUUAUUUUAAGGACUCUAGGCAUUUACUCCAGUCCAGUAUUU
.(((((((.((((....((((..&.....................))))....))))..))))))). -19.30
>ENSRNOG00000011225 hs-mir-200b   1390   1397
UAAUACUGCCUGGUAAUGAUGAC&UCUUAUUUUAAGGACUCUAGGCAUUUACUCCAGUCCAGUAUUU
.(((((((.((((....((((..&.....................))))....))))..))))))). -19.30

miRNA: mir-202
Human predicted target: ENSG00000077274
Mouse predicted target: ENSMUSG00000041755
Rat predicted target: ENSRNOG00000004882
Hs Gene description: CALPAIN 6 (CALPAMODULIN) (CALPM) (CALPAIN-LIKE
PROTEASE X-LINKED). [Source:SWISSPROT;Acc:Q9Y6Q1] NM_014289
mir-202 ENSG00000077274 3474 nt UTR 2 hits 142 184



-----1-1------------------------------------------------------------------
-----------------------------------------------------------------
>ENSG00000077274 hs-mir-202    142    149
AGAGGUAUAGCGCAUGGGAAGA&AUAAUUAACUCUUCCUCUCUUCUGAUAAAUUCCCCAUACCUCC
.(((((((((.....(((((((&.........))))))).....))............))))))). -19.00
>ENSG00000077274 hs-mir-202    184    191
AGAGGUAUAGCGCAUGGGAAGA&CCAAUCCAAGUAGCAUCUGUAGCUACAUAACCUAUAUACCUCC
.((((((((((((.((((....&....)))).)).))....................)))))))). -18.45
mir-202 ENSMUSG00000041755 2014 nt UTR 2 hits 126 168
-----11-------------------------------------------------------------------
-------
>ENSMUSG00000041755 hs-mir-202    126    133
AGAGGUAUAGCGCAUGGGAAGA&CAUUUAUUAAUGUUUUCUCUUUUCUGAUAUUUCCCAUACCUCC
.(((((((.......((((((.&.............................))))))))))))). -19.41
>ENSMUSG00000041755 hs-mir-202    168    175
AGAGGUAUAGCGCAUGGGAAGA&CUGAUCCAAGUAGCAUCAGUAGCUACAUAACCUAUAUACCUCC
.((((((((((((.((((.((.&))..)))).)).))....................)))))))). -18.55
mir-202 ENSRNOG00000004882 3412 nt UTR 2 hits 127 169
-----11-------------------------------------------------------------------
---------------------------------------------------------------
>ENSRNOG00000004882 hs-mir-202    127    134
AGAGGUAUAGCGCAUGGGAAGA&CAUUUAUUAACGUUUUCUCUUUUCCGAUAUUUCCCAUACCUCC
.(((((((.(...((.((((((&...................)))))).)).....).))))))). -18.50
>ENSRNOG00000004882 hs-mir-202    169    176
AGAGGUAUAGCGCAUGGGAAGA&CUGAUCCAAGUAGCAUCAGUAGCUACAGAACCUAUAUACCUCC
.((((((((((((.((((.((.&))..)))).)).))....................)))))))). -18.55

miRNA: mir-202
Human predicted target: ENSG00000110583
Mouse predicted target: ENSMUSG00000024764
Rat predicted target: ENSRNOG00000021179
Hs Gene description: NM_024771
mir-202 ENSG00000110583 4493 nt UTR 2 hits 875 1900
----------------------------------1---------------------------------------
-1------------------------------------------------------------------------
--------------------------------
>ENSG00000110583 hs-mir-202    875    882
AGAGGUAUAGCGCAUGGGAAGA&CGUUCUUUCUCCUCUGCCUCUCACCUCUACCCCAAAUACCUCUG
((((((((((.(((.(((.(((&.......)))))).)))))................)))))))). -21.89
>ENSG00000110583 hs-mir-202   1900   1907
AGAGGUAUAGCGCAUGGGAAGA&GCUAAAUAUUUAUUGUCUUAGAUCAUGGAUUCCUGAUACCUCUC
((((((((..(.(((((.((((&...............))))...)))))).......)))))))). -20.20
mir-202 ENSMUSG00000024764 4276 nt UTR 3 hits 779 1556 1682
-------------------------------1------------------------------1----1------
--------------------------------------------------------------------------
------------------------
>ENSMUSG00000024764 hs-mir-202    779    786



AGAGGUAUAGCGCAUGGGAAGA&UCCUGCCUGUUCUCACACCUCUCUUCUCAGCCCAGAUACCUCUG
((((((((...((.((((((((&.....................))))))))))....)))))))). -27.20
>ENSMUSG00000024764 hs-mir-202   1556   1563
AGAGGUAUAGCGCAUGGGAAGA&GGUCUGCUUUUGUCUGGCUUGCUAGCUUCUGGGCUAUACCUCUG
(((((((((((.(((((.(((.&.................))).))).....)).))))))))))). -28.70
>ENSMUSG00000024764 hs-mir-202   1682   1689
AGAGGUAUAGCGCAUGGGAAGA&CCUAAUCUCUGUCUGUCUUAGAUCAUGAAUCUCUGAUACCUCC
.(((((((((..(((((.((((&...............))))...))))).....)).))))))). -20.40
mir-202 ENSRNOG00000021179 4118 nt UTR 6 hits 744 1458 1562 2279
3050 3172
-----------------------------1----------------------------1---1-----------
-----------------1-----------------------------1----1---------------------
-----------------
>ENSRNOG00000021179 hs-mir-202    744    751
AGAGGUAUAGCGCAUGGGAAGA&GUCCUGCCUGUUCUCACACCUCCUUCUCAGUCCAGAUACCUCUG
((((((((......(((((((.&......................)))))))......)))))))). -25.30
>ENSRNOG00000021179 hs-mir-202   1458   1465
AGAGGUAUAGCGCAUGGGAAGA&GGUCUACCUUUGUCUGGCUUGCUAGCUUCGGGGCUAUACCUCUG
(((((((((((.(.(((.(((.&.................))).)))......).))))))))))). -28.40
>ENSRNOG00000021179 hs-mir-202   1562   1569
AGAGGUAUAGCGCAUGGGAAGA&AACAUGCUUGCUCUGUCUUAGAUCAUGAAUCUCUGAUACCUCC
.(((((((((..(((((.((((&...............))))...))))).....)).))))))). -20.40
>ENSRNOG00000021179 hs-mir-202   2279   2286
AGAGGUAUAGCGCAUGGGAAGA&GUCCUGCCUGUUCUCACACCUCCUUCUCAGUCCAGAUACCUCUG
((((((((......(((((((.&......................)))))))......)))))))). -25.30
>ENSRNOG00000021179 hs-mir-202   3050   3057
AGAGGUAUAGCGCAUGGGAAGA&UGUCUGGCUUGCUAGCUUCGGGGGGGGGGGGGGCUAUACCUCUG
(((((((((((.(.(((.(((.&.......))).)))................).))))))))))). -27.03
>ENSRNOG00000021179 hs-mir-202   3172   3179
AGAGGUAUAGCGCAUGGGAAGA&CUUUCCUGAUCUCUGUCUUAGAUCAUGAAUCUCUGAUACCUCC
.(((((((((..(((((.((((&...............))))...))))).....)).))))))). -20.40

miRNA: mir-202
Human predicted target: ENSG00000113742
Mouse predicted target: ENSMUSG00000020300
Rat predicted target: ENSRNOG00000020689
mir-202 ENSG00000113742 6172 nt UTR 2 hits 1019 2216
----------------------------------------1---------------------------------
--------------1-----------------------------------------------------------
--------------------------------------------------------------------------
-------------------------
>ENSG00000113742 hs-mir-202   1019   1026
AGAGGUAUAGCGCAUGGGAAGA&CAUUUUGACGUUAAAAAACAACAACAGAUCUAGAGAUACCUCA
.(((((((..(.....(((...&............................))).)..))))))). -17.20
>ENSG00000113742 hs-mir-202   2216   2223
AGAGGUAUAGCGCAUGGGAAGA&GCACACUUUUCACUGACGGGAUAUCUCUUUAUGCAAUACCUCA
.(((((((...((((((..(((&.......................)))..)))))).))))))). -22.40



mir-202 ENSMUSG00000020300 2665 nt UTR 2 hits 944 2150
-------------------------------------1------------------------------------
-----------1---------------------
>ENSMUSG00000020300 hs-mir-202    944    951
AGAGGUAUAGCGCAUGGGAAGA&UCUCCAUUUUGACAUUAAAAACAACGUAUCUAGACAUACCUCA
.(((((((..(.((..((.(((&)))))....)).....................)..))))))). -15.55
>ENSMUSG00000020300 hs-mir-202   2150   2157
AGAGGUAUAGCGCAUGGGAAGA&GCACACUUUUCACUGACGGGAUAUCUCUUUAUGCAAUACCUCA
.(((((((...((((((..(((&.......................)))..)))))).))))))). -22.40
mir-202 ENSRNOG00000020689 2667 nt UTR 2 hits 947 2117
-------------------------------------1------------------------------------
----------1----------------------
>ENSRNOG00000020689 hs-mir-202    947    954
AGAGGUAUAGCGCAUGGGAAGA&UCUCCAUUUUGACAUUAAAAACAACACAUGUAGACAUACCUCA
.(((((((..((((((((.(((&))))).....................))))).)..))))))). -19.19
>ENSRNOG00000020689 hs-mir-202   2117   2124
AGAGGUAUAGCGCAUGGGAAGA&GCACACUUUUCACUGACGGGAUAUCUCUUUAUGCAAUACCUCA
.(((((((...((((((..(((&.......................)))..)))))).))))))). -22.40

miRNA: mir-202
Human predicted target: ENSG00000134323
Mouse predicted target: ENSMUSG00000037169
Rat predicted target: ENSRNOG00000006308
Hs Gene description: N-MYC PROTO-ONCOGENE PROTEIN.
[Source:SWISSPROT;Acc:P04198]
mir-202 ENSG00000134323 2907 nt UTR 2 hits 505 869
--------------------1-------------1---------------------------------------
-------------------------------------------
>ENSG00000134323 hs-mir-202    505    512
AGAGGUAUAGCGCAUGGGAAGA&AUUAGACUGGAAGUUCAUACCUAAGUACUGUAAUAAUACCUCA
.(((((((((..(.((((....&...................)))).)..))......))))))). -19.80
>ENSG00000134323 hs-mir-202    869    876
AGAGGUAUAGCGCAUGGGAAGA&UAUAUAUUUAGUGCUGCAUCUUAUAGCACUUUGAAAUACCUCA
.(((((((((.((((((((...&..................)))))).)).)).....))))))). -21.20
mir-202 ENSMUSG00000037169 2911 nt UTR 2 hits 500 871
-------------------1--------------1---------------------------------------
-------------------------------------------
>ENSMUSG00000037169 hs-mir-202    500    507
AGAGGUAUAGCGCAUGGGAAGA&AUUAGACUGGAAGUUCACACCUAAGUACUGUAAGAAUACCUCA
.(((((((((..(.((((....&...................)))).)..))......))))))). -19.80
>ENSMUSG00000037169 hs-mir-202    871    878
AGAGGUAUAGCGCAUGGGAAGA&UAUAUAUUUAGUGCUGCACCUUAGAGCACUUUGAAAUACCUCA
.(((((((((.((..(((....&..................)))....)).)).....))))))). -19.20
mir-202 ENSRNOG00000006308 2915 nt UTR 4 hits 495 874 1425 1804
-------------------1--------------1---------------------1---------------1-
-------------------------------------------
>ENSRNOG00000006308 hs-mir-202    495    502



AGAGGUAUAGCGCAUGGGAAGA&AUUAGACUGGAAGUUCACACCUAAGUACUGUAAGAAUACCUCA
.(((((((((..(.((((....&...................)))).)..))......))))))). -19.80
>ENSRNOG00000006308 hs-mir-202    874    881
AGAGGUAUAGCGCAUGGGAAGA&UAUAUAUUUAGUGCUGCACCUUAGAGCACUUUGAAAUACCUCA
.(((((((((.((..(((....&..................)))....)).)).....))))))). -19.20
>ENSRNOG00000006308 hs-mir-202   1425   1432
AGAGGUAUAGCGCAUGGGAAGA&AUUAGACUGGAAGUUCACACCUAAGUACUGUAAGAAUACCUCA
.(((((((((..(.((((....&...................)))).)..))......))))))). -19.80
>ENSRNOG00000006308 hs-mir-202   1804   1811
AGAGGUAUAGCGCAUGGGAAGA&UAUAUAUUUAGUGCUGCACCUUAGAGCACUUUGAAAUACCUCA
.(((((((((.((..(((....&..................)))....)).)).....))))))). -19.20

miRNA: mir-202
Human predicted target: ENSG00000164062
Mouse predicted target: ENSMUSG00000032590
Rat predicted target: ENSRNOG00000019603
Hs Gene description: ACYLAMINO-ACID-RELEASING ENZYME (EC 3.4.19.1) (ACYL-
PEPTIDE HYDROLASE) (APH) (ACYLAMINOACYL-PEPTIDASE) (DNF15S2 PROTEIN).
[Source:SWISSPROT;Acc:P13798] NM_001640
mir-202 ENSG00000164062 2000 nt UTR 2 hits 1392 1514
-------------------------------------------------------1----1-------------
------
>ENSG00000164062 hs-mir-202   1392   1399
AGAGGUAUAGCGCAUGGGAAGA&CCCAGCCCCACCUCACACCCUCCCAGGUUGUCCACAUACCUCUC
((((((((.((((.(((((...&....................))))).)).))....)))))))). -22.40
>ENSG00000164062 hs-mir-202   1514   1521
AGAGGUAUAGCGCAUGGGAAGA&UCCAUGCUGUGGGUUCUGGAACAGGGUGCCCAACCAUACCUCA
.(((((((.(((((((((....&))))))).)).........................))))))). -22.37
mir-202 ENSMUSG00000032590 2159 nt UTR 2 hits 1361 1483
------------------------------------------------------1----1--------------
-------------
>ENSMUSG00000032590 hs-mir-202   1361   1368
AGAGGUAUAGCGCAUGGGAAGA&GCUAGCCCUGCCUCACACCCUCUCAACACAUCCACAUACCUCUC
((((((((((.(((.(((....&.....))))))))......................)))))))). -20.64
>ENSMUSG00000032590 hs-mir-202   1483   1490
AGAGGUAUAGCGCAUGGGAAGA&UCCAGGCUGUGGGUUCUGGUUAAUUGUACCCAACCAUACCUCG
.(((((((.(.(..((((....&............................)))).))))))))). -19.50
mir-202 ENSRNOG00000019603 2160 nt UTR 2 hits 1313 1435
----------------------------------------------------1----1----------------
-------------
>ENSRNOG00000019603 hs-mir-202   1313   1320
AGAGGUAUAGCGCAUGGGAAGA&GCCAGCCCUGCCUCACACCCUCUCAACUUGUCCACAUACCUCUC
((((((((((.(((.(((....&.....))))))))......................)))))))). -20.64
>ENSRNOG00000019603 hs-mir-202   1435   1442
AGAGGUAUAGCGCAUGGGAAGA&UCCAGGCUGUGGGUUCUGGUUAAUUGUACCCAACCAUACCUCA
.(((((((.(.(..((((....&............................)))).))))))))). -19.50



miRNA: mir-203
Human predicted target: ENSG00000108523
Mouse predicted target: ENSMUSG00000040746
Rat predicted target: ENSRNOG00000003879
Hs Gene description: NM_015528
mir-203 ENSG00000108523 2210 nt UTR 2 hits 923 1724
------------------------------------1-------------------------------1-----
---------------
>ENSG00000108523 hs-mir-203    923    930
UGAAAUGUUUAGGACCACUAGA&UACUGGGAACGCCGAAGGUGGGAGGCCAUUUCAUAACAUUUCU
.((((((((..((.(((((...&................)))))....)).......)))))))). -19.20
>ENSG00000108523 hs-mir-203   1724   1731
UGAAAUGUUUAGGACCACUAGA&UCCCCAUCCUGCAGCAGUGAGUCCCGGAUCACCGAACAUUUCU
.(((((((((.((((((((...&...............)))).)))).........))))))))). -21.10
mir-203 ENSMUSG00000040746 2198 nt UTR 2 hits 949 1685
-------------------------------------1-----------------------------1------
--------------
>ENSMUSG00000040746 hs-mir-203    949    956
UGAAAUGUUUAGGACCACUAGA&UACUGGGAACGCCGCAGGUGAGAGGCCAUUUCAUAACAUUUCU
.((((((((..((.((.((...&....................)).)))).......)))))))). -15.30
>ENSMUSG00000040746 hs-mir-203   1685   1692
UGAAAUGUUUAGGACCACUAGA&UCCCCGUCUUGCAGCAGUGAGUCCCGGAUCACAGAACAUUUCU
.(((((((((.((((((((...&...............)))).)))).........))))))))). -21.10
mir-203 ENSRNOG00000003879 2200 nt UTR 3 hits 86 860 1552
---1------------------------------1---------------------------1-----------
--------------
>ENSRNOG00000003879 hs-mir-203     86     93
UGAAAUGUUUAGGACCACUAGA&UUCCAGUCUAAUAAGCUGAGGAUGAGGGAUAGGGGACAUUUCU
.(((((((((....((.((...&........................)))).....))))))))). -15.60
>ENSRNOG00000003879 hs-mir-203    860    867
UGAAAUGUUUAGGACCACUAGA&UACUGGGAACGCCGCAGGUGAGAGGCCAUUUCAUAACAUUUCU
.((((((((..((.((.((...&....................)).)))).......)))))))). -15.30
>ENSRNOG00000003879 hs-mir-203   1552   1559
UGAAAUGUUUAGGACCACUAGA&UCCCCGUCUUGCAGCAGUGAGUCCCGGAUCACAGAACAUUUCU
.(((((((((.((((((((...&...............)))).)))).........))))))))). -21.10

miRNA: mir-203
Human predicted target: ENSG00000122641
Mouse predicted target: ENSMUSG00000041324
Rat predicted target: ENSRNOG00000014320
Hs Gene description: INHIBIN BETA A CHAIN PRECURSOR (ACTIVIN BETA-A CHAIN)
(ERYTHROID DIFFERENTIATION PROTEIN) (EDF). [Source:SWISSPROT;Acc:P08476]

NM_002192
mir-203 ENSG00000122641 2458 nt UTR 3 hits 720 897 1311
----------------------------1------1----------------1---------------------
-------------------------



>ENSG00000122641 hs-mir-203    720    727
UGAAAUGUUUAGGACCACUAGA&AGAAUGAAAGAUCAAGGAAAAAAGAAUACCAAGUUACAUUUCGU
((((((((...((.........&............................)).....)))))))). -12.70
>ENSG00000122641 hs-mir-203    897    904
UGAAAUGUUUAGGACCACUAGA&UGAAAGGAAUAUGUUUGUCCAUCUGUUGGAUCCAAACAUUUCU
.(((((((((.((((((.((((&.....................)))).))).)))))))))))). -24.00
>ENSG00000122641 hs-mir-203   1311   1318
UGAAAUGUUUAGGACCACUAGA&UUGGUUUUUGACUCCUUUUACAUCCAUGAAACAGGACAUUUCAU
(((((((((((((((((.....&.))))))).........................)))))))))). -16.91
mir-203 ENSMUSG00000041324 2082 nt UTR 4 hits 878 1056 1466 1749
-----------------------------------1------1---------------1----------1----
----------
>ENSMUSG00000041324 hs-mir-203    878    885
UGAAAUGUUUAGGACCACUAGA&AGAAUGAAAGACCAAGGGAAGAAGAAUACCAAGUUACAUUUCGU
((((((((...((.........&............................)).....)))))))). -12.70
>ENSMUSG00000041324 hs-mir-203   1056   1063
UGAAAUGUUUAGGACCACUAGA&UGAAAGGAAUAUGUUUGUCCAUCUGUUGGAUUCAAACAUUUCU
.(((((((((.((((((.((((&.....................)))).))).)))))))))))). -21.10
>ENSMUSG00000041324 hs-mir-203   1466   1473
UGAAAUGUUUAGGACCACUAGA&UUUGGGUUUUGACUCUUUUACAUCCAUGAAACAGGACAUUUCAU
((((((((((((((((......&....)))))).......................)))))))))). -16.40
>ENSMUSG00000041324 hs-mir-203   1749   1756
UGAAAUGUUUAGGACCACUAGA&UUUUUUUUCUUGCUUUUACUCUGUAGUACGUGGGUACAUUUCAA
((((((((......((((((((&...................))))......))))..)))))))). -16.60
mir-203 ENSRNOG00000014320 2110 nt UTR 3 hits 771 948 1631
------------------------------1------1---------------------------1--------
-----------
>ENSRNOG00000014320 hs-mir-203    771    778
UGAAAUGUUUAGGACCACUAGA&AGAGUGAAAGACCAAGGUAAAAAGAAUACCAAGUUACAUUUCGU
((((((((...(((((......&...............)))..........)).....)))))))). -13.10
>ENSRNOG00000014320 hs-mir-203    948    955
UGAAAUGUUUAGGACCACUAGA&UGAAAGGAAUAUGUUUGUCCAUCUGUUGGAUUCAAACAUUUCU
.(((((((((.((((((.((((&.....................)))).))).)))))))))))). -21.10
>ENSRNOG00000014320 hs-mir-203   1631   1638
UGAAAUGUUUAGGACCACUAGA&AUUUUUUUCUUGCUUUUACUCUGUAUUACGUGGGUACAUUUCAA
((((((((......((((((((&...................))))......))))..)))))))). -16.60

miRNA: mir-203
Human predicted target: ENSG00000125347
Mouse predicted target: ENSMUSG00000018899
Rat predicted target: ENSRNOG00000008144
Hs Gene description: INTERFERON REGULATORY FACTOR 1 (IRF-1).
[Source:SWISSPROT;Acc:P10914] NM_002198
mir-203 ENSG00000125347 2868 nt UTR 2 hits 613 639
------------------------11------------------------------------------------
-----------------------------------------
>ENSG00000125347 hs-mir-203    613    620



UGAAAUGUUUAGGACCACUAGA&AAAAAAACUUGGCACUUUUUCGUGUGGAUCUUGCCACAUUUCU
.(((((((.(((((((((..((&...................))..)))).)))))..))))))). -20.00
>ENSG00000125347 hs-mir-203    639    646
UGAAAUGUUUAGGACCACUAGA&GAUCUUGCCACAUUUCUGAUCAGAGGUGUACACUAACAUUUCC
.((((((((.(((..((((...&........................))))..).)))))))))). -16.50
mir-203 ENSMUSG00000018899 2875 nt UTR 2 hits 612 638
------------------------11------------------------------------------------
-----------------------------------------
>ENSMUSG00000018899 hs-mir-203    612    619
UGAAAUGUUUAGGACCACUAGA&GAAAAAAAAAUGGCACUUUCUCUGUGGACUUUGCCACAUUUCU
.(((((((..(((.((((.(((&....................))))))).)))....))))))). -19.00
>ENSMUSG00000018899 hs-mir-203    638    645
UGAAAUGUUUAGGACCACUAGA&GACUUUGCCACAUUUCUGAUCAGAGGUGUACACUAACAUUUCU
.((((((((.(((..((((...&........................))))..).)))))))))). -16.90
mir-203 ENSRNOG00000008144 2871 nt UTR 2 hits 614 640
------------------------11------------------------------------------------
-----------------------------------------
>ENSRNOG00000008144 hs-mir-203    614    621
UGAAAUGUUUAGGACCACUAGA&GAAAAAAAAAUGGCACUUUCUCUGUGGACUUUGCCACAUUUCU
.(((((((..(((.((((.(((&....................))))))).)))....))))))). -19.00
>ENSRNOG00000008144 hs-mir-203    640    647
UGAAAUGUUUAGGACCACUAGA&GACUUUGCCACAUUUCUGAUCAGAAGUGUACACUAACAUUUCU
.((((((((.(((..((((...&........................))))..).)))))))))). -16.90

miRNA: mir-203
Human predicted target: ENSG00000155744
Mouse predicted target: ENSMUSG00000038174
Rat predicted target: ENSRNOG00000011327
Rat predicted target: ENSRNOG00000012078
Hs Gene description: NM_173822
mir-203 ENSG00000155744 4800 nt UTR 3 hits 44 1197 2945
-1---------------------------------------------1--------------------------
-------------------------------------------1------------------------------
--------------------------------------------
>ENSG00000155744 hs-mir-203     44     51
UGAAAUGUUUAGGACCACUAGA&UCCUCCCUCAUCUUUCUGCUUACCUUUUAAACUGAACAUUUCAU
((((((((((((..........&...............................)))))))))))). -18.90
>ENSG00000155744 hs-mir-203   1197   1204
UGAAAUGUUUAGGACCACUAGA&AACACUGAUACUUCAAUGUGACACAUUUUUAUAGAACAUUUCU
.(((((((((............&.................................))))))))). -13.50
>ENSG00000155744 hs-mir-203   2945   2952
UGAAAUGUUUAGGACCACUAGA&UCUUUUAGGUGAUGUGAAUUGACCUCAGUGAAGAAACAUUUCAU
((((((((((.....((((.((&........................))))))...)))))))))). -17.40
mir-203 ENSMUSG00000038174 2575 nt UTR 3 hits 38 741 1165
-1---------------------------1----------------1---------------------------
-----------------------------
>ENSMUSG00000038174 hs-mir-203     38     45



UGAAAUGUUUAGGACCACUAGA&CUGAUGCCCCUUGUUCUGCUAACCUUCUACACUGAACAUUUCAU
((((((((((((......((((&.........................))))..)))))))))))). -18.70
>ENSMUSG00000038174 hs-mir-203    741    748
UGAAAUGUUUAGGACCACUAGA&CAACAGGUCUUCCCUCCUCCCACAAGGACUUAAGGACAUUUCU
.(((((((((((((((......&.....))))))......................))))))))). -18.34
>ENSMUSG00000038174 hs-mir-203   1165   1172
UGAAAUGUUUAGGACCACUAGA&AACACUGAUGCUUCUAUGUGACACAUUUGUAUAGAACAUUUCU
.(((((((((...(((((((((&............)))).)))........))...))))))))). -16.30
mir-203 ENSRNOG00000011327 2572 nt UTR 3 hits 42 745 1166
-1---------------------------1----------------1---------------------------
-----------------------------
>ENSRNOG00000011327 hs-mir-203     42     49
UGAAAUGUUUAGGACCACUAGA&UGGUGUCCCCUUGUUCUGCUUCCCUUCUACACUGAACAUUUCAU
((((((((((((((.(((((..&)))))))........................)))))))))))). -19.75
>ENSRNOG00000011327 hs-mir-203    745    752
UGAAAUGUUUAGGACCACUAGA&CAACAGGUCUUCCCUCUUCCCACAAGGACUUAAGGACAUUUCC
.(((((((((((((((......&.....))))))......................))))))))). -17.94
>ENSRNOG00000011327 hs-mir-203   1166   1173
UGAAAUGUUUAGGACCACUAGA&AACACUGAUGCUUCAAUGUGACACAUUUGUAUAGAACAUUUCU
.(((((((((...((.......&............................))...))))))))). -13.70
mir-203 ENSRNOG00000012078 2572 nt UTR 3 hits 42 745 1166
-1---------------------------1----------------1---------------------------
-----------------------------
>ENSRNOG00000012078 hs-mir-203     42     49
UGAAAUGUUUAGGACCACUAGA&UGGUGUCCCCUUGUUCUGCUUCCCUUCUACACUGAACAUUUCAU
((((((((((((((.(((((..&)))))))........................)))))))))))). -19.75
>ENSRNOG00000012078 hs-mir-203    745    752
UGAAAUGUUUAGGACCACUAGA&CAACAGGUCUUCCCUCUUCCCACAAGGACUUAAGGACAUUUCC
.(((((((((((((((......&.....))))))......................))))))))). -17.94
>ENSRNOG00000012078 hs-mir-203   1166   1173
UGAAAUGUUUAGGACCACUAGA&AACACUGAUGCUUCAAUGUGACACAUUUGUAUAGAACAUUUCU
.(((((((((...((.......&............................))...))))))))). -13.70

miRNA: mir-203
Human predicted target: ENSG00000162702
Mouse predicted target: ENSMUSG00000041483
Rat predicted target: ENSRNOG00000009099
Hs Gene description: ZINC FINGER PROTEIN 281 (ZINC FINGER DNA BINDING
PROTEIN 99) (TRANSCRIPTION FACTOR ZBP-99) (GC-BOX-BINDING ZINC FINGER
PROTEIN 1). [Source:SWISSPROT;Acc:Q9Y2X9] NM_012482
mir-203 ENSG00000162702 2316 nt UTR 4 hits 456 486 517 547
------------------1111----------------------------------------------------
-------------------
>ENSG00000162702 hs-mir-203    456    463
UGAAAUGUUUAGGACCACUAGA&GUAAUGGAAUAUCCAAUUUACAGAUAGUAUGAUAUACAUUUCAU
((((((((.((.....((((..&........................))))....)).)))))))). -14.60
>ENSG00000162702 hs-mir-203    486    493



UGAAAUGUUUAGGACCACUAGA&GAUAUACAUUUCAUCAUUUAAGUAAGGGAUCGAAAACAUUUCAA
((((((((((..((((.((...&........................)))).))..)))))))))). -18.20
>ENSG00000162702 hs-mir-203    517    524
UGAAAUGUUUAGGACCACUAGA&GAAAACAUUUCAAAUUGCUCUAUCUGGGCUGAUAGACAUUUCGU
(((((((((((......(((((&......................))))).....))))))))))). -20.10
>ENSG00000162702 hs-mir-203    547    554
UGAAAUGUUUAGGACCACUAGA&GAUAGACAUUUCGUCAUUUAAGUAAGGGAUCGAAGACAUUUCAA
((((((((((..((((.((...&........................)))).))..)))))))))). -18.30
mir-203 ENSMUSG00000041483 2321 nt UTR 5 hits 481 512 548 578 2114
-------------------111-1--------------------------------------------------
----------1--------
>ENSMUSG00000041483 hs-mir-203    481    488
UGAAAUGUUUAGGACCACUAGA&GUAAUGGAAUAUCCAAUUUACAAAUAGUAUGAUACACAUUUCGU
((((((((.((.....((((..&........................))))....)).)))))))). -13.70
>ENSMUSG00000041483 hs-mir-203    512    519
UGAAAUGUUUAGGACCACUAGA&AUACACAUUUCGUUGUUUAAGUUAAGGGAUCUUAAACAUUUCAG
((((((((((((((((.((...&........................)))).)))))))))))))). -24.00
>ENSMUSG00000041483 hs-mir-203    548    555
UGAAAUGUUUAGGACCACUAGA&CAUUUCAGAUUGCUCUUUCUGGGCUAAUAGAAUAUACAUUUCAU
((((((((((((..(((..(((&.............)))...))).))))........)))))))). -16.10
>ENSMUSG00000041483 hs-mir-203    578    585
UGAAAUGUUUAGGACCACUAGA&AAUAUACAUUUCAUCAUUUAAGUAAGGGAUCGAAAACAUUUCAA
((((((((((..((((.((...&........................)))).))..)))))))))). -18.20
>ENSMUSG00000041483 hs-mir-203   2114   2121
UGAAAUGUUUAGGACCACUAGA&UGAAGAAAGGAGAUAUCACUUAGUCUCUGUGGAUUACAUUUCAU
((((((((......((((.(((&.........................)))))))...)))))))). -17.90
mir-203 ENSRNOG00000009099 2341 nt UTR 5 hits 482 513 549 579 2090
-------------------111-1--------------------------------------------------
---------1----------
>ENSRNOG00000009099 hs-mir-203    482    489
UGAAAUGUUUAGGACCACUAGA&GUAAUGGAAUAUCCAAUUUACAAAUAGUAUGAUACACAUUUCAU
((((((((.((.....((((..&........................))))....)).)))))))). -14.40
>ENSRNOG00000009099 hs-mir-203    513    520
UGAAAUGUUUAGGACCACUAGA&AUACACAUUUCAUUGUUUAAGUUAAGGGAUCUUAAACAUUUCAA
((((((((((((((((.((...&........................)))).)))))))))))))). -24.00
>ENSRNOG00000009099 hs-mir-203    549    556
UGAAAUGUUUAGGACCACUAGA&CAUUUCAAAUUGCUCUUUCUGGGCUGAUAGAAUAUACAUUUCAU
((((((((((((..(((..(((&.............)))...))).))))........)))))))). -16.20
>ENSRNOG00000009099 hs-mir-203    579    586
UGAAAUGUUUAGGACCACUAGA&AAUAUACAUUUCAUCAUUUAAGUAAGGGAUCGAAAACAUUUCAA
((((((((((..((((.((...&........................)))).))..)))))))))). -18.20
>ENSRNOG00000009099 hs-mir-203   2090   2097
UGAAAUGUUUAGGACCACUAGA&UGAAGAAAGGAGAUAUCACUUAGUCUCUGUGGAUCACAUUUCGU
((((((((....((((((.(((&.........................))))))).)))))))))). -17.80

miRNA: mir-204
Human predicted target: ENSG00000004848



Mouse predicted target: ENSMUSG00000035277
Rat predicted target: ENSRNOG00000003047
Hs Gene description: HOMEOBOX PROTEIN ARX (ARISTALESS RELATED HOMEOBOX).
[Source:SWISSPROT;Acc:Q96QS3] NM_139058
mir-204 ENSG00000004848 2495 nt UTR 3 hits 585 1134 1866
-----------------------1---------------------1----------------------------
1-------------------------
>ENSG00000004848 hs-mir-204    585    592
UUCCCUUUGUCAUCCUAUGCCUG&UUAUCAUACACCAACCAAGGUUUUUAUAUCAAACCAAAGGGAAA
(((((((((.........((((.&.................)))).............))))))))). -
19.25
>ENSG00000004848 hs-mir-204   1134   1141
UUCCCUUUGUCAUCCUAUGCCUG&UCCUGGCAGAGGCCCCUGGUUUGAAUCCGAUCCUCAAAGGGAAC
((((((((((((..(((.((((.&.........))))...)))..)))..........))))))))). -
24.30
>ENSG00000004848 hs-mir-204   1866   1873
UUCCCUUUGUCAUCCUAUGCCUG&GGGCUGGGUCUCGCCGACGCUCCCAGGGUGAUGGGAAAGGGAAG
((((((((.(((((((..((((.&))))......................)).))))).)))))))). -
26.85
mir-204 ENSMUSG00000035277 2648 nt UTR 2 hits 569 1793
----------------------1------------------------------------------------1--
--------------------------------
>ENSMUSG00000035277 hs-mir-204    569    576
UUCCCUUUGUCAUCCUAUGCCUG&UUAUCAUACAUCAACCAAGGUUUUUAUAUCAAACCAAAGGGAAA
(((((((((.........((((.&.................)))).............))))))))). -
19.25
>ENSMUSG00000035277 hs-mir-204   1793   1800
UUCCCUUUGUCAUCCUAUGCCUG&GGGCUGGGUCUCGCCAAUGCUCCCAGGGUGAUGGGAAAGGGAAG
((((((((.(((((((..((((.&))))......................)).))))).)))))))). -
26.85
mir-204 ENSRNOG00000003047 2000 nt UTR 2 hits 574 1798
----------------------1------------------------------------------------1--
------
>ENSRNOG00000003047 hs-mir-204    574    581
UUCCCUUUGUCAUCCUAUGCCUG&UUAUCAUACACCAACCAAGGUUUUUAUAUCAAACCAAAGGGAAA
(((((((((.........((((.&.................)))).............))))))))). -
19.25
>ENSRNOG00000003047 hs-mir-204   1798   1805
UUCCCUUUGUCAUCCUAUGCCUG&GGGCUGGGUCUCGCCAAUGCUCCCAGGGUGAUGGGAAAGGGAAG
((((((((.(((((((..((((.&))))......................)).))))).)))))))). -
26.85

miRNA: mir-204
Human predicted target: ENSG00000095321
Mouse predicted target: ENSMUSG00000026853
Rat predicted target: ENSRNOG00000018145



Hs Gene description: CARNITINE O-ACETYLTRANSFERASE (EC 2.3.1.7) (CARNITINE
ACETYLASE) (CAT). [Source:SWISSPROT;Acc:P43155] NM_144782
mir-204 ENSG00000095321 2605 nt UTR 2 hits 1496 1713
-----------------------------------------------------------1--------1-----
-------------------------------
>ENSG00000095321 hs-mir-204   1496   1503
UUCCCUUUGUCAUCCUAUGCCUG&ACAUCCACCUAGGUGUCCCGCAGCAGGGGGUGGAGAAAGGGAU
.(((((((.(((((((.((.(((&....................))))).)))))))..))))))). -27.20
>ENSG00000095321 hs-mir-204   1713   1720
UUCCCUUUGUCAUCCUAUGCCUG&AGCCCAGACAAUGGAGGAAAUGGAUGGAGGCAGAGAAAGGGAU
.(((((((.((((((....(((.&..............)))....))))))........))))))). -23.40
mir-204 ENSMUSG00000026853 2636 nt UTR 4 hits 461 621 1947 2403
------------------1-----1-------------------------------------------------
---1------------------1---------
>ENSMUSG00000026853 hs-mir-204    461    468
UUCCCUUUGUCAUCCUAUGCCUG&ACCUCCCCAUAGCUAAGGGUUAAGUCUUUGUAGCCAAAGGGAC
.((((((((.((((((..((...&...........))..)))))............).)))))))). -19.70
>ENSMUSG00000026853 hs-mir-204    621    628
UUCCCUUUGUCAUCCUAUGCCUG&AUGGUGGUAUAAUGUGAUUAUGCCAGGUGAUCAAUAAAGGGAAG
((((((((((.(((....(((((&.......................))))))))..)))))))))). -
22.50
>ENSMUSG00000026853 hs-mir-204   1947   1954
UUCCCUUUGUCAUCCUAUGCCUG&UGUUGGGGUCAUUCAAAUCCUCACUUUGGGGGGCUAAAGGGAAC
(((((((((.(..((((.((((.&.....)))).................))))..).))))))))). -
22.37
>ENSMUSG00000026853 hs-mir-204   2403   2410
UUCCCUUUGUCAUCCUAUGCCUG&CAGCUGUGGCAGGACAACCUGGAGAGAGUCCCUUAAAAGGGAC
.(((((((.((.(((..((((((&.........)))).))....)))..))........))))))). -20.10
mir-204 ENSRNOG00000018145 3194 nt UTR 2 hits 554 1625
----------------------1-----------------------------------------1---------
------------------------------------------------------
>ENSRNOG00000018145 hs-mir-204    554    561
UUCCCUUUGUCAUCCUAUGCCUG&AUGGUUGCAUAAUGUGAUUCUGCCAGGCGAUCAAUAAAGGGAAG
((((((((((.(((....(((((&.......................))))))))..)))))))))). -
23.90
>ENSRNOG00000018145 hs-mir-204   1625   1632
UUCCCUUUGUCAUCCUAUGCCUG&AUGGUUGCAUAAUGUGAUUCUGCCAGGCGAUCAAUAAAGGGAAG
((((((((((.(((....(((((&.......................))))))))..)))))))))). -
23.90

miRNA: mir-204
Human predicted target: ENSG00000116273
Mouse predicted target: ENSMUSG00000047777
Rat predicted target: ENSRNOG00000009046
Hs Gene description: NM_153812
mir-204 ENSG00000116273 4360 nt UTR 3 hits 628 657 1398



-------------------------11----------------------------1------------------
--------------------------------------------------------------------------
---------------------------
>ENSG00000116273 hs-mir-204    628    635
UUCCCUUUGUCAUCCUAUGCCUG&CAGCUGGUGGUUCUUAGGUUUCCUUCUGUUUGUUAAAAGGGAC
.(((((((..((.((((.(((..&........)))...))))............))...))))))). -19.92
>ENSG00000116273 hs-mir-204    657    664
UUCCCUUUGUCAUCCUAUGCCUG&UUGUUAAAAGGGACAAUGUGGCCACUUCUCUGUGGAAAGGGAGU
((((((((.(((((((((.(((.&.........)))...))).))..........)))))))))))). -
19.10
>ENSG00000116273 hs-mir-204   1398   1405
UUCCCUUUGUCAUCCUAUGCCUG&UAGGUUUUCAUAAGCAUUGUUUCUUUAAGGCAUGGAAAGGGAAG
((((((((......((((((((.&...........................)))))))))))))))). -
24.80
mir-204 ENSMUSG00000047777 3921 nt UTR 2 hits 534 2020
---------------------1----------------------------------------------------
------1-------------------------------------------------------------------
---------
>ENSMUSG00000047777 hs-mir-204    534    541
UUCCCUUUGUCAUCCUAUGCCUG&GGGGCAGUGGUUCUUUGGGUUUUCACGGUUGGUUUAAAGGGAC
.(((((((((((.((..(((((.&.)))))....................)).)))..)))))))). -21.75
>ENSMUSG00000047777 hs-mir-204   2020   2027
UUCCCUUUGUCAUCCUAUGCCUG&AGAUGGCGGAUCUGGCAGAGCUGAACUGAUGAUGAAAAGGGAC
.(((((((((((((((.((((..&.............)))).)).......))))))..))))))). -24.51
mir-204 ENSRNOG00000009046 3640 nt UTR 4 hits 478 1888 3455 3465
-------------------1------------------------------------------------------
-1--------------------------------------------------------------2-------
>ENSRNOG00000009046 hs-mir-204    478    485
UUCCCUUUGUCAUCCUAUGCCUG&GGGGUGAGUGGUGGUUCUUUGGUUUUUCACUGUUUAAAGGGAC
.(((((((((((((((.(((((.&.))))))).)))))....................)))))))). -21.25
>ENSRNOG00000009046 hs-mir-204   1888   1895
UUCCCUUUGUCAUCCUAUGCCUG&GGGGUGAGUGGUGGUUCUUUGGUUUUUCACUGUUUAAAGGGAC
.(((((((((((((((.(((((.&.))))))).)))))....................)))))))). -21.25
>ENSRNOG00000009046 hs-mir-204   3455   3462
UUCCCUUUGUCAUCCUAUGCCUG&GCAAAGCUGACUGAUAAUGGCUUUUAGCACGAUGCAAAGGGAC
.(((((((((.((((((.(((..&..................)))...)))...)))))))))))). -24.50
>ENSRNOG00000009046 hs-mir-204   3465   3472
UUCCCUUUGUCAUCCUAUGCCUG&CUGAUAAUGGCUUUUAGCACGAUGCAAAGGGACCCAAAGGGAC
.((((((((...((((.(((...&.......................))).))))...)))))))). -24.00

miRNA: mir-204
Human predicted target: ENSG00000119771
Mouse predicted target: ENSMUSG00000020627
Rat predicted target: ENSRNOG00000005371
Hs Gene description: NM_025067
mir-204 ENSG00000119771 3947 nt UTR 3 hits 1216 1252 2139



------------------------------------------------1-1-----------------------
-----------1--------------------------------------------------------------
----------
>ENSG00000119771 hs-mir-204   1216   1223
UUCCCUUUGUCAUCCUAUGCCUG&CAGAACCACUCUUCUUGUCACAUACGAACCUGAGAAAAGGGAAG
((((((((.(((((.((((....&....................)))).))...)))..)))))))). -
18.80
>ENSG00000119771 hs-mir-204   1252   1259
UUCCCUUUGUCAUCCUAUGCCUG&AAGGGAAGCCAGGAGGGAGGUCACACCAUGGCUCAAAAGGGAAA
((((((((((((((((...((((&.........))))....))).......)))))...)))))))). -
24.51
>ENSG00000119771 hs-mir-204   2139   2146
UUCCCUUUGUCAUCCUAUGCCUG&UGAAAAGCCAAGAAGACAAUUGAAGGUAAAAGUUGAAAGGGAC
.(((((((..((.....(((((.&.......................))))).....))))))))). -18.10
mir-204 ENSMUSG00000020627 2000 nt UTR 2 hits 1195 1402
-----------------------------------------------1--------1-----------------
------
>ENSMUSG00000020627 hs-mir-204   1195   1202
UUCCCUUUGUCAUCCUAUGCCUG&CUCCAUGAGGUAAAGCUGACGACCCAGGCCCCGGGAAAGGGAC
.(((((((....(((...(((((&........................)))))...)))))))))). -22.50
>ENSMUSG00000020627 hs-mir-204   1402   1409
UUCCCUUUGUCAUCCUAUGCCUG&CUCUUCUUGUUGCCUUUCUGCAUAGUAACCUGAGAAAAGGGAAG
((((((((.(((..((((((...&...................)))))).....)))..)))))))). -
22.70
mir-204 ENSRNOG00000005371 2000 nt UTR 2 hits 1103 1311
--------------------------------------------1-------1---------------------
------
>ENSRNOG00000005371 hs-mir-204   1103   1110
UUCCCUUUGUCAUCCUAUGCCUG&CUCUGUGAGGUAAAGCUGAGGACCCAGGCCCCAGGAAAGGGAC
.(((((((.....(((..(((((&........................)))))...)))))))))). -22.20
>ENSRNOG00000005371 hs-mir-204   1311   1318
UUCCCUUUGUCAUCCUAUGCCUG&CUCUUCUUGUUGCCUCGUUGCAUAGUAACCUGAGAAAAGGGAAG
((((((((.(((..((((((...&...................)))))).....)))..)))))))). -
22.70

miRNA: mir-204
Human predicted target: ENSG00000146826
Mouse predicted target: ENSMUSG00000036948
Rat predicted target: ENSRNOG00000001376
Hs Gene description: NM_018275
mir-204 ENSG00000146826 2591 nt UTR 2 hits 851 1364
----------------------------------1-------------------1-------------------
------------------------------
>ENSG00000146826 hs-mir-204    851    858
UUCCCUUUGUCAUCCUAUGCCUG&AUCAGACUCAUGUUUAUUAGGGAGUGAGGGAGCACAAAGGGAGG
(((((((((((..(((.(.((((&.................)))).)...)))..).)))))))))). -
27.80



>ENSG00000146826 hs-mir-204   1364   1371
UUCCCUUUGUCAUCCUAUGCCUG&CCUUCUCAUUCACAAUUCUGAUACCAGGGAGUCCCAAAGGGAGG
(((((((((...((((.......&..........................))))....))))))))). -
21.90
mir-204 ENSMUSG00000036948 2583 nt UTR 2 hits 393 1483
---------------1-------------------------------------------1--------------
------------------------------
>ENSMUSG00000036948 hs-mir-204    393    400
UUCCCUUUGUCAUCCUAUGCCUG&CACCCGCAGGGCUGAGAUUAGAGGGUGGUAGUGGUAAAGGGAC
.(((((((..((((((..((((.&........)))).........)))......)))..))))))). -24.10
>ENSMUSG00000036948 hs-mir-204   1483   1490
UUCCCUUUGUCAUCCUAUGCCUG&CCACCAAAGGCAGGAGCUCACCAGACAGGCGUUUGAAAGGGAU
.(((((((..((....(((((((&.........................))))))).))))))))). -22.90
mir-204 ENSRNOG00000001376 4714 nt UTR 2 hits 2519 3626
--------------------------------------------------------------------------
--------------------------1--------------------------------------------1--
-----------------------------------------
>ENSRNOG00000001376 hs-mir-204   2519   2526
UUCCCUUUGUCAUCCUAUGCCUG&CACCUACAGGGCCAAGAUUAGAGGGUGGUAGUGGUAAAGGGAC
.(((((((..(((.((((.((((&..................))).).))))..)))..))))))). -23.30
>ENSRNOG00000001376 hs-mir-204   3626   3633
UUCCCUUUGUCAUCCUAUGCCUG&CCAACAAAGGCAGGAGCUCACCAGACAGGCGCUUGAAAGGGAU
.((((((((((.(((..(((((.&.......))))))))........))).........))))))). -21.30

miRNA: mir-204
Human predicted target: ENSG00000157540
Mouse predicted target: ENSMUSG00000022897
Rat predicted target: ENSRNOG00000001662
Hs Gene description: DUAL-SPECIFICITY TYROSINE-PHOSPHORYLATION REGULATED
KINASE 1A (EC 2.7.1.-) (PROTEIN KINASE MINIBRAIN HOMOLOG) (MNBH) (HP86)
(DUAL SPECIFICITY YAK1-RELATED KINASE). [Source:SWISSPROT;Acc:Q13627]

NM_101395
mir-204 ENSG00000157540 4643 nt UTR 3 hits 159 575 1550
------1---------------1--------------------------------------1------------
--------------------------------------------------------------------------
--------------------------------------
>ENSG00000157540 hs-mir-204    159    166
UUCCCUUUGUCAUCCUAUGCCUG&CAAAGCUGAUUUUUUUUUUAACUUGAAAAGAUUGCAAAGGGAC
.(((((((((.(((.........&.............................))).))))))))). -20.50
>ENSG00000157540 hs-mir-204    575    582
UUCCCUUUGUCAUCCUAUGCCUG&CUCCAGCUUCCACAAACACCAUCUUCAGCUGUAUGAAAGGGAC
.(((((((.......((((((((&.........................)))..)))))))))))). -14.61
>ENSG00000157540 hs-mir-204   1550   1557
UUCCCUUUGUCAUCCUAUGCCUG&UGUUACAUUCUAAGUGUGUUCAGGCUUCUGAAGGUAAAGGGAC
.(((((((..(.((....(((((&....................)))))....)).)..))))))). -26.00
mir-204 ENSMUSG00000022897 4862 nt UTR 4 hits 162 570 1541 2790



------1---------------1--------------------------------------1------------
-------------------------------------1------------------------------------
-----------------------------------------------
>ENSMUSG00000022897 hs-mir-204    162    169
UUCCCUUUGUCAUCCUAUGCCUG&AAAGCUGACUUUUUUUUUUAACUUGAAAAGAUUGCAAAGGGAC
.(((((((((.(((.........&.............................))).))))))))). -20.50
>ENSMUSG00000022897 hs-mir-204    570    577
UUCCCUUUGUCAUCCUAUGCCUG&CUCUAGCACACACAAACAUCAUCUUCAGCUGUGUGAAAGGGAC
.(((((((..((..(...(.(((&.........................)))).)..))))))))). -15.00
>ENSMUSG00000022897 hs-mir-204   1541   1548
UUCCCUUUGUCAUCCUAUGCCUG&UGUCACAUUCUAAAUGUGUUCAGGCUUCUGAAGGGAAAGGGAC
.(((((((.((.((....(((((&....................)))))....)).)).))))))). -25.70
>ENSMUSG00000022897 hs-mir-204   2790   2797
UUCCCUUUGUCAUCCUAUGCCUG&GGUAGGUAAAGCAGGCACAAUCCUGUCGCCUAUGUAAAGGGAAA
(((((((((........((((((&...........)))))).................))))))))). -
20.41
mir-204 ENSRNOG00000001662 4611 nt UTR 4 hits 164 568 1545 2753
------1---------------1--------------------------------------1------------
------------------------------------1-------------------------------------
-------------------------------------
>ENSRNOG00000001662 hs-mir-204    164    171
UUCCCUUUGUCAUCCUAUGCCUG&AAAGCUGACUUUUUUUUUUAACUUGAAAAGAUUGCAAAGGGAC
.(((((((((.(((.........&.............................))).))))))))). -20.50
>ENSRNOG00000001662 hs-mir-204    568    575
UUCCCUUUGUCAUCCUAUGCCUG&CUCCAGCACACACAAACAUCAUCUUCAGCUGUGUGAAAGGGAC
.(((((((..((..(...(.(((&.........................)))).)..))))))))). -15.00
>ENSRNOG00000001662 hs-mir-204   1545   1552
UUCCCUUUGUCAUCCUAUGCCUG&UGUCACAUUCUGAAUGUGCUCAGGCUUCUGAAGGGAAAGGGAU
.(((((((.((.((....(((((&....................)))))....)).)).))))))). -25.80
>ENSRNOG00000001662 hs-mir-204   2753   2760
UUCCCUUUGUCAUCCUAUGCCUG&GUUAGGUCAAGCAGGCACAAUUUAGCGACCUGUGUAAAGGGAAA
((((((((..(((((((((((((&...........)))))).....))).))..))...)))))))). -
23.60

miRNA: mir-205
Human predicted target: ENSG00000131634
Mouse predicted target: ENSMUSG00000024168
Rat predicted target: ENSRNOG00000016494
Hs Gene description: NM_024600
mir-205 ENSG00000131634 2553 nt UTR 1 hits 2263
--------------------------------------------------------------------------
----------------1------------
>ENSG00000131634 hs-mir-205   2263   2270
UCCUUCAUUCCACCGGAGUCUG&UCUGCACAGCUAGUGUGGAAGGCCCGGCAGGGGGAAUGAAGGAU
(((((((((((.((((.((((.&...................)))))))).....))))))))))). -33.20
mir-205 ENSMUSG00000024168 2526 nt UTR 2 hits 404 1025



----------------1-----------------------1---------------------------------
----------------------------
>ENSMUSG00000024168 hs-mir-205    404    411
UCCUUCAUUCCACCGGAGUCUG&GACUUUUACGAAGCAGGACAUCCAGGAAUCUUUUCAUGAAGGGU
(((((((((((...(((((((.&...............)))).))).)))........)))))))). -22.00
>ENSMUSG00000024168 hs-mir-205   1025   1032
UCCUUCAUUCCACCGGAGUCUG&CAGGAAUCACUGCUGGCAUAUGCAGCAAGAGGAAGAUGAAGGC
.(((((((((((.(((..((((&)))).....))).)))..................)))))))). -17.86
mir-205 ENSRNOG00000016494 2528 nt UTR 2 hits 405 2205
----------------1---------------------------------------------------------
--------------1-------------
>ENSRNOG00000016494 hs-mir-205    405    412
UCCUUCAUUCCACCGGAGUCUG&UACUUUUACAAAGCAGAACAUCCAGGAAUCUUUUCAUGAAGGU
.((((((((((...(((.((((&.............))))...))).)))........))))))). -20.50
>ENSRNOG00000016494 hs-mir-205   2205   2212
UCCUUCAUUCCACCGGAGUCUG&CUGACCAGAGUAUUCUGGAUACUUUAAAAUAAAUAAUGAAGGAA
(((((((((...((((((((((&.....))))...))))))................))))))))). -21.11

miRNA: mir-205
Human predicted target: ENSG00000132622
Mouse predicted target: ENSMUSG00000027325
Rat predicted target: ENSRNOG00000021244
Hs Gene description: PROTEIN C20ORF60. [Source:SWISSPROT;Acc:Q96MM6]

NM_052970
mir-205 ENSG00000132622 2943 nt UTR 2 hits 690 1741
---------------------------1-----------------------------------------1----
--------------------------------------------
>ENSG00000132622 hs-mir-205    690    697
UCCUUCAUUCCACCGGAGUCUG&AAAACACCCGUCUGGGAAGGCCCCAAGGUCAGCUUAUGAAGGAC
((((((((...(((((.((((.&.................)))).))..)))......)))))))). -22.00
>ENSG00000132622 hs-mir-205   1741   1748
UCCUUCAUUCCACCGGAGUCUG&GAGGAGGACGAGGGAGGGGCAGGGUGGCAGCACAAAUGAAGGC
.(((((((((((((...((((.&................))))..))))).......)))))))). -23.51
mir-205 ENSMUSG00000027325 2000 nt UTR 2 hits 1043 1488
-----------------------------------------1-----------------1--------------
------
>ENSMUSG00000027325 hs-mir-205   1043   1050
UCCUUCAUUCCACCGGAGUCUG&CGCAGUACCUUCCUCCUGAUCUUGUUGGCCCAUCUAUGAAGGAU
((((((((......((.(((..&..........................)))))....)))))))). -18.90
>ENSMUSG00000027325 hs-mir-205   1488   1495
UCCUUCAUUCCACCGGAGUCUG&GGGGAGGAGACCGGAGAGGCAGGGUGGUGGAAGGAAUGAAGGC
.((((((((((.((((..(((.&.....)))..))))..................)))))))))). -25.41
mir-205 ENSRNOG00000021244 2000 nt UTR 2 hits 1104 1545
--------------------------------------------1----------------1------------
------
>ENSRNOG00000021244 hs-mir-205   1104   1111
UCCUUCAUUCCACCGGAGUCUG&CACAGUACCUUCCUCCUGAUCAAGUUGGCCCAUCUAUGAAGGU



.(((((((......((.(((..&..........................)))))....))))))). -17.10
>ENSRNOG00000021244 hs-mir-205   1545   1552
UCCUUCAUUCCACCGGAGUCUG&GGGAGGAGACUGUGGAGAGGCAGGGUGUGGUAGGAAUGAAGGC
.((((((((((((((.(.((((&....................)))).).)))).)))))))))). -30.90

miRNA: mir-205
Human predicted target: ENSG00000155111
Mouse predicted target: ENSMUSG00000038481
Rat predicted target: ENSRNOG00000000583
mir-205 ENSG00000155111 6557 nt UTR 2 hits 2083 3755
--------------------------------------------------------------------------
---------1----------------------------------------------------------------
--1-----------------------------------------------------------------------
-----------------------------------------
>ENSG00000155111 hs-mir-205   2083   2090
UCCUUCAUUCCACCGGAGUCUG&AUGUGAUUGACUUACAAGUGAAACUGUCUUAUAAUAUGAAGGU
.(((((((..(((..(((((..&........)))))....)))...............))))))). -17.43
>ENSG00000155111 hs-mir-205   3755   3762
UCCUUCAUUCCACCGGAGUCUG&GCUUUUGAGUAAAUUUAUGCAGCAGAAACUAUACAAUGAAGGAA
(((((((((.....((..((((&......................))))..))....))))))))). -19.20
mir-205 ENSMUSG00000038481 4297 nt UTR 2 hits 2000 2631
--------------------------------------------------------------------------
-----1-------------------------1------------------------------------------
------------------------
>ENSMUSG00000038481 hs-mir-205   2000   2007
UCCUUCAUUCCACCGGAGUCUG&CGCGCCCUGUGACUGACUUAUAAAUGCCCUGUGAGAUGAAGGU
.(((((((..(((.((.((...&.........................)))).)))..))))))). -22.60
>ENSMUSG00000038481 hs-mir-205   2631   2638
UCCUUCAUUCCACCGGAGUCUG&CUUUCUCUGUGAAGGAAGCGAAGCCUUUCGUAUACAUGAAGGC
.((((((((((.((((((....&....))))).)..)))...................))))))). -17.40
mir-205 ENSRNOG00000000583 4096 nt UTR 4 hits 1620 1855 3774 4057
----------------------------------------------------------------1---------
1-------------------------------------------------------------------------
--1-----------1-
>ENSRNOG00000000583 hs-mir-205   1620   1627
UCCUUCAUUCCACCGGAGUCUG&AAAUAGUAAUACAGGCUAGCAUACCAGGGCCGAACAUGAAGGC
.(((((((((..((((((((((&...........))))))......)).))...))..))))))). -20.90
>ENSRNOG00000000583 hs-mir-205   1855   1862
UCCUUCAUUCCACCGGAGUCUG&GGGUGGGAAAACAGAGAGCAGGAGACAUUUCCUUCAUGAAGGU
.(((((((((((((........&.))))))............................))))))). -19.68
>ENSRNOG00000000583 hs-mir-205   3774   3781
UCCUUCAUUCCACCGGAGUCUG&ACAGGCUUAUAGUGACAAGCAUACCAGGGCCGAACAUGAAGGC
.(((((((((..((.(((((((&.)))))))..................))...))..))))))). -20.51
>ENSRNOG00000000583 hs-mir-205   4057   4064
UCCUUCAUUCCACCGGAGUCUG&CGUGACAAUAAACUCAUGUGGGAGUGUCAGGUGCCAUGAAGGU
.(((((((..((((.((((...&...........))))..............))))..))))))). -21.16



miRNA: mir-206
Human predicted target: ENSG00000050030
Mouse predicted target: ENSMUSG00000046449
Rat predicted target: ENSRNOG00000002801
Hs Gene description: BA130N24.1 (NOVEL PROTEIN SIMILAR TO REV3L (REV3
(YEAST HOMOLOG)-LIKE, CATALYTIC SUBUNIT OF DNA POLYMERASE ZETA) (POLZ))
(FRAGMENT). [Source:SPTREMBL;Acc:Q9NST0]
mir-206 ENSG00000050030 7828 nt UTR 2 hits 303 1301
------------1---------------------------------------1---------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
------------------
>ENSG00000050030 hs-mir-206    303    310
UGGAAUGUAAGGAAGUGUGUGG&UAUUUGGGGAAGUUGUCCCUGUUAAUUUACUAGAAACAUUCCAG
((((((((..((((((....((&.................)).....)))).))....)))))))). -15.40
>ENSG00000050030 hs-mir-206   1301   1308
UGGAAUGUAAGGAAGUGUGUGG&UCCCCCUACUUUUUAAAAAAAAUUUCACAGCCCCAACAUUCCU
.(((((((..((..((.(((((&........................)))))))))..))))))). -18.70
mir-206 ENSMUSG00000046449 2000 nt UTR 3 hits 310 1225 1853
------------1-----------------------------------1-------------------------
1-----
>ENSMUSG00000046449 hs-mir-206    310    317
UGGAAUGUAAGGAAGUGUGUGG&UAUUUGGGGGACUUGUCCCUGUUAAUUUACUAGAAACAUUCCAG
((((((((.(((((((.(.(.(&....).).).))))...)))...............)))))))). -15.89
>ENSMUSG00000046449 hs-mir-206   1225   1232
UGGAAUGUAAGGAAGUGUGUGG&CCUCCCUUUCACUACUUAGAAACUUCACAGUUCCCACAUUCCU
.(((((((..((((.((((.((&......................)).)))).)))).))))))). -25.00
>ENSMUSG00000046449 hs-mir-206   1853   1860
UGGAAUGUAAGGAAGUGUGUGG&GUGGGUGAGGAGAAAUCUGUGAGGAGAGUUCAGGCACAUUCCU
.(((((((...(((.(.(.(..&......................).).).)))....))))))). -15.90
mir-206 ENSRNOG00000002801 2000 nt UTR 4 hits 316 1260 1728 1891
------------1-------------------------------------1------------------1----
-1----
>ENSRNOG00000002801 hs-mir-206    316    323
UGGAAUGUAAGGAAGUGUGUGG&UGGGGGACUUGUUUGUCCCUGUUAAUUUACUAGAAACAUUCCAG
(((((((((((.((((.(.(.(&).).).)))).))).....................)))))))). -15.49
>ENSRNOG00000002801 hs-mir-206   1260   1267
UGGAAUGUAAGGAAGUGUGUGG&UCCCUUCCACUACUUAAACAAUCUUCACAGUUCCGACAUUCCU
.(((((((..((((.((((.((&......................)).)))).)))).))))))). -25.20
>ENSRNOG00000002801 hs-mir-206   1728   1735
UGGAAUGUAAGGAAGUGUGUGG&AAAUGGAAGGGAGCUUAUCAUGUAUAUAAGUAUACACAUUCCC
.(((((((....(..((((((.&......................))))))..)....))))))). -16.20
>ENSRNOG00000002801 hs-mir-206   1891   1898
UGGAAUGUAAGGAAGUGUGUGG&GUAGGUGAGGAGAAGUCUGUGAGGAGAGUUCAGGCACAUUCCC
.(((((((...(((.(.(.(..&......................).).).)))....))))))). -15.50



miRNA: mir-206
Human predicted target: ENSG00000074696
Mouse predicted target: ENSMUSG00000033629
Rat predicted target: ENSRNOG00000012607
Hs Gene description: BUTYRATE-INDUCED TRANSCRIPT 1.
[Source:RefSeq;Acc:NM_016395] NM_016395
mir-206 ENSG00000074696 3932 nt UTR 3 hits 105 1495 1588
----1------------------------------------------------------1---1----------
--------------------------------------------------------------------------
----------
>ENSG00000074696 hs-mir-206    105    112
UGGAAUGUAAGGAAGUGUGUGG&AAUUCUCAGUGAGGCUAUCUUCCUUUUCCCCAGUAACAUUCCU
.((((((((((((((.((.(.(&.........).).))...)))))))..........))))))). -20.70
>ENSG00000074696 hs-mir-206   1495   1502
UGGAAUGUAAGGAAGUGUGUGG&GUUGGCCAUUGUAAAAAACAUCAGUUUCCUCUCAUACAUUCCAA
((((((((((((((((((((..&.................))).)).))))))....))))))))). -23.30
>ENSG00000074696 hs-mir-206   1588   1595
UGGAAUGUAAGGAAGUGUGUGG&AAGGAGUGAUAGCUCUUUCUGUUCUGCCAUUCCCAACAUUCCU
.(((((((..((.((((.(..(&.......................)..)))))))..))))))). -21.30
mir-206 ENSMUSG00000033629 3468 nt UTR 2 hits 122 1072
----1-------------------------------------1-------------------------------
-----------------------------------------------------------------
>ENSMUSG00000033629 hs-mir-206    122    129
UGGAAUGUAAGGAAGUGUGUGG&GUUUUUUAAAGUAAGGCUGUCUCUCUUUCCCAGUAACAUUCCU
.(((((((..(((((.(.(.((&...................)).).)))))).....))))))). -16.10
>ENSMUSG00000033629 hs-mir-206   1072   1079
UGGAAUGUAAGGAAGUGUGUGG&UGGCUACUGUUCAAGACAGCUUCAGUCUCUCUACCACAUUCCAU
((((((((...(((((((.(((&..........)))..))).))))............)))))))). -17.76
mir-206 ENSRNOG00000012607 2000 nt UTR 2 hits 126 1276
-----1---------------------------------------------1----------------------
------
>ENSRNOG00000012607 hs-mir-206    126    133
UGGAAUGUAAGGAAGUGUGUGG&UGUUUUUUAAAGUAAGGCUGUCUCUUUCCCCAGUAACAUUCCU
.(((((((..(((((.(.(..(&.................)..).).)))))......))))))). -15.30
>ENSRNOG00000012607 hs-mir-206   1276   1283
UGGAAUGUAAGGAAGUGUGUGG&UAGGGCCACCACAAGAGGUCUUGAGUCUCUUCACCACAUUCCAU
((((((((...((((..(((((&........)))))...............))))...)))))))). -23.23

miRNA: mir-206
Human predicted target: ENSG00000144233
Mouse predicted target: ENSMUSG00000041915
Rat predicted target: ENSRNOG00000016250
mir-206 ENSG00000144233 5464 nt UTR 2 hits 2393 4295
--------------------------------------------------------------------------
---------------------1----------------------------------------------------
-----------------------1-----------------------------------------------



>ENSG00000144233 hs-mir-206   2393   2400
UGGAAUGUAAGGAAGUGUGUGG&AGUGGUUUUUGGAGUGAAGAAGCCUUACUCCCUGCACAUUCCC
.(((((((.(((.((((...((&......................)).)))).)))..))))))). -21.80
>ENSG00000144233 hs-mir-206   4295   4302
UGGAAUGUAAGGAAGUGUGUGG&UCGUUUCUUCAAGAGAAAUUAAUGUUCUAGAGAUUACAUUCCAU
((((((((((.((((.......&......)))).......................)))))))))). -17.55
mir-206 ENSMUSG00000041915 5013 nt UTR 2 hits 1178 2285
-----------------------------------------------1--------------------------
-----------------1--------------------------------------------------------
-----------------------------------------------------
>ENSMUSG00000041915 hs-mir-206   1178   1185
UGGAAUGUAAGGAAGUGUGUGG&GUCCAAACUGUUCGUGUUGCUCAUUUAAACUCUUGACAUUCCC
.(((((((.((((((((.(..(&................)..).)))).....)))).))))))). -19.20
>ENSMUSG00000041915 hs-mir-206   2285   2292
UGGAAUGUAAGGAAGUGUGUGG&UCAGUGGUUUCAGAGUGAAGUCGCCUUACUCCUGCACAUUCCC
.(((((((.(((.((((.((((&....................))))..)))))))..))))))). -23.00
mir-206 ENSRNOG00000016250 4098 nt UTR 2 hits 1351 3879
------------------------------------------------------1-------------------
--------------------------------------------------------------------------
-------1--------
>ENSRNOG00000016250 hs-mir-206   1351   1358
UGGAAUGUAAGGAAGUGUGUGG&CCAAACUGUUCGUGUUGCUCAUUUAAAAACUCUUGACAUUCCC
.(((((((.((((((((.(..(&..............)..).)))).......)))).))))))). -18.61
>ENSRNOG00000016250 hs-mir-206   3879   3886
UGGAAUGUAAGGAAGUGUGUGG&CCAAACUGUUCGUGUUGCUCAUUUAAAAACUCUUGACAUUCCC
.(((((((.((((((((.(..(&..............)..).)))).......)))).))))))). -18.61

miRNA: mir-206
Human predicted target: ENSG00000145925
Mouse predicted target: ENSMUSG00000025867
Rat predicted target: ENSRNOG00000000105
Hs Gene description: COMPLEXIN 2 (SYNAPHIN 1) (921-L).
[Source:SWISSPROT;Acc:Q13329] NM_006651
mir-206 ENSG00000145925 2183 nt UTR 2 hits 295 357
-----------1--1-----------------------------------------------------------
--------------
>ENSG00000145925 hs-mir-206    295    302
UGGAAUGUAAGGAAGUGUGUGG&GAAGCCUAAGGUCGUGCUAGUGUGGUGACCCCCAUACAUUCCU
.((((((((.((..(((..(((&...........)))..)..........))..)).)))))))). -18.60
>ENSG00000145925 hs-mir-206    357    364
UGGAAUGUAAGGAAGUGUGUGG&GAGGACCACUGUCCCCAGCCAGCCAAAGUAAUGACACAUUCCAG
((((((((..(((.....((((&.....))))..))).....................)))))))). -18.50
mir-206 ENSMUSG00000025867 2000 nt UTR 2 hits 340 402
-------------1--1---------------------------------------------------------
------
>ENSMUSG00000025867 hs-mir-206    340    347
UGGAAUGUAAGGAAGUGUGUGG&AUGGUCUAUGUUAAUGUGGUGACACUCCCCCCCAUACAUUCCU



.((((((((.((..(.((((.(&...................).)))).)....)).)))))))). -20.60
>ENSMUSG00000025867 hs-mir-206    402    409
UGGAAUGUAAGGAAGUGUGUGG&GAGGACCACUGUCCCCAGCCAGCCAAAGUAAUGACACAUUCCAG
((((((((..(((.....((((&.....))))..))).....................)))))))). -18.50
mir-206 ENSRNOG00000000105 2000 nt UTR 2 hits 329 391
-------------1-1----------------------------------------------------------
------
>ENSRNOG00000000105 hs-mir-206    329    336
UGGAAUGUAAGGAAGUGUGUGG&AUGGUCUACAUUAGUGUGGUAACACUCCCCCCCAUACAUUCCU
.((((((((.((.(((((((((&.....))))............))))).)).....)))))))). -20.40
>ENSRNOG00000000105 hs-mir-206    391    398
UGGAAUGUAAGGAAGUGUGUGG&GAGGACCACUGUCCCCAGCCAGCCAAAGUAAUGACACAUUCCAG
((((((((..(((.....((((&.....))))..))).....................)))))))). -18.50

miRNA: mir-206
Human predicted target: ENSG00000152661
Mouse predicted target: ENSMUSG00000050953
Rat predicted target: ENSRNOG00000000805
Hs Gene description: GAP JUNCTION ALPHA-1 PROTEIN (CONNEXIN 43) (CX43)
(GAP JUNCTION 43 KDA HEART PROTEIN). [Source:SWISSPROT;Acc:P17302]

NM_000165
mir-206 ENSG00000152661 3730 nt UTR 2 hits 478 1609
-------------------1--------------------------------------------1---------
--------------------------------------------------------------------------
--
>ENSG00000152661 hs-mir-206    478    485
UGGAAUGUAAGGAAGUGUGUGG&AAAAGACAGAGGAUUGUCCUUAAGUCCCUGCUAAAACAUUCCAU
(((((((((((((..(.(.((.&......)).).)....)))))..............)))))))). -19.13
>ENSG00000152661 hs-mir-206   1609   1616
UGGAAUGUAAGGAAGUGUGUGG&ACAGUUUUGUACAAUGAAAAUUACUAAUUUGUUUGACAUUCCAU
(((((((((((.((((..((((&....................))))..)))).))).)))))))). -18.10
mir-206 ENSMUSG00000050953 3720 nt UTR 2 hits 477 1601
-------------------1--------------------------------------------1---------
--------------------------------------------------------------------------
-
>ENSMUSG00000050953 hs-mir-206    477    484
UGGAAUGUAAGGAAGUGUGUGG&UGAAAAGACAGGUUGUCCUACAUCCCCGCUAAAAAACAUUCCAG
((((((((.....(((((((((&.................)))))....)))).....)))))))). -20.10
>ENSMUSG00000050953 hs-mir-206   1601   1608
UGGAAUGUAAGGAAGUGUGUGG&AGGAGUUUUUGGACAAUGAGAAACUAAUUUGUUUGACAUUCCAU
(((((((((((.((((..((..&......................))..)))).))).)))))))). -17.30
mir-206 ENSRNOG00000000805 2000 nt UTR 2 hits 480 1668
-------------------1----------------------------------------------1-------
------
>ENSRNOG00000000805 hs-mir-206    480    487
UGGAAUGUAAGGAAGUGUGUGG&GACAGAUUGUCCUACAUCCCCCCCCCCCAAAAAAAACAUUCCAG
((((((((..((..(..(((((&...........)))))..)..))............)))))))). -18.34



>ENSRNOG00000000805 hs-mir-206   1668   1675
UGGAAUGUAAGGAAGUGUGUGG&AAGAGUUUUUGUACAAUGAGAAACUAAUGUGUUUGACAUUCCAC
((((((((.......((((..(&........)..))))....................)))))))). -15.83

miRNA: mir-206
Human predicted target: ENSG00000160211
Mouse predicted target: ENSMUSG00000031400
Rat predicted target: ENSRNOG00000020508
Hs Gene description: GLUCOSE-6-PHOSPHATE 1-DEHYDROGENASE (EC 1.1.1.49)
(G6PD). [Source:SWISSPROT;Acc:P11413] NM_000402
mir-206 ENSG00000160211 2609 nt UTR 3 hits 97 165 433
---1--1----------1--------------------------------------------------------
-------------------------------
>ENSG00000160211 hs-mir-206     97    104
UGGAAUGUAAGGAAGUGUGUGG&GUCGGGAGGACUCCGGGACCAUUGACCUCAGCUGCACAUUCCU
.(((((((.((((.((..((((&..................))))..)).))..))..))))))). -18.90
>ENSG00000160211 hs-mir-206    165    172
UGGAAUGUAAGGAAGUGUGUGG&CCGCCCCUCGCUGCUGCUACUACCCGAGCCCAGCUACAUUCCU
.((((((((.((.((((.((((&))))....))))................))....)))))))). -19.83
>ENSG00000160211 hs-mir-206    433    440
UGGAAUGUAAGGAAGUGUGUGG&CCUGUGGCCUUGCCCGCCAGCCUCAGUGCCACUUGACAUUCCU
.(((((((.(((...((.((((&.............)))))).)))............))))))). -19.32
mir-206 ENSMUSG00000031400 2721 nt UTR 2 hits 210 527
--------1------------1----------------------------------------------------
-----------------------------------
>ENSMUSG00000031400 hs-mir-206    210    217
UGGAAUGUAAGGAAGUGUGUGG&UGCUGCUGCCACUGCCACCACCAGUAAACCCAGCUACAUUCCU
.((((((((.((..(((.((((&..............))))))).......))....)))))))). -20.50
>ENSMUSG00000031400 hs-mir-206    527    534
UGGAAUGUAAGGAAGUGUGUGG&CCUGCCCAUGGCCACACUAGCCUCAGUGCUACUAGACAUUCCU
.(((((((..((.(((((((((&...........))))))..........))).))..))))))). -23.80
mir-206 ENSRNOG00000020508 2000 nt UTR 2 hits 214 535
--------1------------1----------------------------------------------------
------
>ENSRNOG00000020508 hs-mir-206    214    221
UGGAAUGUAAGGAAGUGUGUGG&UGCUGCUGCCACUGCCACUACCACUAAGCCCAGCUACAUUCCU
.((((((((.((.((((.((((&..............))))...))))...))....)))))))). -23.70
>ENSRNOG00000020508 hs-mir-206    535    542
UGGAAUGUAAGGAAGUGUGUGG&CCUGCCCAUAGCCACACUAGCCUUAGUGCUACUUGACAUUCCU
.(((((((((((....((((((&...........))))))...))))...........))))))). -24.70

miRNA: mir-206
Human predicted target: ENSG00000166068
Mouse predicted target: ENSMUSG00000027351
Rat predicted target: ENSRNOG00000005209
Hs Gene description: NM_152594



mir-206 ENSG00000166068 4376 nt UTR 2 hits 604 1440
------------------------1--------------------------------1----------------
--------------------------------------------------------------------------
----------------------------
>ENSG00000166068 hs-mir-206    604    611
UGGAAUGUAAGGAAGUGUGUGG&CUGAAGUAGAUAUAUAUAUAUAUAUAUCUACUGUCACAUUCCAU
((((((((.((...(((((((.&....................)))))))...))...)))))))). -19.50
>ENSG00000166068 hs-mir-206   1440   1447
UGGAAUGUAAGGAAGUGUGUGG&AUUAAAACUCUAACCAAGGAAAGGGUUCUUUAAGAACAUUCCC
.(((((((((((((.(.(.(((&.............))).....).).))))))....))))))). -18.60
mir-206 ENSMUSG00000027351 2000 nt UTR 2 hits 584 1214
-----------------------1------------------------1-------------------------
------
>ENSMUSG00000027351 hs-mir-206    584    591
UGGAAUGUAAGGAAGUGUGUGG&CUAGUUCUGAGGUAGAUGUGCACAUAUCUGCCACCACAUUCCAU
((((((((..((..(((((((.&....................)))))))...))...)))))))). -24.30
>ENSMUSG00000027351 hs-mir-206   1214   1221
UGGAAUGUAAGGAAGUGUGUGG&UCAAUCCACCAUUGUGAAUGGAAAUCUUAUACACCACAUUCCU
.(((((((..((.((((.((((&.....))))))))....................))))))))). -18.60
mir-206 ENSRNOG00000005209 2003 nt UTR 2 hits 587 1222
-----------------------1------------------------1-------------------------
-------
>ENSRNOG00000005209 hs-mir-206    587    594
UGGAAUGUAAGGAAGUGUGUGG&CUAGCUCUGAGGUAGAUGUGCACACAUCUGCCACCACAUUCCAU
((((((((..((..(((((((.&....................)))))))...))...)))))))). -26.20
>ENSRNOG00000005209 hs-mir-206   1222   1229
UGGAAUGUAAGGAAGUGUGUGG&UCAAUCCACCAUUGUGAAUGGAAAUCUCGUAUAUCACAUUCCU
.(((((((.....((((.((((&.....))))))))......................))))))). -17.63

miRNA: mir-206
Human predicted target: ENSG00000176697
Mouse predicted target: ENSMUSG00000048482
Rat predicted target: ENSRNOG00000005051
Hs Gene description: BRAIN-DERIVED NEUROTROPHIC FACTOR PRECURSOR (BDNF).
[Source:SWISSPROT;Acc:P23560] NM_170733
mir-206 ENSG00000176697 2498 nt UTR 3 hits 220 390 1322
--------1------1------------------------------------1---------------------
--------------------------
>ENSG00000176697 hs-mir-206    220    227
UGGAAUGUAAGGAAGUGUGUGG&ACAGUCAUUUGCGCACAACUUAAAAAGUCUGCAUUACAUUCCU
.(((((((((((..(((((..(&........)..)))))..)).............))))))))). -22.61
>ENSG00000176697 hs-mir-206    390    397
UGGAAUGUAAGGAAGUGUGUGG&AAACACACACACACACAACAAAAAUUUGAACCAAAACAUUCCGU
((((((((..((..(((((((.&.........)))))))..............))...)))))))). -22.49
>ENSG00000176697 hs-mir-206   1322   1329
UGGAAUGUAAGGAAGUGUGUGG&CAAGGUCUAGGUGGAGGUGGGGCAUGGUAUUUGAGACAUUCCAA
((((((((.(((.(.(((((..&.....................))))).).)))...)))))))). -18.60



mir-206 ENSMUSG00000048482 4854 nt UTR 2 hits 213 1306
--------1-------------------------------------------1---------------------
--------------------------------------------------------------------------
-----------------------------------------------
>ENSMUSG00000048482 hs-mir-206    213    220
UGGAAUGUAAGGAAGUGUGUGG&ACAGUCAUUUGCGCACAACUUUAAAAGUCUGCAUUACAUUCCU
.(((((((((.((((((((((.&...........)))))).))))...........))))))))). -25.00
>ENSMUSG00000048482 hs-mir-206   1306   1313
UGGAAUGUAAGGAAGUGUGUGG&AAGGUCUAGGAUGGAGGUGGGGAAUGGUACUUGAGACAUUCCU
.(((((((....(((((.....&...........................)))))...))))))). -16.70
mir-206 ENSRNOG00000005051 2266 nt UTR 2 hits 217 1298
--------1------------------------------------------1----------------------
-----------------
>ENSRNOG00000005051 hs-mir-206    217    224
UGGAAUGUAAGGAAGUGUGUGG&ACAGUCAUUUGCGCACAACUUUAAAAGUCUGCAUUACAUUCCU
.(((((((((.((((((((((.&...........)))))).))))...........))))))))). -25.00
>ENSRNOG00000005051 hs-mir-206   1298   1305
UGGAAUGUAAGGAAGUGUGUGG&UGAGGUCUAGAUGGAGGUGGGGAAUGGUACUUGAGACAUUCCU
.(((((((....(((((.....&...........................)))))...))))))). -16.70

miRNA: mir-206
Human predicted target: ENSG00000179036
Mouse predicted target: ENSMUSG00000020894
Rat predicted target: ENSRNOG00000006989
Hs Gene description: VESICLE-ASSOCIATED MEMBRANE PROTEIN 2 (VAMP-2)
(SYNAPTOBREVIN 2). [Source:SWISSPROT;Acc:P19065] NM_014232
mir-206 ENSG00000179036 3727 nt UTR 4 hits 964 1004 3291 3331
--------------------------------------1-1---------------------------------
---------------------------------------------------------1-1--------------
--
>ENSG00000179036 hs-mir-206    964    971
UGGAAUGUAAGGAAGUGUGUGG&UGGACCAAUAAUUCUGCCACUUCGGGUUUCUCCCUACAUUCCU
.((((((((.(((((((.(..(&.............)..))))).........))).)))))))). -23.70
>ENSG00000179036 hs-mir-206   1004   1011
UGGAAUGUAAGGAAGUGUGUGG&CCUGCUCCCCAGUUUUCAUGUGGGGUACUCAACUGACAUUCCC
.(((((((.((....((.(((.&.........................))).)).)).))))))). -17.50
>ENSG00000179036 hs-mir-206   3291   3298
UGGAAUGUAAGGAAGUGUGUGG&UGGACCAAUAAUUCUGCCACUUCGGGUUUCUCCCUACAUUCCU
.((((((((.(((((((.(..(&.............)..))))).........))).)))))))). -23.70
>ENSG00000179036 hs-mir-206   3331   3338
UGGAAUGUAAGGAAGUGUGUGG&CCUGCUCCCCAGUUUUCAUGUGGGGUACUCAACUGACAUUCCC
.(((((((.((....((.(((.&.........................))).)).)).))))))). -17.50
mir-206 ENSMUSG00000020894 3731 nt UTR 2 hits 952 992
--------------------------------------11----------------------------------
--------------------------------------------------------------------------
--
>ENSMUSG00000020894 hs-mir-206    952    959



UGGAAUGUAAGGAAGUGUGUGG&UGGACCAAUAAUUCUGCCACUCGGGGUCUCUCCCUACAUUCCU
.((((((((.(((((((.(..(&.............)..))))).........))).)))))))). -23.70
>ENSMUSG00000020894 hs-mir-206    992    999
UGGAAUGUAAGGAAGUGUGUGG&CCUGCUCCCCAGUUUUCAUGUGGGGCACUCAACUGACAUUCCC
.(((((((.((..(((((.(.(&....................).).)))))...)).))))))). -20.70
mir-206 ENSRNOG00000006989 4248 nt UTR 2 hits 1464 1504
----------------------------------------------------------1-1-------------
--------------------------------------------------------------------------
----------------------
>ENSRNOG00000006989 hs-mir-206   1464   1471
UGGAAUGUAAGGAAGUGUGUGG&UGGACCAAUAAUUCUGCCACUUGGGGUCUCUCCCUACAUUCCU
.((((((((.(((((((.(..(&.............)..))))).........))).)))))))). -23.70
>ENSRNOG00000006989 hs-mir-206   1504   1511
UGGAAUGUAAGGAAGUGUGUGG&CCUGCUCCCCAGUUUUCGUGUGGGGCAUUCAGCUGACAUUCCC
.(((((((.((..(((((.(.(&....................).).)))))...)).))))))). -17.30

miRNA: mir-206
Human predicted target: ENSG00000180318
Mouse predicted target: ENSMUSG00000036602
Rat predicted target: ENSRNOG00000004390
Hs Gene description: CARTILAGE HOMEOPROTEIN 1 (CART-1).
[Source:SWISSPROT;Acc:Q15699] NM_006982
mir-206 ENSG00000180318 2306 nt UTR 3 hits 1123 1476 2190
--------------------------------------------1--------------1--------------
-------------1-----
>ENSG00000180318 hs-mir-206   1123   1130
UGGAAUGUAAGGAAGUGUGUGG&CCCCUUUGAUUUACUUCUCCUCCCUUUACCCUGUCACAUUCCAA
((((((((.(((..(((...((&......................))..))))))...)))))))). -19.20
>ENSG00000180318 hs-mir-206   1476   1483
UGGAAUGUAAGGAAGUGUGUGG&AAGCUGAUGAUAGAAAUGAGUAAUGUCCUAAACAAACAUUCCC
.(((((((.((((.........&.........................))))......))))))). -15.00
>ENSG00000180318 hs-mir-206   2190   2197
UGGAAUGUAAGGAAGUGUGUGG&AUGGCAGUAAGAAUCUCAUGAAUUUUCCUGUGUUAACAUUCCAA
((((((((.((((((..(((((&...............)))))...))))))......)))))))). -21.10
mir-206 ENSMUSG00000036602 3341 nt UTR 2 hits 1096 1460
-------------------------------------------1--------------1---------------
------------------------------------------------------------
>ENSMUSG00000036602 hs-mir-206   1096   1103
UGGAAUGUAAGGAAGUGUGUGG&CUUCUUUGAUUUCCUUCUACUCCCUUCCCCCUGUCACAUUCCAA
((((((((..(((((.(.((((&................)))).).))))).......)))))))). -22.70
>ENSMUSG00000036602 hs-mir-206   1460   1467
UGGAAUGUAAGGAAGUGUGUGG&AGGCAGAUGAUGGAGAUGAGCAACAUCCUAAACAAACAUUCCU
.(((((((.((((.((.(((..&...................))))).))))......))))))). -18.20
mir-206 ENSRNOG00000004390 3008 nt UTR 2 hits 1180 1518
-----------------------------------------------1------------1-------------
-----------------------------------------------
>ENSRNOG00000004390 hs-mir-206   1180   1187



UGGAAUGUAAGGAAGUGUGUGG&CUUCUUUGAUUUACUUCUCCUCGCUUCCCCCUGUCACAUUCCAA
((((((((..(((((((...((&..................)).))))))).......)))))))). -23.50
>ENSRNOG00000004390 hs-mir-206   1518   1525
UGGAAUGUAAGGAAGUGUGUGG&AGGCAGAUGAUGGAGAUGAGAGAUGUCCUAAACAAACAUUCCU
.(((((((.((((.((.(((..&..))).)).................))))......))))))). -16.57

miRNA: mir-210
Human predicted target: ENSG00000105371
Mouse predicted target: ENSMUSG00000001014
Rat predicted target: ENSRNOG00000020682
Hs Gene description: INTERCELLULAR ADHESION MOLECULE-4 PRECURSOR (ICAM-4)
(LANDSTEINER- WIENER BLOOD GROUP GLYCOPROTEIN) (LW BLOOD GROUP PROTEIN)
(CD242 ANTIGEN). [Source:SWISSPROT;Acc:Q14773] NM_001544
mir-210 ENSG00000105371 2418 nt UTR 1 hits 1274
--------------------------------------------------1-----------------------
-----------------------
>ENSG00000105371 hs-mir-210   1274   1281
CUGUGCGUGUGACAGCGGCUG&GGAUUCUAAUUUAGACGCCCGCGAACGCUGCGCGCACGCACAC
.((((((((((...(((((..&..........................))))).)))))))))). -31.80
mir-210 ENSMUSG00000001014 2099 nt UTR 1 hits 938
-------------------------------------1------------------------------------
----------
>ENSMUSG00000001014 hs-mir-210    938    945
CUGUGCGUGUGACAGCGGCUG&CGACUCUAAUUUAGAAGCCUGCGAACGCUGCGCACACGCACAC
.((((((((((...(((((..&..........................))))).)))))))))). -32.20
mir-210 ENSRNOG00000020682 2102 nt UTR 1 hits 1002
----------------------------------------1---------------------------------
-----------
>ENSRNOG00000020682 hs-mir-210   1002   1009
CUGUGCGUGUGACAGCGGCUG&CGACUCUAAUUUAGACGCCUGCGAACGCUGCGCACACGCACAC
.((((((((((...(((((..&..........................))))).)))))))))). -32.20

miRNA: mir-210
Human predicted target: ENSG00000171246
Mouse predicted target: ENSMUSG00000025582
Rat predicted target: ENSRNOG00000003741
Hs Gene description: NEURONAL PENTRAXIN I PRECURSOR (NP-I) (NP1).
[Source:SWISSPROT;Acc:Q15818] NM_002522
mir-210 ENSG00000171246 5672 nt UTR 2 hits 121 127
----11--------------------------------------------------------------------
--------------------------------------------------------------------------
--------------------------------------------------------------------------
-----
>ENSG00000171246 hs-mir-210    121    128
CUGUGCGUGUGACAGCGGCUG&UCCCCAGGAAUGAACCGAGGCCGUCGCCCCUGCACACGCACAC
.((((((((((.((((((((.&..................)))))......))))))))))))). -32.00



>ENSG00000171246 hs-mir-210    127    134
CUGUGCGUGUGACAGCGGCUG&GGAAUGAACCGAGGCCGUCGCCCCUGCACACGCACACGCACAC
.((((((((((...((((((.&............))))))..............)))))))))). -29.43
mir-210 ENSMUSG00000025582 5101 nt UTR 2 hits 120 126
----11--------------------------------------------------------------------
--------------------------------------------------------------------------
---------------------------------------------------------
>ENSMUSG00000025582 hs-mir-210    120    127
CUGUGCGUGUGACAGCGGCUG&CCCCCAGGAAUGACUCAAGGCCAUGGCCCCUGCACACGCACAC
.((((((((((.(((.((((.&........................)))).))))))))))))). -33.40
>ENSMUSG00000025582 hs-mir-210    126    133
CUGUGCGUGUGACAGCGGCUG&GGAAUGACUCAAGGCCAUGGCCCCUGCACACGCACACGCACAC
.((((((((((.(((.((((.&..................)))).)))......)))))))))). -30.20
mir-210 ENSRNOG00000003741 5477 nt UTR 2 hits 128 134
-----2--------------------------------------------------------------------
--------------------------------------------------------------------------
------------------------------------------------------------------------
>ENSRNOG00000003741 hs-mir-210    128    135
CUGUGCGUGUGACAGCGGCUG&CCCCCAGGAAUGACUCAAGGUCAUGGCCCCUGCACACGCACAC
.((((((((((.(((.((((.&........................)))).))))))))))))). -33.40
>ENSRNOG00000003741 hs-mir-210    134    141
CUGUGCGUGUGACAGCGGCUG&GGAAUGACUCAAGGUCAUGGCCCCUGCACACGCACACGCACAC
.((((((((((.(((.((((.&..................)))).)))......)))))))))). -30.20

miRNA: mir-211
Human predicted target: ENSG00000004848
Mouse predicted target: ENSMUSG00000035277
Rat predicted target: ENSRNOG00000003047
Hs Gene description: HOMEOBOX PROTEIN ARX (ARISTALESS RELATED HOMEOBOX).
[Source:SWISSPROT;Acc:Q96QS3] NM_139058
mir-211 ENSG00000004848 2495 nt UTR 3 hits 585 1134 1866
-----------------------1---------------------1----------------------------
1-------------------------
>ENSG00000004848 hs-mir-211    585    592
UUCCCUUUGUCAUCCUUCGCCU&UUAUCAUACACCAACCAAGGUUUUUAUAUCAAACCAAAGGGAAA
(((((((((.........((((&.................)))).............))))))))). -17.85
>ENSG00000004848 hs-mir-211   1134   1141
UUCCCUUUGUCAUCCUUCGCCU&UCCUGGCAGAGGCCCCUGGUUUGAAUCCGAUCCUCAAAGGGAAC
((((((((((((..((..((((&.........))))....))..)))..........))))))))). -23.00
>ENSG00000004848 hs-mir-211   1866   1873
UUCCCUUUGUCAUCCUUCGCCU&GGGCUGGGUCUCGCCGACGCUCCCAGGGUGAUGGGAAAGGGAAG
((((((((((((((((((((((&)))).)).................))))))))...)))))))). -26.02
mir-211 ENSMUSG00000035277 2648 nt UTR 2 hits 569 1793
----------------------1------------------------------------------------1--
--------------------------------
>ENSMUSG00000035277 hs-mir-211    569    576
UUCCCUUUGUCAUCCUUCGCCU&UUAUCAUACAUCAACCAAGGUUUUUAUAUCAAACCAAAGGGAAA



(((((((((.........((((&.................)))).............))))))))). -17.85
>ENSMUSG00000035277 hs-mir-211   1793   1800
UUCCCUUUGUCAUCCUUCGCCU&GGGCUGGGUCUCGCCAAUGCUCCCAGGGUGAUGGGAAAGGGAAG
((((((((((((((((((((((&)))).)).................))))))))...)))))))). -26.02
mir-211 ENSRNOG00000003047 2000 nt UTR 2 hits 574 1798
----------------------1------------------------------------------------1--
------
>ENSRNOG00000003047 hs-mir-211    574    581
UUCCCUUUGUCAUCCUUCGCCU&UUAUCAUACACCAACCAAGGUUUUUAUAUCAAACCAAAGGGAAA
(((((((((.........((((&.................)))).............))))))))). -17.85
>ENSRNOG00000003047 hs-mir-211   1798   1805
UUCCCUUUGUCAUCCUUCGCCU&GGGCUGGGUCUCGCCAAUGCUCCCAGGGUGAUGGGAAAGGGAAG
((((((((((((((((((((((&)))).)).................))))))))...)))))))). -26.02

miRNA: mir-211
Human predicted target: ENSG00000095321
Mouse predicted target: ENSMUSG00000026853
Rat predicted target: ENSRNOG00000018145
Hs Gene description: CARNITINE O-ACETYLTRANSFERASE (EC 2.3.1.7) (CARNITINE
ACETYLASE) (CAT). [Source:SWISSPROT;Acc:P43155] NM_144782
mir-211 ENSG00000095321 2605 nt UTR 2 hits 1496 1713
-----------------------------------------------------------1--------1-----
-------------------------------
>ENSG00000095321 hs-mir-211   1496   1503
UUCCCUUUGUCAUCCUUCGCCU&ACAUCCACCUAGGUGUCCCGCAGCAGGGGGUGGAGAAAGGGAU
.(((((((.(((((((((((((&..........)))))..........))))))))..))))))). -26.90
>ENSG00000095321 hs-mir-211   1713   1720
UUCCCUUUGUCAUCCUUCGCCU&AGCCCAGACAAUGGAGGAAAUGGAUGGAGGCAGAGAAAGGGAU
.(((((((.((..((((((((.&.....................)).))))))..)).))))))). -27.00
mir-211 ENSMUSG00000026853 2636 nt UTR 4 hits 461 621 1947 2403
------------------1-----1-------------------------------------------------
---1------------------1---------
>ENSMUSG00000026853 hs-mir-211    461    468
UUCCCUUUGUCAUCCUUCGCCU&ACCUCCCCAUAGCUAAGGGUUAAGUCUUUGUAGCCAAAGGGAC
.((((((((.(((((((.((..&...........)).))))))............).)))))))). -21.70
>ENSMUSG00000026853 hs-mir-211    621    628
UUCCCUUUGUCAUCCUUCGCCU&AUGGUGGUAUAAUGUGAUUAUGCCAGGUGAUCAAUAAAGGGAAG
((((((((((......((((((&........................))))))...)))))))))). -23.40
>ENSMUSG00000026853 hs-mir-211   1947   1954
UUCCCUUUGUCAUCCUUCGCCU&UGUUGGGGUCAUUCAAAUCCUCACUUUGGGGGGCUAAAGGGAAC
(((((((((...((((((((((&.....))))..................)))))).))))))))). -21.36
>ENSMUSG00000026853 hs-mir-211   2403   2410
UUCCCUUUGUCAUCCUUCGCCU&CAGCUGUGGCAGGACAACCUGGAGAGAGUCCCUUAAAAGGGAC
.(((((((((..((((..(((.&.......)))))))..)).................))))))). -19.62
mir-211 ENSRNOG00000018145 3194 nt UTR 2 hits 554 1625
----------------------1-----------------------------------------1---------
------------------------------------------------------



>ENSRNOG00000018145 hs-mir-211    554    561
UUCCCUUUGUCAUCCUUCGCCU&AUGGUUGCAUAAUGUGAUUCUGCCAGGCGAUCAAUAAAGGGAAG
((((((((((......((((((&........................))))))...)))))))))). -25.30
>ENSRNOG00000018145 hs-mir-211   1625   1632
UUCCCUUUGUCAUCCUUCGCCU&AUGGUUGCAUAAUGUGAUUCUGCCAGGCGAUCAAUAAAGGGAAG
((((((((((......((((((&........................))))))...)))))))))). -25.30

miRNA: mir-211
Human predicted target: ENSG00000105997
Mouse predicted target: ENSMUSG00000038270
Rat predicted target: ENSRNOG00000006281
Hs Gene description: HOMEOBOX PROTEIN HOX-A3 (HOX-1E).
[Source:SWISSPROT;Acc:O43365] NM_153632
mir-211 ENSG00000105997 3725 nt UTR 2 hits 1475 1821
----------------------------------------------------------1-------------1-
--------------------------------------------------------------------------
-
>ENSG00000105997 hs-mir-211   1475   1482
UUCCCUUUGUCAUCCUUCGCCU&GCUCCAAAAAUCUGCACGCGGAGCGAAACAGUUUGAAAGGGAC
.(((((((((..((((((((..&.................)))))).)).))......))))))). -20.50
>ENSG00000105997 hs-mir-211   1821   1828
UUCCCUUUGUCAUCCUUCGCCU&ACUGACUGGCUAGAAGAGGCAAAAGAAGGCACAGUAAAGGGAAA
(((((((((....(((((((((&................))))....))))).....))))))))). -25.30
mir-211 ENSMUSG00000038270 2000 nt UTR 3 hits 674 1408 1743
--------------------------1-----------------------------1------------1----
------
>ENSMUSG00000038270 hs-mir-211    674    681
UUCCCUUUGUCAUCCUUCGCCU&CAAUGGUGUAUUGGCAUACAUAUAAAAUUUAUUUGAAAGGGAAA
((((((((((((.....((((.&....))))...))))....................)))))))). -19.85
>ENSMUSG00000038270 hs-mir-211   1408   1415
UUCCCUUUGUCAUCCUUCGCCU&GAUGGGGGGGACGGGACUCUUCUAAAUUCACCUCAAAAGGGAC
.((((((((((.((((((.((.&...))))))))...)))..................))))))). -23.16
>ENSMUSG00000038270 hs-mir-211   1743   1750
UUCCCUUUGUCAUCCUUCGCCU&CUGACUGGCUGGCAGAGUAAAAGGCAGAUACGGGAAAAGGGAAA
((((((((....((((((((((&.....................)))).))...)))))))))))). -22.70
mir-211 ENSRNOG00000006281 2881 nt UTR 2 hits 679 1422
---------------------------1----------------------------1-----------------
------------------------------------------
>ENSRNOG00000006281 hs-mir-211    679    686
UUCCCUUUGUCAUCCUUCGCCU&CAAUGGUGUAUUGGCAUACAUAUAAAAUUUAUUUGAAAGGGAAA
((((((((((((.....((((.&....))))...))))....................)))))))). -19.85
>ENSRNOG00000006281 hs-mir-211   1422   1429
UUCCCUUUGUCAUCCUUCGCCU&GAGGGGGUGGGGGUGUCUCUUCUAAAUUCACCUUGAAAGGGAC
.((((((((.(((((.((((((&....))))))))))).)..................))))))). -25.06

miRNA: mir-211



Human predicted target: ENSG00000116273
Mouse predicted target: ENSMUSG00000047777
Rat predicted target: ENSRNOG00000009046
Hs Gene description: NM_153812
mir-211 ENSG00000116273 4360 nt UTR 3 hits 628 657 1398
-------------------------11----------------------------1------------------
--------------------------------------------------------------------------
---------------------------
>ENSG00000116273 hs-mir-211    628    635
UUCCCUUUGUCAUCCUUCGCCU&CAGCUGGUGGUUCUUAGGUUUCCUUCUGUUUGUUAAAAGGGAC
.(((((((..((.((((((((.&.....))))).....)))............))...))))))). -19.22
>ENSG00000116273 hs-mir-211    657    664
UUCCCUUUGUCAUCCUUCGCCU&UUGUUAAAAGGGACAAUGUGGCCACUUCUCUGUGGAAAGGGAGU
(((((((((((((...((.(((&........)))))....))))).............)))))))). -18.41
>ENSG00000116273 hs-mir-211   1398   1405
UUCCCUUUGUCAUCCUUCGCCU&UAGGUUUUCAUAAGCAUUGUUUCUUUAAGGCAUGGAAAGGGAAG
((((((((.((((((((.((((&.)))).....................)))).)))))))))))). -21.05
mir-211 ENSMUSG00000047777 3921 nt UTR 2 hits 534 2020
---------------------1----------------------------------------------------
------1-------------------------------------------------------------------
---------
>ENSMUSG00000047777 hs-mir-211    534    541
UUCCCUUUGUCAUCCUUCGCCU&GGGGCAGUGGUUCUUUGGGUUUUCACGGUUGGUUUAAAGGGAC
.(((((((((((.((...((((&................))))......)).)))..)))))))). -19.20
>ENSMUSG00000047777 hs-mir-211   2020   2027
UUCCCUUUGUCAUCCUUCGCCU&AGAUGGCGGAUCUGGCAGAGCUGAACUGAUGAUGAAAAGGGAC
.(((((((((((((.((((((.&....)))))).................))))))..))))))). -24.97
mir-211 ENSRNOG00000009046 3640 nt UTR 4 hits 478 1888 3455 3465
-------------------1------------------------------------------------------
-1--------------------------------------------------------------2-------
>ENSRNOG00000009046 hs-mir-211    478    485
UUCCCUUUGUCAUCCUUCGCCU&GGGGUGAGUGGUGGUUCUUUGGUUUUUCACUGUUUAAAGGGAC
.(((((((((((((.(((((((&.))))))).)))))....................)))))))). -25.05
>ENSRNOG00000009046 hs-mir-211   1888   1895
UUCCCUUUGUCAUCCUUCGCCU&GGGGUGAGUGGUGGUUCUUUGGUUUUUCACUGUUUAAAGGGAC
.(((((((((((((.(((((((&.))))))).)))))....................)))))))). -25.05
>ENSRNOG00000009046 hs-mir-211   3455   3462
UUCCCUUUGUCAUCCUUCGCCU&GCAAAGCUGACUGAUAAUGGCUUUUAGCACGAUGCAAAGGGAC
.(((((((((.(((((..(((.&..................)))....))...)))))))))))). -22.20
>ENSRNOG00000009046 hs-mir-211   3465   3472
UUCCCUUUGUCAUCCUUCGCCU&CUGAUAAUGGCUUUUAGCACGAUGCAAAGGGACCCAAAGGGAC
.((((((((...(((((.((..&.......................)).)))))...)))))))). -23.40

miRNA: mir-211
Human predicted target: ENSG00000146826
Mouse predicted target: ENSMUSG00000036948
Rat predicted target: ENSRNOG00000001376



Hs Gene description: NM_018275
mir-211 ENSG00000146826 2591 nt UTR 2 hits 851 1364
----------------------------------1-------------------1-------------------
------------------------------
>ENSG00000146826 hs-mir-211    851    858
UUCCCUUUGUCAUCCUUCGCCU&AUCAGACUCAUGUUUAUUAGGGAGUGAGGGAGCACAAAGGGAGG
((((((((((..((((((((((&....................)).))))))))..)))))))))). -31.80
>ENSG00000146826 hs-mir-211   1364   1371
UUCCCUUUGUCAUCCUUCGCCU&CCUUCUCAUUCACAAUUCUGAUACCAGGGAGUCCCAAAGGGAGG
(((((((((...(((((.....&.........................)))))....))))))))). -21.90
mir-211 ENSMUSG00000036948 2583 nt UTR 2 hits 393 1483
---------------1-------------------------------------------1--------------
------------------------------
>ENSMUSG00000036948 hs-mir-211    393    400
UUCCCUUUGUCAUCCUUCGCCU&CACCCGCAGGGCUGAGAUUAGAGGGUGGUAGUGGUAAAGGGAC
.(((((((..((((((((((((&........))))........))))).....)))..))))))). -26.60
>ENSMUSG00000036948 hs-mir-211   1483   1490
UUCCCUUUGUCAUCCUUCGCCU&CCACCAAAGGCAGGAGCUCACCAGACAGGCGUUUGAAAGGGAU
.((((((((((.((((..((((&.......))))))))........))).........))))))). -20.60
mir-211 ENSRNOG00000001376 4714 nt UTR 2 hits 2519 3626
--------------------------------------------------------------------------
--------------------------1--------------------------------------------1--
-----------------------------------------
>ENSRNOG00000001376 hs-mir-211   2519   2526
UUCCCUUUGUCAUCCUUCGCCU&CACCUACAGGGCCAAGAUUAGAGGGUGGUAGUGGUAAAGGGAC
.(((((((..((((((((((((&........))))........))))).....)))..))))))). -26.60
>ENSRNOG00000001376 hs-mir-211   3626   3633
UUCCCUUUGUCAUCCUUCGCCU&CCAACAAAGGCAGGAGCUCACCAGACAGGCGCUUGAAAGGGAU
.((((((((((.((((..((((&.......))))))))........))).........))))))). -20.60

miRNA: mir-211
Human predicted target: ENSG00000157540
Mouse predicted target: ENSMUSG00000022897
Rat predicted target: ENSRNOG00000001662
Hs Gene description: DUAL-SPECIFICITY TYROSINE-PHOSPHORYLATION REGULATED
KINASE 1A (EC 2.7.1.-) (PROTEIN KINASE MINIBRAIN HOMOLOG) (MNBH) (HP86)
(DUAL SPECIFICITY YAK1-RELATED KINASE). [Source:SWISSPROT;Acc:Q13627]

NM_101395
mir-211 ENSG00000157540 4643 nt UTR 3 hits 159 575 1550
------1---------------1--------------------------------------1------------
--------------------------------------------------------------------------
--------------------------------------
>ENSG00000157540 hs-mir-211    159    166
UUCCCUUUGUCAUCCUUCGCCU&CAAAGCUGAUUUUUUUUUUAACUUGAAAAGAUUGCAAAGGGAC
.(((((((((.(((.((((...&.......................))))..))).))))))))). -21.30
>ENSG00000157540 hs-mir-211    575    582
UUCCCUUUGUCAUCCUUCGCCU&CUCCAGCUUCCACAAACACCAUCUUCAGCUGUAUGAAAGGGAC



.(((((((..(((.(...((..&...........................)).).)))))))))). -14.30
>ENSG00000157540 hs-mir-211   1550   1557
UUCCCUUUGUCAUCCUUCGCCU&UGUUACAUUCUAAGUGUGUUCAGGCUUCUGAAGGUAAAGGGAC
.(((((((..(.((....((((&.....................))))....)).)..))))))). -22.90
mir-211 ENSMUSG00000022897 4862 nt UTR 4 hits 162 570 1541 2790
------1---------------1--------------------------------------1------------
-------------------------------------1------------------------------------
-----------------------------------------------
>ENSMUSG00000022897 hs-mir-211    162    169
UUCCCUUUGUCAUCCUUCGCCU&AAAGCUGACUUUUUUUUUUAACUUGAAAAGAUUGCAAAGGGAC
.(((((((((.(((.((((...&.......................))))..))).))))))))). -21.30
>ENSMUSG00000022897 hs-mir-211    570    577
UUCCCUUUGUCAUCCUUCGCCU&CUCUAGCACACACAAACAUCAUCUUCAGCUGUGUGAAAGGGAC
.(((((((..(((.........&..............................)))..))))))). -14.90
>ENSMUSG00000022897 hs-mir-211   1541   1548
UUCCCUUUGUCAUCCUUCGCCU&UGUCACAUUCUAAAUGUGUUCAGGCUUCUGAAGGGAAAGGGAC
.(((((((....((((((((((&.....................))))....))))))))))))). -23.70
>ENSMUSG00000022897 hs-mir-211   2790   2797
UUCCCUUUGUCAUCCUUCGCCU&GGUAGGUAAAGCAGGCACAAUCCUGUCGCCUAUGUAAAGGGAAA
(((((((((.....(((..(((&...)))..))).......................))))))))). -17.39
mir-211 ENSRNOG00000001662 4611 nt UTR 4 hits 164 568 1545 2753
------1---------------1--------------------------------------1------------
------------------------------------1-------------------------------------
-------------------------------------
>ENSRNOG00000001662 hs-mir-211    164    171
UUCCCUUUGUCAUCCUUCGCCU&AAAGCUGACUUUUUUUUUUAACUUGAAAAGAUUGCAAAGGGAC
.(((((((((.(((.((((...&.......................))))..))).))))))))). -21.30
>ENSRNOG00000001662 hs-mir-211    568    575
UUCCCUUUGUCAUCCUUCGCCU&CUCCAGCACACACAAACAUCAUCUUCAGCUGUGUGAAAGGGAC
.(((((((..(((.........&..............................)))..))))))). -14.90
>ENSRNOG00000001662 hs-mir-211   1545   1552
UUCCCUUUGUCAUCCUUCGCCU&UGUCACAUUCUGAAUGUGCUCAGGCUUCUGAAGGGAAAGGGAU
.(((((((....((((((((((&.....................))))....))))))))))))). -23.80
>ENSRNOG00000001662 hs-mir-211   2753   2760
UUCCCUUUGUCAUCCUUCGCCU&GUUAGGUCAAGCAGGCACAAUUUAGCGACCUGUGUAAAGGGAAA
(((((((((.......((((..&........................))))......))))))))). -19.62

miRNA: mir-212
Human predicted target: ENSG00000053254
Mouse predicted target: ENSMUSG00000033713
Rat predicted target: ENSRNOG00000004709
Hs Gene description: CHECKPOINT SUPPRESSOR 1 (FORKHEAD BOX PROTEIN N3).
[Source:SWISSPROT;Acc:O00409] NM_005197
mir-212 ENSG00000053254 3029 nt UTR 3 hits 666 1599 2775
--------------------------1------------------------------------1----------
------------------------------------1-----------
>ENSG00000053254 hs-mir-212    666    673



UAACAGUCUCCAGUCACGGCC&CUGAAGCCCGAUGACAUCUUACGAGGUGGACGUUGGACUGUUC
.((((((((...(((...(((&........................))).)))...)))))))). -20.50
>ENSG00000053254 hs-mir-212   1599   1606
UAACAGUCUCCAGUCACGGCC&UGUUUAAGGUUUAACCUUCUUCAGGGACAAAUUCUGACUGUUGG
((((((((....(((..((((&.......))))..............))).......)))))))). -15.29
>ENSG00000053254 hs-mir-212   2775   2782
UAACAGUCUCCAGUCACGGCC&ACCUCUCUCCUGAAAGGCAGAGGUUCAACAUUCAGGACUGUUU
.((((((((((..(((.((..&........)))))..)).................)))))))). -16.92
mir-212 ENSMUSG00000033713 2310 nt UTR 2 hits 690 1592
---------------------------1-----------------------------------1----------
-------------------
>ENSMUSG00000033713 hs-mir-212    690    697
UAACAGUCUCCAGUCACGGCC&CUUGAGCCUGGUAACAUCUCCCAGGCUGAAUACCAGACUGUUC
.((((((((.......(((((&.......................)))))......)))))))). -20.22
>ENSMUSG00000033713 hs-mir-212   1592   1599
UAACAGUCUCCAGUCACGGCC&UGUUUAAGGUUUAACCUUCUUCAGGGACAAAUUCUGACUGUUGG
((((((((....(((..((((&.......))))..............))).......)))))))). -15.29
mir-212 ENSRNOG00000004709 3495 nt UTR 2 hits 610 1753
------------------------1---------------------------------------------1---
------------------------------------------------------------------
>ENSRNOG00000004709 hs-mir-212    610    617
UAACAGUCUCCAGUCACGGCC&CUUGAGCCUGGUAACAUCUCCCAGGUUGGACACCAGACUGUUC
.((((((((...(((.(((((&.......................))))))))...)))))))). -23.10
>ENSRNOG00000004709 hs-mir-212   1753   1760
UAACAGUCUCCAGUCACGGCC&CUUGAGCCUGGUAACAUCUCCCAGGUUGGACACCAGACUGUUC
.((((((((...(((.(((((&.......................))))))))...)))))))). -23.10

miRNA: mir-212
Human predicted target: ENSG00000088448
Mouse predicted target: ENSMUSG00000031508
Rat predicted target: ENSRNOG00000013618
Hs Gene description: ANKYRIN REPEAT DOMAIN PROTEIN 10.
[Source:SWISSPROT;Acc:Q9NXR5]
mir-212 ENSG00000088448 3097 nt UTR 2 hits 763 1753
------------------------------1---------------------------------------1---
--------------------------------------------------
>ENSG00000088448 hs-mir-212    763    770
UAACAGUCUCCAGUCACGGCC&UAUUUGUAGAAACUGUCAGGUCAAAAUAUUUAACUGACUGUUGA
((((((((.........((((&..................)))).............)))))))). -16.05
>ENSG00000088448 hs-mir-212   1753   1760
UAACAGUCUCCAGUCACGGCC&UUUAAGAGAGAUGAAACUUGAUGCCAUCCCGUUUGGACUGUUU
.((((((((........(((.&......................))).........)))))))). -17.03
mir-212 ENSMUSG00000031508 2901 nt UTR 2 hits 1283 2888
---------------------------------------------------1----------------------
-----------------------------------------1-
>ENSMUSG00000031508 hs-mir-212   1283   1290
UAACAGUCUCCAGUCACGGCC&GGACAGAGAUGUUUGAGAAUUGCUUGGCACAAUGUGACUGUUGG



((((((((..((......(((&.........................)))....)).)))))))). -18.30
>ENSMUSG00000031508 hs-mir-212   2888   2895
UAACAGUCUCCAGUCACGGCC&UCCAGGUGUCCUGAGCACCUCGUGUCUGCUGACCUGACUGUUGG
(((((((((((((.(((((..&...................))))).)))..))...)))))))). -22.30
mir-212 ENSRNOG00000013618 3017 nt UTR 2 hits 884 931
-----------------------------------1-1------------------------------------
-----------------------------------------------
>ENSRNOG00000013618 hs-mir-212    884    891
UAACAGUCUCCAGUCACGGCC&CUCUUGGUUGCUUUGGUGUCUAGCAUUCCCUUGAAGACUGUUAA
(((((((((((((...(((((&.....)))))..))))..................))))))))). -20.96
>ENSRNOG00000013618 hs-mir-212    931    938
UAACAGUCUCCAGUCACGGCC&GACCCUUACUUUACAGUUUCAAAGUCAGAGGAGCUGACUGUUC
.((((((((((..((..(((.&.......................))).)))))...))))))). -15.60

miRNA: mir-212
Human predicted target: ENSG00000128595
Mouse predicted target: ENSMUSG00000029767
Rat predicted target: ENSRNOG00000006197
Hs Gene description: CALUMENIN PRECURSOR (IEF SSP 9302).
[Source:SWISSPROT;Acc:O43852]
mir-212 ENSG00000128595 4307 nt UTR 2 hits 82 652
---1----------------------1-----------------------------------------------
--------------------------------------------------------------------------
-------------------------
>ENSG00000128595 hs-mir-212     82     89
UAACAGUCUCCAGUCACGGCC&CUUCUGGUUUCACAUGAAAUUGUUUGCGCUACUGAGACUGUUAC
((((((((((.(((...(((.&...........................)))))))))))))))). -22.70
>ENSG00000128595 hs-mir-212    652    659
UAACAGUCUCCAGUCACGGCC&CAAAUUGAUUUUCUUCUUUUUCCCCCUGUAGGACUGACUGUUGG
((((((((...((((((((..&.........................))))..)))))))))))). -19.30
mir-212 ENSMUSG00000029767 4164 nt UTR 2 hits 81 3261
---1----------------------------------------------------------------------
--------------------------------------------------------1-----------------
-------------------
>ENSMUSG00000029767 hs-mir-212     81     88
UAACAGUCUCCAGUCACGGCC&UACAGCUCUGGUUUCACAUAAAAUUGCGCUACUGAGACUGUUAU
((((((((((.(((...(((.&...........................)))))))))))))))). -22.80
>ENSMUSG00000029767 hs-mir-212   3261   3268
UAACAGUCUCCAGUCACGGCC&GUUCUCCAGAGGUGAGAGUGCCACUUAGAAACUGUGACUGUUAA
((((((((..(((((((.(((&..........)))....)))..........)))).)))))))). -20.20
mir-212 ENSRNOG00000006197 4094 nt UTR 2 hits 88 3198
---1----------------------------------------------------------------------
-----------------------------------------------------1--------------------
----------------
>ENSRNOG00000006197 hs-mir-212     88     95
UAACAGUCUCCAGUCACGGCC&GGUCUGGUUUCACAUAAAAUUGUUUGCGCUACUGAGACUGUUAU
((((((((((.(((((.((((&))))))........................))))))))))))). -21.75



>ENSRNOG00000006197 hs-mir-212   3198   3205
UAACAGUCUCCAGUCACGGCC&GUUCUCCAGAGAUGAAGGUAUCACUUAGAAACUGUGACUGUUGA
((((((((..((((..(.(((&................)))........)..)))).)))))))). -18.30

miRNA: mir-212
Human predicted target: ENSG00000160392
Mouse predicted target: ENSMUSG00000049643
Rat predicted target: ENSRNOG00000018408
mir-212 ENSG00000160392 2816 nt UTR 2 hits 621 853
------------------------1---------1---------------------------------------
---------------------------------------
>ENSG00000160392 hs-mir-212    621    628
UAACAGUCUCCAGUCACGGCC&GGCCCCCUCGUCGGCGGUGGCGUCGAGCCUGUUGAGACUGUUAG
((((((((((..(((((.(((&............))).)))))............)))))))))). -29.94
>ENSG00000160392 hs-mir-212    853    860
UAACAGUCUCCAGUCACGGCC&AAUCAUUUCCCCCACUCCUUCAGGGUGAGUUGCAGGACUGUUU
.((((((((.(((((((..((&......................)))))).)))..)))))))). -18.50
mir-212 ENSMUSG00000049643 2000 nt UTR 2 hits 614 797
------------------------1------1------------------------------------------
------
>ENSMUSG00000049643 hs-mir-212    614    621
UAACAGUCUCCAGUCACGGCC&GGCCCCCUCGUCGACGGUGGCGGCGAACCUGUAAAGACUGUUAG
(((((((((((.(((((((((&))))............)))))))...........))))))))). -25.20
>ENSMUSG00000049643 hs-mir-212    797    804
UAACAGUCUCCAGUCACGGCC&GUGACUGCUGUUUUAAUAUAUUUUUGUGACUUUGAGACUGUUU
.(((((((((.((((((((..&.......................))))))))..))))))))). -26.30
mir-212 ENSRNOG00000018408 2000 nt UTR 2 hits 613 797
------------------------1------1------------------------------------------
------
>ENSRNOG00000018408 hs-mir-212    613    620
UAACAGUCUCCAGUCACGGCC&GGCCCCCUCGUCGACGGUGGCGGCGAACCUGUAAAGACUGUUAG
(((((((((((.(((((((((&))))............)))))))...........))))))))). -25.20
>ENSRNOG00000018408 hs-mir-212    797    804
UAACAGUCUCCAGUCACGGCC&AUGACUGCUGUUUUAAUAUAUUUUUGUGACUUUCAGACUGUUU
.((((((((..((((((((..&.......................))))))))...)))))))). -23.20

miRNA: mir-214
Human predicted target: ENSG00000114738
Mouse predicted target: ENSMUSG00000032577
Rat predicted target: ENSRNOG00000014832
Hs Gene description: MITOGEN-ACTIVATED PROTEIN KINASE-ACTIVATED PROTEIN
KINASE 3; MAPKAP KINASE 3. [Source:RefSeq;Acc:NM_004635] NM_004635
mir-214 ENSG00000114738 3242 nt UTR 3 hits 232 1547 1570
---------1---------------------------------------------------11-----------
--------------------------------------------------------
>ENSG00000114738 hs-mir-214    232    239



ACAGCAGGCACAGACAGGCAG&CCUAGAGAUGGGCAGGGCCUAGGGGCUGGGAGCUGCCUGCUGC
.((((((((((((.(((((..&................)))).)...))).....))))))))). -29.50
>ENSG00000114738 hs-mir-214   1547   1554
ACAGCAGGCACAGACAGGCAG&UCUGCCCAGAGUGGCCACCCCCAGCUGUGUGCCAGCCUGCUGA
.((((((((.((.((((((((&.)))))...................))).))...)))))))). -29.10
>ENSG00000114738 hs-mir-214   1570   1577
ACAGCAGGCACAGACAGGCAG&GCUGUGUGCCAGCCUGCUGAAGGGCGGGCAGAGUGCCUGCUGC
.((((((((((((.(((((..&...........)))))))..............)))))))))). -32.43
mir-214 ENSMUSG00000032577 3252 nt UTR 4 hits 337 1552 1575 3074
-------------1------------------------------------------------2-----------
------------------------------------------------1--------
>ENSMUSG00000032577 hs-mir-214    337    344
ACAGCAGGCACAGACAGGCAG&UGGCGGAUAUACCCGUUUUUCUAUAAAGGAUGUGUCCUGCUGUG
((((((((((((..(......&...........................)..)))).)))))))). -26.50
>ENSMUSG00000032577 hs-mir-214   1552   1559
ACAGCAGGCACAGACAGGCAG&UCUGCCCACAGUGGCCACCCCCAGCUGCGUGCCAGCCUGCUGA
.((((((((...(.((.((((&........................)))).)))..)))))))). -28.30
>ENSMUSG00000032577 hs-mir-214   1575   1582
ACAGCAGGCACAGACAGGCAG&GCUGCGUGCCAGCCUGCUGAAGGGCGGGCAGAGCGCCUGCUGC
.((((((((.(((.(((((..&...........))))))))...............)))))))). -29.99
>ENSMUSG00000032577 hs-mir-214   3074   3081
ACAGCAGGCACAGACAGGCAG&UAGUUUUGGAAUGGCUGUUACAGAUCUCGUGACUUCCUGCUGG
.((((((((((((((((.((.&...........)).))).......))).)))....))))))). -24.31
mir-214 ENSRNOG00000014832 3117 nt UTR 4 hits 332 1273 2405 2428
-------------1------------------------------------1-----------------------
----------------------11---------------------------
>ENSRNOG00000014832 hs-mir-214    332    339
ACAGCAGGCACAGACAGGCAG&GUGGUGGAUCUACCCUUUUUCUAUAAAGGAUGUAUCCUGCUGUG
((((((((.(((..(......&...........................)..)))..)))))))). -21.80
>ENSRNOG00000014832 hs-mir-214   1273   1280
ACAGCAGGCACAGACAGGCAG&GUGGUGGAUCUACCCUUUUUCUAUAAAGGAUGUAUCCUGCUGUG
((((((((.(((..(......&...........................)..)))..)))))))). -21.80
>ENSRNOG00000014832 hs-mir-214   2405   2412
ACAGCAGGCACAGACAGGCAG&UCUGCCCACAGUGGCCACCCCCAGCUGCGUGCCAGCCUGCUGA
.((((((((...(.((.((((&........................)))).)))..)))))))). -28.30
>ENSRNOG00000014832 hs-mir-214   2428   2435
ACAGCAGGCACAGACAGGCAG&GCUGCGUGCCAGCCUGCUGAAGGGCGGGCAGAGUGCCUGCUGC
.((((((((((((.(((((..&...........)))))))..............)))))))))). -32.43

miRNA: mir-214
Human predicted target: ENSG00000144233
Mouse predicted target: ENSMUSG00000041915
Rat predicted target: ENSRNOG00000016250
mir-214 ENSG00000144233 5464 nt UTR 3 hits 741 1845 4824
-----------------------------1-------------------------------------------
1-------------------------------------------------------------------------
---------------------------------------------1--------------------------



>ENSG00000144233 hs-mir-214    741    748
ACAGCAGGCACAGACAGGCAG&GUCUCCUGAUUACUGAACAGAGCUCCGUCAUGUAGCCUGCUGA
.((((((((((((((.(((..&.....................)))..))).))).)))))))). -30.50
>ENSG00000144233 hs-mir-214   1845   1852
ACAGCAGGCACAGACAGGCAG&AUGUAAAUGAAGAUGGAGGGGUCGUUUCGUGAUUUCCUGCUGC
.((((((((((((((.(((..&....................))))))).)))....))))))). -23.40
>ENSG00000144233 hs-mir-214   4824   4831
ACAGCAGGCACAGACAGGCAG&GAGAGGUCUCCAGUUCACCAUCAGUCCCUCAAGUUCCUGCUGC
.(((((((.((.((..(((..&.......................)))..))..)).))))))). -21.40
mir-214 ENSMUSG00000041915 5013 nt UTR 3 hits 143 703 727
-----1----------------------11--------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------------------
>ENSMUSG00000041915 hs-mir-214    143    150
ACAGCAGGCACAGACAGGCAG&UUUUAUGAUGCUAGCUUCCGUUGCCAAGUCUGCCUCCUGCUGA
.(((((((..(((((.(((((&....................)))))..)))))...))))))). -29.90
>ENSMUSG00000041915 hs-mir-214    703    710
ACAGCAGGCACAGACAGGCAG&AGUGGACAUUCUGGUACUCUUCCUGCAUUGAGUCUCCUGCUGUG
((((((((...((((..((((&......................)))).....)))))))))))). -25.80
>ENSMUSG00000041915 hs-mir-214    727    734
ACAGCAGGCACAGACAGGCAG&GCAUUGAGUCUCCUGCUGUGAGCUCUGUGGCAUAGCCUGCUGA
.((((((((((((((.(((((&............)))))....).)))))......)))))))). -29.50
mir-214 ENSRNOG00000016250 4098 nt UTR 4 hits 305 898 2833 3426
------------1----------------------1--------------------------------------
---------------------------------------1-----------------------1----------
----------------
>ENSRNOG00000016250 hs-mir-214    305    312
ACAGCAGGCACAGACAGGCAG&UUUUAUGAUGCUAGCUUCCGUUGCCAAGUCUGCCUCCUGCUGA
.(((((((..(((((.(((((&....................)))))..)))))...))))))). -29.90
>ENSRNOG00000016250 hs-mir-214    898    905
ACAGCAGGCACAGACAGGCAG&AGUCUCCUGGUGUUGAACAGAGCUCUGUGGCAUAGCCUGCUGA
.(((((((((((((((((.((&...))))))..............)))))......)))))))). -26.53
>ENSRNOG00000016250 hs-mir-214   2833   2840
ACAGCAGGCACAGACAGGCAG&UUUUAUGAUGCUAGCUUCCGUUGCCAAGUCUGCCUCCUGCUGA
.(((((((..(((((.(((((&....................)))))..)))))...))))))). -29.90
>ENSRNOG00000016250 hs-mir-214   3426   3433
ACAGCAGGCACAGACAGGCAG&AGUCUCCUGGUGUUGAACAGAGCUCUGUGGCAUAGCCUGCUGA
.(((((((((((((((((.((&...))))))..............)))))......)))))))). -26.53

miRNA: mir-214
Human predicted target: ENSG00000172425
Mouse predicted target: ENSMUSG00000039438
Rat predicted target: ENSRNOG00000014700
mir-214 ENSG00000172425 2000 nt UTR 3 hits 818 1143 1219
--------------------------------1------------1--1-------------------------
------
>ENSG00000172425 hs-mir-214    818    825



ACAGCAGGCACAGACAGGCAG&UGGAGAGUAAAUUCCUGGAGCAAUUGCUAGGCCUGCCUGCUGUC
((((((((((....(.(((((&.......................))))).)...)))))))))). -27.00
>ENSG00000172425 hs-mir-214   1143   1150
ACAGCAGGCACAGACAGGCAG&CCCUGGUGAGAGGACUCAGGUGCCCUUUCCUUUGGCCUGCUGC
.((((((((.((((..((((.&....................))))......)))))))))))). -27.20
>ENSG00000172425 hs-mir-214   1219   1226
ACAGCAGGCACAGACAGGCAG&AGUACCAACCGUGCCUGAGCCCUUCCCAGAGGCCUCCUGCUGUG
((((((((......((((((.&...........))))))..................)))))))). -24.55
mir-214 ENSMUSG00000039438 2071 nt UTR 2 hits 964 1024
--------------------------------------1-1---------------------------------
---------
>ENSMUSG00000039438 hs-mir-214    964    971
ACAGCAGGCACAGACAGGCAG&UCCUGGUCAGAGAAACCAGCUGCCCUGUCUCUUGGCCUGCUGC
.((((((((..((((((((((&...................))))).)))))....)))))))). -35.00
>ENSMUSG00000039438 hs-mir-214   1024   1031
ACAGCAGGCACAGACAGGCAG&UCACUGUGGUCUCUCCAAGUGCCUCCCAGCGGCUGCCUGCUGUG
((((((((((..(..(((((.&...................))))).....)...)))))))))). -29.20
mir-214 ENSRNOG00000014700 2069 nt UTR 2 hits 1050 1110
-----------------------------------------1--1-----------------------------
---------
>ENSRNOG00000014700 hs-mir-214   1050   1057
ACAGCAGGCACAGACAGGCAG&UCCUGGUGGGAGAAACCAGCUGCCCUGUCUCUUGGCCUGCUGC
.((((((((..((((((((((&...................))))).)))))....)))))))). -35.00
>ENSRNOG00000014700 hs-mir-214   1110   1117
ACAGCAGGCACAGACAGGCAG&UCACCCUGGUCUCUCCAAGCCCCUCCCAGAGGCUGCCUGCUGUG
((((((((((((((((((...&....)))).)))...................).)))))))))). -26.40

miRNA: mir-214
Human predicted target: ENSG00000178209
Mouse predicted target: ENSMUSG00000034332
Mouse predicted target: ENSMUSG00000047477
Mouse predicted target: ENSMUSG00000051472
Mouse predicted target: ENSMUSG00000044374
Rat predicted target: ENSRNOG00000004361
Rat predicted target: ENSRNOG00000010499
Hs Gene description: PLECTIN 1 (PLTN) (PCN) (HEMIDESMOSOMAL PROTEIN 1)
(HD1). [Source:SWISSPROT;Acc:Q15149] NM_031308
mir-214 ENSG00000178209 3024 nt UTR 3 hits 194 1251 2060
-------1------------------------------------------1-----------------------
--------1--------------------------------------
>ENSG00000178209 hs-mir-214    194    201
ACAGCAGGCACAGACAGGCAG&ACAGCCUGUAUCUUGGGGGACAGGGCUGGCCCAGCCCUGCUGG
.((((((((.(((((((((..&...))))))................))).....).))))))). -26.89
>ENSG00000178209 hs-mir-214   1251   1258
ACAGCAGGCACAGACAGGCAG&GGGUGGUGGCCACACUGAGGCCGGGCCCCCUGGGACCUGCUGC
.((((((((.(((...(((..&........................)))..))).).))))))). -25.50
>ENSG00000178209 hs-mir-214   2060   2067



ACAGCAGGCACAGACAGGCAG&ACCCUCCCUGCCCCGGCCCGGUAGAGGGUGCUCUGCCUGCUGG
.(((((((((.((((.(((((&.......)))))...............)).)).))))))))). -29.89
mir-214 ENSMUSG00000034332 2001 nt UTR 1 hits 1402
--------------------------------------------------------1-----------------
-------
>ENSMUSG00000034332 hs-mir-214   1402   1409
ACAGCAGGCACAGACAGGCAG&CUGGAAGGUUGAGAACUACGCUGCAGGCGGUGUCACCUGCUGC
.((((((((((.(.(..((((&....................))))..)).)))...))))))). -24.80
mir-214 ENSMUSG00000047477 2000 nt UTR 3 hits 406 1440 1928
----------------1----------------------------------------1----------------
---1--
>ENSMUSG00000047477 hs-mir-214    406    413
ACAGCAGGCACAGACAGGCAG&CCCCAGACCUCUAAGCCAACCCCACUGGAUGUCUACCUGCUGG
.(((((((...(((((..(((&........................)))..))))).))))))). -26.50
>ENSMUSG00000047477 hs-mir-214   1440   1447
ACAGCAGGCACAGACAGGCAG&AGAGUGGAGAAGGGAGCAGGCUGCACUGAGGUGGGCCUGCUGUG
(((((((((.((..(((((((&....................)))).)))...)).))))))))). -31.10
>ENSMUSG00000047477 hs-mir-214   1928   1935
ACAGCAGGCACAGACAGGCAG&ACUAGGGCCACCCUUGCCAGGUGUCAGCAGCCUUACCUGCUGG
.(((((((....(((((((((&.............)))))...))))..........))))))). -23.04
mir-214 ENSMUSG00000051472 2000 nt UTR 1 hits 156
------1-------------------------------------------------------------------
------
>ENSMUSG00000051472 hs-mir-214    156    163
ACAGCAGGCACAGACAGGCAG&UUCUACCGAGAGGUGCCUGAGAGUCUGCGCCAGGACCUGCUGC
.((((((((.((((((((((.&.............)))))....))))).)......))))))). -28.10
mir-214 ENSMUSG00000044374 2821 nt UTR 1 hits 1110
--------------------------------------------1-----------------------------
---------------------------------------
>ENSMUSG00000044374 hs-mir-214   1110   1117
ACAGCAGGCACAGACAGGCAG&AUUCAAGUGCAAGGUUUUCCUCCGGUCACAGAUCUCCUGCUGG
.(((((((....(((.((.((&...................)))).)))........))))))). -20.70
mir-214 ENSRNOG00000004361 2000 nt UTR 4 hits 686 806 1011 1878
---------------------------1----1-------1---------------------------------
-1----
>ENSRNOG00000004361 hs-mir-214    686    693
ACAGCAGGCACAGACAGGCAG&GGGUUUGGGCUCUACCACCCCUAGAUGACCCCCCCCCUGCUGUC
((((((((..(((((......&..)))))............................)))))))). -19.21
>ENSRNOG00000004361 hs-mir-214    806    813
ACAGCAGGCACAGACAGGCAG&UGUGACCGCUCCAUCACUGUCACAAGGCUUGAGGACCUGCUGC
.(((((((..(...(((((..&..........................))))).)..))))))). -24.00
>ENSRNOG00000004361 hs-mir-214   1011   1018
ACAGCAGGCACAGACAGGCAG&UGGUGGGCUGGGAUGAGCCCCGCCCAACCCGAGAGCCUGCUGA
.((((((((.......(((..&.....................)))..........)))))))). -24.23
>ENSRNOG00000004361 hs-mir-214   1878   1885
ACAGCAGGCACAGACAGGCAG&GCCAGAGGGGCUGUGUUGACCAGGACAUAGGUCGACCUGCUGC
.((((((((((((.(.(((..&)))....)..)))))....................))))))). -24.65
mir-214 ENSRNOG00000010499 2000 nt UTR 2 hits 156 1186



------1----------------------------------------1--------------------------
------
>ENSRNOG00000010499 hs-mir-214    156    163
ACAGCAGGCACAGACAGGCAG&UUCUACAGAGAGGUGCCCGAGAGUCUGCGCCAGGACCUGCUGC
.((((((((.(((((.((((.&.............)))).....))))).)......))))))). -26.10
>ENSRNOG00000010499 hs-mir-214   1186   1193
ACAGCAGGCACAGACAGGCAG&UUCUACAGAGAGGUGCCCGAGAGUCUGCGCCAGGACCUGCUGC
.((((((((.(((((.((((.&.............)))).....))))).)......))))))). -26.10

miRNA: mir-214
Human predicted target: ENSG00000181722
Mouse predicted target: ENSMUSG00000022708
Rat predicted target: ENSRNOG00000001529
Rat predicted target: ENSRNOG00000001966
Hs Gene description: ZINC FINGER PROTEIN 288 (DENDRITIC-DERIVED BTB/POZ
ZINC FINGER PROTEIN). [Source:SWISSPROT;Acc:Q9HC78] NM_015642
mir-214 ENSG00000181722 2321 nt UTR 3 hits 167 533 1377
------1--------------1---------------------------------1------------------
-------------------
>ENSG00000181722 hs-mir-214    167    174
ACAGCAGGCACAGACAGGCAG&GUUUCAUUUUGUACUACAUGAAGAACUGUUUUUUGCCUGCUGG
.(((((((((.((((((....&.........................))))))..))))))))). -28.80
>ENSG00000181722 hs-mir-214    533    540
ACAGCAGGCACAGACAGGCAG&AAUAUCACUUCUGGUUGAAAACCCAGAGGAAAGGCCCUGCUGUU
(((((((((.....(((.(((&..........))).)))................).)))))))). -19.30
>ENSG00000181722 hs-mir-214   1377   1384
ACAGCAGGCACAGACAGGCAG&CCUGGGUUGAUGAGGGCCUCUGUGGCCAGCCCAUCCCUGCUGUA
((((((((((((((..(((..&...............)))))))))...........)))))))). -28.50
mir-214 ENSMUSG00000022708 2327 nt UTR 4 hits 180 533 661 1475
-------1-------------1----1-------------------------------1---------------
--------------------
>ENSMUSG00000022708 hs-mir-214    180    187
ACAGCAGGCACAGACAGGCAG&GUUUCAUUUUGUACUACAUGAAGAACUGUUUUUUGCCUGCUGG
.(((((((((.((((((....&.........................))))))..))))))))). -28.80
>ENSMUSG00000022708 hs-mir-214    533    540
ACAGCAGGCACAGACAGGCAG&GAAGAGCACUACAGAGUUUCUUAGGAGCUGUAAGGCCUGCUGUC
(((((((((....((((....&...........................))))...))))))))). -27.00
>ENSMUSG00000022708 hs-mir-214    661    668
ACAGCAGGCACAGACAGGCAG&AAUAUCACUUCUGGUUGAAAACCCAGAGGAAUGGCCCUGCUGUU
((((((((..((..(((.(((&..........))).)))..............))..)))))))). -21.19
>ENSMUSG00000022708 hs-mir-214   1475   1482
ACAGCAGGCACAGACAGGCAG&GCCUGGGUUGCUAAGGGCCUCCGAGGCCCGCCCACCCUGCUGUA
((((((((..(((.(((((..&)))))..))).........................)))))))). -25.03
mir-214 ENSRNOG00000001529 2345 nt UTR 4 hits 183 524 652 1472
-------1------------1-----1-------------------------------1---------------
--------------------
>ENSRNOG00000001529 hs-mir-214    183    190



ACAGCAGGCACAGACAGGCAG&GUUUCAUUUUGUACUACAUGAAGAACUGUUUUUUGCCUGCUGG
.(((((((((.((((((....&.........................))))))..))))))))). -28.80
>ENSRNOG00000001529 hs-mir-214    524    531
ACAGCAGGCACAGACAGGCAG&AAGAGCACUACAAAAUUUAUUACGAGAUGUAAAGGCCUGCUGUC
(((((((((....(((.....&...........................)))....))))))))). -24.40
>ENSRNOG00000001529 hs-mir-214    652    659
ACAGCAGGCACAGACAGGCAG&AAUAUCACUUCUGGUUGAAAACCCAGAGGAAAGGCCCUGCUGUU
(((((((((.....(((.(((&..........))).)))................).)))))))). -19.30
>ENSRNOG00000001529 hs-mir-214   1472   1479
ACAGCAGGCACAGACAGGCAG&GCCUGGGUUGCUGAGGGCCUCCGAGGCCCGCCCGCCCUGCUGUA
(((((((((.(((.(((((..&))))).....))).)....................)))))))). -26.45
mir-214 ENSRNOG00000001966 2395 nt UTR 4 hits 183 516 644 1464
-------1------------1----1--------------------------------1---------------
----------------------
>ENSRNOG00000001966 hs-mir-214    183    190
ACAGCAGGCACAGACAGGCAG&GUUUCAUUUUGUACUACAUGAAGAACUGUUUUUUGCCUGCUGG
.(((((((((.((((((....&.........................))))))..))))))))). -28.80
>ENSRNOG00000001966 hs-mir-214    516    523
ACAGCAGGCACAGACAGGCAG&AAGAGCACUACAAAAUUUAUUACGAGAUGUAAAGGCCUGCUGUC
(((((((((....(((.....&...........................)))....))))))))). -24.40
>ENSRNOG00000001966 hs-mir-214    644    651
ACAGCAGGCACAGACAGGCAG&AAUAUCACUUCUGGUUGAAAACCCAGAGGAAAGGCCCUGCUGUU
(((((((((.....(((.(((&..........))).)))................).)))))))). -19.30
>ENSRNOG00000001966 hs-mir-214   1464   1471
ACAGCAGGCACAGACAGGCAG&GCCUGGGUUGCUGAGGGCCUCCGAGGCCCGCCCGCCCUGCUGUA
(((((((((.(((.(((((..&))))).....))).)....................)))))))). -26.45

miRNA: mir-216
Human predicted target: ENSG00000065978
Mouse predicted target: ENSMUSG00000028639
Rat predicted target: ENSRNOG00000008122
Hs Gene description: NUCLEASE SENSITIVE ELEMENT BINDING PROTEIN 1 (Y BOX
BINDING PROTEIN-1) (Y-BOX TRANSCRIPTION FACTOR) (YB-1) (CCAAT-BINDING
TRANSCRIPTION FACTOR I SUBUNIT A) (CBF-A) (ENHANCER FACTOR I SUBUNIT A)
(EFI-A) (DNA-BINDING PROTEIN B) (DBPB). [Source:SWISSPROT;Acc:P16991]
mir-216 ENSG00000065978 2401 nt UTR 2 hits 293 1979
-----------1--------------------------------------------------------------
-----1-----------------
>ENSG00000065978 hs-mir-216    293    300
UAAUCUCAGCUGGCAACUGUG&UAAAGGUUUUUAAAUUGUUUCAUAUCUGGUCAAGUUGAGAUUU
.(((((((((((((...((((&....................))))....))).)))))))))). -20.60
>ENSG00000065978 hs-mir-216   1979   1986
UAAUCUCAGCUGGCAACUGUG&CAAAAACAUUGGUUAAACAUCCAAUAAUGUUAGAAUGAGAUUC
.(((((((.((((((......&...........................))))))..))))))). -17.10
mir-216 ENSMUSG00000028639 2416 nt UTR 2 hits 310 1261
------------1-------------------------------------1-----------------------
-----------------------



>ENSMUSG00000028639 hs-mir-216    310    317
UAAUCUCAGCUGGCAACUGUG&UAACGGUUUUUAAAUUGUUUCAUAUCUGGUCAAGUUGAGAUUU
.(((((((((((((...((((&....................))))....))).)))))))))). -20.60
>ENSMUSG00000028639 hs-mir-216   1261   1268
UAAUCUCAGCUGGCAACUGUG&UAACGGUUUUUAAAUUGUUUCAUAUCUGGUCAAGUUGAGAUUU
.(((((((((((((...((((&....................))))....))).)))))))))). -20.60
mir-216 ENSRNOG00000008122 2417 nt UTR 2 hits 310 1127
------------1--------------------------------1----------------------------
-----------------------
>ENSRNOG00000008122 hs-mir-216    310    317
UAAUCUCAGCUGGCAACUGUG&UAACGGUUUUUAAAUUGUUUCAUAUCUGGUCAAGUUGAGAUUU
.(((((((((((((...((((&....................))))....))).)))))))))). -20.60
>ENSRNOG00000008122 hs-mir-216   1127   1134
UAAUCUCAGCUGGCAACUGUG&UAACGGUUUUUAAAUUGUUUCAUAUCUGGUCAAGUUGAGAUUU
.(((((((((((((...((((&....................))))....))).)))))))))). -20.60

miRNA: mir-216
Human predicted target: ENSG00000120705
Mouse predicted target: ENSMUSG00000024360
Rat predicted target: ENSRNOG00000019450
Hs Gene description: EUKARYOTIC PEPTIDE CHAIN RELEASE FACTOR SUBUNIT 1
(ERF1) (EUKARYOTIC RELEASE FACTOR 1) (TB3-1) (C11 PROTEIN).
[Source:SWISSPROT;Acc:P46055] NM_004730
mir-216 ENSG00000120705 4206 nt UTR 2 hits 952 2224
--------------------------------------1-----------------------------------
--------------1-----------------------------------------------------------
---------------------
>ENSG00000120705 hs-mir-216    952    959
UAAUCUCAGCUGGCAACUGUG&GGGAGGUGGAUGUGUUUUCCUUGUGUUGGAUGGCAUGAGAUUAU
((((((((((((.((((....&........................))))..)))).)))))))). -20.70
>ENSG00000120705 hs-mir-216   2224   2231
UAAUCUCAGCUGGCAACUGUG&UAUUAAACCAUAUUUAAGAAUAUACUUUGUGUGCUUGAGAUUU
.(((((((((..((((..(((&......................))).))))..).)))))))). -15.00
mir-216 ENSMUSG00000024360 2506 nt UTR 2 hits 933 2217
-------------------------------------1------------------------------------
--------------1------------
>ENSMUSG00000024360 hs-mir-216    933    940
UAAUCUCAGCUGGCAACUGUG&GGGGAGGCGGUGGUGUUUCCUUGUGUUGGAUGGCAUGAGAUUAU
((((((((((((.((((....&........................))))..)))).)))))))). -20.70
>ENSMUSG00000024360 hs-mir-216   2217   2224
UAAUCUCAGCUGGCAACUGUG&UAUUAAACCAUAUUUAAGAAUAUAUUUUGUGUGCUUGAGAUUU
.(((((((((..((((.....&..........................))))..).)))))))). -14.30
mir-216 ENSRNOG00000019450 3037 nt UTR 3 hits 903 1534 2800
------------------------------------1------------------------1------------
-------------------------------------1----------
>ENSRNOG00000019450 hs-mir-216    903    910
UAAUCUCAGCUGGCAACUGUG&AGGGAGGUGGUGGUGUUUCCUUGUGUUGGAUGGCAUGAGAUUAU



((((((((((((.((((....&........................))))..)))).)))))))). -20.70
>ENSRNOG00000019450 hs-mir-216   1534   1541
UAAUCUCAGCUGGCAACUGUG&AGGGAGGUGGUGGUGUUUCCUUGUGUUGGAUGGCAUGAGAUUAU
((((((((((((.((((....&........................))))..)))).)))))))). -20.70
>ENSRNOG00000019450 hs-mir-216   2800   2807
UAAUCUCAGCUGGCAACUGUG&UAUUAAACCAUAUUUAAGAAUAUAUUUUGUGUGCUUGAGAUUU
.(((((((((..((((.....&..........................))))..).)))))))). -14.30

miRNA: mir-216
Human predicted target: ENSG00000143614
Mouse predicted target: ENSMUSG00000042390
Rat predicted target: ENSRNOG00000015553
Hs Gene description: TRANSCRIPTION REPRESSOR P66 COMPONENT OF THE MECP1
COMPLEX. [Source:RefSeq;Acc:NM_020699] NM_020699
mir-216 ENSG00000143614 5548 nt UTR 2 hits 1133 2371
---------------------------------------------1----------------------------
--------------------1-----------------------------------------------------
--------------------------------------------------------------------------
>ENSG00000143614 hs-mir-216   1133   1140
UAAUCUCAGCUGGCAACUGUG&ACUUAGACGAAAGAAAGGAUUUCUCUUCCAACAGUUGAGAUUC
.(((((((((((.........&...............................))))))))))). -19.90
>ENSG00000143614 hs-mir-216   2371   2378
UAAUCUCAGCUGGCAACUGUG&GUGCUCAGAGGUACGAGAUGCCCAAGUUUGUCAGUUGAGAUUAA
((((((((((((((((((...&........................)).)))))))))))))))). -27.90
mir-216 ENSMUSG00000042390 2118 nt UTR 2 hits 885 1105
-----------------------------------1--------1-----------------------------
-----------
>ENSMUSG00000042390 hs-mir-216    885    892
UAAUCUCAGCUGGCAACUGUG&UGAGGACACAGAAGUCUGUUCCAGGCCAACCAUCUUGAGAUUGU
(((((((((.((((..(((((&......))))).............))))......))))))))). -19.56
>ENSMUSG00000042390 hs-mir-216   1105   1112
UAAUCUCAGCUGGCAACUGUG&ACAUAGAGGAGGAGGAAGAGGUUUCUCCCCGAAGUUGAGAUUC
.((((((((((..(..(((((&.)))))..).......................)))))))))). -18.11
mir-216 ENSRNOG00000015553 5399 nt UTR 6 hits 875 2208 2496 3477
4935 5223
----------------------------------1---------------------------------------
--------------1----------1---------------------------------------1--------
-------------------------------------------------1----------1-------
>ENSRNOG00000015553 hs-mir-216    875    882
UAAUCUCAGCUGGCAACUGUG&UGAGGACACAGAAGUCUGUUCCAGGCCAAUCAUCUUGAGAUUGU
(((((((((.((((..(((((&......))))).............))))......))))))))). -19.56
>ENSRNOG00000015553 hs-mir-216   2208   2215
UAAUCUCAGCUGGCAACUGUG&GUGCUCAGAGGUACACGGUGCCCAAGUUUUUCAGUUGAGAUUAA
(((((((((((((..((((((&.............))))))...........))))))))))))). -25.82
>ENSRNOG00000015553 hs-mir-216   2496   2503
UAAUCUCAGCUGGCAACUGUG&UGCUAGUGUAGCUCUGUGGCCCUUUGCUCAGUCACUGAGAUUU
.(((((((((((((((.....&.......................)))).)))...)))))))). -20.00



>ENSRNOG00000015553 hs-mir-216   3477   3484
UAAUCUCAGCUGGCAACUGUG&UGAGGACACAGAAGUCUGUUCCAGGCCAAUCAUCUUGAGAUUGU
(((((((((.((((..(((((&......))))).............))))......))))))))). -19.56
>ENSRNOG00000015553 hs-mir-216   4935   4942
UAAUCUCAGCUGGCAACUGUG&GUGCUCAGAGGUACACGGUGCCCAAGUUUUUCAGUUGAGAUUAA
(((((((((((((..((((((&.............))))))...........))))))))))))). -25.82
>ENSRNOG00000015553 hs-mir-216   5223   5230
UAAUCUCAGCUGGCAACUGUG&UGCUAGUGUAGCUCUGUGGCCCUUUGCUCAGUCACUGAGAUUU
.(((((((((((((((.....&.......................)))).)))...)))))))). -20.00

miRNA: mir-216
Human predicted target: ENSG00000149126
Mouse predicted target: ENSMUSG00000024695
Rat predicted target: ENSRNOG00000012524
Hs Gene description: ZINC FINGER PROTEIN 91 ISOFORM 1.
[Source:RefSeq;Acc:NM_053023]
mir-216 ENSG00000149126 5340 nt UTR 2 hits 839 1141
---------------------------------1-----------1----------------------------
--------------------------------------------------------------------------
------------------------------------------------------------------
>ENSG00000149126 hs-mir-216    839    846
UAAUCUCAGCUGGCAACUGUG&CACUUUGAACAUGUGUGUUUUUGUGUUGUGGAACCUGAGAUUC
.((((((((.(.(((((....&........................))))).)...)))))))). -18.80
>ENSG00000149126 hs-mir-216   1141   1148
UAAUCUCAGCUGGCAACUGUG&AAGAAUGUUAGGUUCAUGGUAACUAGUAUGCUCUUUGAGAUUU
.((((((((..((((((((..&.......................)))).))))..)))))))). -19.40
mir-216 ENSMUSG00000024695 2110 nt UTR 2 hits 789 1083
-------------------------------1-----------1------------------------------
-----------
>ENSMUSG00000024695 hs-mir-216    789    796
UAAUCUCAGCUGGCAACUGUG&GCACUUUGAACAUGUGUGUUUUGUGUUGUGGAACCUGAGAUUC
.((((((((.(.(((((....&........................))))).)...)))))))). -18.80
>ENSMUSG00000024695 hs-mir-216   1083   1090
UAAUCUCAGCUGGCAACUGUG&AAGUUUGAUAGGUUUGUGGUAACUAGUGUGCUCUUUGAGAUUU
.((((((((..((((((((..&.......................)))).))))..)))))))). -19.40
mir-216 ENSRNOG00000012524 2000 nt UTR 2 hits 814 1108
--------------------------------1-----------1-----------------------------
------
>ENSRNOG00000012524 hs-mir-216    814    821
UAAUCUCAGCUGGCAACUGUG&CACUUUGAACAUGUGUGUUUUUGUGUUGUGGAACCUGAGAUUC
.((((((((.(.(((((....&........................))))).)...)))))))). -18.80
>ENSRNOG00000012524 hs-mir-216   1108   1115
UAAUCUCAGCUGGCAACUGUG&AAGUUUGAUAGGUUUGUGGUAACUAGUGUGCUCUUUGAGAUUU
.((((((((..((((((((..&.......................)))).))))..)))))))). -19.40

miRNA: mir-216



Human predicted target: ENSG00000182324
Mouse predicted target: ENSMUSG00000043170
Rat predicted target: ENSRNOG00000021056
Hs Gene description: POTASSIUM INWARDLY-RECTIFYING CHANNEL J14; INWARDLY
RECTIFYING POTASSIUM CHANNEL KIR2.4. [Source:RefSeq;Acc:NM_013348]

NM_013348
mir-216 ENSG00000182324 2000 nt UTR 2 hits 588 946
-----------------------1-------------1------------------------------------
------
>ENSG00000182324 hs-mir-216    588    595
UAAUCUCAGCUGGCAACUGUG&AAAAAAAGACCUGUGGUUCCAGAAAGCUCAUUAGUUGAGAUUC
.((((((((((((........&..............................)))))))))))). -17.80
>ENSG00000182324 hs-mir-216    946    953
UAAUCUCAGCUGGCAACUGUG&ACAGAGUCAAGGAAGCAGUGGCAAUUCUAGAUAUCUGAGAUUU
.((((((((...((.(((((.&..............))))).))............)))))))). -19.76
mir-216 ENSMUSG00000043170 3148 nt UTR 2 hits 437 1376
-----------------1-------------------------------------1------------------
----------------------------------------------------
>ENSMUSG00000043170 hs-mir-216    437    444
UAAUCUCAGCUGGCAACUGUG&AGAAAAGGCCCAGUGGCUCCAGAAAGCCCAAGAGUUGAGAUUC
.(((((((((((((.((((..&..........)))).)))..............)))))))))). -21.43
>ENSMUSG00000043170 hs-mir-216   1376   1383
UAAUCUCAGCUGGCAACUGUG&UUCACCCUACAGAGGCUAAGAUACAGUGUAGGUCCUGAGAUUU
.((((((((..(((.((((((&.....................))))))....))))))))))). -21.70
mir-216 ENSRNOG00000021056 2884 nt UTR 2 hits 468 2647
------------------1-------------------------------------------------------
-------------------------------1----------
>ENSRNOG00000021056 hs-mir-216    468    475
UAAUCUCAGCUGGCAACUGUG&AGAAAAGGCCCGGUGGCUCCAAAGAGCCCAAGAGUUGAGAUUC
.(((((((((((((.((((..&..........)))).)))..............)))))))))). -20.73
>ENSRNOG00000021056 hs-mir-216   2647   2654
UAAUCUCAGCUGGCAACUGUG&AAGACAGAAUGCUUUUAUUUACCAUCCUUUGAGUCUGAGAUUU
.((((((((((((((.((((.&...))))..))))..................)).)))))))). -19.46

miRNA: mir-218
Human predicted target: ENSG00000056661
Mouse predicted target: ENSMUSG00000018537
Rat predicted target: ENSRNOG00000012705
Hs Gene description: DNA-BINDING PROTEIN MEL-18 (ZINC FINGER PROTEIN 144).
[Source:SWISSPROT;Acc:P35227] NM_007144
mir-218 ENSG00000056661 2000 nt UTR 2 hits 909 1013
------------------------------------1---1---------------------------------
------
>ENSG00000056661 hs-mir-218    909    916
UUGUGCUUGAUCUAACCAUGU&CCUAGAGUGGAAGUGGGGGUGGGUUAACCUCACACAAGCACAGA
((((((((((((((.((((..&............))))...)))))..........))))))))). -22.50
>ENSG00000056661 hs-mir-218   1013   1020



UUGUGCUUGAUCUAACCAUGU&CGGUCACCUGGUCAGGACAGAGCAACUGCAUCUAAAAGCACAAG
((((((((..(((.((((.((&.....)).)))).)))...................)))))))). -17.80
mir-218 ENSMUSG00000018537 2162 nt UTR 2 hits 793 890
-------------------------------1---1--------------------------------------
-------------
>ENSMUSG00000018537 hs-mir-218    793    800
UUGUGCUUGAUCUAACCAUGU&UCACUGGGGGCCUAGAGUAGAGGGUGGCCCCAGACAAGCACAGA
(((((((((.(((..((((.(&.....................).))))....)))))))))))). -22.00
>ENSMUSG00000018537 hs-mir-218    890    897
UUGUGCUUGAUCUAACCAUGU&CUGAGGCCAGGCAGGGAUAGGACAGAGGCAUCUAGAAGCACAAG
(((((((((.((((.((.(((&..........))).)).)))).)............)))))))). -17.80
mir-218 ENSRNOG00000012705 2200 nt UTR 2 hits 835 931
---------------------------------1---1------------------------------------
--------------
>ENSRNOG00000012705 hs-mir-218    835    842
UUGUGCUUGAUCUAACCAUGU&CCCAGAGCCGAGGGUUGGGGUGGGUAACCCCUGACAAGCACAGA
(((((((((.(((((((..((&......))....)))))))...............))))))))). -21.59
>ENSRNOG00000012705 hs-mir-218    931    938
UUGUGCUUGAUCUAACCAUGU&CGGAGGCCAGGCAGGGAUAGGACAGAGGCAUCUAGAAGCACAAG
(((((((((.((((.((.(((&..........))).)).)))).)............)))))))). -17.80

miRNA: mir-218
Human predicted target: ENSG00000075240
Mouse predicted target: ENSMUSG00000035900
Rat predicted target: ENSRNOG00000016951
Rat predicted target: ENSRNOG00000016968
mir-218 ENSG00000075240 4536 nt UTR 2 hits 807 1609
--------------------------------1-------------------------------1---------
--------------------------------------------------------------------------
----------------------------------
>ENSG00000075240 hs-mir-218    807    814
UUGUGCUUGAUCUAACCAUGU&UGGGGACCAGUAAGGGCACAGGAUGGUGCAGGUAAAAGCACAU
.(((((((.((((.(((((.(&....................).)))))..))))..))))))). -21.70
>ENSG00000075240 hs-mir-218   1609   1616
UUGUGCUUGAUCUAACCAUGU&GGUGCUUUGGGGGGAGCUGCGCCGAUCACCAGAUUAAGCACAU
.((((((((((((........&..............................)))))))))))). -21.50
mir-218 ENSMUSG00000035900 4090 nt UTR 3 hits 278 711 1359
-----------1----------------1-------------------------1-------------------
--------------------------------------------------------------------------
----------------
>ENSMUSG00000035900 hs-mir-218    278    285
UUGUGCUUGAUCUAACCAUGU&GAUGGCACACAAGACACUGGUCCUCAGGCCCUGCUAAGCACAGC
(((((((((.(((.(((((((&.............))).))))....)))......))))))))). -16.30
>ENSMUSG00000035900 hs-mir-218    711    718
UUGUGCUUGAUCUAACCAUGU&UCCUGUGAGGGCCCAGACUGGCGUAGUGUCGGCAAAAGCACAC
.(((((((...(..(((((((&....................)))).).))..)...))))))). -17.70
>ENSMUSG00000035900 hs-mir-218   1359   1366



UUGUGCUUGAUCUAACCAUGU&CUGGGGGUGGGAAGGGCUUGCCAGGCAACCAGAUCAAGCACAC
.((((((((((((..((((.(&....).))))....................)))))))))))). -24.25
mir-218 ENSRNOG00000016951 2000 nt UTR 1 hits 441
-----------------1--------------------------------------------------------
------
>ENSRNOG00000016951 hs-mir-218    441    448
UUGUGCUUGAUCUAACCAUGU&CUAUUCUGUAAAGAUUGGGAAGACAGUCAUGAGUCAAGCACAGU
(((((((((((((..(((...&...............)))..))..........))))))))))). -21.70
mir-218 ENSRNOG00000016968 2000 nt UTR 3 hits 271 678 1361
----------1----------------1--------------------------1-------------------
------
>ENSRNOG00000016968 hs-mir-218    271    278
UUGUGCUUGAUCUAACCAUGU&GAUGGCACACAAGACACUGGACCUCAGGCCCUGCUAAGCACAGC
(((((((((......((.((.&........................))))......))))))))). -15.40
>ENSRNOG00000016968 hs-mir-218    678    685
UUGUGCUUGAUCUAACCAUGU&GUGUCCGGCGAGGGUCCAGAAUGGCGCGUCGGCAAAAGCACAC
.(((((((.......((((((&.........................)))).))...))))))). -15.60
>ENSRNOG00000016968 hs-mir-218   1361   1368
UUGUGCUUGAUCUAACCAUGU&CUGGGGGUGGGAAGGGCUCGCCAGGCAACCAGAUCAAGCACAC
.((((((((((((..((((.(&....).))))....................)))))))))))). -24.25

miRNA: mir-218
Human predicted target: ENSG00000119547
Mouse predicted target: ENSMUSG00000045991
Rat predicted target: ENSRNOG00000018299
Hs Gene description: ONE CUT DOMAIN FAMILY MEMBER 2 (ONECUT-2
TRANSCRIPTION FACTOR) (OC-2). [Source:SWISSPROT;Acc:O95948] NM_004852
mir-218 ENSG00000119547 2109 nt UTR 3 hits 116 768 876
----1-------------------------1----1--------------------------------------
-----------
>ENSG00000119547 hs-mir-218    116    123
UUGUGCUUGAUCUAACCAUGU&GGAUUCCUAGCUGGGGCCCUUCACUGGUGAUUUGAAAGCACAAU
((((((((......((((.((&......................)))))).......)))))))). -19.22
>ENSG00000119547 hs-mir-218    768    775
UUGUGCUUGAUCUAACCAUGU&AAAAAACCAGUCAGUUCACUUGCGCUCAAAGUAUCAAGCACAAC
(((((((((((((........&.............................)).))))))))))). -20.50
>ENSG00000119547 hs-mir-218    876    883
UUGUGCUUGAUCUAACCAUGU&UGAAGUCAUUAGGGAAUUGAUGAGAAUAUGGCUUCAAGCACAU
.(((((((((.....((((((&.........................))))))..))))))))). -22.60
mir-218 ENSMUSG00000045991 2000 nt UTR 3 hits 175 824 948
------1-------------------------1----1------------------------------------
------
>ENSMUSG00000045991 hs-mir-218    175    182
UUGUGCUUGAUCUAACCAUGU&AGAUUCUUAGCUGGGGCCCUUCACUGGUGACUUGAAAGCACAAU
((((((((......((((.((&......................)))))).......)))))))). -19.22
>ENSMUSG00000045991 hs-mir-218    824    831
UUGUGCUUGAUCUAACCAUGU&CAAAAAAAAGUCAAUUCACUUGAGCUCAAAGUAUCAAGCACAAC



(((((((((((((........&.............................)).))))))))))). -20.50
>ENSMUSG00000045991 hs-mir-218    948    955
UUGUGCUUGAUCUAACCAUGU&UGAAGUCAUUAGGGAAUUAUUGGGAAUAUGGCUUCAAGCACAU
.(((((((((.....((((((&.........................))))))..))))))))). -22.60
mir-218 ENSRNOG00000018299 2000 nt UTR 3 hits 157 806 930
------1-------------------------1----1------------------------------------
------
>ENSRNOG00000018299 hs-mir-218    157    164
UUGUGCUUGAUCUAACCAUGU&AGAUUCUUAACUGGGGCCCUUCACUGGUGACUUGAAAGCACAAU
((((((((......((((.((&......................)))))).......)))))))). -19.22
>ENSRNOG00000018299 hs-mir-218    806    813
UUGUGCUUGAUCUAACCAUGU&AAAAAAAAAGUCAAUUCACUUGAGCUCAAAGUAUCAAGCACAAC
(((((((((((((........&.............................)).))))))))))). -20.50
>ENSRNOG00000018299 hs-mir-218    930    937
UUGUGCUUGAUCUAACCAUGU&UGAAGUCAUUAGGGAAUUAUUGGGAAUAUGGCUUCAAGCACAC
.(((((((((.....((((((&.........................))))))..))))))))). -22.50

miRNA: mir-218
Human predicted target: ENSG00000133318
Mouse predicted target: ENSMUSG00000024758
Rat predicted target: ENSRNOG00000021202
Hs Gene description: RETICULON PROTEIN 3 (NEUROENDOCRINE-SPECIFIC PROTEIN-
LIKE 2) (NSP-LIKE PROTEIN II) (NSPLII). [Source:SWISSPROT;Acc:O95197]

NM_006054
mir-218 ENSG00000133318 3683 nt UTR 2 hits 168 3087
------1-------------------------------------------------------------------
-------------------------------------------------1------------------------
>ENSG00000133318 hs-mir-218    168    175
UUGUGCUUGAUCUAACCAUGU&UUUUCUCCCAUCCUUUCCCUUUAACCCUCAGUAUCAAGCACAAA
(((((((((((((........&.............................)).))))))))))). -20.80
>ENSG00000133318 hs-mir-218   3087   3094
UUGUGCUUGAUCUAACCAUGU&GAUCUUCCUGAAUCCCUGGUGGCCUCCACAACAAAAAGCACAAA
((((((((((....((((...&................))))....)).........)))))))). -16.30
mir-218 ENSMUSG00000024758 3929 nt UTR 2 hits 170 2955
------1-------------------------------------------------------------------
--------------------------------------------1-----------------------------
----------
>ENSMUSG00000024758 hs-mir-218    170    177
UUGUGCUUGAUCUAACCAUGU&GUUCUCUCCCCUCCUCUCCCUUUACCCUCAGUACCAAGCACAAG
(((((((((............&..................................))))))))). -17.50
>ENSMUSG00000024758 hs-mir-218   2955   2962
UUGUGCUUGAUCUAACCAUGU&AGCAGCUGUUCCAGAAUACCUGAUGGCCUCAAAACAAGCACAGA
(((((((((......((((..&......................))))........))))))))). -19.04
mir-218 ENSRNOG00000021202 3858 nt UTR 2 hits 174 3615
------1-------------------------------------------------------------------
----------------------------------------------------------------------1---
-------



>ENSRNOG00000021202 hs-mir-218    174    181
UUGUGCUUGAUCUAACCAUGU&GUUCUCUCCCAUCCUCUCCCUUUACCCUCAGUACCAAGCACAAG
(((((((((............&..................................))))))))). -17.50
>ENSRNOG00000021202 hs-mir-218   3615   3622
UUGUGCUUGAUCUAACCAUGU&GUUCCAGAAUACCUGAUGGUCGAUGGCCUCAAAACAAGCACAGA
((((((((((((..(((((..&...............))))).)))..........))))))))). -19.90

miRNA: mir-218
Human predicted target: ENSG00000149582
Mouse predicted target: ENSMUSG00000002032
Rat predicted target: ENSRNOG00000014218
Hs Gene description: NM_032780
mir-218 ENSG00000149582 3254 nt UTR 2 hits 550 801
---------------------1----------1-----------------------------------------
---------------------------------------------------------
>ENSG00000149582 hs-mir-218    550    557
UUGUGCUUGAUCUAACCAUGU&CACAGAAACCAACCCCUGACCCAGCGGUACCGGCCAAGCACAAA
(((((((((..(..(((.((.&.....................))..)))...)..))))))))). -21.80
>ENSG00000149582 hs-mir-218    801    808
UUGUGCUUGAUCUAACCAUGU&AGCUAUGCAUCAUUUUCCUACGGCGUUAGCACUUUAAGCACAU
.(((((((((.(((((..(((&...................)))..)))))....))))))))). -19.90
mir-218 ENSMUSG00000002032 3196 nt UTR 2 hits 547 784
---------------------1---------1------------------------------------------
------------------------------------------------------
>ENSMUSG00000002032 hs-mir-218    547    554
UUGUGCUUGAUCUAACCAUGU&GCUCAGGAACCAGCCCCUUGCCCAGGGACCUGGCCAAGCACAAA
(((((((((..(...((.((.&......................)).))....)..))))))))). -20.90
>ENSMUSG00000002032 hs-mir-218    784    791
UUGUGCUUGAUCUAACCAUGU&AGCUCUGCAUCGUUUUGUACAAGUGUCUGCAUUUUAAGCACAU
.(((((((((...(((.((((&......)))).)))...................))))))))). -16.45
mir-218 ENSRNOG00000014218 3122 nt UTR 4 hits 494 731 1611 1848
-------------------1---------1----------------------------------1--------
1---------------------------------------------------
>ENSRNOG00000014218 hs-mir-218    494    501
UUGUGCUUGAUCUAACCAUGU&GCUCAGGAACCAGCCCCUCACCCAGGGACCUGGCCAAGCACAAA
(((((((((..(...((.((.&......................)).))....)..))))))))). -20.90
>ENSRNOG00000014218 hs-mir-218    731    738
UUGUGCUUGAUCUAACCAUGU&UAGCAAUGUAUCAUUUUGUACAGUGUCCUCAUAUUAAGCACAU
.((((((((((..........&................................)))))))))). -16.30
>ENSRNOG00000014218 hs-mir-218   1611   1618
UUGUGCUUGAUCUAACCAUGU&GCUCAGGAACCAGCCCCUCACCCAGGGACCUGGCCAAGCACAAA
(((((((((..(...((.((.&......................)).))....)..))))))))). -20.90
>ENSRNOG00000014218 hs-mir-218   1848   1855
UUGUGCUUGAUCUAACCAUGU&UAGCAAUGUAUCAUUUUGUACAGUGUCCUCAUAUUAAGCACAU
.((((((((((..........&................................)))))))))). -16.30



miRNA: mir-218
Human predicted target: ENSG00000162105
Mouse predicted target: ENSMUSG00000037541
Rat predicted target: ENSRNOG00000020806
Hs Gene description: SH3 AND MULTIPLE ANKYRIN REPEAT DOMAINS PROTEIN 2
(SHANK2). [Source:SWISSPROT;Acc:Q9UPX8] NM_012309
mir-218 ENSG00000162105 7013 nt UTR 3 hits 764 1713 6238
------------------------------1-------------------------------------1-----
--------------------------------------------------------------------------
--------------------------------------------------------------------------
---------------------------1-------------------------------
>ENSG00000162105 hs-mir-218    764    771
UUGUGCUUGAUCUAACCAUGU&AAGGUGGCCAAGCAGAUGUCACAUGGAGUUAGUCAAAGCACAAA
((((((((((.((((((((((&....................))))))..)))))).)))))))). -24.70
>ENSG00000162105 hs-mir-218   1713   1720
UUGUGCUUGAUCUAACCAUGU&UACUGCAAGUUUAAAUAGUUGUACAGAUAGUUUAUAAGCACAAU
(((((((((..(((....(((&......................)))..)))....))))))))). -15.90
>ENSG00000162105 hs-mir-218   6238   6245
UUGUGCUUGAUCUAACCAUGU&ACACAUAGCCCCUGCAGCCCUGCAGAGGUGGCCACAAGCACAAG
(((((((((.....(((.(((&.....................)))..))).....))))))))). -22.00
mir-218 ENSMUSG00000037541 2000 nt UTR 2 hits 675 1395
--------------------------1----------------------------1------------------
------
>ENSMUSG00000037541 hs-mir-218    675    682
UUGUGCUUGAUCUAACCAUGU&AGGGUGGCCAAAAUGAAGUCACACGGAGUUAGUCAAAGCACAAA
((((((((((.(((((..(((&......................)))..))))))).)))))))). -22.30
>ENSMUSG00000037541 hs-mir-218   1395   1402
UUGUGCUUGAUCUAACCAUGU&UACUGCAAGUUUAAAUAUGUGUACAGAUAGUUCAUAAGCACAAU
(((((((((((((.(((((((&..............))))).))..))))......))))))))). -18.40
mir-218 ENSRNOG00000020806 2000 nt UTR 3 hits 687 755 1603
---------------------------1--1---------------------------------1---------
------
>ENSRNOG00000020806 hs-mir-218    687    694
UUGUGCUUGAUCUAACCAUGU&AGGGUGGCCAAACUGAAGUCACACGGAGUUAGUCAAAGCACAAA
((((((((((.(((((..(((&......................)))..))))))).)))))))). -22.30
>ENSRNOG00000020806 hs-mir-218    755    762
UUGUGCUUGAUCUAACCAUGU&GCCUGGCCAUAGAGCCAGCCAAUGUGUGGCUGCCCAAGCACAC
.((((((((..(...(((..(&.......................)..)))..)..)))))))). -19.70
>ENSRNOG00000020806 hs-mir-218   1603   1610
UUGUGCUUGAUCUAACCAUGU&UACUGCAAGUUUAAAUACGUGUACAGAUAGUUCAUAAGCACAAU
(((((((((((((...(((((&................)))))...))))......))))))))). -19.10

miRNA: mir-218
Human predicted target: ENSG00000163936
Mouse predicted target: ENSMUSG00000006526
Rat predicted target: ENSRNOG00000017051
mir-218 ENSG00000163936 2257 nt UTR 2 hits 350 1666



-------------1----------------------------------------------------1-------
-----------------
>ENSG00000163936 hs-mir-218    350    357
UUGUGCUUGAUCUAACCAUGU&CCCCGUGUCCGACCACCGAGUGGCAAGGUGGAAGGAAGCACAGG
((((((((..(((.(((.(((&......................))).))))))...)))))))). -20.60
>ENSG00000163936 hs-mir-218   1666   1673
UUGUGCUUGAUCUAACCAUGU&UUCCUUUUAGACCUGCAUGAGCACGUGUUUCACUUAAGCACAU
.(((((((((......(((((&......................)))))......))))))))). -18.90
mir-218 ENSMUSG00000006526 2645 nt UTR 2 hits 1430 2287
---------------------------------------------------------1----------------
-----------------1--------------
>ENSMUSG00000006526 hs-mir-218   1430   1437
UUGUGCUUGAUCUAACCAUGU&CCCACCGCCUCACGGGCUGAGGCCUUAGGUGAGACAAGCACAGA
(((((((((.(((.(((....&...........................))).)))))))))))). -24.40
>ENSMUSG00000006526 hs-mir-218   2287   2294
UUGUGCUUGAUCUAACCAUGU&CUCCCUGUGGAUGUGCGCAUGCAACCAUACAGCAAAAGCACAU
.(((((((...((...(((((&................))))).........))...))))))). -14.80
mir-218 ENSRNOG00000017051 2000 nt UTR 2 hits 1479 1922
-----------------------------------------------------------1--------------
--1---
>ENSRNOG00000017051 hs-mir-218   1479   1486
UUGUGCUUGAUCUAACCAUGU&ACUGGCAGUGAUAUGGCUGAAGCCUUCGGUGAGACAAGCACAAA
(((((((((.(((.(((....&...........................))).)))))))))))). -24.80
>ENSRNOG00000017051 hs-mir-218   1922   1929
UUGUGCUUGAUCUAACCAUGU&UCACAGAGGUGAUCCGUAAGGUCCUCCCAGCUCCCAAGCACAGC
((((((((((((..(((.(((&..)))..)))))).....................))))))))). -17.29

miRNA: mir-221
Human predicted target: ENSG00000112183
Mouse predicted target: ENSMUSG00000038132
Rat predicted target: ENSRNOG00000016925
Hs Gene description: NM_153020
mir-221 ENSG00000112183 3747 nt UTR 2 hits 403 1214
----------------1-------------------------------1-------------------------
--------------------------------------------------------------------------
--
>ENSG00000112183 hs-mir-221    403    410
AGCUACAUUGUCUGCUGGGUUUC&AAUCUAGUUGAACCAGGGAAUACAGAGCGAGCAAUAUGUAGCUU
((((((((((..((((..(((((&.................))).))..))))..))..)))))))). -
22.50
>ENSG00000112183 hs-mir-221   1214   1221
AGCUACAUUGUCUGCUGGGUUUC&UUCAUCUCAUGGCAUAAAUUAUUUAGUAAGUCUAGAUGUAGCG
.((((((((..(((((((((...&....................)))))))).)....)))))))). -20.60
mir-221 ENSMUSG00000038132 2000 nt UTR 2 hits 493 1307
-------------------1--------------------------------1---------------------
------
>ENSMUSG00000038132 hs-mir-221    493    500



AGCUACAUUGUCUGCUGGGUUUC&AAUCUAGUUGAACCAGGGAAUACGGAGUGAGCAAUAUGUAGCUU
(((((((((((..(((.(((((.&.........)))))...........)))..)))..)))))))). -
20.70
>ENSMUSG00000038132 hs-mir-221   1307   1314
AGCUACAUUGUCUGCUGGGUUUC&UUCAUCUCAUGGCAUAAGUUAUUCAGUAGGUCUAGAUGUAGCA
.((((((((.((((((((((..(&.................)..))))))))))....)))))))). -26.40
mir-221 ENSRNOG00000016925 2400 nt UTR 3 hits 370 716 1532
--------------1-------------1--------------------------------1------------
----------------------
>ENSRNOG00000016925 hs-mir-221    370    377
AGCUACAUUGUCUGCUGGGUUUC&AAUCUAGCUGAACCAGGGAAUACGGAGUGCACAAUAUGUAGCUU
((((((((..((.((((((((..&)))))))).))........................)))))))). -
21.77
>ENSRNOG00000016925 hs-mir-221    716    723
AGCUACAUUGUCUGCUGGGUUUC&AAUCUAGCUGAACCAGGGAAUACGGAGUGCACAAUAUGUAGCUU
((((((((..((.((((((((..&)))))))).))........................)))))))). -
21.77
>ENSRNOG00000016925 hs-mir-221   1532   1539
AGCUACAUUGUCUGCUGGGUUUC&UUCAUCUCAUGGCAUAAGUUAUUCAGUAGGUCUAGAUGUAGCA
.((((((((.((((((((((..(&.................)..))))))))))....)))))))). -26.40

miRNA: mir-221
Human predicted target: ENSG00000117016
Mouse predicted target: ENSMUSG00000032890
Rat predicted target: ENSRNOG00000011171
Rat predicted target: ENSRNOG00000011337
Hs Gene description: NM_014747
mir-221 ENSG00000117016 7837 nt UTR 5 hits 510 613 2278 3590 4418
--------------------1---1-------------------------------------------------
-----------------1---------------------------------------------------1----
----------------------------1---------------------------------------------
--------------------------------------------------------------------------
------------------
>ENSG00000117016 hs-mir-221    510    517
AGCUACAUUGUCUGCUGGGUUUC&UUGACUCUCCCGGCUCUGCCACUGUUUUCUGAGAAAUGUAGCA
.((((((((.(((((((((....&........)))))).................))))))))))). -24.82
>ENSG00000117016 hs-mir-221    613    620
AGCUACAUUGUCUGCUGGGUUUC&GGCAGCUCUUCCUGCCACUGAAUGCGUUCUGCAGCAUGUAGCA
.(((((((.(.((((.(..(...&.........................)..).)))))))))))). -22.20
>ENSG00000117016 hs-mir-221   2278   2285
AGCUACAUUGUCUGCUGGGUUUC&GUUAGUGACCCACAGGACAGUAUAGAUGUUUGUGGAUGUAGCA
.((((((((((((..((((((..&......))))))..))))................)))))))). -25.79
>ENSG00000117016 hs-mir-221   3590   3597
AGCUACAUUGUCUGCUGGGUUUC&AUAAAGACCUCCAAGGGUACUUCUUUGGAAAUGAAAUGUAGCA
.((((((((.((((((((((((.&....)))))).....)))........))).....)))))))). -19.60
>ENSG00000117016 hs-mir-221   4418   4425
AGCUACAUUGUCUGCUGGGUUUC&GGACCUUGUUCUCUGAUAAAGGGCUUAAUCUUUCCAUGUAGCA



.(((((((((((.((.((((((.&)))))).)).....)))).................))))))). -19.52
mir-221 ENSMUSG00000032890 2000 nt UTR 2 hits 456 564
------------------1---1---------------------------------------------------
------
>ENSMUSG00000032890 hs-mir-221    456    463
AGCUACAUUGUCUGCUGGGUUUC&CUUUGCCUCUCCCAGCAUUGCUGCUUUUUUGAGGAAUGUAGCA
.((((((((.(((((((((....&..........)))))))...............)))))))))). -25.16
>ENSMUSG00000032890 hs-mir-221    564    571
AGCUACAUUGUCUGCUGGGUUUC&CACUGGUGGUCAUCCCAUUGAAUGCACUCCACAGCAUGUAGCA
.(((((((.(.(((.(((((...&.........................)).)))))))))))))). -21.60
mir-221 ENSRNOG00000011171 2199 nt UTR 2 hits 468 576
------------------1----1--------------------------------------------------
--------------
>ENSRNOG00000011171 hs-mir-221    468    475
AGCUACAUUGUCUGCUGGGUUUC&UUGCCUCUCCCAGCAUUGCUGCUCUUUUUUGAGGAAUGUAGCA
.((((((((.(((((((((....&........))))))).................)))))))))). -25.02
>ENSRNOG00000011171 hs-mir-221    576    583
AGCUACAUUGUCUGCUGGGUUUC&CGAUGGUGGUCAACCCAUUGAACGCACUCCACAGCAUGUAGCA
.((((((((((.(((((((((..&...........))))))......)))....)))..))))))). -22.20
mir-221 ENSRNOG00000011337 2000 nt UTR 2 hits 468 576
------------------1----1--------------------------------------------------
------
>ENSRNOG00000011337 hs-mir-221    468    475
AGCUACAUUGUCUGCUGGGUUUC&UUGCCUCUCCCAGCAUUGCUGCUCUUUUUUGAGGAAUGUAGCA
.((((((((.(((((((((....&........))))))).................)))))))))). -25.02
>ENSRNOG00000011337 hs-mir-221    576    583
AGCUACAUUGUCUGCUGGGUUUC&CGAUGGUGGUCAACCCAUUGAACGCACUCCACAGCAUGUAGCA
.((((((((((.(((((((((..&...........))))))......)))....)))..))))))). -22.20

miRNA: mir-221
Human predicted target: ENSG00000119414
Mouse predicted target: ENSMUSG00000026753
Rat predicted target: ENSRNOG00000015145
Hs Gene description: SERINE/THREONINE PROTEIN PHOSPHATASE 6 (EC 3.1.3.16)
(PP6). [Source:SWISSPROT;Acc:O00743] NM_002721
mir-221 ENSG00000119414 2545 nt UTR 2 hits 267 1767
----------1-----------------------------------------------------------1---
----------------------------
>ENSG00000119414 hs-mir-221    267    274
AGCUACAUUGUCUGCUGGGUUUC&AGACUUGAGAAAUGUCUUAAUACUCACACUGCUGCAUGUAGCUC
((((((((.((..(((((((...&.....................)))))....)).)))))))))). -
19.60
>ENSG00000119414 hs-mir-221   1767   1774
AGCUACAUUGUCUGCUGGGUUUC&AUUCAGGUGGAAAGGUAUUUUUAUCUCACAGGGAUAUGUAGCUA
(((((((((.((((.((((....&........................)))))))).).)))))))). -
22.50
mir-221 ENSMUSG00000026753 2670 nt UTR 2 hits 259 1759



----------1-----------------------------------------------------------1---
---------------------------------
>ENSMUSG00000026753 hs-mir-221    259    266
AGCUACAUUGUCUGCUGGGUUUC&AGACUUGAGAAAUGUCUUAAUACUCACAUUGCUGCAUGUAGCUC
((((((((.((..(((((((...&.....................)))))....)).)))))))))). -
19.60
>ENSMUSG00000026753 hs-mir-221   1759   1766
AGCUACAUUGUCUGCUGGGUUUC&AUUCAGGUGGAAAGGUAUUUUUAUCUCACAGGAAUAUGUAGCUA
((((((((..((((.((((....&........................))))))))...)))))))). -
23.10
mir-221 ENSRNOG00000015145 4943 nt UTR 3 hits 261 1735 3951
----------1----------------------------------------------------------1----
--------------------------------------------------------------------------
----------1---------------------------------------
>ENSRNOG00000015145 hs-mir-221    261    268
AGCUACAUUGUCUGCUGGGUUUC&AGACUUGAGAAAUGUCUUAAUACUCACAUUGCUGCAUGUAGCUC
((((((((.((..(((((((...&.....................)))))....)).)))))))))). -
19.60
>ENSRNOG00000015145 hs-mir-221   1735   1742
AGCUACAUUGUCUGCUGGGUUUC&AAUUCGGGUGGAAAGGUAUUUUAUCUCACAGGAAUAUGUAGCUA
((((((((..((((.((((....&........................))))))))...)))))))). -
23.10
>ENSRNOG00000015145 hs-mir-221   3951   3958
AGCUACAUUGUCUGCUGGGUUUC&AAUUCGGGUGGAAAGGUAUUUUAUCUCACAGGAAUAUGUAGCUA
((((((((..((((.((((....&........................))))))))...)))))))). -
23.10

miRNA: mir-221
Human predicted target: ENSG00000155111
Mouse predicted target: ENSMUSG00000038481
Rat predicted target: ENSRNOG00000000583
mir-221 ENSG00000155111 6557 nt UTR 2 hits 771 1852
------------------------------1-------------------------------------------
1-------------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------
>ENSG00000155111 hs-mir-221    771    778
AGCUACAUUGUCUGCUGGGUUUC&GCAUUCAGUAAUUAAGAAUUACAAUUUUAACCUUCAUGUAGCUA
((((((((((..((((((((...&..))))))))..)).....................)))))))). -
18.29
>ENSG00000155111 hs-mir-221   1852   1859
AGCUACAUUGUCUGCUGGGUUUC&UUUUUUAAAAUAAGAAAUUAGCAGCCCUCUGCAUAAUGUAGCUG
(((((((((((..((.(((((..&......................)))))...))))))))))))). -
26.20
mir-221 ENSMUSG00000038481 4297 nt UTR 2 hits 2869 3267



--------------------------------------------------------------------------
----------------------------------------1---------------1-----------------
------------------------
>ENSMUSG00000038481 hs-mir-221   2869   2876
AGCUACAUUGUCUGCUGGGUUUC&AAAGGUUUCUGGUCUUUGUAUUAAGUCACUUUUAGAUGUAGCUU
(((((((((....((..((..((&...))..))..)).....................))))))))). -
17.71
>ENSMUSG00000038481 hs-mir-221   3267   3274
AGCUACAUUGUCUGCUGGGUUUC&GUAGGGCUUGAAGCUUGCUUUGCUUCUGAGUUAAGAUGUAGCA
.((((((((....((((((((((&.........)))))))............)))...)))))))). -20.60
mir-221 ENSRNOG00000000583 4096 nt UTR 3 hits 724 887 2817
----------------------------1------1--------------------------------------
--------------------------------------1-----------------------------------
----------------
>ENSRNOG00000000583 hs-mir-221    724    731
AGCUACAUUGUCUGCUGGGUUUC&UAAUAUUCAGUGAUUAAAAUUAUAAUUUUAACUUCAUGUAGCUA
((((((((.(((.(((((((...&....)))))))))).....................)))))))). -
18.75
>ENSRNOG00000000583 hs-mir-221    887    894
AGCUACAUUGUCUGCUGGGUUUC&GCGCGCUUCGUCCACUUGAGGGAAAAGCUUUUUCCAUGUAGCUU
((((((((.(...(((...(..(&...................)..)..))).....).)))))))). -
18.60
>ENSRNOG00000000583 hs-mir-221   2817   2824
AGCUACAUUGUCUGCUGGGUUUC&UAAUAUUCAGUGAUUAAAAUUAUAAUUUUAACUUCAUGUAGCUA
((((((((.(((.(((((((...&....)))))))))).....................)))))))). -
18.75

miRNA: mir-221
Human predicted target: ENSG00000157404
Mouse predicted target: ENSMUSG00000005672
Rat predicted target: ENSRNOG00000002227
Hs Gene description: MAST/STEM CELL GROWTH FACTOR RECEPTOR PRECURSOR (EC
2.7.1.112) (SCFR) (PROTO-ONCOGENE TYROSINE-PROTEIN KINASE KIT) (C-KIT)
(CD117 ANTIGEN). [Source:SWISSPROT;Acc:P10721] NM_000222
mir-221 ENSG00000157404 2000 nt UTR 2 hits 1030 1959
-----------------------------------------1--------------------------------
----1-
>ENSG00000157404 hs-mir-221   1030   1037
AGCUACAUUGUCUGCUGGGUUUC&AGUGGGAAAACACUGCCAUCUUAGUUUGGAUUCUUAUGUAGCA
.(((((((.((((((((((....&...................))))))..))))....))))))). -21.80
>ENSG00000157404 hs-mir-221   1959   1966
AGCUACAUUGUCUGCUGGGUUUC&GAAAUUAUUUUGUGGCUUUUUUUGUAAAUAUUGAAAUGUAGCA
.((((((((..(..(..((((((&)))))).....)..)...................)))))))). -17.00
mir-221 ENSMUSG00000005672 4174 nt UTR 3 hits 447 1978 2854
-----------------1--------------------------------------------------------
-----1----------------------------------1---------------------------------
-------------------



>ENSMUSG00000005672 hs-mir-221    447    454
AGCUACAUUGUCUGCUGGGUUUC&UGGCCCUGAGAGCCAUCCUUAAUGAUGGGAGAUAUAUGUAGCA
.((((((((((((.((((.((((&.......)))).)))............).))))).))))))). -24.20
>ENSMUSG00000005672 hs-mir-221   1978   1985
AGCUACAUUGUCUGCUGGGUUUC&GGAAUUAUUAUGUGGCUUUUUUUGUAAAUAUUGAAAUGUAGCA
.((((((((..(..(..((((((&)))))).....)..)...................)))))))). -16.50
>ENSMUSG00000005672 hs-mir-221   2854   2861
AGCUACAUUGUCUGCUGGGUUUC&ACCAUUGGAACUGUCUGAGAAAGCCUCCCUAUACCAUGUAGCC
.(((((((.((..(..((((((.&....................))))))..)...)).))))))). -19.70
mir-221 ENSRNOG00000002227 2843 nt UTR 2 hits 445 2061
-----------------1--------------------------------------------------------
--------1-------------------------------
>ENSRNOG00000002227 hs-mir-221    445    452
AGCUACAUUGUCUGCUGGGUUUC&GGCCCAGAGAGCCUUCCAUAAUGACGGGCAGAUGUAUGUAGCA
.(((((((((((((((((((((.&........))))))............)))))))).))))))). -28.40
>ENSRNOG00000002227 hs-mir-221   2061   2068
AGCUACAUUGUCUGCUGGGUUUC&GGAAUUAUUACGUGGCUUUUUUUGUAAAUAUUGAAAUGUAGCA
.((((((((.((.((((.((...&.........)).))))................)))))))))). -18.03

miRNA: mir-222
Human predicted target: ENSG00000074317
Mouse predicted target: ENSMUSG00000034891
Rat predicted target: ENSRNOG00000018039
Hs Gene description: BETA-SYNUCLEIN. [Source:SWISSPROT;Acc:Q16143]

NM_003085
mir-222 ENSG00000074317 2602 nt UTR 1 hits 273
----------1---------------------------------------------------------------
-------------------------------
>ENSG00000074317 hs-mir-222    273    280
AGCUACAUCUGGCUACUGGGUCUC&CCAGUGUUGCCUCCUCCCAUCCAGCGUCUGCGCGGAUGUAGCA
.((((((((((((..((((((...&..................)))))).....)).)))))))))). -
30.20
mir-222 ENSMUSG00000034891 2651 nt UTR 1 hits 327
-------------1------------------------------------------------------------
---------------------------------
>ENSMUSG00000034891 hs-mir-222    327    334
AGCUACAUCUGGCUACUGGGUCUC&CCCCUCACCCUCCAUUUGGUCCAGUGUCUGCUCGGAUGUAGCA
.((((((((((((((((((..(..&.................)..))))))...).))))))))))). -
32.50
mir-222 ENSRNOG00000018039 2000 nt UTR 1 hits 707
----------------------------1---------------------------------------------
------
>ENSRNOG00000018039 hs-mir-222    707    714
AGCUACAUCUGGCUACUGGGUCUC&CCCCUCACCCUCCAUCUGGUCCAGUGUCUGCUCGGAUGUAGCA
.((((((((((((((((((..(..&.................)..))))))...).))))))))))). -
32.50



miRNA: mir-222
Human predicted target: ENSG00000112183
Mouse predicted target: ENSMUSG00000038132
Rat predicted target: ENSRNOG00000016925
Hs Gene description: NM_153020
mir-222 ENSG00000112183 3747 nt UTR 2 hits 403 1214
----------------1-------------------------------1-------------------------
--------------------------------------------------------------------------
--
>ENSG00000112183 hs-mir-222    403    410
AGCUACAUCUGGCUACUGGGUCUC&AAUCUAGUUGAACCAGGGAAUACAGAGCGAGCAAUAUGUAGCUU
((((((((((.(((.(((..((((&...............))))...)))))).))....)))))))). -
26.60
>ENSG00000112183 hs-mir-222   1214   1221
AGCUACAUCUGGCUACUGGGUCUC&UUCAUCUCAUGGCAUAAAUUAUUUAGUAAGUCUAGAUGUAGCG
.((((((((((((((((((((...&....................)))))))).).))))))))))). -
28.40
mir-222 ENSMUSG00000038132 2000 nt UTR 2 hits 493 1307
-------------------1--------------------------------1---------------------
------
>ENSMUSG00000038132 hs-mir-222    493    500
AGCUACAUCUGGCUACUGGGUCUC&AAUCUAGUUGAACCAGGGAAUACGGAGUGAGCAAUAUGUAGCUU
((((((((((.(((.(((..((((&...............))))...)))))).))....)))))))). -
24.40
>ENSMUSG00000038132 hs-mir-222   1307   1314
AGCUACAUCUGGCUACUGGGUCUC&UUCAUCUCAUGGCAUAAGUUAUUCAGUAGGUCUAGAUGUAGCA
.((((((((((((((((((((...&....................)))))))))..))))))))))). -
31.90
mir-222 ENSRNOG00000016925 2400 nt UTR 3 hits 370 716 1532
--------------1-------------1--------------------------------1------------
----------------------
>ENSRNOG00000016925 hs-mir-222    370    377
AGCUACAUCUGGCUACUGGGUCUC&AAUCUAGCUGAACCAGGGAAUACGGAGUGCACAAUAUGUAGCUU
((((((((.((((..(((..((((&...............))))...)))...)).))..)))))))). -
22.50
>ENSRNOG00000016925 hs-mir-222    716    723
AGCUACAUCUGGCUACUGGGUCUC&AAUCUAGCUGAACCAGGGAAUACGGAGUGCACAAUAUGUAGCUU
((((((((.((((..(((..((((&...............))))...)))...)).))..)))))))). -
22.50
>ENSRNOG00000016925 hs-mir-222   1532   1539
AGCUACAUCUGGCUACUGGGUCUC&UUCAUCUCAUGGCAUAAGUUAUUCAGUAGGUCUAGAUGUAGCA
.((((((((((((((((((((...&....................)))))))))..))))))))))). -
31.90

miRNA: mir-222
Human predicted target: ENSG00000117016



Mouse predicted target: ENSMUSG00000032890
Rat predicted target: ENSRNOG00000011171
Rat predicted target: ENSRNOG00000011337
Hs Gene description: NM_014747
mir-222 ENSG00000117016 7837 nt UTR 5 hits 510 613 2278 3590 4418
--------------------1---1-------------------------------------------------
-----------------1---------------------------------------------------1----
----------------------------1---------------------------------------------
--------------------------------------------------------------------------
------------------
>ENSG00000117016 hs-mir-222    510    517
AGCUACAUCUGGCUACUGGGUCUC&UUGACUCUCCCGGCUCUGCCACUGUUUUCUGAGAAAUGUAGCA
.(((((((.((((..(((((....&........)))))....))))..............))))))). -
24.06
>ENSG00000117016 hs-mir-222    613    620
AGCUACAUCUGGCUACUGGGUCUC&GGCAGCUCUUCCUGCCACUGAAUGCGUUCUGCAGCAUGUAGCA
.((((((((((((....((((...&....)))).....))))................).))))))). -
20.09
>ENSG00000117016 hs-mir-222   2278   2285
AGCUACAUCUGGCUACUGGGUCUC&GUUAGUGACCCACAGGACAGUAUAGAUGUUUGUGGAUGUAGCA
.((((((((((...((((((((.(&....).))))))...............))...)))))))))). -
25.76
>ENSG00000117016 hs-mir-222   3590   3597
AGCUACAUCUGGCUACUGGGUCUC&AUAAAGACCUCCAAGGGUACUUCUUUGGAAAUGAAAUGUAGCA
.(((((((...(((...((((((.&....)))))).....))).................))))))). -
20.55
>ENSG00000117016 hs-mir-222   4418   4425
AGCUACAUCUGGCUACUGGGUCUC&GGACCUUGUUCUCUGAUAAAGGGCUUAAUCUUUCCAUGUAGCA
.(((((((..((((((.((((((.&)))))).))............))))..........))))))). -
22.00
mir-222 ENSMUSG00000032890 2000 nt UTR 2 hits 456 564
------------------1---1---------------------------------------------------
------
>ENSMUSG00000032890 hs-mir-222    456    463
AGCUACAUCUGGCUACUGGGUCUC&CUUUGCCUCUCCCAGCAUUGCUGCUUUUUUGAGGAAUGUAGCA
.((((((((((((..(((((....&..........)))))....)))..........)).))))))). -
23.60
>ENSMUSG00000032890 hs-mir-222    564    571
AGCUACAUCUGGCUACUGGGUCUC&CACUGGUGGUCAUCCCAUUGAAUGCACUCCACAGCAUGUAGCA
.(((((((((((((((..(.....&..)..))))).....................))).))))))). -
24.49
mir-222 ENSRNOG00000011171 2199 nt UTR 2 hits 468 576
------------------1----1--------------------------------------------------
--------------
>ENSRNOG00000011171 hs-mir-222    468    475
AGCUACAUCUGGCUACUGGGUCUC&UUGCCUCUCCCAGCAUUGCUGCUCUUUUUUGAGGAAUGUAGCA
.((((((((((((..(((((....&........)))))....)))............)).))))))). -
23.40



>ENSRNOG00000011171 hs-mir-222    576    583
AGCUACAUCUGGCUACUGGGUCUC&CGAUGGUGGUCAACCCAUUGAACGCACUCCACAGCAUGUAGCA
.((((((((((((((.(((((...&............))))).))...))......))).))))))). -
22.30
mir-222 ENSRNOG00000011337 2000 nt UTR 2 hits 468 576
------------------1----1--------------------------------------------------
------
>ENSRNOG00000011337 hs-mir-222    468    475
AGCUACAUCUGGCUACUGGGUCUC&UUGCCUCUCCCAGCAUUGCUGCUCUUUUUUGAGGAAUGUAGCA
.((((((((((((..(((((....&........)))))....)))............)).))))))). -
23.40
>ENSRNOG00000011337 hs-mir-222    576    583
AGCUACAUCUGGCUACUGGGUCUC&CGAUGGUGGUCAACCCAUUGAACGCACUCCACAGCAUGUAGCA
.((((((((((((((.(((((...&............))))).))...))......))).))))))). -
22.30

miRNA: mir-222
Human predicted target: ENSG00000119414
Mouse predicted target: ENSMUSG00000026753
Rat predicted target: ENSRNOG00000015145
Hs Gene description: SERINE/THREONINE PROTEIN PHOSPHATASE 6 (EC 3.1.3.16)
(PP6). [Source:SWISSPROT;Acc:O00743] NM_002721
mir-222 ENSG00000119414 2545 nt UTR 2 hits 267 1767
----------1-----------------------------------------------------------1---
----------------------------
>ENSG00000119414 hs-mir-222    267    274
AGCUACAUCUGGCUACUGGGUCUC&AGACUUGAGAAAUGUCUUAAUACUCACACUGCUGCAUGUAGCUC
((((((((.((((...(((((...&.....................)))))....)))).)))))))). -
22.40
>ENSG00000119414 hs-mir-222   1767   1774
AGCUACAUCUGGCUACUGGGUCUC&AUUCAGGUGGAAAGGUAUUUUUAUCUCACAGGGAUAUGUAGCUA
((((((((((..(((((((((...&)))))).)))..)).....................)))))))). -
19.39
mir-222 ENSMUSG00000026753 2670 nt UTR 2 hits 259 1759
----------1-----------------------------------------------------------1---
---------------------------------
>ENSMUSG00000026753 hs-mir-222    259    266
AGCUACAUCUGGCUACUGGGUCUC&AGACUUGAGAAAUGUCUUAAUACUCACAUUGCUGCAUGUAGCUC
((((((((.((((...(((((...&.....................)))))....)))).)))))))). -
22.40
>ENSMUSG00000026753 hs-mir-222   1759   1766
AGCUACAUCUGGCUACUGGGUCUC&AUUCAGGUGGAAAGGUAUUUUUAUCUCACAGGAAUAUGUAGCUA
((((((((((..(((((((((...&)))))).)))..)).....................)))))))). -
19.39
mir-222 ENSRNOG00000015145 4943 nt UTR 3 hits 261 1735 3951



----------1----------------------------------------------------------1----
--------------------------------------------------------------------------
----------1---------------------------------------
>ENSRNOG00000015145 hs-mir-222    261    268
AGCUACAUCUGGCUACUGGGUCUC&AGACUUGAGAAAUGUCUUAAUACUCACAUUGCUGCAUGUAGCUC
((((((((.((((...(((((...&.....................)))))....)))).)))))))). -
22.40
>ENSRNOG00000015145 hs-mir-222   1735   1742
AGCUACAUCUGGCUACUGGGUCUC&AAUUCGGGUGGAAAGGUAUUUUAUCUCACAGGAAUAUGUAGCUA
((((((((((..(((((.((....&...)).)))))..))....................)))))))). -
20.95
>ENSRNOG00000015145 hs-mir-222   3951   3958
AGCUACAUCUGGCUACUGGGUCUC&AAUUCGGGUGGAAAGGUAUUUUAUCUCACAGGAAUAUGUAGCUA
((((((((((..(((((.((....&...)).)))))..))....................)))))))). -
20.95

miRNA: mir-222
Human predicted target: ENSG00000143418
Mouse predicted target: ENSMUSG00000015714
Rat predicted target: ENSRNOG00000021138
Hs Gene description: TUMOR METASTASIS-SUPPRESSOR; L3 PIGMENT.
[Source:RefSeq;Acc:NM_013384] NM_013384
mir-222 ENSG00000143418 2900 nt UTR 1 hits 2450
--------------------------------------------------------------------------
-----------------------1------------------
>ENSG00000143418 hs-mir-222   2450   2457
AGCUACAUCUGGCUACUGGGUCUC&AGCGGCCCAGGUUGCCUUCAAGCUUGGCAUCAAUGAUGUAGCA
.((((((((.(((..(((((((..&...)))))))...)))..................)))))))). -
34.21
mir-222 ENSMUSG00000015714 2777 nt UTR 1 hits 1884
--------------------------------------------------------------------------
-1------------------------------------
>ENSMUSG00000015714 hs-mir-222   1884   1891
AGCUACAUCUGGCUACUGGGUCUC&AGCGGCCUAGGUUGCCUUCAAGUUUGGCAUCAAUGAUGUAGCA
.((((((((.(((..(((((((..&...)))))))...)))..................)))))))). -
31.91
mir-222 ENSRNOG00000021138 2000 nt UTR 1 hits 1835
-------------------------------------------------------------------------
1------
>ENSRNOG00000021138 hs-mir-222   1835   1842
AGCUACAUCUGGCUACUGGGUCUC&AGCGGCCUAGGUUGCCUUCAAGUUUGGCAUCAAUGAUGUAGCA
.((((((((.(((..(((((((..&...)))))))...)))..................)))))))). -
31.91

miRNA: mir-222
Human predicted target: ENSG00000155111



Mouse predicted target: ENSMUSG00000038481
Rat predicted target: ENSRNOG00000000583
mir-222 ENSG00000155111 6557 nt UTR 2 hits 771 1852
------------------------------1-------------------------------------------
1-------------------------------------------------------------------------
--------------------------------------------------------------------------
-----------------------------------------
>ENSG00000155111 hs-mir-222    771    778
AGCUACAUCUGGCUACUGGGUCUC&GCAUUCAGUAAUUAAGAAUUACAAUUUUAACCUUCAUGUAGCUA
((((((((..((.((((((((...&..))))))))....................))...)))))))). -
19.50
>ENSG00000155111 hs-mir-222   1852   1859
AGCUACAUCUGGCUACUGGGUCUC&UUUUUUAAAAUAAGAAAUUAGCAGCCCUCUGCAUAAUGUAGCUG
((((((((...((....((((...&.......................))))...))...)))))))). -
24.00
mir-222 ENSMUSG00000038481 4297 nt UTR 2 hits 2869 3267
--------------------------------------------------------------------------
----------------------------------------1---------------1-----------------
------------------------
>ENSMUSG00000038481 hs-mir-222   2869   2876
AGCUACAUCUGGCUACUGGGUCUC&AAAGGUUUCUGGUCUUUGUAUUAAGUCACUUUUAGAUGUAGCUU
((((((((((((.(((.((..(..&..........)..))..)))...........)))))))))))). -
21.70
>ENSMUSG00000038481 hs-mir-222   3267   3274
AGCUACAUCUGGCUACUGGGUCUC&GUAGGGCUUGAAGCUUGCUUUGCUUCUGAGUUAAGAUGUAGCA
.(((((((((((((.(.((((((.&...))))))).))))..................))))))))). -
24.76
mir-222 ENSRNOG00000000583 4096 nt UTR 3 hits 724 887 2817
----------------------------1------1--------------------------------------
--------------------------------------1-----------------------------------
----------------
>ENSRNOG00000000583 hs-mir-222    724    731
AGCUACAUCUGGCUACUGGGUCUC&UAAUAUUCAGUGAUUAAAAUUAUAAUUUUAACUUCAUGUAGCUA
((((((((..((.((((((((...&....))))))))...................))..)))))))). -
18.35
>ENSRNOG00000000583 hs-mir-222    887    894
AGCUACAUCUGGCUACUGGGUCUC&GCGCGCUUCGUCCACUUGAGGGAAAAGCUUUUUCCAUGUAGCUU
((((((((..((((......((((&...................))))..))))......)))))))). -
18.10
>ENSRNOG00000000583 hs-mir-222   2817   2824
AGCUACAUCUGGCUACUGGGUCUC&UAAUAUUCAGUGAUUAAAAUUAUAAUUUUAACUUCAUGUAGCUA
((((((((..((.((((((((...&....))))))))...................))..)))))))). -
18.35

miRNA: mir-222
Human predicted target: ENSG00000157404
Mouse predicted target: ENSMUSG00000005672



Rat predicted target: ENSRNOG00000002227
Hs Gene description: MAST/STEM CELL GROWTH FACTOR RECEPTOR PRECURSOR (EC
2.7.1.112) (SCFR) (PROTO-ONCOGENE TYROSINE-PROTEIN KINASE KIT) (C-KIT)
(CD117 ANTIGEN). [Source:SWISSPROT;Acc:P10721] NM_000222
mir-222 ENSG00000157404 2000 nt UTR 2 hits 1030 1959
-----------------------------------------1--------------------------------
----1-
>ENSG00000157404 hs-mir-222   1030   1037
AGCUACAUCUGGCUACUGGGUCUC&AGUGGGAAAACACUGCCAUCUUAGUUUGGAUUCUUAUGUAGCA
.(((((((.((((...((..((((&...))))...))..)))).................))))))). -
20.37
>ENSG00000157404 hs-mir-222   1959   1966
AGCUACAUCUGGCUACUGGGUCUC&GAAAUUAUUUUGUGGCUUUUUUUGUAAAUAUUGAAAUGUAGCA
.(((((((..((((((..(((...&......)))..))))))..................))))))). -
19.45
mir-222 ENSMUSG00000005672 4174 nt UTR 3 hits 447 1978 2854
-----------------1--------------------------------------------------------
-----1----------------------------------1---------------------------------
-------------------
>ENSMUSG00000005672 hs-mir-222    447    454
AGCUACAUCUGGCUACUGGGUCUC&UGGCCCUGAGAGCCAUCCUUAAUGAUGGGAGAUAUAUGUAGCA
.(((((((.(((((...(((((..&.)))))....)))))....................))))))). -
27.50
>ENSMUSG00000005672 hs-mir-222   1978   1985
AGCUACAUCUGGCUACUGGGUCUC&GGAAUUAUUAUGUGGCUUUUUUUGUAAAUAUUGAAAUGUAGCA
.(((((((..(((((((((.(((.&)))....))).))))))..................))))))). -
19.35
>ENSMUSG00000005672 hs-mir-222   2854   2861
AGCUACAUCUGGCUACUGGGUCUC&ACCAUUGGAACUGUCUGAGAAAGCCUCCCUAUACCAUGUAGCC
.(((((((..((.((..(((((((&................))))......)))..))))))))))). -
20.60
mir-222 ENSRNOG00000002227 2843 nt UTR 2 hits 445 2061
-----------------1--------------------------------------------------------
--------1-------------------------------
>ENSRNOG00000002227 hs-mir-222    445    452
AGCUACAUCUGGCUACUGGGUCUC&GGCCCAGAGAGCCUUCCAUAAUGACGGGCAGAUGUAUGUAGCA
.((((((((.((((.(((((((..&)))))))..))))....................).))))))). -
30.20
>ENSRNOG00000002227 hs-mir-222   2061   2068
AGCUACAUCUGGCUACUGGGUCUC&GGAAUUAUUACGUGGCUUUUUUUGUAAAUAUUGAAAUGUAGCA
.(((((((..(((((((((.(((.&)))....))).))))))..................))))))). -
19.35

miRNA: mir-223
Human predicted target: ENSG00000109670
Mouse predicted target: ENSMUSG00000028086
Rat predicted target: ENSRNOG00000010889



Hs Gene description: F-BOX PROTEIN FBW7 ISOFORM 2; ARCHIPELAGO,
DROSOPHILA, HOMOLOG OF; F-BOX PROTEIN FBW7; F-BOX PROTEIN SEL-10; HOMOLOG
OF C ELEGANS SEL-10. [Source:RefSeq;Acc:NM_018315] NM_018315
mir-223 ENSG00000109670 3622 nt UTR 2 hits 190 1261
-------1------------------------------------------1-----------------------
-----------------------------------------------------------------------
>ENSG00000109670 hs-mir-223    190    197
UGUCAGUUUGUCAAAUACCCCAA&ACUAAGAAGGAAAAGAAGAAGAGAUGACAAACCAUAACUGACAA
(((((((((((((..........&........................)))))......)))))))). -
18.30
>ENSG00000109670 hs-mir-223   1261   1268
UGUCAGUUUGUCAAAUACCCCAA&GGGAAAACAACUGUUACAGUUUUAUUGCUCUGAGUAACUGACAA
((((((((..(((..........&..............................)))..)))))))). -
17.00
mir-223 ENSMUSG00000028086 2086 nt UTR 2 hits 235 1176
---------1-------------------------------------1--------------------------
----------
>ENSMUSG00000028086 hs-mir-223    235    242
UGUCAGUUUGUCAAAUACCCCAA&ACAGACUAAGAAGGCAAGAAGAGACAAGAGACCGUAACUGACAG
((((((((.(((...........&.............................)))...)))))))). -
18.10
>ENSMUSG00000028086 hs-mir-223   1176   1183
UGUCAGUUUGUCAAAUACCCCAA&GAGGGCUGUGGUGAAUGGAAGAACAUACAUAGCAAAACUGACAA
(((((((((.(((.(((.(((..&..))).)))..)))....................))))))))). -
22.10
mir-223 ENSRNOG00000010889 3663 nt UTR 2 hits 289 1212
-----------1------------------------------------1-------------------------
-------------------------------------------------------------------------
>ENSRNOG00000010889 hs-mir-223    289    296
UGUCAGUUUGUCAAAUACCCCAA&CAGACUAAGGAGGUAAGAAGAAGACAAGAGACCGUAACUGACC
.(((((((((((...((((((..&........)).)))).......)))).........))))))). -19.90
>ENSRNOG00000010889 hs-mir-223   1212   1219
UGUCAGUUUGUCAAAUACCCCAA&GAGGGCUGUGGUGAAUGGAUGAACAUACAUAGUAAAACUGACAA
(((((((((.(((.(((.(((..&..))).)))..)))....................))))))))). -
22.10

miRNA: mir-223
Human predicted target: ENSG00000144283
Mouse predicted target: ENSMUSG00000026991
Rat predicted target: ENSRNOG00000005504
Hs Gene description: PLAKOPHILIN 4 (P0071). [Source:SWISSPROT;Acc:Q99569]
mir-223 ENSG00000144283 2000 nt UTR 2 hits 529 1975
---------------------1----------------------------------------------------
----1-
>ENSG00000144283 hs-mir-223    529    536
UGUCAGUUUGUCAAAUACCCCAA&UAAUGCAAUGUGUCACUUGAAAAGAGAUUUGAAGAAACUGACAA



(((((((((.((((((.......&..........................))))))..))))))))). -
20.90
>ENSG00000144283 hs-mir-223   1975   1982
UGUCAGUUUGUCAAAUACCCCAA&UCAGGAAAACAAGGGAAUCGGAGCCAGCCCAAGCCAACUGACAA
((((((((.(((..((.(((...&............))).))..)...........)).)))))))). -
17.20
mir-223 ENSMUSG00000026991 2000 nt UTR 2 hits 545 1410
---------------------1----------------------------------1-----------------
------
>ENSMUSG00000026991 hs-mir-223    545    552
UGUCAGUUUGUCAAAUACCCCAA&GUAAUGCAGUGUGUCAUUUGAAAAGAGAUUUGAAGAACUGACAG
(((((((((.((((((.......&...........................)))))).))))))))). -
21.90
>ENSMUSG00000026991 hs-mir-223   1410   1417
UGUCAGUUUGUCAAAUACCCCAA&UACACAGCAGAGGCCACUGGGUGACAUUCCUAAGGAACUGACAC
(((((((((((((.....((((.&.................)))))))).........))))))))). -
21.30
mir-223 ENSRNOG00000005504 2000 nt UTR 2 hits 544 1379
---------------------1---------------------------------1------------------
------
>ENSRNOG00000005504 hs-mir-223    544    551
UGUCAGUUUGUCAAAUACCCCAA&GUAAUGCAGUGUGUCAUUUGAAAAGAGAUUUGAAGAACUGACAG
(((((((((.((((((.......&...........................)))))).))))))))). -
21.90
>ENSRNOG00000005504 hs-mir-223   1379   1386
UGUCAGUUUGUCAAAUACCCCAA&UCCACAGCAGAGGCUGCUGGGUAAUGUUCCUGAGGAACUGACAC
(((((((((.(((((((.((((.&.................))))...))))..))).))))))))). -
25.40


